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NUCLEIC ACID-BASED TREATMENT OF DISEASES OR CONDITIONS RELATED T(3 



WEST NILE VIRUS INFECTION 



TECHNICAL FIELD OF INVENTION 

This invention relates to compositions, reagents and methods for the treatment of 
diseases or conditions relating to West Nile Virus (WNV) infection. 

The Sequence Listing file named "MBHB001109-ASequenceListingf' (8,067,027 
bytes in size) submitted on Compact Disc-Recordable (CD-R) medium ("011019_1245") is 
incoiporated herein by reference. 

BACKGROUND OF THE INVENTION 

The following is a discussion of relevant art, none of which is admitted as prior art to 
the present invention. 

West Nile Virus (WNV) is a Class IV virus, specifically a flavivirus, identified as a 
member of the Japanese encephalitis vurus antigenic complex. WNV is a spherical, 
enveloped virus containing a positive single-stranded RNA genome. Flaviviridae group also 
includes such pathogens as hepatitis C virus, Kunjin virus, and viruses responsible for yellow 
fever, dengue fever, and St. Louis encephalitis. West Nile Virus subtypes are distinguishable 
by antigenic variations in the envelope (E) protein and by the presence of an N-glycosylation 
site (Asn-Tyr-S©:) at amino acids 154-156 (Jia, 1999, Lancet. 354;1971-2). 

The genome of WNV is composed of 10,960 nucleotides. The 5*-tetminus of the 
WNV genome contains a type 1 c^ structure that is synthesized by RNA triphosphatase, 
guanylyltransferase and methjdtransferase (Waigler and Wengler, 1993, Virology, 197m; 
265-273). A conserved 3 '-terminal stem loop of the viral genomic RNA has been shown to 
bind to translation elongation factor-l-alpha prior to replication (Blackwell and Brinton, 
1997, J. Virol, 71, 6433-6444). At least nine WNV encoded proteins have been identified, 
including the non-structural proteins NS 1, NS 2a, NS 2b, NS 3, NS 4b, and NS 5, along with 
C, M, and E structural proteins. The NS 3 protein has been shown to have RNA 
triphosphatase activity (Wengler and Wengler, supra). The WNV NS 5 protem has been 
shown to possess RNA-dependent RNA polymerase activity in vitro (Stefifens et al, 1999, J. 
Gen. Virol, 80,2583-2590). 
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WNV can be transmitted to humans and domestic animals throu^ mosquitoes and 
migratory birds, that serve as ampUfying hosts. Although WNV infection is generally 
asymptomatic in areas of the world where the virus is endemic, infected humans can incur a 
mild fever, rash, nausea, headache, disorientation and back pain. More serious complications 
from WNV infection include hepatitis, pancreatitis, encephalitis, myocarditis, meningitis, 
neurologic infection, and deaths especially in the v^ young, sick, or elderly. 

Virulence of different WNV strains can vary, and certain characteristics of the WNV 
can dictate susceptibility to CNS infection. One study of WNV infectivity in mice found 
decreased neuroinvasiveness in strain variants with glycosylated envelope proteins and 
among those strains with amino acid substitutions at residue 307 (Chambers et al., 1998, X 
Gen Virol 79:2375). Experimentally infected monkeys have demonstrated persistent 
neurologic infection (Pogodina et al, 1983, Arch, Virol, 75:71). Furthermore, human 
subjects who were subjected to WNV as an experimental cancer treatment and who died 
within approximately four weeks after such treatment showed viral infiltration of the spleen, 
lymph nodes, Hver, and lungs, indicating disseminated infection by WNV in humans 
(Southam and Moore, 1951, Am, J. Trop. Med,, 31:724; Southam and Moore, 1954, Am, J. 
Trop, Med. Hyg., 3:19). 

The WNV incubation period manifests typically from 3 to 15 days, and the diagnosis 
of WNV has been confirmed by an enzyme immunoassay through IgM and IgG antibody 
detection (Tsai et al, 1998, Lancet, 352:767). WNV has also been diagnosed by reverse 
transcriptase polymerase chain reaction (rtPCR) testing of CSF (Puri et al, 1994, Arch. 
Virol, 134:29). 

The WNV infection has been reported in Afiica, the Middle East, parts of Europe, the 
Soviet Union, South Asia and Australia (Savage et al, 1999, Am J Trop MedHyg., 61:600). 
In one study involving 915 Egyptians, 6 percent of school children and 40 percent of yoimg 
adults had antibodies to the WNV following a widespread fever outbreak in the general 
population (Corwin et al, 1993, Am J Trop Med Hyg., 48:776). Epidemics have also been 
reported in brael. South Afiica and parts of Europe. In a European outbreak in Romania in 
1996, more than 500 cases were reported with a mortality rate of nearly 10 percent (Tsai et 
al, 1998, Lancet, 352:767 and Hubalek et al, 1999, Emerg Infect Dis., 5:643). Clinical 
manifestations of the virus in these Romanian patients included meningoencephalitis (44 
percent), meningitis (40 percent), and encephalitis (16 percent). In addition, the symptoms 
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included fever (91 percent), headache (77 percent), neck stif&ess (57 percent), vomiting (53 
percent), confusion (34 percent) and coma (13 percent) (Tsai et aL, 1998, Lancet, 532:767). 
The largest outbreak of the WNV to date occurred in 1974 in South Africa where nearly 
3,000 cases were reported (Mcintosh et a/., 1976, South African Journal of Science., 72:295- 
300). 

Outbreaks of WNV were not very common in the United States until 1999 when the 
virus caused seven deaths and 62 cases of encephalitis in New York. The outbreak of 
encephalitis in humans in the New York area in 1999 coincided with the death of several 
crows due to viscerotropic WNV infection. These avian infections were present in crows as 
far south as Baltimore (Anderson et aL, 1999, Science,, 286:2331). Recent reports indicate 
that WNV is spreading to other areas of the country as well. 

Cloned from the human brain by reverse-transcriptase polymerase chain reaction, the 
genome of the WNV responsible for the 1999 New York outbreak was found as a lineage 
type I West Nile Virus. This particular strain of West Nile Virus (WNV; WNV-NY 1999) is 
closely related to strains previously isolated in the Middle East (Jia, 1999, The Lancet, 
354:1971-1972). 

Nearly the same time as the 1999 United States outbreak, an outbreak of 
meningoencephalitis caused by WNV infection occurred in Russia. This late summer 
outbreak was responsible for over 40 deaths out of about 1,000 reported cases. Analysis of 
brain tissue from five victims of this epidemic by reverse trasnscriptase-polymerase chain 
reaction confirmed the presence of WNV, as well as other flaviviruses, in each sample (Lvov 
etaL, 2000y Emerging Infectious Diseases.y 6:4). 

After the outbreak of WNV in the United States in 1999, surveillance programs have 
detected increased transmission of the virus in birds and mosquitoes. In one recent case a 
person 78 years of age was hospitalized in Richmond County, New York for viral 
encephalitis and tested positive for WNV. Immunosorbent assay confirmed the presence of 
the IgM antibody in cerebrospinal fluid and serum samples of the individual (Novello et aL, 
2000, MMWR, 49,31:714-717). 

The elderly are particularly susceptible to encephaUtis due to WNV infection. Other 
risk factors related to exposure to the virus include spending increased amounts of time 
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outdoors and being in the presence of a flooded areas, both places where increased contact 
with mosquitoes is likely (Han et al., 1999, J Infect Dis., 179:230). 

In an attempt to prevent the spread of WNV through control of larval and adult 
mosquitoes, mapping, spraying and removal of breeding sites has heea initiated in parts of 
New York and Connecticut (Morb Mortal Wkly Rep. 1999; 48:944). In addition, education 
programs have been suggested to make the public aware of WNV and it's risk factors. 
Despite these efforts, WNV remains a threat due to its mode of transmission. At present, 
there is no vaccine or other known treatment for WNV infection. Accordingly there remains 
an unmet need for reagents and methods for the diagnosis of WNV infection. Further, there 
remains a need for reagents and methods for the treatment of WNV infection. 



BRIEF SUMMARY OF THE INVENTION 

The invention features novel nucleic acid-based molecules and techniques (e.g., 
enzymatic nucleic acid molecules (such as ribozymes, DNAzymes or allozymes), antisense 
nucleic acids, 2-SA antisense chimeras, triplex forming oligonucleotides, antisense nucleic 
acids containing RNA cleaving chemical groups, dsRNA and decoys) as well as methods for 
their use to detect and modulate the replication of WNV and WNV gene expression. In 
particular, enzymatic nucleic acid molecules capable of specifically cleaving WNV RNA are 
described. Also described are antisense nucleic acid molecules that specifically modulate 
the replication of WNV and the expression of the WNV genome. Such enzymatic and 
antisense nucleic acids can be used to diagnose and treat diseases associated with WNV 
infection, such as pancreatitis, encephalitis, myocarditis, meningitis, neurologic infection, 
hepatitis, liver failure, hepatocellxdar carcinoma, and cirrhosis. 

The invention features the use of one or more of the nucleic acid-based molecules and 
techniques independently or in combination to modulate the replication of WNV and/or the 
expression of the genes encoded by the WNV genome, ii one embodiment the invention 
features the use of nucleic acid-based molecules and techniques to inhibit the fimction of the 
West Nile Virus genome (GenBank accession Nos. AF196835, AF260969, AF260968, 
AF260967, NC_001563, AF206518, and AF202541). 

The present invention features a nucleic acid molecule that modulates the replication 
of the West Nile Virus, hi one embodiment, the nucleic acid molecule modulates the 
expression and/or fimction of RNA derived from the WNV. In a preferred embodiment, the 
nucleic acid molecule of the present invention is selected firom the group consisting of 
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enzymatic nucleic acid, antisense nucleic acid, 2*,5*-A nucleic acid, triplex forming nucleic 
acid, and decoy nucleic acid molecules. 

In one embodiment, the nucleic add molecule of the invention {e.g., antisense or 
enzymatic nucleic acid molecule) comprises between 12 and 100 bases complementary to 
ENA of the WNV genome. In another embodiment, the nucleic acid molecule comprises 
between 14 and 24 bases complementary to RNA of the WNV genome. The nucleic acid 
molecule of the invention can be synthesized either enzymatically or chemically using 
methods described herein and other methods known in the art. 

In yet another embodiment, the nucleic acid molecule of the invention can further 
conq>rise at least one sugar modification, nucleic acid base modificationi, phosphate backbone 
modification, or a combination thereof. The nucleic acid molecule of the invention can also 
comprise a cap structure, wherein the cap structure is at the 5*-end or 3*-end, or at both the 5*- 
end and the 3 '-end of the nucleic acid molecule. 

In one embodiment of the invention, the nucleic acid molecule is an enzymatic nucleic 
acid molecule. The enzymatic nucleic acid molecules of the invention are designed to cleave 
either the plus strand or the minus strand of WNV. The enzymatic nucleic add molecules are 
also designed to cleave RNA derived from various genes encoding WNV proteins. The 
enzymatic nucleic acid of the invention contains one or more binding arms that comprise a 
sequence or sequences complementary to any sequence of WNV. In another embodiment, the 
enzymatic nucleic acid of the invention contains one or more binding arms that comprise a 
sequence or sequences complementary to any sequence(s) of SEQ ID NOs 1-7,372; 16,410- 
24,320; and 35,592-35,616. Examples of enzymatic nucleic acid molecules of the invention 
comprise the sequence of SEQ ID NOs 7,373-16,409; 24,321-35,591; or 35,617-35,641. 

The enzymatic nucleic acid molecule of the invention can be in a hammerhead (HH), 
hairpin, hepatitis Delta virus, group I intron, VS nucleic acid, or KNAse P nucleic acid 
configuration. The enzymatic nucleic acid molecule can also be in an Inozyme, G-cleaver, 
Zinzyme, or an Amberzyme configuration. The enzymatic nucleic acid molecule of the 
invention can also be a DNAzyme. 

In one embodiment, the DNAzyme of the instant invention comprises at least ten 2 - 
0-methyl modifications. In another embodiment, the DNAzyme fiurther comprises 
phosphorothioate linkages on at least one of the 5* terminal nucleotides. Said linkages are 
useful to improve nuclease stability. In another embodiment, the DNAzyme comprises a 3*- 
end modification (e.g., 3',3*-inverted abasic and/or one or more phosphorothioate 
modifications). In another embodiment, the DNAzyme comprises at least ten 2'-0-methyl 
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modifications, phosphorothioate linkages on at least one of the 5' tenninai nucleotides, and a 
3'-end modification. 

In another embodiment, the enzymatic nucleic acid molecule of ttie invention is a 
Hammerhead motif comprising at least one sequence complementary to any of the sequences 
shown as Substrate sequence in Tables IH and VHI. In yet another embodiment, the enzymatic 
nucleic acid molecule of the invention is an Ihozyme motif comprising at least one sequence 
complementary to any of the sequences shown as substrate sequence in Tables IV and DC. In 
another embodiment, the enzymatic nucleic acid molecule of the invention is a DNAzyme 
comprising at least one sequence complemwtary to any of the sequences shown as substrate 
sequences in Tables VI and XL In another embodimrat, the enzymatic nucleic acid molecule 
of the invention is a Zinzyme comprising at least one sequence complementary to any of the 
sequences shown as substrate sequence in Tables V and X. In another embodiment, the 
enzymatic nucleic acid molecule of the invention is an Amberzyme comprising at least one 
sequences complementary to any of the sequences shown as substrate sequences in Tables Vn 
andXn. 

In one embodiment, the enzymatic nucleic acid molecule contemplated by the instant 
invention comprises at least five libose residues, at least ten 2 -O-methyl modifications, and a 
3'- end modification (e.g., 3',3*-inverted abasic moiety, phosphorothioate, 
phosphorodithioate). In another embodiment, the ^izymatic nucleic acid further comprises 
phosphorothioate modifications at the 5*-end (for example having 1, 2, 3, 4 or 5 
phosphorothioates). In another embodiment the invention featm-es an enzymatic nucleic acid 
molecule that does not require the presence of a ribonucleotide to be fimctional, for eTcample, 
to cleave WNVRNA. 

In another aspect of the iavention, the nucleic acid molecule of the invention is an 
antisense nucleic acid molecule. The antisense nucleic acid molecule is designed to modulate 
either the plus strand or the minus strand of WNV. The antisense nucleic acid molecule are 
also designed to modulate RNA derived fix)m various genes encoding WNV proteins. The 
antisense nucleic acid of the invention comprises a sequence complementary to any WNV 
sequence. For example, in some embodiments, the antisense nucleic acid of the invention 
comprises a sequence complementary to any of the sequences of SEQ ID NOs 1-7,372; 
16,410-24,320; and 35,592-35,616. 

In one embodiment, the antisense nucleic acid molecule of the instant invention 
comprises a phosphorothioate core with both 3' and 5' -end modifications. In one aspect of 
this embodiment, the 3' and/or 5*- end modification contenq)lated by the instant invention is 
a 3 ',3 '-inverted abasic moiety and/or a 5*,5'-inverted abasic moiety,respectively. 
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The invention also provides a method for modulating the replication of WNV in a cell 
comprising the step of contacting said cell witii tiie nucleic acid molecule of claim 1 under 
conditions suitable for said down regulation of WNV replication. In addition the invention 
provides a method for down regulating flie replication of WNV m a manamal comprising the 
step of admmisteting to said infected mammal a nucleic acid of claim 1 . In one embodiment 
of the disclosed methods, the modulation of replication of WNV in a cell or mammal results 
in the down-regulation of WNV replication in tiie cell or mammal 

In one embodiment, the invention features a method of modulating WNV activity in a 
cell, comprising the step of contacting the cell with the nucleic add molecule of tiie 
invention, under conditions suitable for the modulation of WNV activity. In one 
embodiment, the modulation results in the reduction of WNV activity. Jn a further 
embodiment, the invention features a method of treating a patient havmg a condition 
associated with the level of WNV, comprising contacting cells of the pati^t with the nucleic 
acid molecule of the invention, under conditions suitable for the treatment. In one 
embodiment, the method of treating a patient having a condition associated with the level of 
WNV comprises the use of one or more therapies under conditions suitable for the treatment, 
in conjunction with the nucleic acid molecule. 

In another embodiment, the method for treating a patent having a condition associated 
with the level of WNV comprises administering to the patient a nucleic acid molecule that 
modulates expression of RNA derived from the WNV genome in conjimction with one or 
more of other therapies, such as antiviral agents and interferons. In one embodiment of the 
described method, the WNV RNA expression is down-regulated. 

The invention further relates to a method of cleaving WNV RNA, comprising 
contacting the nucleic acid molecule of the invention with WNV RNA under conditions 
suitable for the cleavage of WNV RNA. In another embodiment the method of cleaving 
WNV RNA is carried out in the presence of a divalent cation. In one embodiment, for 
example, the divalent cation is Mg2+. 

The invention also contemplates a pharmaceutical composition comprising a nucleic 
acid molecule of the invention and a pharmaceutically acceptable carrier. In one 
embodiment, the invention features a kit for the treatment of a patient having a condition 
associated with flie level of WNV, comprising the nucleic acid molecule of the invention. 
The invention also features a kit for detecting a level of WNV in a system, comprising the 
nucleic acid molecule of the invention. 

The invention also features an expression vector comprising a nucleic acid sequence 
encoding one or more nucleic acid molecule (e.g, 1, 2, 3, 4 nucleic acid molecules) that can 
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be the same or different, of the invention (e.g., enzymatic nucleic acid and/or antisense), in a 
manner that allows expression of that nucleic acid molecule(s). 

The nucleic acid-based molecules of the present invention are useful, alone or in 
combination with other therapies, for the prevention and/or treatment of diseases and 
conditions associated with WNV infection, such as pancreatitis, encephalitis, myocarditis, 
meningitis, neurologic infection, hepatitis, liver failure, hepatocellular carcinoma, cirrhosis, 
and any other diseases or conditions that are related to or respond to the levels of WNV in a 
cell or tissue. 

The nucleic acid-based molecules of the mvention can be added directly, or can be 
complexed with a delivery agent, such as a Upid, phospholipid, cationic lipid, packaged 
within a Uposome(s), or otherwise delivered to target cells or tissues using the methods 
described herein and known in the art. The nucleic acid or nucleic acid complexes can be 
locally administered to relevant tissues ex vivo or in vivo through injection, infusion pump or 
stent, with or without their incorporation in biopolymers. In one embodiment, the enzymatic 
nucleic acid moleciile comprises one or more sequences that are complementary to the 
substrate sequences in Tables m to Xm. Examples of the inventive enzymatic nucleic acid 
molecules comprise sequences which are also shown in Tables m to Xm. 

In one embodiment, the invention features a method of administering to a cell, for 
example a mammalian cell or human cell, an enzymatic nucleic acid molecule of the 
invention comprising contacting the cell with the enzymatic nucleic acid molecule under 
conditions suitable for administration. The method of administration can be in the presence 
of a delivery reagent, for example, a lipid, cationic lipid, phospholipid, or liposome. In 
another embodiment, the invention features a method of administering to a cell an expression 
vector comprising a nucleic acid sequence encoding one or more nucleic acid molecules of 
the invention comprising contacting the cell with said vector imder conditions suitable for 
administration. 

Other features and advantages of the invention will be apparent fiom the following 
description of the preferred embodiments thereof and from the claims. 

BRIEF DESCRIPTION OF THE HGURES 

Figure 1 shows examples of chemically stabilized enzymatic nucleic acid motife. 
'*HH" represents hammerhead enzymatic nucleic acid motif (Usman et aL, 1996, Curr. Op. 
Struct. Bio., 1, 527); **NCH" represents the NCH enzymatic nucleic acid motif (Ludwig & 
Sproat, Intemational PCT Publication No. WO 98/58058); "G-Cleaver" represents G-cleaver 
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enzymatic nucleic acid motif (Kore et al, 1998, Nucleic Acids Research 26, 41 16-4120). **N" 
or "n" represent independently a nucleotide that can be same or different and have 
complementarity to each other; **tT\ represents ribo-Inosine nucleotide; arrow indicates the 
site of cleavage within the target. Position 4 of the HH Rz and the NCH Rz is shown as 
having 2'-C-allyl modification, but those skilled in the art will recognize that this position can 
be modified with other modifications well known in the art, so long as such modifications do 
not significantly inhibit the activity of the enzymatic nucleic acid. 

Figure 2 shows an example of the Amberzyme enzymatic nucleic acid molecule motif 
that is chemically stabilized (see for example Beigelman et aL, Intemational PCT publication 
No. WO 99/55857). The Amberzyme motif is a class of enzymatic nucleic molecules that do 
not require the presence of a ribonucleotide (2* -OH) group for its activity. 

Figure 3 shows an example of the Zinzyme A enzymatic nucleic acid molecule motif 
that is chemically stabilized (see for example Beigelman et aL, Beigelman et aL, Intemational 
PCT publication No. WO 99/55857), The Zinzyme motif is a class of enzymatic nucleic 
molecules that do not require the presence of a ribonucleotide (2'-OH) group for its activity. 

Figure 4 shows an example of a DNAzyme motif (e.g., "10-23") described by Santoro 
etaL, 1997, PNAS, 94,4262. 

DETAILED DESCRIPTION OF THE INVENTION 

Due to sequence variability of the WNV genome, it is preferable to target the 
conserved regions of the WNV genome with the nucleic acid molecules of the instant 
invention. Accordingly, the present invention describes nucleic acid molecules targeting the 
conserved regions of the WNV genome. Conserved regions of the WNV genome include the 
39-UTR, E, NS3, and NS5 regions. Nucleic acid molecules designed against these and other 
conserved regions of various WNV isolates enable, for example the down regulation of WNV 
replication in diverse patient populations, as well as ensure the effectiveness of ttie nucleic 
acid molecules against WNV quasi species that evolve due to mutations in the non-conserved 
regions of the WNV genome. For instance, a single nucldc acid molecule (such as an 
enzymatic nucleic acid molecule) can be targeted to inhibit all known strains and variants of 
WNV by targeting the nucleic acid to a conserved sequence present in all WNV genomes. 

The present invention relates to a nucleic acid molecule that modulates the replication 
of WNV. For example, the nucleic acid molecule can be an enzymatic nucleic acid, an 
allozyme, an antisense nucleic acid, a 2% 5'-A nucleic add, triplex forming nucleic acid, 
dsKNA, siRNA or decoy nucleic acid molecule. 
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la one embodiment of the present invention, a nucleic acid molecule of the instant 
invention can be between 12 and 100 nucleotides in length. Exemplary enzymatic nucleic 
acid molecules of the invention are shown in Table ni-Xlll. For exanq>le, enzymatic nucleic 
acid molecules of the invention can be between 15 and 50 nucleotides in length, and in 
another embodiment between 25 and 40 nucleotides in length, e.g., 34, 36, or 38 nucleotides 
in length (jfor example see Jarvis et al, 1996, J. Biol Chem., 271, 29107-29112). ]&cemplaiy 
DNAzymes of the invention are can between 15 and 40 nucleotides in length, and in one 
embodiment, between 25 and 35 nucleotides in length, e.g., 29, 30, 31, or 32 nucleotides in 
length (see, e.g., Santoro et al, 1998, Biochemistry, 37, 13330-13342; Chartrand etal, 1995, 
Nucleic Acids Research, 23, 4092-4096). Exemplary antisense molecules of the invention 
can be between 15 and 75 nucleotides in length, and in one embodiment between 20 and 35 
nucleotides in length, e,g,, 25, 26, 27, or 28 nucleotides in length (see for example Woolf 
al. 1992, PNAS., 89, 7305-7309; Mihier et al, 1997, Nature Biotechnology, 15, 537-541). 
Exemplary triplex forming oligonucleotide molecules of the invention are between 10 and 40 
nucleotides in length, and in one embodiment are between 12 and 25 nucleotides in length, 
eg., 18, 19, 20, or 21 nucleotides in length (see for example Maher et al, 1990, Biochemistry, 
29, 8820-8826; Strobel and Dervan, 1990, Science, 249, 73-75). Those skilled in flie art will 
recognize that all that is required is for the nucleic acid molecule to be of lengfti and 
conformation sufiBcient and suitable for the nucleic acid molecule to catalyze a reaction 
contemplated herein. The length of the nucleic acid molecules of the instant invention are not 
limiting within the general limits stated. 

The invention relates to a class of nucleic acid-based molecules that exhibit a high 
degree of specificity for the RNA of a desired target, such as WNV RNA. In one 
embodiment, the enzymatic nucleic acid molecule is targeted to a highly conserved sequence 
region of RNA encoding the WNV genome and/or proteins, such that sfpecific treatment of a 
disease or condition associated with WNV is provided using one or more nucleic acid 
molecules of the invention. In addition, the nucleic acid based molecule can be targeted to 
RNAs that share homology with the WNV gene. The nucleic acid molecules of the invention 
can be delivered exogenously to specific tissue or cellular targets as required Alternatively, 
the nucleic acid molecules {e,g„ enzymatic nucleic acids and antisense) can be expressed 
from DNA and/or RNA vectors that are delivered to specific cells. 

Li yet another embodiment, the invention featm^es antisense nucleic acid molecules, 
dsRNA, and 2-5A chimera including sequences complementary to the substrate sequences 
shown in Tables HI to Xin. Such nucleic acid molecules can include sequences as shown 
for the binding arms of the enzymatic nucleic acid molecules in Tables m to Xin. 
Similarly, triplex molecules targeted to flie corresponding DNA target regions, and containing 
the DNA equivalent of a target sequence or a sequence complementary to the specified target 
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(substrate) sequence are provided. Typically, antisense molecules are complementary to a 
target sequence along a single contiguous sequence of the antisense molecule. However, in 
certain embodiments, the antisense molecule can bind to substrate such that the substrate 
molecule forms a loop, and/or the antisense molecule bmds such that the antisense molecule 
forms a loop. Thus, the antisense molecule can be complementary to two or more non- 
contiguous substrate sequences, or two or more non-contiguous sequence portions of an 
antisCTse molecule can be complementary to a target sequence, or hofb. 

The nucleic acid molecules of the present invention can be expressed from 
transcrq)tion units inserted into DNA or RNA vectors. The recombinant vectors can be DNA 
plasmids or viral vectors. Enzymatic nucleic acid or antisense expressing viral vectors can be 
constructed based on, but not limited to, adeno-associated virus, retrovirus, adenovirus, or 
alphavirus. In one embodiment, the recombinant vectors capable of expressing the enzymatic 
nucleic acids or antisense are delivered as described herein, and persist in target cells. 
Alternatively, viral vectors can be used that provide for transient expression of enzymatic 
nucleic acids or antisense. Such vectors can be repeatedly administered as necessary. Once 
expressed, the enzymatic nucleic acids or antisense bind to the target RNA and modulate its 
function or expression. Delivery of enzymatic nucleic acid or antisense expressing vectors can 
be systemic, such as by intravenous or intramuscular administration, by administration to 
target cells ex-planted from flie patient followed by reintroduction mto the patient, or by any 
other means that would allow for mtroduction into the desired target cell, Antisense DNA or 
DNAzymes can be expressed endogenously via the use of a single stranded DNA intracellular 
expression vector. 

The nucleic acid molecules of the instant invention, individually, or in combination or 
in conjunction with other drugs, can be used to treat diseases or conditions discussed herein. 
For example, to treat a disease or condition associated with the levels of WNV, the nucleic 
acid molecules can be administered to a patient or can be administered to other appropriate 
cells evident to those skilled in the art, individually or in combination with one or more drugs 
under conditions suitable for tiie treatment. 

In a further embodiment, the described molecules, such as antisense or enzymatic 
nucleic acids, can be used in combination with other known treatments to treat conditions. 
For example, the described molecules can be used in combination with one or more known 
therapeutic agents to treat WNV infection, pancreatitis, encephalitis, myocarditis, meningitis, 
neurologic infection, hepatitis, liver failure, hq)atocellular carcinoma, cirrhosis, and/or other 
disease states associated with WNV infectiorL 

In another embodiment, the invention features nucleic acid-based inhibitors (e.g., 
enzymatic nucleic acid molecules, antisense nucleic acids, 2-5A antisense chimeras, triplex 

11 



wo 02/068637 



PCTAJSOl/48350 



forming oligonucleotides, antisense nucleic acids containing RNA cleaving chemical groups) 
and methods for their use to down regulate or inhibit the expression of genes WNV) 
enable of progression and/or maintenance of WNV infection, pancreatitis, encephalitis, 
myocarditis, meningitis, neurologic infection, hepatitis, liver failure, hepatocellular 
carcinoma, cinfaosis, and/or other disease states; associated with WNV infection. Such genes 
can be cellular genes that are involved, and/or essential for flie replication and/or propagation 
of WNV. Nucleic acid molecules targeting such cellular gene expression is useful in the 
modulation of WNV replication and/or propagation. 

By "modulate" is meant fliat the expression of the gene, or level of RNA molcules or 
equivalent KNA molecules mcoding one or more WNV protein or WNV protein subunits, or 
activity of one or more WNV protein or WNV protein subunits is up-regulated or down- 
regulated, such that the ^ression, level, or activity is greater than or less than that observed 
in the absence of a nucleic acid molecule of the invention. 

By "inhibit", "down-regulate", or *'reduce", it is meant that the expression of the gene, 
or level of RNA molecules or equivalent RNA molecules encoding one or more proteins or 
protein subunits, or activity of one or more proteins or protein subunits, such as WNV 
proteins or WNV subunit(s), is reduced below that observed in the absence of the nucleic acid 
molecules of the invention. In one embodiment, inhibition, down-regulation or reduction with 
an enzymatic nucleic acid molecule is below that level observed in the presence of an 
enzymatically inactive or attmuated molecule that is able to bind to the same site on the taiget 
RNA molecule, but is imable to cleave that RNA molecule. In another embodiment, 
inhibition, down-regulation, or reduction with antisense oligonucleotides is below that level 
observed in the presence of, for example, an oligonucleotide with scrambled sequence or with 
i mismatches. In another embodiment, inhibition, down-regulation, or reduction of WNV with 

a nucleic acid molecule of the instant invention is greater in the presence of the nucleic acid 
molecule than in its absence. 

By "up-regulate" is meant that the expression of a gene, or level of RNA molecules or 
equivalent RNA molecules encoding one or more proteins, protein subunits, or activity of one 
or more proteins or protein subunits, such WNV proteins or WNV subunits, is greater than 
that observed in the absence of the nucleic acid molecules of the invention. For example, the 
expression of a gene, such as a WNV gene, can be increased in order to treat, prevent, 
ameliorate, or modulate a pathological condition caused or exacerbated by an absence or low 
level of gene expression. 

By "enzymatic nucleic acid molecule" it is meant a nucleic acid molecule that has 
complementarity in a substrate binding region to a specified gene target, and also has an 
enzymatic activity that is active to specifically cleave target a RNA molecule. That is, the 
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CDzymatic nucleic acid molecule is able to intennolecularly cleave a KNA molecule and 
thereby inactivate a target RNA molecule. These complementaiy regions allow sufficient 
hybridization of an enzymatic nucleic acid molecule to a target RNA molecule and thus 
permit cleavage. One hundred percent complementarity is preferred, but complem^tarity as 
low as 50*75% can also be useiid in this mvention (see for example Werner and Uhleobeck, 
1995, Nucleic Acids Research, 23, 2092-2096; Hammann et al, 1999, Antisense and Nucleic 
Add Drug Dev., % 25*31). The nucleic acids can be modified at the base, sugar, and/or 
phosphate groups. The term enzymatic nucleic acid is used interchangeably with phrases such 
as ribozymes, catalytic RNA, enzymatic RNA, catalytic DNA, 25)tazyme or aptamer-binding 
ribozyme, regulatable ribozyme, catalytic oligonucleotides, nucleozyme, DNAzyme, RNA 
enzyme, endoribonuclease, endonuclease, minizyme, leadzyme, oligozyme or DNA enzyme. 
All of these temmiologies describe nucleic acid molecules with enzymatic activity. The 
specific enzymatic nucleic acid molecules described in the instant application are not limiting 
in the invention and those skilled in the art will recognize that all that is important in an 
enzymatic nucleic acid molecule of this invration is that it has a specific substrate binding 
site that is complementary to one or more of the target nucleic acid regions, and that it have 
nucleotide sequences within or surrounding that substrate binding site which impart a nucleic 
acid cleaving and/or ligation activity to the molecule (Cech et al, U.S. Patent No. 4,987,071; 
Cech et al, 1988, 260 JAMA 3030). 

By "nucleic acid molecule" as used herein is meant a molecule comprising 
nucleotides. The nucleic acid can be single, double, or multiple stranded and can comprise 
modified or unmodified nucleotides or non-nucleotides or various mixtures and combinations 
thereof. 

By "enzymatic portion" or "catalytic domain" is meant that portion/region of the 
enzymatic nucleic acid molecule essential for cleavage of a nucleic acid substrate (for 
example, see Figures 1-4). 

By "substrate binding arm" or "substrate binding domain" is meant that portion/region 
of a enzymatic nucleic acid that is able to interact, for example, via complementarity (z.a, 
able to base-pair with), with a portion of its substrate. Such complementarity can be 100%, 
but can be less if desired. For example, as few as 10 bases out of 14 can be base-paired (see 
for example Werner and Uhlenbeck, 1995, Nucleic Acids Research, 23, 2092-2096; 
Hammann et al, 1999, Antisense and Nucleic Acid Drug Dev„ 9, 25-31). Examples of such 
arms are shown generally in Figures 1-4. That is, these arms contain sequences within a 
enzymatic nucleic add that are intended to bring enzymatic nucleic acid and target KNA 
together througfh complementary base-pairing interactions. The enzymatic nucleic acid of the 
invention can have binding arms that are contiguous or non-contiguous and can be of varying 
lengths. The length of the binding aim(s) can be greater than or equal to four nucleotides and 
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of sufficient lengtti to stably interact with a target RNA; in one embodiment they can be 12- 
100 nucleotides; in another embodimCTt they can be 14-24 nucleotides long (see for example 
Werner and UUenbeck, supra; Hamman et aL, supra; Hampel et al, EP0360257; Berzal- 
Herranze et aL, 1993, EMBO J., 12, 2567-73) or between 8 and 14 nucleotides long. If two 
binding arms are chosen, the design is such that tiie lengtibt of the binding arms are 
symmetrical (i.e,, each of the binding arms is of flie same leng&; e.g., four and four, five and 
five nucleotides, or six and six nucleotides, or seven and seven nucleotides long) or 
asymmetrical {i.e., the binding arms are of different length; e.g., three and five, six and three 
nucleotides; three and six nucleotides long; four and five nucleotides long; four and six 
nucleotides long; four and seven nucleotides long; and the like). 

By 'Thozyme" or *'NCH" motif or configuration is meant, an enzymatic nucleic acid 
molecule con[q>rising a motif as is generally described as NCH Rz in Figure 2. Inozymes 
possess endonuclease activity to cleave KNA substrates having a cleavage triplet NCH/, 
where N is a nucleotide, C is cytidine and H is adenosine, uridine or cytidine, and / represents 
the cleavage site. H is used interchangeably with X. Inozymes can also possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet NQST/, where N is a nucleotide, C 
is cytidine, and / represents the cleavage site. *T' in Figure 2 represents an Inosine 
nucleotide, including aribo-Inosine or xylo-Inosine nucleoside. 

By '*G-cleaver" motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described as G-cleaver Rz in Figure 2. G-cleavers possess 
endonuclease activity to cleave RNA substrates having a cleavage triplet NYN/, where N is a 
nucleotide, Y is uridine or cytidine and / represents the cleavage site. G-cleavers can be 
chenoically modified as is generally shown in Figure 2. 

By "zinzyme" motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described in Figure 4. Zinzymes possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet including but not limited to, 
YG/Y, where Y is uridine or cytidine, and G is guanosine and / represents the cleavage site. 
Zinzymes can be chemically modified to increase nuclease stability through substitutions as 
are generally shown in Figure 4, including substituting 2*-0-methyl guanosine nucleotides 
for guanosine nucleotides. In addition, differing nucleotide and/or non-nucleotide linkers can 
be used to substitute the 5*-gaaa-2* loop shown in the figure. Zinzymes represent a non- 
limiting example of an enzymatic nucleic acid molecule that does not require a ribonucleotide 
(2'-0H) group witiiin its own nucleic acid sequence for activity. 

By "amberzyme*' motif or configuration is meant, an enzymatic nucleic acid molecule 
comprising a motif as is generally described in Figure 3. Amberzymes possess endonuclease 
activity to cleave RNA substrates having a cleavage triplet NG/N, where N is a nucleotide, G 
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is guanosine, and / represents the cleavage site. Amberzymes can be chemically modified to 
increase nuclease stability through substitutions as are generally shown in Figure 3. In 
addition, differing nucleoside and/or non-nucleoside linkers can be used to substitute the S'- 
gaaa-3' loops shown in the figure. Amberzymes represent a non-limiting example of an 
enzymatic nucleic acid molecule that does not require a ribonucleotide (2'-0H) group within 
its own nucleic acid sequence for activity. 

By ^DNAzyme* is meant, an enzymatic nucleic acid molecule that does not require the 
presence of a 2'-0H group within its own nucleic acid sequence for activity. In particular 
embodiments^ the enzymatic nucleic acid molecule can have an attached linker or linkers or 
other attached or associated groups, moieties, or chains containing one or more nucleotides 
with 2'-0H groups. DNAzymes can be synthesized chemically or expressed endogenously in 
vivo, by means of a single stranded DNA vector or equivalent thereof. An example of a 
DNAzyme is shown in Figure 5 and is generally reviewed in Usman et al, US patent No., 
6,159,714; Chartrand et al, 1995, NAR 23, 4092; Breaker et aL, 1995, Chem. Bio. 2, 655; 
Santoro et al, 1997, PNAS 94, 4262; Breaker, 1999, Nature Biotechnology, 17, 422-423; and 
Santoro et al, 2000, Am, Chem. Soc, 122, 2433-39. The "10-23*' DNAzyme motif is one 
particular type of DNAzyme that was evolved using in vitro selection (see Santoro et al, 
supra). Additional DNAzyme motifs can be selected for using techniques similar to those 
described in these references, and hence, are within the scope of the present invention. 

By "sujfficient length" is meant an oligonucleotide of greater than or equal to 3 
nucleotides in length and long enough to provide the intended function (such as binding) 
imder the expected condition. For example, for binding arms of enzymatic nucleic acid 
"sufficient length" means that the binding arm sequence is long enough to provide stable 
binding to a target site under the expected reaction conditions and environment. The binding 
arms are not so long as to prevent useful turnover of the nucleic acid molecule. 

By "stably interacf ' is meant interaction of the oligonucleotides with target nucleic 
acid {e.g,, by forming hydrogen bonds with complementary nucleotides in the target under 
physiological conditions) that is sufficient for the intended purpose (e.g., cleavage of target 
RNA by an enzyme). 

By RNA "equivalent" to WNV is meant to include any naturally occmring RNA 
molecule having a degree of homology (partial or complete, for example 70% to 100% 
homology) with an RNA molecule encoding a WNV protein or an RNA encoding aprotein 
with similar function as a WNV protein in various organisms, including, for example, hiunan, 
birds, rodent, primate, and other organisms and parasites. The equivalent RNA sequence can 
include in addition to the coding region, regions such as 5'-untranslated region, 3'- 
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untranslated region, introns, intron-exon junction and the like. By 'liomology* or "degree of 
homology^* is meant the degree to which the nucleotide sequence of two or more nucleic acid 
molecules that are partially or completely idratical. 

By "antisense nucleic acid", it is meant a non-enzymatic nucleic acid molecule that 
binds to target RNA by means of RNA-RNA or RNA-DNA or RNA-PNA (protein nucleic 
acid; Egholm et aL, 1993 Nature 365, 566) interactions and alters the activity of the target 
KNTA (for a review, see Stein and Cheng, 1993 Science 261, 1004 and Woolf e/ aL, US patent 
No. 5,849,902). Typically, antisense molecules are complementary to a target sequence along 
a single contiguous sequence of the antisense molecule. However, in certain embodiments, 
an antisense molecule can bind to substrate such that the substrate molecule forms a loop, 
and/or an antisense molecule can bind such that the antisense molecule forms a loop. Thus, 
the antisense molecule can be complementary to two or more non-contiguous substrate 
sequences or two or more non-contiguous sequence portions of an antisense molecule can be 
complementary to a target sequence, or both. For a review of current antisense strategies, see 
Schmajuk et aL, 1999, J. BioL Chem., 274, 21783-21789, Delihas et aL, 1997, Nature, 15, 
751-753, Stein et aL, 1997, Antisense N A. Drug Dev., 7, 151, Crooke, 2000, Methods 
EnzymoL, 313, 3-45; Crooke, 1998, Biotech, Genet Eng. Rev., 15, 121-157, Crooke, 1997, 
Ad, Pharmacol., 40, 1-49, In addition, antisense DNA can be used to target RNA by means 
of DNA-RNA mteractions, thereby activating RNase H, that digests the target RNA in the 
duplex. The antisense oligonucleotides can comprise one or more RNAse H activating region 
that is cjq)able of activating KNAse H cleavage of a target RNA Antisense DNA can be 
synthesized chemically or expressed via the use of a single stranded DNA expression vector 
or equivalent thereof. 

By **RNase H activating region" is meant a region (generally greater than or equal to 
4-25 nucleotides in length, and m one embodiment from 5-U nucleotides in length) of a 
nucleic acid molecule cspdole of binding to a target RNA to form a non-covalent complex 
that is recognized by cellular RNase H enzyme (see for exaiiq)le Arrow et aL, US 5,849,902; 
Arrow et aL, US 5,989,912). The RNase H enzyme bmds to the nucleic acid molecule-target 
RNA complex and cleaves the target RNA sequence. The RNase H activating region 
comprises, for example, phosphodiester, phosphorothioate (for example, at least four of the 
nucleotides are phosphorothiote substitutions; and in another embodiment, 4-11 of the 
nucleotides are phosphorothiote substitutions); phosphorodithioate, 5'-thiophosphate, or 
methylphosphonate backbone chemistry or a combination thereof. In addition to one or more 
backbone chemistries described above, the RNase H activating region can also comprise a 
variety of sugar chemistries. For example, the RNase H activating region can comprise 
deoxyribose, arabino, fluoroarabino or a combination tiiereol^ nucleotide sugar chemistry. 
Those skilled in the art will recognize that the foregoing are non-limiting examples and that 
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any combination of phosphate, sugar and base chemistry of a nucleic acid that supports the 
activity of RNase H enzyme is within the scope of the definition of the RNase H activating 
region and fhe instant invention. 

By "2-5A antisense chimera" is meant an antisense oligonucleotide containing a 5 - 
phosphorylated 2'-5'-linked adenylate residue. These chim^as bind to target RNA in a 
sequence-specific maimer and activate a cellular 2-5A-dependent ribonuclease that, in turn, 
cleaves the target RNA (Torrence et al, 1993 Proc. Natl Acad. ScL USA 90, 1300; Silverman 
et al, 2000, Methods Enzymol, 313, 522-533; Player and Torrence, 1998, Pharmacol Then, 
78, 55-113). 

By "triplex forming oligonucleotides" is meant an oligonucleotide that can bind to a 
double-stranded DNA in a sequence-specific maimer to form a triple-strand helix. Formation 
of such triple helix structure has been shoAvn to inhibit transcription of the targeted gene 
(Duval-Valentin et al, 1992 Proc. Natl Acad. Set USA 89, 504; Fox, 2000, Curr, Med. 
Chem,. 7, 17-37; Praseuth et al, 2000, Biochim. Biophys. Acta, 1489, 181-206). 

By "gene" it is meant a nucleic acid that encodes an SNA, for example, nucleic acid 
sequences including, but not limited to, structural genes encoding a polypeptide. 

By "WNV proteins" is meant, a protein or a mutant protein derivative thereof, 
comprising a proteio/peptide encoded by WNV RNA. 

"Complementarity" refers to the abiUty of a nucleic acid to form hydrogen bond(s) 
with another RNA molecule by either traditional Watson-Crick or other non-traditional types. 
In reference to the nucleic molecules of the present invention, the binding free energy for a 
nucleic acid molecule with its target or complementary sequence is sufficient to allow the 
relevant fimction of the nucleic acid to proceed, e.g., enzymatic nucleic acid cleavage, 
antisense or triple helix inhibition. Deteimination of binding firee energies for nucleic acid 
molecules is well known in the art (see, e.g.. Turner et al., 1987, CSHSymp. Quant Biol LII 
pp.123-133; Frier et al, 1986, Proc. Nat Acad Sci. USA 83:9373-9377; Turner et al, 1987, 
J. Am. Chem. Soc. 109:3783-3785). A percent complementarity indicates the percentage of 
contiguous residues in a nucleic acid molecule that can form hydrogen bonds (e.g., Watson- 
Crick base pairing) with a second nucleic acid sequence (e.g., 5, 6, 7, 8, 9, 10 out of 10 bemg 
50%, 60%, 70%, 80%, 90%, and 100% complementary). *Terfectly complementary" means 
that all the contiguous residues of a nucleic acid sequence will hydrogen bond with the same 
number of contiguous residues in a second nucleic acid sequence. 

By •'RNA" is meant a molecule comprising at least one ribonucleotide residue. By 
''ribonucleotide" or **2*-0ir' is meant a nucleotide witti a hydroxyl group at the 2* position of 
a p-D-ribo-fiuanose moiety. 
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By "decoy RNA" is meant a RNA molecule that mimics the natural binding domain 
for a ligand. The decoy RNA therefore competes with natural binding target for the binding of 
a specific ligand. For example, it has been shown that over-«pression of HIV trans-activation 
response (TAR) RNA can act as a "decoy" and efiBciently binds HIV tat protem, thereby 
preventing it firom binding to TAR sequences encoded in fhe HIV RNA (Sullenger et al., 
1990, Cell, 63, 601-608). This is but a specific example and those in the art will recognize 
that other embodiments can be readily generated using techniques generally known in the ait, 
see for example Grold et aL, 1995, Annu, Rev. Biochem,, 64, 763; Brody and Gold, 2000, 
BiotechnoL, 74, 5; Sun, 2000, Curr. Opim Mol Ther, 2, 100; Kusser, 2000, J, Biotechnol, 
74, 27; Hermann and Patel, 2000, Science, 287, 820; and Jayasena, 1999, Clinical Chemistry, 
45, 1628. 

The terai "double stranded RNA" or "dsRNA" as used herein refers to a double 
stranded RNA molecule capable of RNA interference, including short interfering RNA 
"siRNA" (see, e.g., Bass, 2001, Nature, 411, 428-429; Elbashir et al., 2001, Nattdre, 411, 
494-498). 

The term "allozyme" as used herein refers to an allosteric enzymatic nucleic acid 
molecule, see, e.g., George et aL, US Patent Nos. 5,834,186 and 5,741,679, Shih et aL, US 
Patent No. 5,589,332, Nathan et aL, US Patent No 5,871,914, Nathan and Ellington, 
Memational PCT publication No. WO 00/24931, Breaker et aL, International PCT 
Publication Nos. WO 00/26226 and 98/27104, and Sullenger et aL, Ihtemational PCT 
publication No. WO 99/29842. The tenn "2-5A chimera" as used herein refers to an 
oligonucleotide containing a 5 -phosphorylated 2 -5 -linked adenylate residue. These 
chimeras bind to target RNA in a sequence-specific manner and activate a cellular 2-5A- 
dependent ribonuclease which, in turn, cleaves the target RNA (Torrence et aL, 1993 Proc. 
NatL Acad ScL USA 90, 1300; Silvemian et aL, 2000, Methods EnzymoL, 313, 522-533; 
Player and Toirence, 1998, PharmacoL Ther., 78, 55-113). 

The tezm "triplex forming oligonucleotides'* as used herein refers to an oligonucleotide 
that can bind to a double-stranded DNA in a sequence-specific manner to form a triple-strand 
helix. Formation of such triple helix structure has been shown to inhibit transcription of the 
targeted gene (Duval-Valentin et aL, 1992 Proc. NatL Acad, Set USA 89, 504; Fox, 2000, 
Curr. Med. Chem., 7, 17-37; Praseuthe^. aL, 2000, Biochim. Biophys, Acta, 1489, 181-206). 

By 'Vectors" is meant any nucleic acid and/or viral-based molecule used to deliver a 
desired nucleic acid. 

By "patient" is meant an organism fliat is a donor or recipient of explanted cells or the 
cells themselves. 'Tatient" also refers to an organism to that the nucleic acid molecules of the 
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invention caQ be administered. In one embodiment, a patient can be a mammal or 
mammalian cells. In another embodiment, a patient is a human or human cells. 

By "enhanced enzymatic activity*' is meant to include activity measm^ed in vitro and/or 
in vivo where the activity is a reflection of both the catalytic activity and the stability of the 
nucleic acid molecules of the invention. In this invention, the product of these activities can 
be increased in vitro and/or in vivo compared to an all RNA enzymatic nucleic acid or an all 
DNA enzyme. In some cases, the activity or stability of the nucleic acid molecule can be 
decreased (i.e., less than ten-fold), but the overall activity of the nucleic acid molecule is 
enhanced, in vitro and/or in vivo. 

By "cap structure" is meant chemical modifications that have been incorporated at 
either terminus of the oligonucleotide (see for example Wincott et al„ WO 97/26270, 
incorporated by reference herein). These terminal modifications protect the nucleic acid 
molecule from exonuclease degradation, and can help in delivery and/or localization within a 
cell. The cap can be present at the 5 '-terminus (5 '-cap) or at the 3 '-terminus (3 '-cap) or can 
be present on both terminus. In non-linwting examples, the 5 '-cap is selected from the group 
consisting of inverted abasic residue (moiety), 4',5-methylene nucleotide; l-(beta-D- 
erythrofiiranosyl) nucleotide, 4-thio nucleotide, carbocyclic nucleotide; 1,5-anhydrohexitol 
nucleotide; L-nucleotides; alpha-nucleotides; modified base nucleotide; phosphorodithioate 
linkage; rAreo-pentofiiranosyl nucleotide; acyclic 3',4 -seco nucleotide; acyclic 3,4- 
dihydroxybutyl nucleotide; acyclic 3,5-dihydroxypentyl nucleotide, 3 -3 -iuverted nucleotide 
moiet}^ 3 -3 -inverted abasic moiety; 3 -2'-inverted nucleotide moiety; 3 -2-inverted abasic 
moiety, 1,4-butanediol phosphate; 3*-phosphoramidate; hexylphosphate; atninohexyl 
phosphate; 3 -phosphate; 3-phosphorothioate; phosphorodithioate; or bridging or non- 
bridguig methylphosphonate moiety (for more details see Wmcott et al. International PCX 
publication No. WO 97/26270, incorporated by reference herein). In yet another prefraed 
embodiment the 3 '-cap is selected fcom a ffoxxp comprising, 4',5 -methylene nucleotide; 1- 
(beta-D-erythrofiu:anosyI) nucleotide; 4 -thio nucleotide, carbocyclic nucleotide; 5-amino- 
alkyi phosphate; l,3-diamino-*2"propyI phosphate, 3-aminppropyl phosphate; 6-aminohexyl 
phosphate; 1,2-aminododecyl phosphate; hydroxypropyl phosphate; 1,5-anhydrohexitol 
nucleotide; L-nucleotide; alpha-nucleotide; modified base nucleotide; phosphorodithioate; 
/Arco-pentofinanosyl nucleotide; aq^lic 3',4'-seco nucleotide; 3,4-dihydroxybutyl nucleotide; 
3,5-dihydroxypentyl nucleotide, 5 -5'-inverted nucleotide moiety; 5'-5'-inverted abasic moiety; 
5'-phosphoramidate; 5-phosphorothioate; 1,4-butanediol phosphate; 5 -amino; bridging 
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and/or non-bridging 5-phosphoramidate, phosphorothioate and/or phosphorodithioate, 
bridging or non bridging methylphosphonate and 5 -mercapto moieties (see Beaucage and 
Iyer, 1993, Tetrahedron 49, 1925; incorporated by reference herein). 

An "alkyl" group refers to a saturated aliphatic hydrocarbon, including straight-chain, 
branched-chain, and cyclic alkyl groups. The alkyl group can have, for example, 1 to 12 
caxbons. In one embodiment of tiie invention^ the alkyl group is a lower allgrl of fix)m 1 to 7 
carbons, hi another embodimmt the alkyl group is 1 to 4 carbons. The alkyl group can be 
substituted or unsubstituted. When substituted the substituted group(s) can be hydroxyl, 
cyano, alkoxy, =0, =S, NO2 or N(CH3)2, amino, or SH. The term also includes alkenyl 
groups which are unsaturated hydrocarbon groups containing at least one carbon-carbon 
double bond, including straight-chain, branched-chain, and cyclic groups. The alkenyl group 
can have, for example, 1 to 12 carbons. In one embodiment of the invention the alkenyl 
group can be a lower alkenyl of from 1 to 7 carbons. In another embodiment the alkenyl 
group can be 1 to 4 carbons. The alkenyl group can be substituted or imsubstituted. When 
substituted the substituted group(s) can be, for example, hydroxyl, cyano, alkoxy, =0, =S, 
NO2, halogen, N(CH3)2, amino, or SH. The term "alkyl" also includes alkynyl groups which 
have an unsaturated hydrocaibon group containing at least one carbon-carbon triple bond, 
including straight-chain, branched-chain, and cyclic groiq)s. , The alkynyl group can have, for 
example, 1 to 12 carbons. In one embodiment of tiie invention, the allQaiyl groiq) is a lower 
alkynyl of from 1 to 7 carbons. In another embodiment of the invmtion, the alkynyl group is 
1 to 4 carbons. The alkynyl group can be substituted or unsubstituted. When substituted the 
substituted group(s) can be, for example, hydroxyl, cyano, alkoxy, =0, =S, NO2 or N(CH3)2, 
amino or SH. 

Such alkyl groups can also include aryl, alkylaiyl, caibocyclic aiyl, heterocyclic aiyl, 
amide and ester groups. An "aryl" group refers to an aromatic group that has at least one ring 
having a conjugated p electron system and includes carbocycUc aiyl, het^ocyclic aryl and 
biaiyl groups, all of that can be optionally substituted. The preferred substituent(s) of aryl 
groups are halogen, trihalomethyl, hydroxyl, SH, OH, cyano, alkoxy, alkyl, aDcenyl, alkynyl, 
and amino groups. An "alkylaryl" group refers to an alkyl grox^ (as described above) 
covalently joined to an aryl group (as described above). Carbocyclic aryl groups are groups 
wherein the ring atoms on the aromatic ring are all carbon atoms. The carbon atoms are 
optionally substituted. HeterocycUc aryl groups are groups having fix)m 1 to 3 heteroatoms as 
ling atoms in the aromatic ring and the remainder of the ring atoms are carbon atoms. 
Suitable heteroatoms include oxygen, sulfur, and nitrogen, and include friranyl, tiiienyl, 
pyridyl, pyrrolyl, N-lower alkyl pyrrolo, pyrimidyl, pyrazinyl, imidazolyl and the like, all 
optionally substituted. An "amide" refers to an -C(0)-NH-R, where R is either alkyl, aryl. 
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alkylaryl or hydrogen. An "ester" refers to an -C(0)-OR, where R is either allQrl, aryl, 
alkylaiyl or hydrogen. 

By "nucleotide" is meant a heterocyclic nitrogenous base in N-gJycosidic linkage with 
a phosphorylated sugar. Nucleotides are recognized in the art to include natural bases 
(standard), and modified bases well known in the art Such bases are generally located at the 
r position of a nucleotide sugar moiety. Nucleotides generally comprise a base, sugar and a 
phosphate group. The nucleotides can be unmodified or modified at the sugar, phosphate 
and/or base moiety, (also referred to interchangeably as nucleotide analogs, modified 
nucleotides, non-natural nucleotides, non-standard nucleotides and other; see for example, 
Usman and McSwiggen, supra; Eckstein et al, Memational PCX Publication No. WO 
92/07065; Usman et al, Intemational PCT Publication No. WO 93/15187; XJhhnan & 
Peyman, supra all are hereby incorporated by reference herein). There are several examples 
of modified nucleic acid bases known in the art as summarized by limbach et al, 1994, 
Nucleic Acids Res. 22, 2183. Some of the non-lunitmg examples of chemically modified and 
other natural nucleic acid bases that can be introduced into nucleic acids include, for example, 
inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, pseudouracil, 2, 4, 6-trimethoxy 
benzene, 3-methyl uracil, dihydrouridine, naphthyl, aminophenyl, 5-alkylcytidines (e.g., 
5-methylcytidine), 5-alkyluridines (e.g., ribothymidine), 5-halouridine (e.g., 5-bromouridine) 
or 6-azapyriinidines or 6-alkylpyrimidines (e.g. 6-methyluridine), propyne, quesosine, 2- 
tbiouridine, 4-thiouridine, wybutosine, wybutoxosine, 4-acetylcytidine, 5- 
(carboxyhydroxymethyl)uridine, 5 '-carboxymethylaminomethyl-2-thiouridine, 5- 
caifooxymefhylaminomethyluridine, beta-D-galactosylqueosine, 1-methyiadenosine, 1- 
methylinosine, 2,2-dime&ylguanosine, 3-methyicytidine, 2-methyladenosine, 2- 
methylguanosine, N6-methyladenosine, 7-methylguanosine, S-methoxyanmomethyl-2- 
thiouridine, 5-methylaminomethyluridine, 5-methylcarbonylmethyluridine, 5- 
methyloxyuridine, 5-methyl-2-thiouridine, 2-methylthiO"N6-isopentenyladenosine, beta-D- 
mannosylqueosine, uridine-5-oxyacetic acid, 2-thiocytidine, threonine derivatives and others 
(Burgin et al, 1996, Biochemistry, 35, 14090; Uhbnan & Peyman, supra). By "modified 
bases" in this aspect is meant nucleotide bases other than adenine, guanine, cytosine and 
uracil at V position or their equivalents; such bases can be used at any position, for example, 
within the catalytic core of an enzymatic nucleic acid molecule and/or in the substrate-binding 
regions of the nucleic acid molecule. 

By "nucleoside" is meant a heterocyclic nitrogenous base in N-glycosidic linkage with 
a sugar. Nucleosides are recognized in the art to include natural bases (standard), and 
modified bases well known in the art. Such bases are generally located at the 1' position of a 
nucleoside sugar moiety. Nucleosides generally comprise a base and sugar group. The 
nucleosides can be unmodified or modified at the sugar, and/or base moiety, (also referred to 
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interchangeably as nucleoside analogs, modified nucleosides, non-natural nucleosides, non- 
standard nucleosides and other; see for example, Usman and McSwiggen, supra; Eckstein et 
al, Xntemadonal PCT Publication No. WO 92/07065; Usman et al, Memational PCX 
Publication No. WO 93/15187; Uhlman & Peyman, supra all are hereby incorporated by 
reference herein). There are several examples of modified nucleic acid bases known in the art 
as summarized by limbach et al, 1994, Nucleic Acids Res. 22, 2183. Some of the non- 
limiting examples of chemically modified and other natural nucleic acid bases that can be 
introduced into nucleic acids include, inosine, purine, pyridin-4-one, pyridin-2-one, phenyl, 
pseudouracil, 2, 4, 6-trimethoxy benzene, 3-methyl uracil, dihydrouridine, naphthyl, 
anoinophenyl, 5-alkylcytidines (e.g., 5-methylcytidine), 5-aIkyluridines (e.g., ribothymidine), 
5-halouridine (e.g., 5-bromouridine) or 6-azapyriinidines or 6-alkylpyrimidines (e.g. 6- 
methyluridine), propyne, quesosine, 2-thiouridine, 4-thiouridine, wybutosine, wybutoxosine, 
4-acetylcytidine, 5-(carboxyhydroxymethyl)uridine, 5'-carboxymethylaminomethyl-2- 
tiiioundine, 5-caiboxymethylaminomethyluridine, beta-D-galactosylqueosine, 1- 
methyladenosine, 1-methyUnosine, 2,2-dimethylguanosine, 3-methylcytidine, 2- 
methyladenosine, 2-methylguanosine, N6-methyladenosine, 7-methylguanosine, 5- 
methoxyaniinomefhyl-2-thiouridine, 5-methylaminomethyluridine, 5- 

methylcarbonylmethyluridine, 5-methyloxyuridine, 5«methyl-2-thiouridine, 2-methylthio-N6- 
isopentenyladenosine, beta-D-mannosylqueosine, uridine-5-oxyacetic acid, 2-thiocytidine, 
threonine derivatives and others (Burgin et al, 1996, Biochemistry, 35, 14090; Uhlman & 
Peyman, supra). By "modified bases" in this aspect is meant nucleoside bases other than 
adenine, guanine, cytosine and uracil at 1' position or their equivalents; such bases can be 
used at any position, for example, within the catalytic core of an enzymatic nucleic acid 
molecule and/or in flie substrate-binding regions of the nucleic acid molecule. 

By "abasic" or "abasic nucleotide" is meant sugar moieties lacking a base or having 
other chemical groups in place of a base at the V position, (for more details see Wincott et al. 
International PCT publication No. WO 97/26270). 

By "unmodified nucleoside" is meant one of flie bases adenine, cytosine, guanine, 
thymine, luracil joined to the V carbon of p-D-ribo-fiiranose. 

By "modified nucleoside" is meant any nucleoside base that contains a modification in 
the chemical structure of an unmodified nucleoside base or sugar. 

By "modified nucleotide" is meant any nucleoside base that contains a modification in 
the chemical structure of an unmodified nucleoside base, sugar and/or phosphate. 
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By "consists essentially of is meant that the active nucleic acid molecule of the 
invention, for example, an enzymatic nucleic acid molecule, contains an enzymatic center or 
core equivalent to &ose in the examples, and binding arms able to bind RNA such that 
cleavage at the target site occurs. Oth^ sequences can be present that do not interfere with 
such cleavage. Thus, a core region can, for example, include one or more loop, stem-loop 
structure, or linker that does not prevent enzymatic activity. Thus, the underlined regions in 
the sequences in Tables m, IV, Vm and IX can be such a loop, stem-loop, nucleotide 
linker, and/or non-nucleotide linker and can be represented generally as sequence **X". For 
example, a core sequence for a hammerhead enzymatic nucleic acid can comprise a conserved 
sequence, such as 5*-CUGAUGAG-3* and 5'-CGAA-3' connected by "X*', where X is 5'- 
GCCGUUAGGC- 3' (SEQ ID NO 37055), or any other Stem II region known in the art, or a 
nucleotide and/or non-nucleotide linker. Similarly, for other nucleic acid molecules of the 
instant invention, such as Inozyme, G-cleaver, amberzyme, zinzyme, DNAzyme, antisense, 2- 
5A antisense, triplex forming nucleic acid, and decoy nucleic acids, other sequences or non- 
nucleotide linkers can be present that do not interfere with the function of the nucleic acid 
molecule. 

Sequence X can be a linker of > 2 nucleotides in length, for example 3, 4, 5, 6, 7, 8, 9, 
10, 15, 20, 26, 30, where the nucleotides can be internally base-paired to form a stem of about 
> 2 base pairs. Alternatively or in addition, sequence X can be a non-nucleotide linker. In yet 
another ^bodiment, the nucleotide linker X can be a nucleic acid aptamer, such as an ATP 
aptamer, HIV Rev aptamer (RRE), HIV Tat aptamer (TAR) and others (for a review see Gold 
et aL, 1995, Amu. Rev. Biochem., 64, 763; and Szostak & Ellington, 1993, in Uie RNA 
Worlds ed. Gesteland and Atkins, pp. 51 1, CSH Laboratory Press). A "nucleic acid aptamer" 
as used herein is meant to indicate a nucleic acid sequence capable of interacting with a 
Ugand. The ligand can be any natural or a synthetic molecule, including but not limited to a 
resin, metabolites, nucleosides, nucleotides, dmgs, toxins, transition state analogs, peptides, 
lipids, proteins, amino acids, nucleic acid molecules, hormones^ carbohydrates, receptors, 
cells, viruses, bacteria and others. 

In yet another embodiment, the non-nucleotide linker X is as defined herein. The term 
"non-nucleotide" as used herein include either abasic nucleotide, polyether, polyamine, 
polyamide, peptide, carbohydrate, lipid, or poljdiydrocarbon compoimds. Specific examples 
include those described by Seela and Kaiser, Nucleic Acids Res. 1990, 75:6353 and Nucleic 
Acids Res. 1987, i5:3113; Cload and Schepartz, J. Am. Chem. Soc. 1991, iii:6324; 
Richardson and Schepartz, J. Am. Chem. Soc. 1991, 773:5109; Ma et al, Nucleic Acids Res. 
1993, 27:2585 and Biochemistry 1993, 32:1751; Durand et al. Nucleic Acids Res. 1990, 
75:6353; McCurdy et al. Nucleosides & Nucleotides 1991, 70:287; Jschke et al., 
Tetrahedron Lett. 1993, 54:301; Ono et al.. Biochemistry 1991, 30:9914; Amold et al, 
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Ihtemational Publication No. WO 89/02439; Usman et al, Inteniational Publication No. WO 
95/06731; Dudycz et al. International Publication No. WO 95/11910 and Ferentz and 
Verdine, J. Am, Chem. Soc. 1991, ii5:4000, all hereby incorporated by referwice herein. A 
"non-nucleotide" further means any groiq) or compound that can be incorporated into a 
nucleic acid chain in the place of one or more nucleotide units, includmg either sugar and/or 
phosphate substitutions, and allows the remaining bases to exhibit their enzymatic activity. 
The group or compound can be abasic in that it does not contain a commonly recognized 
nucleotide base, such as adenosine, guanine, cytosine, uracil or thymine. Thus, in one 
embodiment, the invention features an enzymatic nucleic acid molecule having one or more 
non-nucleotide moieties, and having enzymatic activity to cleave an RNA or DNA molecule. 

Enzymatic Nucleic Acid Molecules 

There are several known classes of enzymatic nucleic acid molecules capable of 
cleaving target RNA. In addition, several in vitro selection (evolution) strategies (Orgel, 
1979, Proa R, Soc, London, B 205, 435) have been used to evolve new nucleic acid catalysts 
capable of catalyzing cleavage and ligation of phosphodiester linkages (Joyce, 1989, Gene, 
82, 83-87; Beaudry et al, 1992, Science 257, 635-641; Joyce, 1992, Scientific American 267, 
90-97; Breaker et al, 1994, TIBTECH 12, 268; Bartel et al,\99X Science 261:1411-1418; 
Szostak, 1993, TIBS 17, 89-93; Kumar et al, 1995, FASEB J., 9, 1183; Breaker, 1996, Curr. 
Op. Biotech., 1, 442; Santoro et al, 1997, Proc. Natl Acad. Sci., 94, 4262; Tang et al., 1997, 
i!IA!^ 3, 914; Nakacane & Eckstein, 1994, supra; Long & Uhlenbeck, 1994, supra; Ishizaka et 
al., 1995, stpra; Vaish et al, 1997, Biochemistry 36, 6495; all of these are incorporated by 
reference herein). Each can catalyze a series of reactions including the hydrolysis of 
phosphodiester bonds in trans (and thus can cleave other RNA molecules) under 
physiological conditions. Table I summarizes some of the characteristics of some of these 
enzymatic nucleic acids. In general, enzymatic nucleic acids act by first binding to a target 
RNA. Such binding occurs through the target binding portion of an enzymatic nucleic acid 
that is held in close proximity to an enzymatic portion of the molecule that acts to cleave the 
target RNA Thus, the enzymatic nucleic acid first recognizes and then bmds a target RNA 
through complementary base-pairing, and once bound to the correct site, acts enzymatically to 
cut the target RNA. Strategic cleavage of such a target RNA will destroy its ability to direct 
synthesis of an encoded protein. After an enzymatic nucleic add has bound and cleaved its 
RNA target, it is released ftom that RNA to search for another target and can repeatedly bind 
and cleave new targets. 
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The enzymatic nature of a enzymatic nucleic acid is advantageous over other 
technologies, since the concentration of enzymatic nucleic acid necessary to affect a 
therapeutic treatment is lower. This advantage reflects the ability of the enzymatic nucleic 
acid to act enzymatically. Thus, a single enzymatic nucleic acid molecule is able to cleave 
many molecules of target RNA. hi addition, the enzymatic nucleic acid is a highly specific 
inhibitor, with the specificity of inhibition depending not only on the base-pairing mechanism 
of binding to the target RNA, but also on the mechanism of target RNA cleavage. Single 
mismatches, or base-substitutions, near the site of cleavage can be chosen to completely 
eliminate catalytic activity of a enzymatic nucleic acid. 

Nucleic acid molecules having an endonuclease enzymatic activity are able to 
repeatedly cleave other separate RNA molecules in a nucleotide base sequence-specific 
manner. With proper deisgn and construction, such enzymatic nucleic acid molecules can be 
targeted to any RNA transcript, and efficient cleavage achieved in vitro (Zaug et a/., 324, 
Nature 429 1986 ; Uhlenbeck, 1987 Nature 328, 596; Kim et al., 84 Proa Natl Acad Scl 
USA 8788, 1987; Dreyfiis, 1988, Einstein Quart. J, Bio. Med,, 6, 92; Haseloff and Gerlach, 
334 Nature 585, 1988; Cech, 260 JAMA 3030, 1988; and Jefferies et al., 17 Nucleic Acids 
Research 1371, 1989; Chartrand et al.^ 1995, Nucleic Acids Research 23, 4092; Santoro et al, 
1997, PNAS 94, 4262). 

Because of their sequence-specificity, rrfl/w-cleaving enzymatic nucleic acid molecules 
show promise as therapeutic agents for human disease (Usman & McSwiggen, 1995 Ann. 
Rep. Med. Chem. 30, 285-294; Christoffersen and Marr, 1995 J. Med. Chem. 38, 2023- 
2037). Enzymatic nucleic acid molecules can be designed to cleave specific RNA targets 
within the background of cellular RNA. Such a cleavage event renders the RNA non- 
fimctional and abrogates protein expression from that RNA. In this manner, synthesis of a 
protein associated with a disease state can be selectively mhibited. 

Enzymatic nucleic acid molecules that cleave the specified sites in WNV-specific 
RNAs represent a novel therapeutic q>pioach to treat WNV infection, pancreatitis, 
encephalitis, myocarditis, m^iingitis, neurologic infection, hq>atitis, liver failure, 
hepatocellular carcinoma, cinfaosis, and/or other disease states associated with WNV 
infection. The enzymatic nucleic acid molecules of fiie present invention can modulate, for 
example, down-regulate the activity of WNV via thek catalytic activity. Those of ordmaiy 
skill in the art would realize that otiier enzymatic nucleic acid molecules that cleave WNV 
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RNAs can be designed using the techniques and other teachings described herein and thus are 
within the scope of the invention. 

In one embodiment, the invention features the use of an enzymatic nucleic acid 
molecule, which can be in the hammerhead, NCH (Ihozyme), G-cleaver, amberzyme, 
zinzyme and^or DNAzyme motif, to modulate the expression of a WNV gene or genes. In 
one particular embodiment, the enzymatic nucleic acid molecule is used to down-regulate the 
expression of a WNV gene or genes. 

In one of the preferred embodiments of the inventions described herein, the enzymatic 
nucleic acid molecule is formed in a hammerhead or haiipm motif, but can also be formed in 
the motif of a hepatitis deha virus, group I intron, group n intron or RNase P RNA (in 
association with an RNA guide sequence), DNAzymes, NCH cleaving motifs (inozymes), or 
G-cleavers. Examples of such hammerhead motifs (Figure la) are described in Dreyfus, 
supra, Rossi et aL, 1992, AIDS Research and Human Retroviruses 8, 183. Examples of 
haiipm motifs are described in Hampel et aL, EP0360257, Hampel and Tritz, 1989 
Biochemistry 28, 4929, Feldstein et al, 1989, Gene 82, 53, Haseloff and Gerlach, 1989, 
Gene, 82, 43, Hampel et ai, 1990 Nucleic Acids Res. 18, 299; Chowrira & McSwiggen, US- 
Patent No. 5,631,359. The hepatitis delta virus motif is generally described in Perxotta and 
Been, 1992 Biochemistry 31, 16. The RNase P motif is generally described in Guerrier- 
Takada et al, 1983 Cell 35, 849; Forster and Altman, 1990, Science 249, 783; Li and Altman, 
1996, Nucleic Acids Res. 24, 835. Examples of group n introns are generally described in 
Griffin et al, 1995, Chem, Biol 2, 761; Michels and Pyle, 1995, Biochemistry 34, 2965; Pyle 
et al, Litemational PCT Publication No. WO 96/22689. The Group I intron is generally 
described in Cech et aL, U.S. Patent 4,987,071. DNAzymes (Figure 4) are generally 
described in Usman et al, Intemational PCT Publication No. WO 95/1 1304; Chartrand et al, 
1995, NAR 23, 4092; Breaker et al, 1995, Chem. Bio. 2, 655; Santoro et al, 1997, PNAS 94, 
4262; Breaker, 1999, Nature Biotechnology, 17, 422-423; Santoro et al, 2000,7. Am. Chem. 
Soc, 122, 2433-39). NCH cleaving motifs (Figure lb) are genially described in Ludwig & 
Sproat, Intemational PCT Publication No. WO 98/58058; and G-cleavers (Figure Ic) are 
generally described in Kore et al, 1998, Nucleic Acids Research 26, 41 16-4120 and Eckstein 
et al, Intemational PCT Publication No. WO 99/16871. Additional motifs contemplated by 
the instant invention include the Allozyme (Breaker et al, WO 98/43993, Shih et al, U.S. 
Patent 5,589,332, George et al, U.S. Patent 5,741,679), Amberzyme (Figure 2, Class I motif 
in Beigehnan et al, Intemational PCT publication No. WO 99/55857) and Zinzyme (Figure 
3, Class n motif in Beigehnan et al, Intemational PCT publication No. WO 99/55857), all 
these refCTences are incorporated by reference herein in their totaUties, including drawings 
and can also be used in the present invention. These specific moti& are not limiting in the 
invention. Those skilled in the art will recognize that all that is important is that the 



26 



wo 02/068637 



PCTAJS01/483SO 



enzymatic molecule have a specific substrate binding site that is complementary to one or 
more of the target gene RNA regions, and that it have nucleotide sequences within or 
surrounding that substrate binding site that impart an RNA cleaving activity to the molecule 
(Cech et al, U.S. Patent No. 4,987,071). 

Enzymatic nucleic acid molecules of the invention that are allosterically regulated 
("allozymes") can be used to modulate, for example down-regulate, WNV expression. These 
allosteric enzymatic nucleic acids or allozymes (see for example George et aL, US Patent 
Nos. 5,834,186 and 5,741,679, Shih et al, US Patent No. 5,589,332, Nathan et aL, US Patent 
No 5,871,914, Nathan and Ellington, Ihtemational PCX pubUcation No. WO 00/24931, 
Breaker et aL, International PCT Publication Nos. WO 00/26226 and 98/27104, and 
Sullenger et aL, International PCT publication No. WO 99/29842) are designed to respond to 
a signaling agent, for example a WNV proteins, WNV RNA, other proteins and/or KNAs 
involved in WNV activity, compounds, metals, polymers, molecules and/or drugs that are 
targeted to WNV infected cells etc., that in turn modulates the activity of the enzymatic 
nucleic acid molecule. In response to interaction with a predetermined signaling agent, the 
activity of the allosteric enzymatic nucleic acid is activated or inhibited such that the 
expression of a particular target is selectively modulated. The target can comprise WNV 
proteins, WNV RNA, and/or a predetermined cellular component that modulates WNV 
activity. In a specific example, allosteric enzymatic nucleic acid molecules that are activated 
by interaction with an RNA encoding a WNV protein are used as therapeutic agents in vzvo to 
down-regulate WNV expression. The presence of flie WNV RNA activates the allosteric 
enzymatic nucleic acid molecule, which subsequently cleaves the WNV RNA resulting in the 
inhibition of WNV protein expression. In this manner, cells that express the WNV protein 
are selectively targeted. 

In another non-limiting example, an allozyme can be activated by a WNV protein, 
peptide, or mutant polypeptide that cause the allozyme to inhibit the expression of WNV 
genes, by, for example, cleaving RNA encoded by the WNV gene. In this non-limiting 
example, the allozyme acts as a decoy to inhibit the function of WNV and also inhibit the 
expression of WNV once activated by the WNV protem. 

Target sites 

Targets for useful nucleic acid molecules can be determined as disclosed in Drs^er et 
aL, WO 93/23569; Sulhvan et aL, WO 93/23057; Thompson et al., WO 94/02595; Draper et 
aL, WO 95/04818; McSwiggen et aL, US Patent No. 5,525,468 and hereby incorporated by 
reference herein in totality. Rather than repeat the guidance provided in fliose documents 
here, below are provided specific examples of such methods, not limiting to those in the art. 
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Nucleic acid molecules to such targets are designed as described in those applications and 
synthesized for testing in vitro and in vivo, as also described. Such nucleic acid molecules 
can also be optunized and delivered as described therein. 

The sequence of WNV SNAs were screened for optunal nucleic acid target sites using a 
computer folding algoritlun. Enzymatic nucleic acid cleavage sites were identified. These 
sites are shown in Tables m-Xm (All sequences are 5* to 3' in the tables, underlined 
regions can be any sequence "X" or linker X, the actual sequence is not relevant). The 
nucleotide base position is noted in the tables as that site designed for cleavage by the 
designated type of enzymatic nucleic acid. The nucleotide base position is noted in the tables 
as that site designed for cleavage by the designated type of enzymatic nucleic acid molecules. 

Because WNV RNAs are highly homologous in certain regions, for example, the 39- 
UTR, nucleic acid molecule target sites in such regions are also homologous. In such 
instances, a specific nucleic acid molecule can target different classes sub-types, and variants 
of WNV RNA. The advantage of a nucleic acid molecule that targets several classes, sub- 
types or variants of WNV RNA is clear, especially in cases where one or more of these RNAs 
contribute to the disease state. 

Enzymatic nucleic acid molecules were designed fhaX could bind to target sequences 
and were individually analyzed by computer folding (Jaeger et al, 1989 Proc. Natl. Acad 
Sci, USA, 86, 7706) to assess Aether the enzymatic nucleic acid sequences fold into the 
^propriate secondary structure. Those enzymatic nucleic acid molecules with unfavorable 
intramolecular interactions between the binding arms and the catalytic core are elinunated 
from consideration. Varying bmding arm lengths can be chosen to optimize activity. 
Gteierally, at least 5 bases on each arm are able to bind to, or ofli«wise interact with, the 
target SNA. Enzymatic nucleic acid molecules of the different moti& were designed to 
anneal to various sites in the mRNA message. The binding arms are complementary to the 
target site sequraces described above. 

Synthesis of Nucleic Acid Molecules 

Synthesis of nucleic acids greater than 100 nucleotides in length is difficult using 
automated methods, and the therapeutic cost of such molecules is prohibitive. In this 
invention, small nucleic acid motifs ("small" refers to nucleic acid motifs less than about 100 
nucleotides in length, and in one embodunent, less than about 80 nucleotides in length, and in 
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another embodiment, less than about 50 nucleotides in length; eg., antisense 
oligonucleotides, hammerhead or the NCH ribozymes) can be used for exogenous delivery. 
The simple structure of these molecules increases fhe ability of the nucleic acid to invade 
targeted regions of KNA structure. Exemplary molecules of the instant invention are 
chemically synthesized, and others can similarly be synthesized. 

Oligonucleotides (e.g., antisense GeneBlocs) are synthesized using protocols known 
in the art, for example, as described in Caruthers et al, 1992, Methods in Enzymology 21 1, 3- 
19, Thompson et al, International PCT Publication No. WO 99/54459, Wincott et al, 1995, 
Nucleic Acids Res. 23, 2677-2684, Wincott et al, 1991 ^ Methods Mol Bio,, 74, 59, Brennan 
et al, 1998, Biotechnol Bioeng., 61, 33-45, and Brranan, US patent No. 6,001,311. All of 
tiiese references are incorporated herein by refermce. The synthesis of oligonucleotides 
makes use of common nucleic acid protecting and coupling groiq)s, such as dimethoxytrityl at 
the S -end, and phosphoramidites at the 3 -end. In a non-limiting example, smaU scale 
syntheses are conducted on a 394 Applied Biosystems, Inc. synthesizer using a 0.2 jimol scale 
protocol with a 2.5 min coupling step for 2'-0-methylated nucleotides and a 45 sec coupling 
step for 2'-deoxy nucleotides. Table n outlines the amounts and the contact times of the 
reagents used in the synthesis cycle. Alternatively, syntheses at the 0.2 nmol scale can be 
performed on a 96-well plate synthesizer, such as the instrument produced by Protogene (Palo 
Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 fiL of 0.11 M = 6.6 
jimol) of 2'-0-methyl phosphoramidite and a 105-fold excess of S-ethyl tetrazole (60 ^iL of 
0.25 M = 15 jLunol) can be used in each coupling cycle of 2'-0-mefliyl residues relative to 
polymer-bound 5'-hydroxyl. A 22-fold access (40 (iL of 0.11 M = 4.4 jmiol) of deoxy 
phosphoramidite and a 70-fold excess of S-efliyl tetrazole (40 nL of 0.25 M = 10 pmol) can 
be used in each coupling cycle of deoxy residues relative to polymer-bound 5'-hydroxyl. 
Average coupling yields on the 394 Applied Biosystems, Inc. synthesizer, determined by 
colorimetric quantitation of the trityl fi:actions, are typically 97.5-99%. Other oligonucleotide 
synthesis reagents for the 394 Applied Biosystems, Inc. synthesizer include; detritylation 
solution is 3% TCA in methylene chloride (ABI); capping is performed with 16% A^-methyl 
imidazole in THF (ABI) and 10% acetic anhydride/10% 2,6-lutidine m THF (ABI); and 
oxidation solution is 16.9 mM I2, 49 mM pyridine, 9% wator in THF (PERSEPTTVE™). 
Burdick & Jackson Synthesis Grade acetonitrile is used directly from the reagent bottle. S- 
Ethyltetrazole solution (0.25 M in acetonitrile) is made up fiom the solid obtained fix>m 
American International Chemical, Inc. Alternately, for the introduction of phosphorothioate 
linkages, Beaucage reagent (3H-l,2-Benzodithiol-3-one 1,1-dioxide, 0.05 M in acetonitrile) is 
used. 

Deprotection of the antisense oligonucleotides is performed as follows: the polymer- 
bound trityl-on oligoribonucleotide is transferred to a 4 mL gjass screw top vial and 
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suspended in a solution of 40% aq. methylainine (1 mL) at 65 °C for 10 mm. After cooling to 
-20 °C, the supernatant is removed from the polymer support. The support is washed three 
times with 1.0 mL of EtOH:MeCN:H20/3:l:l, vortexed and the supernatant is then added to 
the first supernatant. The combined supematants, containing the oligoribonucleotide» are 
dried to a white powder. 

The method of synthesis used for normal RNA including certain enzymatic nucleic 
acid molecules follows the procedure as described in Usman et al, 1987, J, Am, Chem, Soc,^ 
109, 7845; Scaringe et aL 1990, Nucleic Acids Res., 18, 5433; and Wincott et aU 1995, 
Nucleic Acids Res. 23, 2677-2684 Wincott et al, 1997, Methods Mol Bio,, 74, 59, and 
makes use of common nucleic acid protecting and coupling groups, such as dimethoxytrityl at 
the 5*-end» and phosphoramidites at the 3*-end. a non-limiting example, small scale 
syntiieses are conducted on a 394 Applied Biosystems, bic. synthesizer using a 0.2 )\mo\ scale 
protocol with a 7.5 min coupling step for alkylsilyl protected nucleotides and a 2.5 min 
coupling step for 2'-0-methylated nucleotides. Table n outlines the amounts and the contact 
times of the reagents used in the synthesis cycle. Alternatively, syntheses at the 0.2 fxmol 
scale can be done on a 96-welI plate synthesizer, such as the instrument produced by 
Protogene (Palo Alto, CA) with minimal modification to the cycle. A 33-fold excess (60 nL 
of 0.11 M = 6.6 fimol) of 2'-0-methyl phosphoramidite and a 75-fold excess of S-ethyl 
tetrazole (60 jiL of 0.25 M = 15 [imol) can be used in each coupling cycle of 2'-0-methyl 
residues relative to polymer-bound 5'-hydroxyl. A 66-fold excess (120 jiL of 0.11 M = 13.2 
limol) of alkylsilyl (ribo) i^rotected phosphoramidite and a 150-fold excess of S-ethyl 
tetrazole (120 of 0.25 M = 30 ^mol) can be used in each coupling cycle of ribo residues 
relative to polymer-bound 5'-hydroxyL Average coupling yields on the 394 Applied 
Biosystems, Inc. synthesizer, determined by colorimetric quantitation of the trityl fractions, 
are typically 97.5-99%. Other oligonucleotide synthesis reagents for the 394 Applied 
Biosystems, Inc. synthesizer include; detritylation solution is 3% TCA in methylene chloride 
(ABI); capping is performed with 16% iV-methyl imidazole in THF (ABI) and 10% acetic 
anhydride/10% 2,64utidine in THF (ABI); oxidation solution is 16.9 mM I2, 49 mM pyridine, 
9% water in THF (PERSEPTIVB™). Burdick & Jackson Synthesis Grade acetonitrile is used 
directly from the reagent bottie. S-Ethyltetrazole solution (0.25 M in acetonitrile) is made up 
from the solid obtained from American Intemational Chemical, Inc. Alternately, for the 
introduction of phosphorothioate linkages, Beaucage reagent (3H-l,2-Benzodithiol-3-one 1,1- 
dioxide0.05 M in acetonitrile) is used. 

Deprotection of the RNA is performed using either a two-pot or one-pot protocol. For 
the two-pot protocol, the polymer-bound trityl-on oligoribonucleotide is transferred to a 4 mL 
glass screw top vial and suspended in a solution of 40% aq. methylamine (1 mL) at 65 "^C for 
10 min. After cooling to -20 **C, the supernatant is removed from the polymer support. The 
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support is washed three times with 1.0 roL of EtOH:MeCN:H20/3:l:l, vortexed and the 
supernatant is then added to the first s\q)ematant The combined supematants, containing the 
oligpribonucleotide, are dried to a white powder. The base deprotected oligoribonucleotide is 
resuspended in anhydrous TEA/HF/NMP solution (300 jiL of a solution of 1,5 mL N- 
methyipyrrolidinone, 750 nL TEA and 1 mL TEA*3HF to provide a 1.4 M HF concentration) 
and heated to 65 ''C. After 1.5 h, tiie oligomer is quenched with 1.5 M NH4HC03. 

Alternatively, for the one-pot protocol, the polymer-bound trityl-on 
oligoribonucleotide is transferred to a 4 mL glass screw top vial and suspended in a solution 
of 33% ethanolic methylamine/DMSO: 1/1 (0.8 mL) at 65 ""C for 15 min. The vial is brought 

to r.t TEAOHF (0.1 mL) is added and the vial is heated at 65 for 15 min. The sample is 
cooled at -20 and then quenched with 1.5 M NH4HCO3. 

For purification of the trityl-on oligomers, the quenched NH4HCO3 solution is loaded 
onto a C-18 containing cartridge that had been prewashed with acetonitrile followed by 50 
mM TEAA. After washing the loaded cartridge with water, the RNA is detritylated with 
0.5% TFA for 13 min. The cartridge is then washed again with water, salt exchanged with 1 
M NaCl and washed with water again. The oligonucleotide is then eluted with 30% 
acetonitrile. 

Inactive hammerhead ribozymes or binding attenuated control (B AC) oligonucleotides 
are synthesized by substituting a U for G5 and a U for A14 (numbering firom Hertel, K. J., ei 

al, 1992, Nucleic Acids Res,, 20, 3252). Similarly, one or more nucleotide substitutions can 
be introduced in other enzymatic nucleic acid molecules to inactivate the molecule and such 
molecules can serve as a negative control. 

The average stepwise coupling yields are typically >98% (Wincott et al, 1995 Nucleic 
Acids Res, 23, 2677-2684). Those of ordinary skill in the art will recognize that the scale of 
synthesis can be adapted to be larger or smaller than the example described above including 
but not limited to 96 well format, all that is important is the ratio of chemicals used in the 
reaction. 

Alternatively, the nucleic acid molecules of the present invention can be synthesized 
separately and joined together post-synthetically, for example by hgation (Moore et al, 1992, 
Science 256, 9923; Draper et al, Memational PCT publication No. WO 93/23569; 
Shabarova e/ ^/., \99\, Nucleic Acids Research 19, 4247; Bellon etal, 1991 ^ Nucleosides & 
Nucleotides^ 16, 951; Bellon et al., 1997, Bioconjugate Chem. 8, 204). 

The nucleic acid molecules of the present invention can be modified esctensively to 
enhance stability by modification with nuclease resistant groups, for example, 2 -amino, 2 -C- 
allyl, 2*-flouro, 2'-0-methyl, 2'-H (for a review see Usman and Cedergren, 1992, TIBS 17, 34; 
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Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163). Ribozymes are purified by gel 
electrophoresis using general methods or are purified by high pressure liquid chromatography 
(HPLC; See Wincott et al. Supra, the totality of fliat reference is incorporated herein by 
reference) and are re-suspended in water. 

The sequences of the enzymatic nucleic acids that are chemically syathesized, are 
shown in Tables TH to Xm. Those in the art will recognize that these sequences are 
representative only of many more such sequences where the enzymatic portion of the 
enzymatic nucleic acid (all but the binding arms) is altered to ajffect activity. The enzymatic 
nucleic acid molecule sequences listed in Tables in to XHI can be formed of ribonucleotides 
or other nucleotides or non-nucleotides. Such nucleic acids with enzymatic activity are 
equivalent to the enzymatic nucleic acid molecules described specifically in the tables. 

Optimizinp Activity of the nucleic acid molecules of the invention. 

Chemically synthesizing nucleic acid molecules with modifications (base, sugar 
and/or phosphate) that prevent tiieir degradation by serum ribonucleases, which can increase 
then potency (see e.g., Eckstein et aL, Ihtemational Publication No. WO 92/07065; Perrault 
et aL, 1990 Nature 344, 565; Pieken et al., 1991, Science 253, 314; Usman and Cedergren, 
1992, Trends in Biochem. Set 17, 334; Usman et aL, hitemational Publication No. WO 
93/15187; and Rossi et aL, hitemational PubUcation No. WO 91/03162; Sproat, US Patrat 
No. 5,334,711; and Burgin et aL, supra; all of which are incorporated by reference herein). 
All of the above references describe various chemical modifications that can be naade to the 
base, phosphate and/or sugar moieties of the nucleic acid molecules described herein. 
Modifications that enhance their efficacy in cells, and removal of bases from nucleic acid 
molecules to shorten oUgonucleotide synthesis times and reduce chemical requirements are 
desired. 

There are several examples in the art describing sugar, base and phosphate 
modifications that can be introduced into nucleic acid molecules with significant 
enhancement in their nuclease stability and efficacy. For example, oligonucleotides are 
modified to enhance stability and/or enhance biological activity by modification with 
nuclease resistant groups, for example, 2'-amino, 2'-C-allyl, 2'-flouro, 2'-0-methyl, 2*-H, 
nucleotide base modifications (for a review see Usman and Cedergren, 1992, 1JB& 17, 34; 
Usman et aL, 1994, Nucleic Acids Symp. Ser. 31, 163; Burgin et aL, 1996, Biochemistry, 35, 
14090). Sugar modification of nucleic acid molecules has been extensively described in the 
art (see Eckstein et aL, International Publication PCT No. WO 92/07065; Perrault et aL 
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Nature, 1990, 344, 565-568; Pieken et al Science, 1991, 253, 314-317; Usman and 
Cedergren, Trends in Biochem, Sci. , 1992, 17, 334-339; Usman et al International 
Publication PCX No. WO 93/15187; Sproat, US Patent No. 5,334,711 and Beigelman ^/ a/., 
1995, J. Biol Chem,, 270, 25702; Beigelman et al,, International PCX publication No. WO 
97/26270; Beigelman et al, US Patent No. 5,716,824; Usman et al, US patent No. 
5,627,053; Woolf et al, Memational PCX Publication No. WO 98/13526; Xhompson et al, 
USSN 60/082,404 that was filed on April 20, 1998; Karpeisky et al, 1998, Tetrahedron Lett., 
39, 1131; Eamshaw and Gait, 1998, Biopofymers (Nucleic acid Sciences), 48, 39-55; Venna 
and Eckstein, 1998, Annu. Rev. Biochem.. 67, 99-134; and Burlina et al, 1997, Bioorg. Med. 
Chem., 5, 1999-2010; all of the references are hereby incorporated in their totality by 
reference herein). Such publications describe general methods and strategies to determine the 
location of incorporation of sugar, base and/or phosphate modifications and the like into 
enzymatic nucleic acids without inhibiting catalysis, and are incorporated by reference herein. 
Iq view of such teachings, similar modifications can be used as described herein to modify the 
nucleic acid molecules of the instant inventioiL 

In connection with 2'-modified nucleotides as described for the present invention, by 
"amino" is meant 2'-NH2 or 2'-0- NH2, that can be modified or unmodified. Such modified 
groups are described, for example, in Eckstein et al, U.S. Patent 5,672,695 and Matulic- 
Adamic et al, WO 98/28317, respectively, which are both incorporated by reference in their 
entireties. 

Various modifications to nucleic acid (e,g., antisense and enzymatic nucleic acid) 
structure can be made to enhance the utility of these molecules. Such modifications will 
enhance shelf-life, half-life in vitro, stability, and ease of introduction of such 
oligonucleotides to the target site, e.g., to enhance penetration of cellular membranes, and 
confer the ability to recognize and bind to targeted cells. 

While chemical modification of oligonucleotide intemucleotide linkages with 
phosphorothioate, phosphorothioate, and/or 5'-methylphosphonate linkages improves 
stability, excessive modifications can cause some toxicity. Therefore, when designing nucleic 
acid molecules, the amount of these intemucleotide linkages should be minimized. The 
reduction in the concentration of these linkages should lower toxicity, resulting in increased 
efficacy and higher specificity of these molecules. 
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Nucleic acid molecules having chemical modifications that maintain or enhance 
activity are provided. Such a nucleic acid is also generally more resistant to nucleases than an 
unmodified nucleic acid. Accordingly, the in vitro and/or in vivo activity should not be 
significantly lowered. In cases in which inhibition is the goal, therapeutic nucleic acid 
molecules delivered exogenously should optimally be stable within cells imtil translation of 
the target RNA has been inhibited long enough to reduce the levels of the undesirable protein. 
This period of time varies between hours to days depending upon the disease state. Clearly, 
nucleic acid molecules must be resistant to nucleases in order to fimction as effective 
intracellular therapeutic agents. Lnprovements in the chemical synthesis of RNA and DNA 
(Wincott et aL, 1995 Nucleic Acids Res. 23, 2677; CaruthCTS et aL, 1992, Methods in 
Enzymology 21 1,3-19 (incorporated by reference herein) have expanded the ability to modify 
nucleic acid molecules by introducmg nucleotide modifications to enhance their nuclease 
stability, as described above. 

In one embodiment, nucleic acid molecules of the invention include one or more G- 
clamp nucleotides. A G-clamp nucleotide is a modified cytosine analog wherein the 
modifications confer the abiUty to hydrogen bond both Watson-Crick and Hoogsteen faces of 
a complementary guanine within a duplex, see for example Lin and Matteucci, 1998, 7. Am, 
Cham. Soc, 120, 8531-8532, A single G-clamp analog substation within an oUgonucleotide 
can result in substantially enhanced helical thermal stability and mismatch discrimination 
when hybridized to complemmtary oligonucleotides. The inclusion of such nucleotides in 
nucleic acid molecules of the invention results in both enhanced afBnity and specificity to 
nucleic acid targets. 

In another embodiment, the invention features conjugates and/or complexes of nucleic 
acid molecules targetmg WNV. Such conjugates and/or complexes can be used to faciUtate 
deliv^ of molecules into a biological system, such as cells. The conjugates and complexes 
provided by the instant invention can impart therapeutic activity by transferring therapeutic 
compounds across cellular membranes, altering the pharmacokinetics, and/or modulating the 
localization of nucleic add molecules of the invention. The present mvention encompasses 
the design and synthesis of novel conjugates and complexes for the delivery of molecules, 
including but not limited to small molecules, lipids, phospholipids, nucleosides, nucleotides, 
nucleic acids, antibodies, toxins, negatively charged polymers and other polymers, for 
example proteins, peptides, hormones, carbohydrates, polyethylene glycols, or polyamines, 
across cellular membranes. In general, the transporters described are designed to be used 
either individually or as part of a multi-component system, with or without degradable 
linkers. These compounds are e3q)ected to improve delivery and/or localization of nucleic 
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acid molecules of the invention into a number of cell types originating &om different tissues, 
in the presence or absence of serum (see Sullenger and Cech, US 5,854,038). Conjugates of 
the molecules described herein can be attached to biologically active molecules via linkers 
that are biodegradable, such as biodegradable nucleic acid linker molecules. 

The tenn *1)iodegFadable nucleic acid linker molecule" as used herein, refers to a 
nucleic acid molecule that is designed as a biodegradable linker to coimect one molecule to 
another molecule, for example, a biologically active molecule. The stability of the 
biodegradable nucleic acid linker molecule can be modulated by using various combinations 
of ribonucleotides, deoxyribonucleotides, and chemically modified nucleotides, for example, 
2'-0-methyl, 2'-fluoro, 2*-amino, 2'-0-amino, 2'-C-allyl, 2'-0-allyl, and other 2'-modified 
or base modified nucleotides. The biodegradable nucleic acid linker molecule can be a dimer, 
trimer, tetramer or longer nucleic acid molecule, for example, an oligonucleotide of about 2, 
3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, or 20 nucleotides in length, or can 
comprise a single nucleotide with a phosphorus based linkage, for example, a 
phosphoramidate or phosphodiester linkage. The biodegradable nucleic acid linker molecule 
can also con:q)rise nucleic acid backbone, nucleic acid sugar, or nucleic acid base 
modifications. 

The term *T)iodegradable" as used herein, refers to degradation in a biological system, 
for example enzymatic degradation or chemical degradation. 

The term '^biologically active molecule" as used herein, refers to compounds or 
molecules that are capable of eliciting or modifying a biological response in a system. Non- 
limiting examples of biologically active molecules contemplated by the instant invention 
include therapeutically active molecules such as antibodies, hormones, antivirals, peptides, 
proteins, chemotherapeutics, small molecules, vitamins, co-factors, nucleosides, nucleotides, 
oligonucleotides, enzymatic nucleic acids, antisense nucleic acids, triplex forming 
oligonucleotides, 2,5-A chimeras, siSNA, dsRNA, allozymes, q)tamers, decoys and analogs 
fiiereo£ Biologically active molecules of the invention also include molecules enable of 
modulating the pharmacoldnetics and/or pharmacodynamics of other biologically active 
molecules, for example, lipids and polymers such as polyamines, polyamides, polyethylene 
glycol and other polyethers. 

The term '^phospholipid" as used herein, refers to a hydrophobic molecule comprising 
at least one phosphorus group. For example, a phospholipid can con^se a phosphorus 
containing groiq) and saturated or unsaturated alkyi group, optionally substituted with OH, 
COOH, 0X0, amine, or substituted or unsubstituted aryl groups. 
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Therapeutic nucleic acid molecules (eg., enzymatic nucleic acid molecules) delivered 
exogenously optimally are stable within cells until translation of the target RNA has been 
inhibited long enough to reduce the levels of the undesirable protein. This period of time 
varies between hours to days depending upon the disease state. The nucleic acid molecules 
are resistant to nucleases in order to function as ejSective intracellular therapeutic agents. 
Improvements in the chemical synthesis of nucleic acid molecules described in the instant 
invention and in the art have expanded the ability to modify nucleic acid molecules by 
introducing nucleotide modifications to enhance their nuclease stability as described above. 

In yet anoflier preferred embodiment, nucleic acid catalysts having chemical 
modifications that maintain or enhance enzymatic activity are provided. Such nucleic acids 
are also generally more resistant to nucleases than unmodified nucleic acids. Thus, in vitro 
and/or in vivo the activity should not be significantly lowered. As exemplified herein, such 
nucleic acid molecules are useful in vitro and/or in vivo even if activity over all is reduced 10 
fold (Burgin et a/., 1996, Biochemistry, 35, 14090). Such enzymatic nucleic acid molecules 
herein are said to "maintain" the enzymatic activity of an all RNA CTzymatic nucleic acid 
molecule. 

In a preferred embodiment, the invention features modified nucleic acids with 
phosphate backbone modifications comprising one or more phosphorothioate, 
phosphorodithioate, methylphosphonate, morpholino, amidate carbamate, carboxymethyl, 
acetamidate, polyan^ide, sulfonate, sulfonamide, sulfamate, formacetal, thiofoimacetal, 
and/or alkylsilyl, substitutions. For a review of oligonucleotide backbone modifications see 
Hunziker and Leumaim, 1995, Nucleic AcidAmlogues: Synthesis and Properties, in Modem 
Synthetic Methods, VCH, 331-417, and Mesmaeker et aL, 1994, Novel Backbone 
Replacements for Oligonucleotides, in Carbohydrate Modifications in Antisense Research, 
ACS, 24-39. These references are hereby incorporated by reference herein. 

These molecules can improve treatment of the disease by affording the possibility of 
combination therapies (e.g., multiple nucleic acid molecules targeted to different genes, 
nucleic acid molecules coupled witihi known small molecule inhibitors, or intennittent 
treatment with combinations of nucleic acid molecules (including different enzymatic nucleic 
acid motifs) and/or other chemical or biological molecules). The treatment of patients with 
nucleic acid molecules can also include combinations of different types of nucleic acid 
molecules. Therapies can be devised that include a mixture of enzymatic nucleic acids 



36 



wo 02/068637 



PCT/USOl/48350 



(including different enzymatic nucleic acid motifs), antisense and/or 2-5 A chimera molecules 
to one or more targets to alleviate symptoms of a disease. 

Administration of Nucleic Acid Molecules 

Methods for the delivery of nucleic acid molecules are described in Akfatar et al, 
1992, Trends Cell Bio., 2, 139; Delivery Strategies for Antisense Oligonucleotide 
Therapeuticsy ed. Akhtar, 1995, Maurer et al, 1999, Mol Membn BioU 16, 129-140; 
Hofland and Huang, 1999, Handb. Exp. Pharmacol, 137, 165-192; and Lee et aL, 2000, ACS 
Symp. Ser., 752, 184-192, all of which are incorporated herein by reference. Sullivan et aL, 
PCX WO 94/02595, further describes the general methods for delivery of enzymatic nucleic 
acid molecules. These protocols can be utilized for the delivery of virtually any nucleic acid 
molecule. Nucleic acid molecules can be administered to cells by a variety of methods 
known to those of skill in the art, including, but not restricted to, encapsulation in liposomes, 
by iontophoresis, or by incorporation into other vehicles, such as hydrogels, cyclod^trins, 
biodegradable nanocapsules, and bioadhesive microspheres, or by protdnaceous vectors 
(0*Hare and Normand, Ihtemational PCX Publication No. WO 00/53722). Alternatively, the 
nucleic acid/vehicle combination is locally delivered by direct injection or by use of an 
infusion pump. Direct injection of the nucleic acid molecules of the invention, whether 
subcutaneous, intramuscular, or iutradennal, can take place using standard needle and syringe 
methodologies, or by needle-free technologies such as those described in Coury et ai, 1999, 
Clin, Cancer Res., 5, 2330-2337 and Barry et ai. International PCT Publication No. WO 
99/31262. 

Specific methods of delivery that can be utilized for CNS delivery of the nucleic acid 
molecules of the invention are described in Pardridge, 1999, Adv. Drug Delivery Rev., 36, 
299-321 and Boado et al, 1998, /. Phartn, Set, 87, 1308-1315. Many examples in the art 
describe CNS delivery methods of oligonucleotides by osmotic pump, (see Chun et al, 1998, 
Neuroscience Letters, 257, 135-138, D'Aldin et al, 1998, Mol Brain Research, 55, 151-164, 
Dryden et al, 1998, J. Endocrinol, 157, 169-175, Ghimikar et al, 1998, Neuroscience 
Letters, 247, 21-24) or direct infusion (Broaddus et al, 1997, Neurosurg. Focus, 3, article 4). 
Other routes of delivery include, but are not limited to, oral (tablet or pill forni), puhnonary 
OPatton, 1996, Adv. Drug Delivery Rev., 19, 3-36) and/or intrathecal delivery (Gold, 1997, 
Neuroscience, 76, 1153-1158). For a comprehensive review on drug delivery strategies 
including broad coverage of CNS delivery, see Jain, Drug Delivery Systems: Technologies 
and Commercial Opportunities, Decision Resources, 1998. More detailed descriptions of 
nucleic acid delivery and administration are provided in Sullivan et al^ supra. Draper et al, 
PCT W093/23569, Beigehnan et al, PCT WO99/05094, and Klimuk et al, PCT 
WO99/04819 all of which have been incorporated by reference herein. 
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The molecxiles of the instant invention can be used as phannaceutical agents. 
Phannaceutical agents prevent, inhibit the occurrence, or treat (alleviate a symptom to some 
extent, or all of the s^miptoms) of a disease state in a patient. 

Thus, the invention features a phannaceutical composition comprising one or more 
nucleic acid(s) of flie invention in an acceptable carrier, such as a stabilizer, buffer, and the 
like. The negatively charged polynucleotides of the invention can be administered {e.g,y 
RNA, DNA or protein) and introduced into a patient by any standard means, with or without 
stabilize, buffers, and the like, to form a phannaceutical conqposition. When it is desired to 
use a lipid or liposome delivery mechanism, standard protocols for formulation can be 
followed. The compositions of the present invention can also be formulated and used as 
tablets, capsules or elixirs for oral administration, suppositories for rectal administration, 
sterile solutions, suspensions for injectable administration; and the like. 

The present invention also includes pharmaceutically acceptable formulations of the 
compounds described. These formulations include salts of the above compounds, e.g,, acid 
addition salts, for example, salts of hydrochloric, hydrobromic, acetic acid, and benzene 
sulfonic acid. 

A pharmacological composition or formulation refers to a composition or formulation in 
a form suitable for administration, e.g., systemic administration, into a cell or patient, 
including for example a human. Suitable forms, in part, depend upon the use or the route of 
entry, for example oral, transdermal, or by injection. Such forms should not prevent the 
composition or formulation from reaching a target cell a cell to which the negatively 
charged nucleic acid is desirable for deliv^). For example, pharmacological compositions 
injected into the blood stream should be soluble. Ottier factors are known in the art, and 
include considerations such as toxicity and forms that prevent the composition or formulation 
from exerting its effect. 

By "systemic administration*' is meant in vivo systemic absorption or accumulation of 
drugs in the blood stream followed by distribution throughout the entire body. 
Administration routes that can lead to systemic absorption include, without limitations: 
intravenous, subcutaneous, intraperitoneal, inhalation, oral, intrapulmonary and 
intramuscular. Each of these administration routes expose the desired negatively charged 
polymers, eg., nucleic acids, to an accessible diseased tissue. The rate of entry of a drug into 
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the circulation has been shown as a function of molecular weight or size. The use of a 
liposome or otiiier drug carrier comprising the compounds of the instant invention can 
potentially localize the drug, for example, in certain tissue types, such as the tissues of the 
reticular endothelial system (RES). A liposome formulation that can facilitate the association 
of drug with the surface of cells, such as, lymphocytes and macrophages is also useful. This 
approach can provide enhanced delivery of the drug to target cells by taking advantage of the 
specificity of macrophage and lymphocyte immune recognition of abnormal cells, such as the 
WNV infected liver cells. 

By "pharmaceutically acceptable" formulation is meant, a composition or formulation 
that allows for the effective distribution of the nucleic acid molecules of the instant invention 
in the physical location most suitable for their desired activity. Nonlimiting examples of 
agents suitable for formulation with the nucleic acid molecules of the instant invention 
include: P-glycoprotein inhibitors (such as Pluronic P85) that can enhance entry of drugs into 
the CNS (Jolliet-Riant and Tillement, 1999, Fundam. Clin. Pharmacol., 13, 16-26); 
biodegradable polymers, such as poly (DL-lactide-coglycolide) microspheres for sustained 
release delivery after intracerebral implantation (Emerich, DF et al, 1999, Cell Transplant, 8, 
47-58) Alkermes, Inc. Cambridge, MA; and loaded nanoparticles, such as those made of 
polybutylcyanoacrylate, that can deliver drugs across the blood brain barrier and can alter 
neuronal uptake mechanisms (Prog Neiu'opsychopharmacol Biol Psychiatry, 23, 941-949, 
1999). Other non-limiting examples of CNS delivery strategies for the nucleic acid 
molecules of the instant invention include material described in Boado et al., 1998, J. Pharm. 
Sci., 87, 1308-1315; Tyler et al, 1999, FBBS Lett., 421, 280-284; Pardridge et al., 1995, 
PNAS USA., 92, 5592-5596; Boado, 1995, Adv. Drug Dehvery Rev., 15, 73-107; Aldrian- 
Herrada et al., 1998, Nucleic Acids Res., 26, 4910-4916; and Tyler et al., 1999, PNAS USA., 
96, 7053-7058. 

The invention also features the use of a composition comprising surface-modified 
liposomes containing poly (ethylene glycol) lipids (PEG-modified, or long-circulating 
liposomes or stealtti liposomes). These formulations offer an method for increasing the 
accumulation of drugs in target tissues. This class of drug carriers resists opsonization and 
elimination by the mononuclear phagocytic system (MPS or RES), thereby enabling longer 
blood circulation times and enhanced tissue exposure for the encapsulated drug (Lasic et al, 
Chem. Rev, 1995, 95, 2601-2627; Ishiwatae^ a/., Chem. Pharm, Bull. 1995, 43, 1005-1011). 
Such liposomes have been shown to accumulate selectively in tumors, presumably by 
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extravasation and capture in fbs neovascularized target tissues (Lasic et al, Science 1995, 
267, 1275-1276; Oku et a/., 1995, Biochim. Biophys. Acta, 1238, 86-90). The long-circulating 
liposomes enhance the pharmacokinetics and pharmacodynamics of DNA and KNA, 
particularly compared to conventional cationic liposomes that are known to accumulate in 
tissues of flie MPS (Liu et al, 1 Biol Chem. 1995, 42, 24864-24870; Choi et al, 
iDtemational PCX Publication No. WO 96/10391; Ansell et al, International PCT Publication 
No. WO 96/10390; Holland et al, International PCT Publication No. WO 96/10392; all of 
these are incorporated by reference herein). Long-circulating liposomes are also likely to 
protect drugs from nuclease degradation to a greater extent compared to cationic liposomes, 
based on their ability to avoid accimiulation in metabolically aggressive MPS tissues such as 
the liver and spleen. All of these references are incorporated by reference herein. 

In addition, other cationic molecules can also be utilized to deliver the molecules of the 
present invention. For example, nucleic acid molecule can be conjugated to glycosylated 
poly(L-lysine) that has been shown to enhance localization of antisense oligonucleotides into 
the liver (Nakazono et al, 1996, Hepatology 23, 1297-1303; Nahato et al, 1997, Biochem 
Pharm, 53, 887-895). Glycosylated poly(L-lysine) can be covently attached to the enzymatic 
nucleic acid or be bound to enzymatic nucleic acid through electrostatic interaction. 



The present invention also includes compositions prepared for storage or 
administration that include a phannaceutically effective amount of the desired compounds in 
a phannaceutically acceptable carrier or diluent. Acceptable carriers or diluents for 
therapeutic use are well known in the pharmaceutical art, and are described, for example, in 
Remington's Pharmaceutical Sciences , Mack Publishing Co. (A.R. Gennaro edit. 1985), 
hereby incorporated by reference herein. For example, preservatives, stabilizers, dyes and 
flavoring agents can be provided. These include sodium benzoate, sorbic acid and esters ofp- 
hydrox3^enzoic acid. In addition, antioxidants and suspmding agents can be used. 

A pharmaceutically effective dose is that dose requned to prevent, inhibit the 
occurrence, or treat (alleviate a symptom to some extent, preferably all of the symptoms) of a 
disease state. The pharmaceutically effective dose depends on the type of disease, the 
composition used, the route of administration, the type of mammal being treated, the physical 
characteristics of the specific mammal und^ consideration, concurrent medication, and other 
factors that those skilled in the medical arts will recognize. Generally, an amount between 
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0.1 mg/kg and 100 mg/kg body weight/day of active ingredients is administered dependent 
upon potency of the negatively charged polymer. 

The nucleic acid molecules of the invention and formulations thereof can be 
administered orally, topically, parenterally, by inhalation or spray, or rectally in dosage unit 
formulations containing conventional non-toxic pharmaceutically acceptable carriers, 
adjuvants and/or vehicles. The term parenteral as used herein includes percutaneous, 
subcutaneous, intravascular (e.g., intravenous), intramuscular, or intrathecal injection or 
infusion techniques and the like. In addition, there is provided a pharmaceutical formulation 
comprising a nucleic acid molecule of the invention and a pharmaceutically acceptable 
carrier. One or more nucleic acid molecules of the invention can be preset in association 
with one or more non-toxic phannaceutically acceptable carriers and/or diluents and/or 
adjuvants, and if desired other active ingredients. The pharmaceutical compositions 
containing nucleic acid molecules of the invention can be in a form suitable for oral use, for 
example, as tablets, troches, lozenges, aqueous or oily suspensions, dispersible powders or 
granules, emulsion, hard or soft capsules, or syrups or elixirs. 

Compositions intended for oral use can be prepared according to any method known 
to the art for the manu£u;ture of pharmaceutical compositions and such compositions can 
contain one or more such sweetening agents, flavoring agents, coloring agents or preservative 
agents in order to provide phannaceutically elegant and palatable preparations. Tablets 
contain the active ingredient in admixture with non-toxic pharmaceutically acceptable 
excipients that are suitable for the manufacture of tablets. These excipients can be for 
example, inert diluents, such as calcium carbonate, sodium carbonate, lactose, calcium 
phosphate or sodium phosphate; granulating and disintegrating agents, for example, com 
starch, or alginic acid; bmding agents, for example starch, gelatin or acacia, and lubricating 
agents, for example magnesium stearate, stearic acid or talc. The tablets can be imcoated or 
they can be coated by known techniques. In some cases such coatings can be prepared by 
known techniques to delay disintegration and absorption in the gastrointestinal tract and 
thereby provide a sustained action ov^ a longer period. For example, a time delay material 
such as glyceryl monosterate or glyceryl distearate can be ^ployed. 

Formulations for oral use can also be presented as hard gelatin capsules wherein the 
active ingredient is mixed with an inert sohd diluent, for example, calcium carbonate, calcium 
phosphate or kaolin, or as soft gelatin c^sules wherein flie active ingredient is mixed witii 
water or an oil meditmi, for example peanut oil, liquid parafGn or olive oiL 

Aqueous suspensions contain the active materials in admixture with excipients 
suitable for the manufacture of aqueous suspensions. Such excipients are suspending agents, 
for example sodium carboxymethylcellulose, methylcellulose, hydropropyl-methylcellulose. 
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sodium alginate, polyvinylpyrrDiidone, gum tragacanth and gum acacia; dispersing or wetting 
agents can be a naturally-occurring phosphatide, for example, lecithin, or condensation 
products of an alkylene oxide with fatty acids, for example polyoxyethylene stearate, or 
condensation products of ethylene oxide with long chain aliphatic alcohols, for example 
heptadecaethyleneoxycetanol, or condraisation products of ethylene oxide with partial esters 
derived from fatty acids and a hexitol such as polyoxyethylene soibitol monooleate, or 
condensation products of ethylene oxide with partial esters derived from fatty acids and 
hexitol anhydrides, for example polyethylene sorbitan monooleate. The aqueous suspensions 
can also contain one or more preservatives, for example ethyl, or n-propyl p- 
hydroxybenzoate, one or more coloring agents, one or more flavoring agents, and one or moie 
sweetening agents, such as sucrose or saccharin. 

Oily suspensions can be formulated by suspending the active ingredients in a 
vegetable oil, for example arachis oil, olive oil, sesame oil or coconut oil, or in a mineral oil 
such as liquid paraffin. The oily suspensions can contain a thickening agent, for example 
beeswax, hard paraffin or cetyl alcohol. Sweetening agents and flavoring agents can be added 
to provide palatable oral preparations. These compositions can be preserved by the addition 
of an anti-oxidant such as ascorbic acid. 

Dispersible powd^ and granules suitable for prq>aration of an aqueous suspension 
by the addition of water provide the active ingredient in admixture with a dispersing or 
wetting agent, suspending agent and one or more preservatives. Suitable dispersing or 
wetting agents or suspending agents are exanplified by those already mentioned above. 
Additional excipients, for example sweetening, flavoring and coloring agents, can also be 
present 

Pharmaceutical compositions of the invention can also be in the form of oil-in-water 
emulsions. The oily phase can be a vegetable oil or a mineral oil or mixtures of these. 
Suitable emulsifying agents can be naturally-occurring gums, for example gum acacia or gum 
tragacanth, naturally-occurring phosphatides, for example soy bean, lecittiin, and esters or 
partial esters derived from fatty acids and hexitol, anhydrides, for example sorbitan 
monooleate, and condensation products of the said partial esters with ethylene oxide, for 
example polyoxyethylene sorbitan monooleate. The emulsions can also contain sweetening 
and flavoring agents. 

Syrups and elixirs can be formulated with sweetening agents, for example glycerol, 
propylene glycol, sorbitol, glucose or sucrose. Such fonnulations can also contain a 
demulcent, a preservative and flavoring and coloring agents. The pharmaceutical 
compositions can be in the form of a sterile injectable aqueous or oleaginous suspension. 
This suspension can be formulated according to the known art using those suitable dispersing 
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or wetting agents and suspending agents that have been mentioned above. The sterile 
injectable preparation can also be a sterile injectable solution or suspension in a non-toxic 
parentally acceptable diluent or solvent, for example as a solution in 1,3-butanediol. Among 
the acceptable vehicles and solvents that can be employed are water. Ringer's solution and 
isotonic sodium chloride solution. In addition, sterile, fixed oils are conventionally employed 
as a solvent or suspending medimn. For this purpose any bland fixed oil can be employed 
including synthetic mono-or diglycerides. hi addition, fatty acids such as oleic acid find use 
in the preparation of injectables. 

The nucleic acid molecules of the invention can also be administered in the form of 
suppositories, e.g., for rectal administration of the drug. These compositions can be prepared 
by mixing the drug with a suitable non-irritating excipient that is solid at ordinary 
temperatures but liquid at the rectal temperature and will therefore melt in the rectum to 
release the drug. Such materials include cocoa butter and polyethylene glycols. 

Nucleic acid molecules of the invention can be administered parenterally in a sterile 
medium. The drug, depending on the vehicle and concentration used, can either be suspended 
or dissolved in the vehicle. Advantageously, adjuvants such as local anes&etics, 
preservatives and buffering agents can be dissolved in the vehicle. 

Dosage levels of the order of firom about 0.1 mg to about 140 mg per kilogram of 
body weight per day are useful in the treatment of the above-indicated conditions (about 0.5 
mg to about 7 g per patient per day). The amount of active ingredient that can be combined 
with the carrier materials to produce a single dosage form varies depending upon the host 
treated and the particular mode of administration. Dosage unit forms generally contain 
between Scorn about 1 mg to about 500 mg of an active ingredient. 

It is understood that the specific dose level for any particular patient depends upon a 
variety of factors including the activity of the specific compoimd employed, the age, body 
weight, general health, sex, diet, time of administration, route of administration, and rate of 
excretion, drug combination and the severity of the particular disease undergoing therapy. 

For administration to non-human animals, the composition can also be added to the 
animal feed or drinking water. It can be convenient to formulate the animal feed and drinking 
water compositions so that the annual takes in a therapeutically appropriate quantity of the 
composition along with its diet It can also be convenient to present the composition as a 
premix for addition to the feed or drinking water. 

The nucleic acid molecules of the present invration can also be administered to a 
patient in combination witti other tiiierapeutic confounds to increase the overall therapeutic 
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eflfect. The use of multiple compounds to treat an indication can increase the beneficial 
efBects while reducing the presence of side eflFects, 

Alternatively, the enzymatic nucleic acid molecules of the instant invention can be 
expressed within cells from eukaryotic promoters Izant and Weintraub, 1985 Science 
229, 345; McGarry and Lindquist, 1986 Proa. Natl Acad, Sci. USA 83, 399; Scanlon et dl., 
1991, Proc. Natl Acad. ScL USA, 88, 10591-5; Kashani-Sabet et al, 1992 Antisense Res. 
Dev., 2, 3-15; Dropulic et al, 1992 J. Virol 66, 1432^1; Weerasinghe et al., 1991 /. Virol 
65,5531-4; Ojwangefa/., 1992 Proc. Natl Acad Sci. USA 89,10802-6; Chen etal, 1992 
Nucleic Acids Res., 20, 4581-9; Sarver et al, 1990 Science 247, 1222-1225; Thompson et 
al, 1995 Nucleic Acids Res. 23, 2259; Good et al, 1997, Gene Therapy, 4, 45; all of the 
references are hereby incorporated in their totality by reference herein). Those skilled in the 
art realize that any nucleic acid can be e3q)ressed in eukaryotic cells from the s^ropriate 
DNA/RNA vector. The activity of such nucleic acids can be augmented by their release from 
the primary transcript by a enzymatic nucleic acid (Draper et al, PCT WO 93/23569, and 
siillivan et al, PCT WO 94/02595; Ohkawa et al, 1992 Nucleic Acids Symp. Ser., 27, 15-6; 
TrndLCtal, 199U Nucleic Acids Res., 19,5125-30; Ventura a/., 1993 Nucleic Acids Res., 
21, 3249-55; Chowrira et al, 1994 J. Biol Chem. 269, 25856; all of the references are hereby 
incorporated in their totality by reference herein). 

Iq anoth^ aspect of the invention, RNA molecules of the present invention can be 
expressed from transcription units (see for example Couture et al, 1996, TIG., 12, 510) 
inserted into DNA or RNA vectors. The recombinant vectors can be DNA plasmids or viral 
vectors. Ribozyme expressing viral vectors can be constructed based on, but not limited to, 
adeno-associated virus, retrovirus, adenovirus, or alphavirus. The recombinant vectors 
enable of expressing the nucleic acid molecules can be delivered as described above, and 
persist in target cells. Alternatively, viral vectors can be used that provide for transient 
expression of nucleic acid molecules. Such vectors can be repeatedly administered as 
necessary. Once expressed, the nucleic acid molecule binds to the target mRNA. Delivery of 
nucleic acid molecule expressing vectors can be systemic, such as by intravenous or intra- 
muscular administration, by administration to target cells ex-planted from the patient 
followed by reintroduction into the patient, or by any other means that would allow for 
introduction into the desired target cell (for a review see Couture et al, 1996, UG., 12, 
510). 

Li one a^ect, the invention features an expression vector comprising nucleic acid 
sequence encoding at least one of the nucleic acid molecules of the instant invention. The 
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nucleic acid sequence encoding the nucleic acid molecules of the instant invention is operably 
linked in a manner that allows expression of that nucleic acid molecule. 

In another aspect, the invention features an expression vector comprising: a) a 
transoription initiation region {e.g„ eukaiyotic pol I, II or IQ initiation region); b) a 
transcription tennination region (e.g., eukaryotic pol I, H or III termination region); c) a 
nucleic acid sequence ^coding at least one of the nucleic acid molecules of the instant 
invention; and wherein said sequmce is operably linked to said initiation region and said 
tennination region, in a manner that allows expression and/or delivery of said nucleic acid 
molecule. The vector can optionally include an open reading frame (ORF) for a protein 
operably linked on the 5* side or the 3*-side of the sequence encoding the nucleic acid catalyst 
of the invention; and/or an intron (intervening sequences). 

Transcription of the nucleic acid molecule sequences can be driven from a promoter for 
eukaryotic RNA polymerase I ^ol I), KNA polymerase II ^ol II), or RNA polymerase EI 
(pol ID). Transcripts from pol H or pol EI promoters are generally expressed at hi^ levels in 
all cells; the levels of a given pol II promoter in a given cell type will depend on the nature of 
the gene regulatory sequences (enhancers, silencers, etc.) present nearby. Prokaryotic RNA 
polymerase promoters can be also used, providing that the prokaryotic RNA polymerase 
enzyme is expressed in the appropriate cells (Elroy-Stein and Moss, 1990, Proc. Natl Acad, 
Sci. US A, 6743-7; Gao mdBnang 1993, Nucleic Acids Res.., 21, 2S67'72; Lieberetal., 
1993, Methods Enzymol, 217, 47-66; Zhou et al., 1990, Mol Cell Biol, 10, 4529-37). All 
of these references are incorporated by reference herein. Several investigators have 
demonstrated that nucleic acid molecules, such as enzymatic nucleic acids, expressed from 
such promoters function in mammalian cells (e.g. Kashani-Sabet et al., 1992, Antisense Res. 
Dev., 2, 3-15; Ojwang et al., 1992, Proc. Natl Acad. Set USA, 89, 10802-6; Chen et al, 
1992, Nucleic Acids Res., 20, 4581-9; Yu et al., 1993, Proc. Natl Acad Sci. USA, 90, 
6340-4; L'HuiUier et al, 1992, EMBOJ., 11, 4411-8; Lisziewicz et al, 1993, Proc. Natl 
Acad. Set U. S. A, 90, 8000-4; Thompson et al, 1995, Nucleic Acids Res., 23, 2259; 
Sullenger & Cech, 1993, Science, 262, 1566). More specifically, transcription units such as 
the ones derived from genes encoding U6 small nuclear (snRNA), transfer RNA (tRNA) and 
adenovirus VA RNA are useftil in generating high concentrations of desired RNA molecules 
such as enzymatic nucleic acids in cells (Thompson et al, supra; Couture and Stinchcomb, 
1996, supra; Noonberg et al, 1994, Nucleic Acid Res., 22, 2830; Noonberg et al, US Patent 
No. 5,624,803; Good et al, 1997, Gene Ther., 4, 45; Beigehnan et al. International PCT 
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Publication No. WO 96/18736; all of these publications are incorporated by reference herein. 
The above enzymatic nucleic acid transcription units can be incorporated into a variety of 
vectors for introduction into mammalian cells, including but not restricted to, plasmid DNA 
vectors, viral DNA vectors (such as adenovirus or adeno-associated virus vectors), or viral 
RNA vectors (such as retroviral or alphavirus vectors) (for a review see Couture and 
Stinchcomb, 1996, supra). 

In yet another aspect, the invention features an expression vector comprising nucleic 
acid sequence encoding at least one of the nucleic acid molecules of the invention, in a 
manner tiiat allows expression of that nucleic acid molecule. The expression vector comprises 
in one embodiment; a) a transcription initiation region; b) a transcription termination region; 
and c) a nucleic acid sequence encoding at least one said nucleic acid molecule, wherein said 
sequence is operably linked to said initiation region and said termination region, in a manner 
that allows expression and/or delivery of said nucleic acid molecule. 

In another embodiment, the expression vector conq>rises: a) a transcription initiation 
region; b) a transcription termination region; c) an open reading firame; and d) a nucleic acid 
sequence encoding at least one said nucleic acid molecule, wherein said sequence is operably 
linked to the 3*-end of said open reading frame and wherein said sequence is operably linked 
to said initiation region, said open reading fiame and said termination region, in a manner that 
allows expression and/or delivery of said nucleic acid molecule. 

In yet another embodiment, the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an intron; and d) a nucleic acid sequence 
encoding at least one said nucleic acid molecule, wherein said sequence is operably linked to 
said initiation region, said intron and said termination region, in a manner that allows 
expression and/or delivery of said nucleic acid molecule. 

In another embodiment, the expression vector comprises: a) a transcription initiation 
region; b) a transcription termination region; c) an intron; d) an open reading frame; and e) a 
nucleic acid sequence encoding at least one said nucleic acid molecule, wherein said sequence 
is operably linked to the 3 -end of said open reading frame and wherein said sequence is 
operably linked to said initiation region, said intron, said open reading fi^me and said 
termination region, in a manner that allows expression and/or delivery of said nucleic acid 
molecule. 
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The nucleic acid molecules of the present invention can also be administered to a 
patient in combination with oflier therapeutic compounds to increase the overall therapeutic 
effect. The use of multiple compounds to treat an indication can inorease the beneficial 
effects while reducing the presence of side effects. 

hiterferons 

Type I interferons (IFN) are a class of natural cytokines that includes a family of greater 
than twenty-five IFN-a ^esta, 1986, Methods EnzymoL 119, 3-14) as well as IFN-P, and 
IFN-©- Although evolutionarily derived from the same gene piaz et al, 1994, Genomics 22, 
540-552), tiiere are many differences in the primary sequence of these molecules, implying an 
evolutionary divergence in biologic activity. All type I IFN share a common pattern of 
biologic effects that begin with binding of the IFN to the cell surface receptor (Pfeffer & 
Strulovici, 1992, Transmembrane secondary messengers for IFN-a/p, In: Interferon, 
Principles and Medical Applications,^ S. Baron, D.H. Coopenhaver, F. Dianzani, W.R. 
Fleischmann Jr., T.K. Hughes Jr., G.R, Kimpel, D.W. Niesel, G.J. Stanton, and S.K. Tyring, 
eds. 151-160). Binding is followed by activation of tyrosine kinases, including the Janus 
tyrosine kinases and the STAT proteins, which leads to the production of several IFN- 
stimulated gene products (Johnson et aL, 1994, Sci. Am, 270, 68-75). The IFN-stimulated 
gene products are responsible for the pleotropic biologic effects of type I IFN, including 
antiviral, antiprohferative, and immunomodulatory effects, cytokine induction, and HLA class 
I and class n regulation (Pestka et al^ 1987, Annu, Rev, Biochem 56, 727). Examples of IFN- 
stimulated gene products include 2-5-oligoadenylate synthetase (2-5 OAS), P2-micioglobuKn, 
neopterin, p68 kinases, and the Mx protem (Chebath & Revel, 1992, The 2-5 A system: 2-5 A 
synthetase, isospecies and functions. Jn: Interferon, Principles and Medical Applications, S. 
Baron, D.H. Coopenhaver, F. Dianzani, W JL Jr. Fleischmann, TJL Jr Hughes, G.R. Kimpel, 
D.W, Niesel, GJ. Stanton, and S.K. Tyring, eds., pp. 225-236; Samuel, 1992, The RNA- 
dependentPl/eIF-2a protein kinase. Jn: Interferon. Principles and Medical Applicatiofts. S. 
Baron, D.H. Coopenhaver, F. Dianzani, W.R. Fleischmann Jr., T.K. Hu^es Jr., G.R. Kimpel, 
D.W. Niesel, GJI. Stanton, and S.K. Tyring, eds. 237-250; Horisberger, 1992, MX protein: 
function and Mechanism of Action. In: Interferon. Principles and Medical Applications. S. 
Baron, D JH, Coopenhaver, F. Dianzani, W.R. Fleischmann Jr., T.K. Hughes Jr., G.R. Kimpel, 
D.W. Niesel, G.H. Stanton, and S.K. Tyring, eds. 215-224). Although aU type I IFN have 
similar biologic effects, not all the activities are shared by each type I IFN, and, in many 
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cases, the extent of activity varies quite substantially for each IFN subtype ^Fish et al^ 1989, J. 
Interferon Res. 9, 97-114; Ozes et al, 1992, J. Interferon Res. 12, 55-59), More specifically, 
investigations into the properties of different subtypes of IFN-a and molecular hybrids of 
IFN-a have shown differences in phannacolo^c properties (Rubinstem, 1987, J. Interferon 
Res. 7, 545-551). These pharmacologic differences can arise fix>m as &w as three amino 
acid residue changes (Lee et aLy 1982, Cancer Res. 42, 1312-1316). 

Eighty-five to 166 amino acids are conserved in the known IFN-a subtypes. 
Excluding the IFN-a pseudogenes, there are q)proximately 25 known distinct IFN-a 
subtypes. Pairwise comparisons of these nonallelic subtypes show primary sequence 
differences ranging firom 2% to 23%. la addition to the naturally occurring IFNs, a non- 
natural recombkant type I intaferon known as consensus interferon (CIFN) has been 
synthesized as a therapeutic compound (Tong et al., 1997, Hepatology 26, 747-754). 

Interferon is currently in use for at least 12 different indications, including infectious 
and autoimmune diseases and cancer (Borden, 1992, N, Engl J. Med. 326, 1491-1492). For 
autoimmime diseases, IFN has been utiUzed for treatment of rheumatoid arthritis, multiple 
sclerosis, and Crohn^s disease. For treatment of cancer, IFN has been used alone or in 
combination with a number of different compounds. Specific types of cancers for that IFN 
has been used include squamous cell carcinomas, melanomas, hypernephromas, 
hemangiomas, hairy cell leukemia, and Kaposi's sarcoma. In the treatment of infectious 
diseases, IFNs increase the phagocytic activity of macrophages and cytotoxicity of 
lymphocytes and inhibits the propagation of cellular pathogens. Specific indications for that 
IFN has been used as treatment include: hepatitis B, human papillomavirus types 6 and 11 
(i.e. genital warts) (Leventhal et al, 1991, N Engl J Med 325, 613-617), chronic 
granulomatous disease, and hepatitis C virus. 

Nucleic acid molecules of the instant invention, in combination with IFN, have the 
potential to improve the effectiveness of treatment of WNV or any of the other indications 
discussed above. Nucleic acid molecules targeting RNAs associated with diseases such as 
infectious diseases, autoimmime diseases, and cancer, can be used individually or in 
combination with other therapies such as IFN to achieve enhanced ef&cacy. 

Examples 
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The following are non-limiting examples showing the selection, isolation, synthesis 
and activity of nucleic acids of the instant invention. 

The following examples demonstrate the selection and design of Antisense, 
hammerhead, DNAzyme, NCH, Amberzyme, Zinzyme, or G-Cleaver enzymatic nucleic acid 
molecules and bmdiag/cleavage sites within WNV RNA. 

Example 1 : Identification of Potential Target Sites in Human WNV RNA 

The sequence of human WNV was screened for accessible sites using a computer- 
folding algorithm. Regions of the RNA that do not form secondary folding structures and 
contained potential enzymatic nucleic acid and/or antisense binding/cleavage sites were 
identified. The sequences of these binding/cleavage sites are shown in Tables m-XIIL 

Example 2: Selection of Enzymatic Nucleic Acid Cleavage Sites in Human WNV RNA 

Enzymatic nucleic acid target sites were chosen by analyzing sequences of Human 
WNV (Genbank accession No: AF196835) and prioritizing the sites on the basis of folding. 
Enzymatic nucleic acid molecules are designed that could bind each target and are 
individually analyzed by computer folding (Christoffersen et al, 1994 /. MoL Struc. 
Theochem, 311, 273; Jaeger et a/., 1989, Proc. Natl Acad. Set USA, 86, 7706) to assess 
whether the enzymatic nucleic acid molecules sequences fold into the qypropriate secondary 
structure. Those enzymatic nucleic acid molecules with unfevorable intramolecular 
interactions between the binding arms and the catalytic core are eliminated firom 
consideration. As noted below, varying binding arm lengths can be chosen to optimize 
activity. Generally, at least 4 bases on each arm can bind to, or otherwise interact with, the 
target RNA. 

Example 3: Chemical Synthesis and Purification of Enzvmatic nucleic acid molecules and 
Antisense for EflScient Cleavage and/or blocking of WNV RNA 

Enzymatic nucleic acid molecules and antisense constructs can be designed to anneal 
to various sites in the RNA transcript. The binding aims of the enzymatic nucleic acid 
molecules are complementary to tiie target site sequences described above, while the 
antisense constructs are complementary to the target site sequences described above. The 
enzymatic nucleic acid molecules and antisense constructs can be chemically synthesized 
using, for example, RNA syntheses such as those described above and those described in 
Usman et al,, (1987 J. Am. Chem. Soc, 109, 7845), Scaringe et al., (1990 Nucleic Acids 
Res., 18, 5433) and Wincott et al,, supra. Such methods make use of common nucleic acid 
protecting and coupling groups, such as dimethoxytrityl at the 5 -end, and phosphoramidites 
at the 3 -end. The average stepwise coupling yields are typically >98%. 
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Enzymatic nucleic acid molecxiles and antisense constructs also can be synthesized 
from DNA templates using bacteriophage T7 RNA polymerase ^Vlilligan and Uhlenbeck, 
1989, Methods Enzymol. 180, 51). Enzymatic nucleic acid molecules and antisense 
constructs are purified by gel electrophoresis using known methods, or are purified by high 
pressure liquid chromatography (HPLC; See Wincott et al., siq)ra; flie totality of which is 
hereby incorporated herein by reference), and are resuspended in water. The sequences of 
chCTdcally synthesized enzymatic nucleic acid constructs are shown below in Table Ill-Xni. 
The enzymatic nucleic acid molecules shown in Table Xm were chemically syntiiesized. 
The sequences of chemically synthesized antisense constructs are complimentary sequences 
to the Substrate sequences shown below as in Table m-Xm. 

Example 4: Enzymatic nucleic acid molecule Cleavage of WNV RNA Target in vitro 

Enzymatic nucleic acid molecules targeted to the human WNV RNA are designed and 
synthesized as described above. These enzymatic nucleic acid molecules can be tested for 
cleavage activity in vitro, for example using the following procedure. The target sequences 
and the nucleotide location within the WNV RNA are given in Tables IH-XIII. 

Cleavage Reactions: Full-lengfli or partially fiill-length, internally-labeled target RNA 
for the enzymatic nucleic acid cleavage assay is prepared by in vitro transcription in the 
presence of [a-^^p] CTP, passed over a G 50 Sephadex coliman by spin chromatography and 

used as substrate RNA without further purification. Alternately, substrates are S^-^^P-cnd 
labeled using T4 polynucleotide kinase enzyme. Assays are performed by pre-wanning a 2X 
concentration of purified enzymatic nucleic acid in cleavage buffer (50 mM Tris-HCl, pH 7.5 
at 37°C, 10 mM MgCl2), and flbie cleavage reaction is initiated by adding the 2X enzymatic 
nucleic acid mix to an equal volume of substrate RNA (maximum of 1-5 nM) that was also 
pre-warmed in cleavage bu£fer. As an initial screen, assays are carried out for 3 hours at 37^C 
using a final concentration of either 40 nM or 1 mM enzymatic nucleic acid molecule, Le., 
enzymatic nucleic acid molecule excess. The reaction is quenched by the addition of an equal 
volume of 95% formamide, 20 mM EDTA, 0.05% bromophenol blue and 0.05% xylene 
cyanol after which the sample is heated to 95°C for 2 minutes, quick chilled and loaded onto 
a denaturing polyacrylamide gel. Substrate RNA and the specific RNA cleavage products 
generated by enzymatic nucleic acid cleavage are visualized on an autoradiograph of the gel. 
The percentage of cleavage is determined by Phosphor Imager® quantitation of bands 
representing the intact substrate and the cleavage products. Using the methods described, five 
different enzymatic nucleic acid molecules of differrat motifi were tested for cleavage 
activity. The results of this study are shown in Table XIV, which shows cleavage data for 
five different enzymatic nucleic acid motifs (Hammerhead, Inozsyme, DNAzyme, Amberzyme 
andZinzyme). 
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am ple 5: Nucleic add iDhibition of WNV target RNA in vivo 

Nucleic acid molecules targeted to the human WNV RNA are designed and 
synthesized as described above. These nucleic acid molecules can be tested for cleavage 
activity in vivo, for example, using the procedures described below. The target sequences and 
the nucleotide location within the WNV RNA are given in Tables m-Xm. 

Cell Culture Assays 

HeLa cells are seeded in 96-well plates at a density of 9000-10,000 cells/well and 
incubated at 3TC under 5% C02 for 24 h. Vero and/or BHK-21 cells can also be used Cells 
are then infected with WNV for 1 hour at a multiplicity of infection of 2 in a total volume of 
0.1 ml per well. Tnuasfection of enzymatic nucleic acid (for example, enzymatic nucleic acid 
molecule of SEQ ID NOS. 37019-37043) or control oligonucleotides (scrambled or binding- 
attenuated core sequence; 50 - 200 nM final) is achieved by mixing 5X enzymatic nucleic 
acid or control oligonucleotides (250 - 1000 nM) and 5X of a cationic lipid in DMEM with 
5% fetal bovine serum (FBS) in U-bottom 96-well plates. Enzymatic nucleic acid/lipid 
complexes are allowed to incubate for 15 min at 37°C under 5% C02, The viral inoculum is 
aspirated fiom cells and replaced with 80 \il of DMEM with S% FBS serum and 20 ^1 of 5X 
nucleic acid/lipid complexes. Cells are incubated with 5X complexes for 24 h at 37°C under 
5% C02. After 24 h, intracellular virus released after freeze/thaw and/or virus secreted into 
tiie media is quantified by plaque assay or by a cytopathic effect limiting dilution assay. Jr 
addition, viral protein and viral RNA can be analyzed by ELISA and RT-PCR, respectively. 

Animal Models 

WNV infectivity has been studied in mice (Ben-Nathan et al, 1996m Arch. Virol. , 
141, 459-469; Chambers et al., 1998, 79, 2375-2380). Mouse models such as those described 
can be used to study inhibition of WNV by the nucleic acid molecules of the instant 
invention. For example, the induction to WNV infection in mice has been demonstrated, 
resulting in penetration of WNV into the central nervous system. Viral infection in mice is 
exacerbated when animals are macrophage depleted, resulting in higher and extended viremia 
and accelerated development of encephalitis and death. Both naacrophage intact and 
macrophage depleted mice thus infected with WNV are treated with enzymatic nucleic acids 
of the invention (SEQ ID NOS: 37019-37043) along with relevant scrambled or attenuated 
controls via sub-cutaneous injection or intraperitoneal injection. Vural load and mortality are 
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used as endpoints in the study. As noted in Ben-Nathan ei aL, supra, an increase in mortality 
firam 50% to 100% results in macrophage depleted mice. A decrease in mortality based on 
these percentages with a similar decrease in viral load in these aninnials is indicative of a 
therapeutic effect mediated by nucleic acid molecules of the invention. 

Diagnostic uses 

Enzymatic nucleic acid molecules of this invention can be used as diagnostic tools to 
examine genetic drift and mutations within diseased cells or to detect the presence of WNV 
RNA in a cell. The close relationship between enzymatic nucleic acid activity and the 
structure of the target RNA allows the detection of mutations in any region of the molecule 
that alters the base-pairing and three-dimensional structure of the target RNA. By using 
multiple enzymatic nucleic acid molecules described in this invention, one can map 
nucleotide changes that are important to RNA structure and fvmction in vitroy as well as in 
cells and tissues in vivo. Cleavage of target RNAs with enzymatic nucleic acid molecules can 
be used to inhibit gene expression and define the role of specified gene products in the 
progression of disease. In this manner, other genetic targets can be defined as important 
mediators of the disease. Such methods can improve treatment of the disease by affording 
the possibility of combination therapies (e.g., multiple enzymatic nucleic acid molecules 
targeted to different genes, enzymatic nucleic acid molecules coiq)led with known small 
molecule inhibitors, or intermittent treatment with combinations of enzymatic nucleic acid 
molecules and/or other chemical or biological molecules). Other in vitro uses of enzymatic 
nucleic acids of this invention are well known in the art, and include detection of the presence 
of mRNAs associated with WNV related condition. Such RNA is detected by determining 
the presence of a cleavage product after treatment with an enzymatic nucleic acid molecule 
using standard methodology. 

Enzymatic nucleic acid molecules that can cleave only wild-type or mutant forms of the 
target RNA can be used for the assay. The first enzymatic nucleic acid molecule is xised to 
identify wild-type RNA preset in the sample and the second enzymatic nucleic acid 
molecule will be used to identify mutant RNA in the sample. As reaction controls, synthetic 
substrates of both wild-^e and mutant RNA are cleaved by both enzymatic nucleic acid 
molecules to demonstrate the relative enzymatic nucleic acid efBciencies in the reactions and 
the absence of cleavage of the •*non-targeted" RNA species. The cleavage products fiom the 
synthetic substrates also serve to generate size markers for the analysis of wild-type and 
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mutant RNAs in the sample population. Thus each analysis requires two enzymatic nucleic 
acid molecules, two substrates and one unknown sample that is combined into six reactions. 
The presence of cleavage products is determined using an RNase protection assay so that fuU- 
length and cleavage fragments of each RNA can be analyzed in one lane of a polyacrylamide 
gel. It is not absolutely required to quantify the results to gain insight into the expression of 
mutant RNAs and putative risk of the desired phenotypic changes in target cells. The 
expression of naRNA whose protein product is implicated in the development of the 
phenotype WNV) is adequate to estabUsh risk. If probes of comparable specific activity 
are used for both transcripts, then a qualitative comparison of RNA levels is adequate and 
decreases the cost of the initial diagnosis. Higher mutant form to wild-type ratios are 
correlated with higher risk whether RNA levels are compared qualitatively or quantitatively. 

Additional Uses 

The sequence-specific enzymatic nucleic acid molecules of the instant invention can 
also have many of the same applications for the study of RNA that DNA restriction 
endonucleases have for the study of DNA (Nathans et aL, 1975 Ann. Rev, Biochem. 44:273). 
For example, the pattern of restriction fragments can be used to establish sequence 
relationships between two related RNAs, and large RNAs could be specifically cleaved to 
fragments of a size more usefiil for study. The ability to engmeer sequence specificity of the 
enzymatic nucleic acid molecule is ideal for cleavage of RNAs of \mknown sequence. 
Applicant desoibes the use of nucleic acid molecules to down-regulate gene expression of 
target genes in bacterial, microbial, fimgal, viral, and eukaryotic systems including plant, or 
mammalian cells. 

All patents and publications mentioned in the specification are indicative of the levels 
of skill of those skilled in the art to that fbe invention pertains. All references cited in this 
disclosure are incorporated by ref^nce to the same extent as if each reference had been 
incorporated by reference in its entirety mdividually. 

One skilled in the art would readily appreciate that the present invention is well 
adapted to carry out the objects and obtain the ends and advantages mentioned, as well as 
those inherent therein. The methods and compositions described herein as presently 
representative of preferred embodiments are exemplary and are not mtended as limitations on 
the scope of the invention. Changes therein and otiier uses will occur to those skilled in the 
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art, that are encompassed within the spirit of the invention, are defined by the scope of the 
claims. 

It will be readily apparent to one skilled in the art that varying substitutions and 
modifications can be made to the invention disclosed herein without dqparting fiom the scope 
and spirit of tibe invmtion. Thus, such additional embodiments are within the scope of the 
present invention and the following claims. 

The invoition illustratively described herein suitably can be practiced in the absence 
of any element or elements, limitation or limitations that are not specifically disclosed herem. 
The tenns and expressions that have been employed are used as terms of description and not 
of limitation, and there is no intmtion that in the use of such terms and expressions of 
excluding any equivalents of the features shown and described or portions thereof but it is 
recognized that various modifications are possible within the scope of the invention claimed. 
Thus, it should be understood that although tiie present invention has been specifically 
disclosed by preferred embodimmts, optional features, modification and variation of the 
concepts herein disclosed can be resorted to by those skilled in the art, and that such 
modifications and variations are consid^ed to fall within the scope of this invention as 
defined by the description and the appended claims. 

In addition, where features or a^ects of the invention are described in terms of 
Markush groiqps or other grouping of alternatives, those skilled in the art will recognize that 
the invention is also thereby described in terms of any individual member or subgroup of 
memb^ of the Markush group or other gcoxxp. 

Other embodiments are within the claims that follow. 
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TABLE I 



Characteristics of naturally occurring ribozymes 
Group i Introns 

• Size: ^150 to >1000 nucleotides. 

• Requires a U in ttie target sequence immediately 5* of the cleavage site. 

• Binds 4-6 nucleotides at the 5 -side of the cleavage site. 

• Reaction mechanism: attack by the 3'-OH of guanosine to generate deavage products 
vdth 3'-OH and 5'-guanosine. 

• Additional protein cof actors required in some cases to help folding and maintainance 
of the active structure. 

• Over 300 known members of this dass. Foimd as an intervening sequence in 
Tetrahymena fhermophila rRNA, fungal mitochondria, chloroplasts, phage T4, blue- 
green algae, and others. 

• Major structural features largely established through phylogenetiLc coirq)arisons, 
mutagenesis, and biochemical studies f,^]. 

• Complete kinetic framework established for one ribozyme ["^,"^,^,^1. 

• Studies of nhozyme folding and substrate docking underway [^,^,*^]. 

• Chemical modification investigation of important residues well established [\^]. 

• The small (4-6 nt) binding site may make this ribozyme too non-specific for targeted 
RNA deavage, however, the Tetrahymena group I intron has been used to repair a 
"defective" p-galactosidase message by the ligation of new P-galactosidase sequences 
onto the defective message [^]. 

RNAsePRNA(M1 RNA) 

• Size: '-290 to 400 nudeotides. 

• RNA portion of a ubiquitous ribonudeoprotein enzyme. 

• Qeaves tRNA precursors to form mature tRNA [^]. 

• Reaction mechanism: possible attack by M^*-OH to generate deavage products with 
3'-OH and 5'-phosphate. 

• RNAse P is f otmd throughout the prokaryotes and eukaryotes. The RNA subunit has 
been sequenced from bacteria, yeast, rodents, and primates. 

• Recruitment of endogenous RNAse P for therapeutic applications is possible through 
hybridization of an ]&ctemal Guide Sequence (EGS) to the target RNA [^,^] 

• Important phosphate and 2f OH contacts recently identified [wi^wuj 

Group II Introns 

• Size: >1000 nucleotides. 

• Trans deavage of target RNAs recently demonstrated [^^,^]. 

• Sequence requirements not fully determined. 

• Reaction mechanism: 2'-OH of an internal adenosine generates deavage products 
with 3'-OH and a "lariat" RNA containing a 3'-5' and a 2'-5' branch point. 
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• Only natural riboz5ane witii demonstrated participation in DNA deavage [^/°^ in 
addition to RNA cleavage and ligation. 

• Major structural features largely established through phylogenetic comparisons [^]. 

• Important 2' OH contacts beginning to be identified ['°°^ 

• Kinetic framework under development [^^j 

Neurospora VS RNA 

• Size: ~144 nucleotides. 

• Trans deavage of hairpin target RNAs recently demonstrated [»^]. 

• Sequence requirements not fully determined. 

• Reaction mechanism: attack by 2'-OH 5' to the sdssile bond to generate deavage 
products with 2'^'-cyclic phosphate and 5'-OH ends. 

• Binding sites and structural requirements not fully determined. 

• Only 1 known member of this class. Found in Neurospora VS RNA. 

Hammerhead Ribozyme 

(see text for references) 

• Size: '-IS to 40 nucleotides. 

• Reqtiires the target sequence UH immediately 5' of the deavage site. 

• Binds a variable number nudeotides on both sides of the deavage site. 

• Reaction mechanism: attack by 2'-OH 5' to the sdssile bond to generate deavage 
products witii 2'^'-cyclic phosphate and 5'-OH ends. 

• 14 known members of this class. Found in a number of plant pathogens (virusoids) 
that use RNA as the infectious agent 

• Essential structural features largely defined, induding 2 crystal structures [xxvi^xxvU] 

• Minimal ligation activity demonstrated (for engineering through in vitro selection) 

j^xxviiij 

• Complete kinetic framework established for two or more ribozymes ['^J. 

• Chemical modification investigation of important residues well established 

Hairpin Ribozyme 

• Size: ~50 nudeotides. 

• Requires the target sequence GUC immediately 3' of the deavage site. 

• Binds 4-6 nudeotides at the 5'-side of the deavage site and a variable number to tiie 3- 
side of the deavage site. 

• Reaction mechanism: attack by 2'-OH 5' to the sdssile bond to generate deavage 
products with 2'^'-cyclic phosphate and 5'-OH ends. 

• 3 known members of this class. Found in three plant pathogen (satellite RNAs of the 
tobacco ringspot virus, arabis mosaic virus and chicory yellow mottle virus) which 
uses RNA as the infectious agent 

• Essential structural features largely defined [xxxi^xxxii^xxxui^xxxiv] 

• Ligation activity (in addition to deavage activity) makes ribozyme amenable to 
engineering through in vitro selection 

• Complete kinetic framework established for one ribozyme 

• Chemical modification investigation of important residues begun [xxxvii^xxxviii]^ 
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H patitis Delta Virus (HDV) Ribozyme 

• Size: ^0 nucleotides. 

• Trans cleavage of target RNAs demonstrated ['ooax]^ 

• Binding sites and structural requirements not fully determined, although no 
sequences 5* of deavage site are required. Folded ribozyme contains a pseudoknot 
structure l^]. 

• Reaction mechanism: attack by 2'-OH 5' to the sdssile bond to generate cleavage 
products with 2'3'-cyclic phosphate and 5'-OH ends. 

• Only 2 known members of ttiis class. Found in human HDV. 

• Circular form of HDV is active and shows increased nuclease stability 
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Table in 

Table HI: WNV Hammerhead Ribozyme and Target Sequence 



Pos 


Subs tirafcQ 


Seq XD 


Riboayne 


R2 Seq 
ID 


30 


GACAAACU U AGUAGtJGU 


1 


ACACUACU CUGAUGAG GCCGUUAGGC CGAA AGUUUGUC 


153C9 


31 


ACAAACUU A 6UAGUGUU 


2 


AACACUAC CUGAUGAG GCCGUUAGGC CGAA AAGUUUGU 


15310 


34 


AACUUAGU A GUGUUUGU 


3 


ACAAACAC CUGAUGAG GCCGUUAGGC OQAA ACUAAGUU 


15311 


39 


AGOAaaGU U UGUGAGGA 


4 


UCCUCACA CUGAUGAG GCCGUUAGGC CGAA ACACUACU 


15312 


40 


6UAGUG0U U GUGAGGAU 


5 


AUCCUCAC CUGAUGAG GCCGUUAGGC CGAA AACACUAC 


15313 


49 


GUGAGGAU U AACAACAA 


6 


UUGUU6UU CUGAUGAG GCCGUUAGGC CGAA AUCCUCAC 


15314 


50 


UGAGGAUa A ACAACAAU 


7 


AUUGUUGU CUGAUGAG GCCGUUAGGC OGAA AAUCCUCA 


15315 


59 


ACAACAAU U AACACAGU 


8 


ACUGUGUU CUGAUGAG GCCGUUAGGC CGAA AUUGUUGU 


15316 


60 


CAACAAUU A ACACAGUG 


9 


CACUGUGU CUGAUGAG GCCGUUAGGC CGAA AAUUGUUG 


15317 


77 


CGAGCUGU U UCUUAGCA 


10 


UGCUAAGA CUGAUGAG GCCGUUAGGC CGAA ACAGCUCG 


15318 


78 


GA6CUGUU U CnUAGCAC 


11 


GUGCUAAG CUGAUGAG GCCGUUAGGC CGAA AACAOCUC 


15319 


79 


AGCDGUUU C UUAGCACG 


12 


CGUGCUAA CUGAUGAG GCCGUUAGGC CGAA AAACAGCU 


15320 


81 


CUCSUUUCU U AGCACGAA 


13 


UUCGUGCU CUGAUGAG GCCGUUAGGC CGAA AGAAACAG 


15321 


82 


UGUUUCUU A GCACGAAG 


14 


CUUCGU6C CUGAUGAG GCCGUUAGGC CGAA AAGAAACA 


15322 


93 


ACOAAGAU C UCOAUOUC 


15 


GACAUOGA CUGAUGAG GCCGUUAGGC CGAA AUCUUOSU 


15323 


95 


GAAGAUCU C GAUGUCUA 


16 


UAGACAUC CUGAUGAG GCCGUUAGGC CGAA AGAUCUUC 


15324 


101 


CUCGAUGU C UAAGAAAC 


17 


GUUUCUUA CUGAUGAG GCCGUUAGGC CGAA ACAUCGAG 


15325 


103 


CGAUGUCU A AGAAACCA 


18 


UGGUUUCU CUGAUa^^G GCCGUUAGGC CGAA AGACAUCG 


15326 


138 


CGGGCUGU C AAUAUGCU 


19 


AGCAUAUU CUGAUGAG GCCGUUAGGC CGAA ACAGCCCG 


15327 


142 


CUGUCAAU A UGCUAAAA 


20 


UUUUAfiCA CUGAUGAG GCCGUUAGGC CGAA AUUGACAG 


15328 


147 


AAUAUGCU A AAACGCGG 


21 


CCGCGUUU CUGAUGAG GCCGUUAGGC CGAA AGCAUAUU 


15329 


170 


CCGCXSUGU U GUCCUUGA 


22 


UCAAGGAC CUGAUGAG GCCGUUAGGC CGAA ACACGCGG 


15330 


173 


CGUGUUGU C CUUGAUUG 


23 


CAAUCAAG CUGAUGAG GCCGUOAGGC CGAA ACAACACO 


15331 


176 


GUUGUCC0 U GAUUGGAC 


24 


GUCCAAUC CUGAUGAG GCCGUUAGGC CGAA AGGACAAC 


15332 


180 


UCCUUGAU U GGACUGAA 


25 


UUCAGUCC CUGAUGAG GCCGUUAGGC CGAA AUCAAGGA 


15333 


196 


AQAGGGCU A UGUU6AGC 


26 


GCUCAACA CUGAUGAG GCCGUUAGGC CGAA AOCCCUCU 


15334 


200 


GGCUAUGU U GAGCCUGA 


27 


UCAGGCUC CUGAUGAG GCCGUUAGGC CGAA ACAUAGCC 


15335 


210 


AGCCUGAU C GACGGCAA 


28 J 


UUGCCGUC CUGAUGAG GCCGUUAGGC CGAA AUCAGGCU 


15336 . 


22B 


GGGCCAAU A CGAUUUGU 


29 


ACAAAUCG CUGAUGAG GCCGUUAGGC CGAA AUUGGCCC 


15337 


233 


AAUACGAU U UGUGUUGG 


30 


CCAACACA CUGAUGAG GCCGUUAGGC CGAA AUCGUAUU 


15338 


234 


AUACGAUU U GUGUUGGC 


31 


GCCAACAC CUGAUGAG GCCGUUAGGC CGAA AAUCGUAU 


15339 


239 


AUuuGUGU u GQajcoa; 


32 


A6AGAGCC CUGAUGAG GCCGUUAGGC CGAA ACACAAAU 


15340 


244 


UGUUGGCU C UCUUGGOG 


33 


CGCCAAGA CUGAUGAG GCCGUUAGGC CGTA AGCCAACA 


15341 


246 


UUQGCUCU C UUGGCQUU 


34 


AACGCCAA CUGAUGAG GCCGUUAGGC CGAA AGAGCCAA 


15342 


248 


GGCUCUCU U GGOGUUCU 


35 


AGAACGCC CUGAUGAG GCCGUUAGGC CGAA AGAGAGCC 


15343 


254 


CUUGGCGU U CUUCAGGU 


36 


ACCUGAAG CUGAUGAG GCCGUUAGGC CGAA ACGCCAAG 


15344 


255 


UUGGCGUU C UUCAGGOU 


37 


AACCUGAA CUGAUGAG GCCGUUAGGC CGAA AACGCCAA 


15345 


257 


GGCGUUCU U CAGGUUCA 


38 


UGAACCUG CUGAUGAG GCCGUUAGGC CGAA AGAACGCC 


15346 


256 


GCGUUOJU C AGGOUCAC 


39 


GUGAACCU CUGAUGAG GCCGUUAGGC CGAA AAGAACGC 


15347 


263 


CUUCAGGU U CACAGCAA 


40 


UUGCUGUG CUGAUGAG GCCGUUAGGC CGAA ACCUGAAG 


15348 


264 


UUCAGGtn; C ACAGCAAU 


41 


AUUGCUGU CUGAUGAG GCCGUUAGGC CGAA AACCUGAA 


15349 


273 


ACAGCAAU U GCUCCGAC 


42 


GUCGGAGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUGU 


15350 


277 


CAAUUGCU C CGACCCGA 


43 


UCGGGUCG CUGAUGAG GCCGUUAGGC CGAA AGCAAUUG 


15351 


298 


UGCUGGAU C GAUGiQAGA 


44 


UCUCCAUC CUGAUGAG GCCGUUAGGC CGAA AUCCAGCA 


15352 


339 


AAACACCU U CUGAGUUD 


45 


AAACUCAO CUGAUGAG GCCGUUAQGC CGAA AGGUGUUU 


15353 


340 


AACACCUU C UQAGUUUU 


46 


AAAACUCA CUGAUGAG GCCGUUAGGC CGAA AAGGUGUU 


15354 


346 


tJUCUGAGU U UUAAGAAG 


47 


CUUCUUAA CUGAUGAG GCCGUUAGGC CGAA ACUCAGAA 


15355 


347 


UCUGAGUU U UAAQAAGQ 


48 


CCUUCUUA CUGAUGAG GCCGUUAGGC CGAA AACUCAGA 


15356 


348 


CUGAGUUU U AAGAAGGA 


49 


UCCUUCUU CUGAUGAG GCCGUUAGGC CGAA AAACUCAG 


15357 


349 


UGAGUUUU A AGAAGGAA 


50 


UUCCUUCU CUGAUGAG GCCGUUAGGC CGAA AAAACUCA 


15358 


360 


AAGGAACU A GGGACCUU 


51 


AAGGUCCC CUGAUGAG GCCGUUAGGC CGAA AGUUCCUU 


15359 


368 


AGGGACO; U GACCAGUQ ^ 


52 


CACUGGUC CUGAUGAG GCCQUOAOQC CQAA AGGUCCCU 


15360 


379 


CCAOUOCU A UCAAtJCGO 


53 


CCGAUUGA CUGAUGAG GCCGUUAGGC CGAA AGCACUGG 


15361 


381 


AGUGCUAU C AAUCGGCG 


54 


CGCCGAUU CUGAUGAG GCCGUUAGGC CGAA AUAGCACU 


15362 


385 


CUAUCAAU C GGC6GAGC 


55 


GCUCCGCC CUGAUGAG GCCGUUAGGC CGAA ADUGAUAG 


15363 


395 


GCGGAGCU C AAAACAAA 


56 


UUUGUUUU CUGAUGAG GCCGUUAGGC CGAA AGCUCCGC 


15364 


429 


ACCGGAAU U GCAGUCAU 


57 


AUGACUGC CUGAUGAG GCCGUUAGGC CGAA AUUCCGGU 


15365 


435 


AUUGCAGU C AUQAUUQQ 


58 


CCAAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 


15366 


441 


GUCAUGAU U GGCCUGAU 


59 


AUCAGGCC CUGAUGAG GCCGUUAGGC CGAA AUCAUGAC 


15367 
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450 


GGCCUGAU C GCCAGCGU 


60 


ACGCUGGC CUGAUGAG GCCGUUAGOC CGAA AUCAGGCC 


15368 


459 


GCCAGCGU A GGAGCA6U 


61 


ACUGCUCC CUGAUGAG GCCGUUAGGC CGAA ACGCUGGC 


15369 


468 


GGAGCftGU U ACCCDCUC 


62 


GAGAGG6U CUGAUGAG GCCGUUAGGC CGAA ACUGCUCC 


15370 


469 


GAGCAGUU A CCCOCUCU 


63 


AGAGAGGG CUGAUGAG GCCGUUAGGC CGAA AACUGCUC 


15371 


474 


GUUACCCU C UCUAACUU 


64 


AAGUUAGA CUGAUGAG GCCGUUAGGC CGAA AGGGUAAC 


15372 


476 


UACCCUCU C UAACUUCC 


65 


GGAAGUUA CUGAUGAG GCCGUUAGGC CGAA AGAGGGUA 


15373 


478 


CCCUCUCU A ACUUCCAA 


66 


UUGGAAGU CUGAUGAG GCCGUUAGGC CGAA AGAGAGGG 


15374 


482 


CUCUAACU U CCAAGGGA 


67 


UCCCUUGG CUGAUGAG GCCGUUAGGC CGAA AGUUAGAG 


1S375 


483 


UCUAACUU C CAAGGGAA 


68 


UUCCCUUG CUGAUGAG GCCGUUAGGC CGAA AAGUUAGA 


15376 


507 


AU6ACGGU A AAUGCUAC 


69 


GUAGCAUU CUGAUGAG GCCGUUAGGC CGAA ACCGUCAU 


15377 


514 


UAAAUGCU A CUGACGUC 


70 


GACGUCAG CUGAUGAG GCCGUUAGGC CGAA AGCAUUUA 


15378 


522 


ACUGACGU C ACAGAUGU 


71 


ACAUCUGU CUGAUGAG GCCGUUAGGC CGAA ACGUCAGU 


15379 


531 


ACAGAUGU C AUCACGAU 


72 


AUCGUGAU CUGAUGAG GCCGUUAGGC CGAA ACAUCUGU 


15380 


534 


GAUGUCAU C ACGAUUCC 


73 


GGAAUCGU CUGAUGAG GCCGUUAGGC CGAA AUGACAUC 


15381 


540 


AUCACGAU U CCAACAGC 


74 


GCUGUUGG CUGAUGAG GCCGUUAGGC CGAA AUCGUGAU 


15382 


541 


UCACGAUU C CAACAGCU 


75 


AGCUGUUG CUGAUGAG GCCGUUAGGC CGAA AAUCGUGA 


15383 


564 


AAGAACCU A UGCAUUGU 


76 


ACAAUGCA CUGAUGAG GCCGUUAGGC CGAA AGGUUCUU 


15384 


570 


CUAUGCAU U GUCAGAGC 


77 


GCUCUGAC CUGAUGAG GCCGUUAGGC CGAA AUGCAUAG 


15385 


573 


UGCAUUGU C AGAGCAAU 


78 


AUUGCUCU CUGAUGAG GCCGUUAGGC CGAA ACAAUGCA 


15386 


593 


UGUGGGAU A CAUGUGC6 


79 


CGCACAUG CUGAUGAG GCCGUUAGGC CGAA AUCCCACA 


15387 


607 


GCGAUGAU A CUAUCACU 


80 


AGUGAUAG CUGAUGAG GCCGUUAGGC CGAA AUCAUCGC 


15388 


610 


AUGAUACU A UCACUUAU 


81 


AUAAGUGA CUGAUGAG GCCGUUAGGC CGAA AGUAUCAU 


15389 


612 


GAUACUAU C ACUUAUGA 


82 


UCAUAAGU CUGAUGAG GCCGUUAGGC CGAA AUAGUAUC 


15390 


616 


CUAUCACU U AUGAAUGC 


83 


GCAUUCAU CUGAUGAG GCCGUUAGGC CGAA AGUGAUAG 


15391 


617 


UAUCACUU A UGAAUGCC 


84 


GGCAUUCA CUGAUGAG GCCGUUAGGC CGAA AAGUGAUA 


15392 


635 


AGUGCUGU C GGCUGGUA 


85 


UACCA6CC CUGAUGAG GCCGUUAGGC CGAA ACAGCACU 


15393 


643 


C6GCUGGU A AUGAUCCA 


86 


UGGAUCAU CUGAUGAG GCCGUUAGGC CGAA ACCAGCCG 


15394 


649 


GUAAUGAU C CAGAAGAC 


87 


GUCUUCUG CUGAUGAG GCCGUUAGGC CGAA AUCAUUAC 


15395 


660 


GAAGACAU C GACUGUUG 


88 


CAACAGUC CUGAUGAG GCCGUUAGGC CGAA AUGUCUUC 


15396 


667 


UCGACUGU U GGUGCACA 


89 


UGUGCACC CUGAUGM GCCGUUAGGC CGAA ACAGUCGA 


15397 


680 


CACAAAGU C AGCAGUCU 


90 


AGACUGCU CUGAUGAG GCCGUUAGGC CGAA ACUUUGUG 


15398 


687 


UCAGCAGU C UACGUCAG 


91 


CUGACGUA CUGAUGAG GCCGUUAGGC CGAA ACUGCUGA 


15399 


689 


AGCAGUCU A CGUCAGGU 


92 


ACCUGACG CUGAUGAG GCCGUUAGGC CGAA AGACUGCU 


15400 


693 


GUCUACGU C AGGUAUGG 


93 


CCAUACCU CUGAUGAG GCCGUUAGGC CGAA ACGUAGAC 


15401 


698 


CGUCAGGU A UGGAAGAU 


94 


AUCUUCCA CUGAUGAG GCCGUUAGGC CGAA ACCUGACG 


15402 


725 


ACGCCACU C AAGACGCA 


95 


UGCGUCUU CUGAUGAG GCCGUUAGGC CGAA AGUGGCGU 


15403 


736 


GACGCAGU C GGAGGUCA 


96 


UGACCUCC CUGAUGAG GCCGUUAGGC CGAA ACUGCGUC 


15404 


743 


UCGGAGGU C ACUGACAG 


97 


CUGUCAGU CUGAUGAG GCCGUUAGGC CGAA ACCUCCGA 


15405 


775 


AAAGCACU C UAGCGAAC 


98 


GUUOGCUA CUGAUGAG GCCGUUAGGC CGAA AGUGCUUU 


15406 


777 


AGCAGUCU A GCGAACAA 


99 


UUGUUCGC CUGAUGAG GCCGUUAGGC CGAA AGAGUGCU 


15407 


796 


AGGGGGCU U GGAUGGRC 


100 


GUCCAUCC CUGAUGAG GCCGUUAGGC CGAA AGCCCCCU 


15408 


824 


CACAAGGU A UUUGGUAA 


101 


UUACCAAA CUGAUGAG GCCGUUAGGC CGAA ACCUUGUG 


15409 


826 


CAAGGUAU U UGGUAAAA 


102 


UUUUACCA CUGAUGAG GCCGUUAGGC CGAA AUACCUUG 


15410 


827 


AAGGUAUU U GGUAAAAA 


103 


UUUUUACC CUGAUGAG GCCGUUAGGC CGAA AAUACCUU 


15411 


831 


UAUUUGGU A AAAACAGA 


104 


UCUGUUUU CUGAUGAG GCCGUUAGGC CGAA ACCAAAUA 


15412 


842 


AACAGAAU C AUGGAUCU 


105 


AGAUCCAU CUGAUGAG GCCGUUAGGC CGAA AUUCUGUU 


15413 


849 


UCAUGQAU C UUGAGGAA 


106 


UUCCUCAA CUGAUGAG GCCGUUAGGC CGAA AUCCAUGA 


15414 


851 


AUGGAUCU U GAGGAACC 


107 


GGUUCCUC CUGAUGAG GCCGUUAGGC CGAA AGAUCCAU 


15415 


866 


CCCUGGAU A UGCCCUGG 


108 


CCAGGGCA CUGAUGAG GCCGUUAGGC CGAA AUCCAGGG 


15416 


885 


GCAGCCGU C AUUGGUUG 


109 


CAACCAAU CUGAUGAG GCCGUUAGGC CGAA ACGGCUGC 


15417 


888 


GCCGUCAU U GGUUGGAU 


110 


AUCCAACC CUGAUGAG GCCGUUAGGC CGAA AUGACGGC 


15418 


892 


UCAUUGGU U GGAUGCUU 


111 


AAGCAUCC CUGAUGAG GCCGUUAGGC CGAA ACCAAUGA 


15419 


900 


UGGAUGCU U GGGAGCAA 


112 


UUGCUCCC CUGAUGAG GCCGUUAGGC CGAA AGCAUCCA 


15420 


924 


CAGAGA6U U GUGUUUGU 


113 


ACAAACAC CUGAUGAG GCCGUUAGGC CGAA ACUCUCUG 


15421 


929 


AGUUGUGU U UGUCGUGC 


114 


GCACGACA CUGAUGAG GCCGUUAGGC CGAA ACACAACU 


15422 


930 


GUUGUGUU U GUCGUGCU 


115 


AGCACGAC CUGAUGAG GCCGUUAGGC CGAA AACACAAC 


15423 


933 


GUGUUUGU C GUGCUAUU 


116 


AAUAGCAC CUGAUGAG GCCGUUAGGC CGAA ACAAACAC 


15424 


939 


GUCGUGCU A UUGCUUUU 


117 


AAAAGCAA CUGAUGAG GCCGUUAGGC CGAA AGCACGAC 


15425 


941 


CGUGCUAU U GCUUUUGG 


118 


CCAAAA6C CUGAUGAG GCCGUUAGGC CGAA AUAGCACG 


15426 


945 


CUAUUGCU U UUGGUGGC 


119 


GCCACCAA CUGAUGAG GCCGUUAGGC CGAA AGCAAUAG 


15427 


946 


UAUUGCUU U UGGUGGCC 


120 


GGCCACCA CUGAUGAG GCCGUUAGGC CGAA AAGCAAUA 


15428 


947 


AUUGCUUU U GGUGGCCC 


121 


GGGCCACC CUGAUGAG GCCGUUAGGC CGAA AAAGCAAU 


15429 


961 


CCCCAGCU U ACAGCUUC 


122 


GAAGCUQU CUGAUGAG GCCGUUAGGC CGAA A6CUGGGG 


15430 
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962 


CCCAGCUU A CA6CUUCA 


123 


UGAAGCUG CUGAUGAG GCCGUUAGGC CGAA AAGCUGG6 


15431 


968 


UUACAGCU U CAACUGCC 


124 


GGCAGUU6 CUGAUGAG GCCGUUAGGC CGAA AGCUGUAA 


15432 


969 


UACAGCUU C AACUGCCU 


125 


AGGCAGUU CUGAUGAG GCCGUUAGGC CGAA AAGCUGUA 


15433 


978 


AACUGCCU U GGAAUGAG 


126 


CUCAUUCC CUGAUGAG GCCGUUAGGC CGAA AGGCAGUU 


15434 


998 


CAGAGACU U CUUGGAAG 


127 


CUUCCAAG CUGAUGAG GCCGUUAGGC CGAA AGUCUCUG 


15435 


999 


AGAGACUU C UUGGAAGG 


128 


CCUUCCAA CUGAUGAG GCCGUUAGGC CGAA AAGUCUCU 


15436 


1001 


AGACUUCU U GGAAGGAG 


129 


CUCCUUCC CUGAUGAG GCCGUUAGGC CGAA AGAAGUCU 


15437 


1013 


AGGAGUGU C UGGAGCAA 


130 


UUGCUCCA CUGAUGAG GCCGUUAGGC CGAA ACACUCCU 


15438 


1033 


GGGUGGAU U UG6UUCUC 


131 


GAGAACCA CUGAUGAG GCCGUUAGGC CGAA AUCCACCC 


15439 


1034 


GGUGGAUU U GGUUCUCG 


132 


CGAGAACC CUGAUGAG GCCGUUAGGC CGAA AAUCCACC 


15440 


1038 


GAUUUGGU U CUCX3AAGG 


133 


CCUUCGAG CUGAUGAG GCCGUUAGGC CGAA ACCAAAUC 


15441 


1039 


AUUUGGUU C UCGAAGGC 


134 


GCCUUCGA CUGAUGAG GCCGUUAGGC CGAA AACCAAAU 


15442 


1041 


UUGGUUCU C GAAGGCGA 


135 


UCGCCUUC CUGAUGAG GCCGUUAGGC CGAA AGAACCAA 


15443 


1063 


GCGUGACU A UCAUGUCU 


136 


AGACAUGA CUGAUGAG GCCGUUAGGC CGAA AGUCACGC 


15444 


1065 


GUGACCJAU C AUQUCUAA 


137 


UUAGACAU CUGAUGAG GCCGUUAGGC CGAA AUAGUCAC 


15445 


1070 


UAUCAUGU C UAAGGACA 


138 


UGUCCUUA CUGAUGAG GCCGUUAGGC CGAA ACAUGAUA 


15446 


1072 


UCAUGUCU A AGGACAAG 


139 


CUUGUCCU CUGAUGAG GCCGUUAGGC CGAA AGACAUGA 


15447 


1084 


ACAAGCCU A CCAUCGAU 


140 


AUCGAUGG CUGAUGAG GCCGUUAGGC CGAA AGGCUUGU 


15448 


1089 


CCUACCAU C GAUGUQAA 


141 


UUCACAUC CUGAUGAG GCCGUUAGGC CGAA AUGGUAGG 


15449 


1108 


UQAUGAAD A UGQAGGCG 


142 


CGCCUCCA CUGAUGAG GCCGUUAGGC CGAA AUUCAUCA 


15450 


1119 


GAGGCX3GU C AACCUGGC 


143 


GCCAGGUU CUGAUGAG GCCGUUAGGC CGAA ACCGCCUC 


15451 


1134 


GCAQAGGU C CX3CAGUUA 


144 


UAACUGCG CUGAUGAG GCCGUUAGGC CGAA ACCUCUGC 


15452 


1141 


UCCGCAGU U AUUGCUAU 


145 


AUAGCAAU CUGAUGAG GCCGUUAGGC CGAA ACUGCGGA 


15453 


1142 


CCGCAGUU A UUGCUAUU 


146 


AAUAGCAA CUGAUGAG GCCGUUAGGC CGAA AACUGCGG 


15454 


1144 


GCAfiUUAU U GCUAUUUG 


147 


CAAAUAGC CUGAUGAG GCCGUUAGGC CGAA AUAACUGC 


15455 


1148 


UUAUUGCU A UUUGGCUA 


148 


UAGCCAAA CUGAUGAG GCCGUUAGGC CGAA AGCAAUAA 


15456 


1150 


AUUGCUAU U UGGCUACC 


149 


GGUAGCCA CUGAUGAG GCCGUUAGGC CGAA AUAGCAAU 


15457 


1151 


UUGCUAUU U GGCUACCG 


150 


CGGUAGCC CUGAUGAG GCCGUUAGGC CGAA AAUAGCAA 


15458 


1156 


AUUUGGCU A CCGUCAGC 


151 


GCUGACG6 CUGAUGAG GCCGUUAGGC CGAA AGCCAAAU 


15459 


1161 


GCUACCGU C AGCGAUCU 


152 


AGAUCGCU CUGAUGAG GCCGUUAGGC CGAA ACGGUAGC 


15460 


1168 


UCAGCGAU C UCUCCACC 


153 


GGUGGAGA CUGAUGAG GCCGUUAGGC CGAA AUCGCUGA 


15461 


1170 


AGCGAUCU C UCCACCAA 


154 


UUGGUGGA CUGAUGAG GCCGUUAGGC CGAA AGAUCGCU 


15462 


1172 


CGAUCUCU C CACCAAAG 


155 


CUUUGGUG CUGAUGAG GCCGUUAGGC CGAA AGAGAUCG 


15463 


1207 


GAGAAGCU C ACAAUGAC 


156 


GUCAUUGU CUGAUGAG GCCGUUAGGC CGAA AGCUUCUC 


15464 


1234 


ACCCAGCU U UUGUGUGC 


157 


GCACACAA CUGAUGAG GCCGUUAGGC CGAA AGCUGGGU 


15465 


1235 


CCCAGCUU U UGUGUGCA 


158 


UGCACACA CUGAUGAG GCCGUUAGGC CGAA AAGCUGGG 


15466 


1236 


CCAGCUUU U GUGUGCAG 


159 


CUGCACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUGG 


15467 


1286 


CUGCGGAU U AUUUGGCA 


160 


UGCCAAAU CUGAUGAG GCCGUUAGGC CGAA AUCCGCAG 


15468 


1287 


UGCGGAUU A UUUGGCAA 


161 


UUGCCAAA CUGAUGAG GCCGUUAGGC CGAA AAUCCGCA 


15469 


1269 


CGGAUUAU U UQGCAAAG 


162 


CUUUGCCA CUGAUGAG GCCGUUAGGC CGAA AUAAUCCG 


15470 


1290 


GGAUUAXn; U GGCAAAGG 


163 


CCUUUGCC CUGAUGAG GCCGUUAGGC CGAA AAUAAUCC 


15471 


1305 


GGAAGCAU U GACACAUG 


164 


CAUGUGUC CUGAUGAG GCCGUUAGGC CGAA AUGCUUCC 


15472 


1322 


CGCCAAAU U UGCCUGCU 


165 


AGCAGGCA CUGAUGAG GCCGUUAGGC CGAA AUUUGGCG 


15473 


1323 


GCCAAAUU U GCCUGCUC 


166 


GAGCAGGC CUGAUGAG GCCGUUAGGC CGAA AAUUUGGC 


15474 


1331 


UGCCUGCU C UACCAAGG 


167 


CCUUGGUA CUGAUGAG GCCGUUAGGC CGAA AGCAGGCA 


15475 


1333 


CCUGCUCU A CCAAGGCA 


168 


UGCCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAGCAGG 


15476 


1344 


AAGGCAAU A GGAAQAAC 


169 


GUUCUUCC CUGAUGAG GCCGUUAGGC CGAA AUUGCCUU 


15477 


1356 


AGAACCAU C UUGAAAGA 


170 


UCUUUCAA CUGAUGAG GCCGUUAGGC CGAA AUGGUUCU 


15478 


1358 


AACCAUCU U GAAAGAGA 


171 


UCUCUUUC CUGAUGAG GCCGUUAGGC CGAA AGAUGGUU 


15479 


1369 


AAGAGAAU A UCAAGUAC 


172 


GUACUUGA CUGAUGAG GCCGUUAGGC CGAA AUUCUCUU 


15480 


1371 


GAGAAUA0 C AAGUACGA 


173 


UGGUACUU CUGAUGAG GCCGUUAGGC CGAA AUAUUCUC 


15481 


1376 


UAUCAA6U A CGAAGUGG 


174 


CCACUUCG CUGAUGAG GCCGUUAGGC CGAA ACUUGAUA 


15482 


1389 


GUGGCCAU U UUUGUCCA 


175 


UG6ACAAA CUGAUGAG GCCGUUAGGC CGAA AUGGCCAC 


15483 


1390 


UGGCCAUU U UUGUCCAU 


176 


AUGGACAA CUGAUGAG GCCGUUAGGC CGAA AAUGGCCA 


15484 


1391 


GGCCAUUU U UGUCCAUG 


177 


CAUGGACA CUGAUGAG GCCGUUAGGC CGAA AAAUGGCC 


15485 


1392 


GCCAUUUU U GUCCAUGG 


178 


CCAUGGAC CUGAUGAG GCCGUUAGGC CGAA AAAAUGGC 


15486 


1395 


AUUUUUGU C CAUGGACC 


179 


GGUCCAUG CUGAUGAG GCCGUUAGGC CGAA ACAAAAAU 


15487 


1408 


GACCAACU A CUGU6GAG 


180 


CUCCACAG CUGAUGAG GCCGUUAGGC CGAA AGUUGGUC 


15488 


1418 


UGUGGAGU C GCACGGAA 


181 


UUCCGUGC CUGAUGAG GCCGUUAGGC CGAA ACUCCACA 


15489 


1430 


CGGAAACU A CUCCACAC 


182 


GUGUGGAG CUGAUGAG GCCGUUAGGC CGAA AGUUUCCG 


15490 


1433 


AAACUACU C CACACAGG 


183 


CCUGUGUG CUGAUGAG GCCGUUAGGC CGAA AGUAGUUU 


15491 


1443 


ACACAGGU U GGAGCCAC 


184 


GUGGCUCC CUGAUGAG GCCGUUAGGC CGAA ACCUGUGU 


15492 


1453 


GA6CCACU C AGGCAGGG 


165 


CCCUGCOJ CUGAUGAG GCCGUUAGGC CGAA AGUGGCUC 


15493 
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1466 


AG63AGAU U CAGCAUCA 


186 


UGAUGCUQ CUGAUGAG GCCGUUAGGC CGAA AUCUCCCU 


15494 


1467 


GGGAGAXJU C AGCAUCAC 


187 


GUOAUGCU CUGAUGAG GCCGUUAGGC CGAA AAUCUCCC 


15495 


1473 


UUCAGCAU C ACUCCUGC 


188 


GCAGGAGU CUGAUGAG GCCGUUAGGC CGAA AUGCUGAA 


15496 


1477 


GCAUCACU C CUGCGGCG 


189 


CGCCGCAG CUGAUGAG GCCGUU7«3GC CGAA AGUGAUGC 


15497 


1489 


CGGCGCCU U CAUACACA 


190 


UGUGUAUG CUGAUGAG GCCGUUAGGC CGAA AGGCGCCG 


15498 


1490 


GGCGCCUU C AUACACAC 


191 


GUGUGUAU CUGAUGAG GCCGUUAGGC CGAA AAGGCGCC 


15499 


1493 


GCCUaCRU A CACACUAA 


192 


UUAGUGUQ CUGAUGAG GCCGUUAGGC CGAA AUGAAGGC 


15500 


1500 


UACACACU A AAGCUUGG 


193 


CCAAGCUU CUGAUGAG GCCGUUAGGC CGAA AGUGUGUA 


15501 


1506 


CUAAAGCU a GGAGAAUA 


194 


UAUUCUCC CUGAUGAG GCCGUUAGGC CGAA AGCUUUAG 


15502 


1514 


UGGAGAAU A UGGAGAGG 


195 


CCUCUCCA CUGAUGAG GCCGUUAGGC CGAA ADUCUCCA 


15503 


1547 


ACCACGGU C AGGGAUUG 


196 


CAAUCCCU CUGAUGAG GCCGUUAGGC CGAA ACCGUGGU 


15504 


1554 


UCAGGQAU U QACACCAA 


197 


UUQGUGUC CUGAUGAG GCCGUUAGGC CGAA AUCCCUGA 


15505 


1568 


CAAUGCAU A CUACGUGA 


198 


UCACGUAG CUGAUGAG GCCGUUAGGC CGAA AUGCAUUG 


15506 


1571 


UGCAUAOJ A CXJUGAUGA 


199 


UCAUCACG CUGAUGAG GCCGUUAGGC CGAA AGUAUGCA 


15507 


1584 


AUGACUGU U GGAACAAA 


200 


UUUGUUCC CUGAUGAG GCCGUUAGGC CGAA ACA6UCAU 


15508 


1598 


AAAGACGU U CXJUGGOCC 


201 


GGACCAAG CUGAUGAG GCCGUUAGGC CGAA ACGUCUUU 


15509 


1599 


AAGACGUU C UUGGUCCA 


202 


UGGACCAA CUGAUGAG GCCGUUAGGC CGAA AACGUCUU 


15510 


1601 


GACGUUCU U GGUCCAUC 


203 


GAUGGACC CUGAUGAG GCCGUUAGGC CGAA AGAACGUC 


15511 


1605 


UUCUOGGU C CAUCXSUOA 


204 


UCACGAUG CUGAUGAG GCCGUUAGGC CGAA ACCAAGAA 


15512 


1609 


UGGUCCAU C GUGAGUGG 


205 


CCACUCAC CUGAUGAG GCCGUUAGGC CGAA AUG6ACCA 


15513 


1619 


UGAGUGGU U CAUGGACC 


206 


GGUCCAUG CUGAUGAG GCCGUUAGGC CGAA ACCACUCA 


15514 


1620 


GAGUGGUU C AUGGACCU 


207 


AGGUCCAU CUGAUGAG GCCGUUAGGC CGAA AACCACUC 


15515 


1629 


AUGGACCU C AACCUCCC 


208 


GGGAGGUU CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


15516 


1635 


CUCAACCU C CCUUGGAG 


209 


CUCCAAGG CUGAUGAG GCCGUUAGGC CGAA AGGUUGAG 


15517 


1639 


ACCUCCCU U GGAGCAGO 


210 


ACUGCUCC CUGAUGAG GCCGUUAGGC CGAA AGGGAGGU 


15516 


1657 


CUGGAAGU A CUGUGUGG 


211 


CCACACAG CUGAUGAG GCCGUUAGGC CGAA ACUUCCAG 


15519 


1682 


AGAGACGU U AAUGGAGU 


212 


ACUCCAUU CUGAUGAG GCCGUUAGGC CGAA ACGUCUCU 


15520 


1683 


GAGACGUU A AUGGAGUU 


213 


AACUCCAU CUGAUGAG GCCGUUAGGC CGAA AACGUCUC 


15521 


1691 


AAUGGAGU U UGAG6AAC 


214 


GUUCCUCA CUGAUGAG GCCGUUAGGC CGAA ACUCCAUU 


15522 


1692 


AUGGAGUU U GAGGAACC 


215 


GGUUCCUC CUGAUGAG GCCGUUAGGC CGAA AACUCCAU 


15523 


1718 


GAAGCAGU C UGUGAUAG 


216 


CUAUCACA CUGAUGAG GCCGUUAGGC CGAA ACUGCUUC 


15524 


1725 


UCUGUGAU A GCAUUGGG 


217 


CCCAAUGC CUGAUGAG GCCGUUAGGC CGAA AUCACAGA 


15525 


1730 


GAUAGCAU U GGGCUCAC - 


218 


GUGAGCCC CUGAUGAG GCCGUUAGGC CGAA AUGCUAUC 


15526 


1736 


AUUQGGCU C ACAAGAGG 


219 


CCUCUUGU CUGAUGAG GCCGUUAGGC CGAA AGCCCAAU 


15527 


1750 


AGGGAGCU C UGCAUCAA 


220 


UUGAUGCA CUGAUGAG GCCGUUAGGC CGAA AGCUCCCU 


15528 


1756 


CUCUGCAU C AAGCUUUG 


221 


CAAAGCUU CUGAUGAG GCCGtJUAGGC CGAA AUGCAGAG 


15529 


1762 


AUCAAGCU U UGGCU6GA 


222 


UCCAGCCA CUGAUGAG GCCGUUAGGC CGAA AGOTOGAU 


15530 


1763 


UCAAQCUU U GQCUGOAG 


223 


CUCCAGCC CUGAUGAG GCCGUUAGGC CGAA AA6CUUGA 


15531 


1776 


GGAGCCAU U CCUGUGGA 


224 


UCCACAGG CUGAUGAG GCCGUUAGGC CGAA AUGGCUCC 


15532 


1777 


GAGCCAUU C CUGUGGAA 


225 


UUCCACAG CUGAUGAG GCCGUUAGGC CGAA AAUGGCUC 


15533 


1787 


UGUGGAAU U UUCAAGCA 


226 


UGCUUGAA CUGAUGAG GCCGUUAGGC CGAA AUUCCACA 


15534 


1788 


GUGGAAUU U UCAAGCAA 


227 


UUGCUUGA CUGAUGAG GCCGUUAGGC CGAA AAUUCCAC 


15535 


1789 


UGGAAUUU U CAA6CAAC 


226 


GUUGCUUG CUGAUGAG GCCGUUAGGC CGAA AAAUUCCA 


15536 


1790 


GGAAUUUU C AAGCAACA 


229 


UGUUGCUU CUGAUGAG GCCGUUAGGC CGAA AAAAUUCC 


15537 


1803 


AACACUGU C AAGUUOAC 


230 


QUCAACUU CUGAUGAG GCCGUUAGGC CGAA ACAGUGUU 


15538 


1808 


U6UCAAGU U GAC6UCGG 


231 


CCGACGUC CUGAUGAG GCCGUUAGGC CGAA ACUUGACA 


15539 


1814 


GUUOACXSU C GGGUCAUU 


232 


AAUGACCC CUGAUGAG GCCGUUAGGC CGAA ACGUCAAC 


15540 


1819 


CGUCGGGU C AUUUGAAG 


233 


CUUCAAAU CUGAUGAG GCCGUUAGGC CGAA ACCCGACG 


15541 


1822 


CGGGUCAU U UGAAGUGU 


234 


ACACUUCA CUGAUGAG GCCGUUAGGC CGAA AUGACCCG 


15542 


1823 


GGGUCAUU U GAAGUGUA 


235 


UACACUUC CUGAUGAG GCCGUUAGGC CGAA AAUGACCC 


15543 


1831 


UGAAGUGU A GAGUGAAG 


236 


CUUCACUC CUGAUGAG GCCGUUAGGC CGAA ACACUUCA 


15544 


1850 


GGAAAAAU U GCAGUUGA 


237 


UCAACUGC CUGAUGAG GCCGUUAGGC CGAA AUUUUUCC 


15545 


1856 


AUUGCAGU U GAA6GGAA 


238 


UUCCCUUC CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 


15546 


1871 


AACAACCU A UGGGGUCU 


239 


AGAOGCCA CUGAUGAG GCCGUUAGGC CGAA AGGUUGUU 


15547 


1878 


UAUGGCGU C UGUUCAAA 


240 


UUUGAACA CUGAUGAG GCCGUUAGGC CGAA ACGCCAUA 


15548 


1882 


GCGUCD6U U CAAA6GCU 


241 


AGCCUUUG CUGAUGAG GCCGUUAGGC CGAA ACAGACGC 


15549 


1883 


CGUCUGUU C AAAiGaCUU 


242 


AAGCCUUU CUGAUGAG GCCGUUAGGC CGAA AACAGACG 


15550 


1891 


CAAAGGCU U UCAAGUUU 


243 


AAACUUGA CUGAUGAG GCCGUUAGGC CGAA AGCCUUUG 


15551 


1892 


AAAGGCUU U CAAGUUUC 


244 


GAAACUUG CUGAUGAG GCCGUUAGGC CGAA AAGCCUUU 


15552 


1893 


AAGGCUUU C AAGUUUCU 


245 


AGAAACUU CUGAUGAG GCCGUUAGGC CGAA AAAGCCUU 


15553 


1898 


UUUCAAGU U UCUUGGGA 


246 


UCCCAAGA CUGAUGAG GCCGUUAGGC CGAA ACUUGAAA 


15554 


1899 


UUCAAGUU U CUUQGGAC 


247 


GUCCCAAG CUGAUGAG GCCGUUAGGC CGAA AACUUGAA 


15555 


1900 


UCAAGUUU C UUGGGACU 


248 


AGUCCCAA CUGAUGAG GCCGUUAGGC CGAA AAACUUGA 


15556 



65 



wo 02/068637 



Table in 



PCTAJSOl/48350 



1902 


AAGUUUCU U GGGACUCC 


249 


GGAGUCCC CUGAUGAG GCCGUUAGGC CGAA AGAAACUU 


15557 


1909 


UUGGGACU C CCGCAGAC 


250 


GUCUGCGG CUGAUGAG GCCGUUAGGC CGAA AGUCCCAA 


15558 


1924 


ACACAGGU C ACGGCACU 


251 


AGUGCCGU CUGAUGAG GCCGUUAGGC CGAA ACCUGUGU 


15559 


1940 


U6UG6U6U U GGAAUUGC 


252 


6CAAUUCC CUGAUGAG GCCGUUAGGC CGAA ACACCACA 


15560 


1946 


GUU6GAAU U GCAGUACA 


253 


UGUACUGC CUGAUGAG GCCGUUAGGC CGAA AUUCCAAC 


15561 


1952 


AUUGCAGU A CACUGGCA 


254 


UGCCAGUG CUGAUGAG GCCGUUAGGC CGAA ACUGCAAU 


15562 


1972 


AUGGACCU U GCAAAGUU 


255 


AACUUUGC CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


15563 


1980 


UGCAAAGU U CCOAUCUC 


256 


6AGAUAGG CUGAUGAG GCCGUUAGGC CGAA ACUUUGCA 


15564 


1981 


GCAAAGUU C CUAUCUCG 


257 


CGAGAUA6 CUGAUGAG GCCGUUAGGC CGAA AACUUUGC 


15565 


1984 


AAGUUCCU A UCUCX^UCA 


258 


UGACGAGA CUGAUGAG GCCGUUAGGC CGAA AGGAACUU 


15566 


1986 


GUUCCUAU C UCGUCAGU 


259 


ACUGACGA CUGAUGAG GCCGUUAGGC CGAA AUAGGAAC 


15567 


1988 


UCCUAUCU C GUCAGUGG 


260 


CCACUGAC CUGAUGAG GCCGUUAGGC CGAA AGAUA6GA 


15568 


1991 


UAUCUCGU C AGUGGCUU 


261 


AAGCCACU CUGAUGAG GCCGUUAGGC CGAA ACGAGAUA 


15569 


1999 


CAGUGGCU U CAUUGAAC 


262 


GUUCAAUG CUGAUGAG GCCGUUAGGC CGAA AGCCACUG 


15570 


2000 


AGUGGCUU C AUUGAACG 


263 


CGUUCAAU CUGAUGAG GCCGUUAGGC CGAA AAGCCACU 


15571 


2003 


GGCUUCAU U GAACGACC 


264 


GGUCGUUC CUGAUGAG GCCGUUAGGC CGAA AUGAAGCC 


15572 


2013 


AACGACCU A ACGCCAGU 


265 


ACUGGCGU CUGAUGAG GCCGUUAGGC CGAA AGGUCGUU 


15573 


2030 


GGGCAGAU U GGUCACUG 


266 


CAGUGACC CUGAUGAG GCCGUUAGGC CGAA AUCUGCCC 


15574 


2034 


AGAUUGGU C ACUGUCAA 


267 


UUGACAGU CUGAUGAG GCCGUUAGGC CGAA ACCAAUCU 


15575 


2040 


GUCACUGU C AACCCUUU 


268 


AAAGGGUU CUGAUGAG GCCGUUAGGC CGAA ACAGU6AC 


15576 


2047 


UCAACCCU U UUGUUUCA 


269 


UGAAACAA CUGAUGAG GCCGUUAGGC CGAA AGGGUUGA 


15577 


2048 


CAACCCUU U UGUUUCAG 


270 


CUGAAACA CUGAUGAG GCCGUUAGGC CGAA AAGGGUUG 


1557B 


2049 


AACCCUUU U GUUUCAGU 


271 


ACUGAAAC CUGAUGAG GCCGUUAGGC CGAA AAAGGGUU 


15579 


2052 


CCUUUUGU U UCAGUGGC 


272 


GCCACUGA CUGAUGAG GCCGUUAGGC CGAA ACAAAAGG 


15580 


2053 


CUUUUGUU U CAGUGGCC 


273 


GGCCACUG CUGAUGAG GCCGUUAGGC CGAA AACAAAAG 


15581 


2054 


UUUUGUUU C AGUGGCCA 


274 


UGGCCACU CUGAUGAG GCCGUUAGGC CGAA AAACAAAA 


15582 


2074 


CCAACGCU A AGGUCCUG 


275 


CAGGACCU CUGAUGAG GCCGUUAGGC CGAA AGCGUUGG 


15583 


2079 


GCUAAGGU C CUGAUUGA 


276 


UCAAUCAG CUGAUGAG GCCGUUAGGC CGAA ACCUUAGC 


15584 


2085 


GUCCUQAU U GAAUUGGA 


277 


UCCAAUUC CUGAUGAG GCCGUUAGGC CGAA AUCAGGAC 


15585 


2090 


GAUUGAAU U GGAACCAC 


278 


GUGGUUCC CUGAUGAG GCCGUUAGGC CGAA AUUCAAUC 


15586 


2102 


ACCACCCU U UGGAGACU 


279 


AGUCUCCA CUGAUGAG GCCGUUAGGC CGAA AGGGUGGU 


15587 


2103 


CCACCCUU U GGAGACUC 


280 


GAGUCUCC CUGAUGAG GCCGUUAGGC CGAA AAGGGUGG 


15588 


2111 


UGGAGACU C AUACAUAG 


281 


CUAUGUAU CUGAUGAG GCCGUUAGGC CGAA AGUCUCCA 


15589 


2114 


AGACUCAU A CAUAGUGG 


282 


CCACUAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGUCU 


15590 


2118 


UCAUACAU A GUGGUGGG 


283 


CCCACCAC CUGAUGAG GCCGUUAGGC CGAA AUGUAUGA 


15591 


2145 


CAACAGAU C AAUCACCA 


284 


UGGUGAUU CUGAUGAG GCCGUUAGGC CGAA AUCUGUUG 


15592 


2149 


AGAUCAAU C ACCAUUGG 


285 


CCAAUGGU CUGAUGAG GCCGUUAGGC CGAA AUUGAUCU 


15593 


2155 


AUCACCAU U 6GCACAAG 


286 


CUUGUGCC CUGAUGAG GCCGUUAGGC CGAA AUGGUGAU 


15594 


2165 


GCACAAGU C UGGAAGCA 


287 


UGCUUCCA- CUGAUGAG GCCGUUAGGC CGAA ACUUGUGC 


15595 


2178 


AGCAGCAU U GGCAAAGC 


288 


GCUUUGCC CUGAUGAG GCCGUUAGGC CGAA AUGCUGCU 


15596 


2189 


CAAAGCCU U UACAACCA 


289 


UGGUUGUA CUGAUGAG GCCGUUAGGC CGAA AGGCUUUG 


15597 


2190 


AAAGCCUU U ACAACCAC 


290 


GUGGUUGU CUGAUGAG GCCGUUAGGC CGAA AAGGCUUU 


15598 


2191 


AAGCCUUU A CAACCACC 


291 


GGUGGUUG CUGAUGAG GCCGUUAGGC CGAA AAAGGGUU 


15599 


2202 


ACCACCCU C AAAGGAGC 


292 


GCUCCUUU CUGAUGAG GCCGUUAGGC CGAA AGGGUGGU 


15600 


2220 


CAGAGACU A GCCGCUCU 


293 


AGAGCGGC CUGAUGAG GCCGUUAGGC CGAA AGUCUCUG 


15601 


2227 


UAGCCGOJ C UAGGAGAC 


294 


GUCUCCUA CUGAUGAG GCCGUUAGGC CGAA AGCGGCUA 


15602 


2229 


GCCGCUCU A GGAGACAC 


295 


GUGUCUCC CUGAUGAG GCCGUUAGGC CGAA AGAGCGGC 


15603 


2242 


ACACAGCU U GGGACUUU 


296 


AAAGUCCC CUGAUGAG GCCGUUAGGC CGAA AGCUGUGU 


15604 


2249 


UUGGGACU U UGGAUCAG 


297 


CUGAUCCA CUGAUGAG GCCGUUAGGC CGAA AGUCCCAA 


15605 


2250 


UGGGACUU U GGAUCAGU 


298 


ACUGAUCC CUGAUGAG GCCGUUAGGC CGAA AAGUCCCA 


15606 


2255 


CUUUGGAU C AGUUGGAG 


299 


CUCCAACU CUGAUGAG GCCGUUAGGC CGAA AUCCAAAG 


15607 


2259 


GGAUCAGU U GGAGGGGU 


300 


ACCCCUCC CUGAUGAG GCCGUUAGGC CGAA ACUGAUCC 


15608 


2270 


AGGGGUGU U CACCUCAG 


301 


CUGAGGUG CUGAUGAG GCCGUUAGGC CGAA ACACCCCU 


15609 


2271 


GGGGUGUU C ACCUCAGU 


302 


ACUGAGGU CUGAUGAG GCCGUUAGGC CGAA AACACCCC 


15610 


2275 


6UUCACCU C AGUUGGGA 


303 


UCCCAACU CUGAUGAG GCCGUUAGGC CGAA AGGUGAAC 


15611 


2280 


ACCUCAGU U GGGAAGGC 


304 


GCCUUCCC CUGAUGAG GCCGUUAGGC CGAA ACUGAGGU 


15612 


2292 


AAGGCUGU C CA0CAAGU 


305 


ACUUGAUG CUGAUGAG GCCGUUAGGC CGAA ACAGCCUU 


15613 


2296 


CUGUCCAU C AAGUGUUC 


306 


GAACACUU CUGAUGAG GCCGUUAGGC CGAA AUGGACAG 


15614 


2303 


UCAAGUGU U CGGAGGAG 


307 


CUCCUCCG CUGAUGAG GCCGUUAGGC CGAA ACACUUGA 


15615 


2304 


CAAGUGUU C GGAGGAGC 


308 


GCUCCUCC CUGAUGAG GCCGUUAGGC CGAA AACACUUG 


15616 


2315 


AGGAGCAU U CCGCUCAC 


309 


GUGAGCGG CUGAUGAG GCCGUUAGGC CGAA AUGCUCCU 


15617 


2316 


GGAGCAUU C CGCUCACU 


310 


AGUGAGCG CUGAUGAG GCCGUUAGGC CGAA AAUGCUCC 


15618 


2321 


AUUCCGGU C ACU6UUGG 


311 


CGAACAGU CUGAUGAG GCCGUUAGGC CGAA AGCGGAAU 


15619 
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2327 


CUCACUGO U CXjGAGGCA 


312 


UGCCUCCG CUGAUGAG GCCGUUAGGC CGAA ACAGUGAG 


15620 


2328 


UCACU6UU C GGA6GCAU 


313 


AUGCCUCC CUGAUGAG GCCGUUAGGC CGAA AACAGUGA 


15621 


2339 


AG6CAU6U C CUGGAXIAA 


314 


UUAUCCAG CUGAUGAG GCCGUUAGGC CGAA ACAUGCCU 


15622 


2346 


UCCUGGAU A ACGCAAGG 


315 


CCUUGCGU CUGAUGAG GCCGUUAGGC CGAA AUCCAGGA 


15623 


2357 


GCAAGGAU U GCUGGGGG 


316 


CCCCCAGC CUGAUGAG GCCGUUAGGC CGAA AUCCUUGC 


15624 


2368 


UGGGGGCU C UCCUGUUG 


317 


CAACAGGA CUGAUGAG GCCGUUAGGC CGAA AGCCCCCA 


15625 


2370 


GGGGCUCU C CUGUUGUG 


318 


CACAACAG CUGAUGAG GCCGUUAGGC CGAA AGAGCCCC 


15626 


2375 


UCUCCUGU U GUGGAUGG 


319 


CCAUCCAC CUGAUGAG GCCGUUAGGC CQAA ACAGGAGA 


15627 


2388 


AUGGGCAU C AAUGCUCG 


320 


CGAGCAUU CUGAUGAG GCCGUUAGGC CGAA AUGCCCAU 


15628 


2395 


UCAAUGCU C GUGAUAGG 


321 


CCUAUCAC CUGAUGAG GCCGUUAGGC CGAA AGCAUUGA 


15629 


2401 


CUCGUGAU A GGUCCAUA 


322 


UAUGGACC CUGAUGAG GCCGUUAGGC CGAA AUCACGAG 


15630 


2405 


UGAUAGGU C CAUA6CUC 


323 


GAGCUAUG CUGAUGAG GCCGUUAGGC CGAA ACCUAUCA 


15631 


2409 


AGGUCCAU A GCUCUCAC 


324 


GUGAGAGC CUGAUGAG GCCGUUAGGC CGAA AUGGACCU 


15632 


2413 


CCAUAGOJ C UCACX3U0U 


325 


AAACGUGA CUGAUGAG GCCGUUAGGC CGAA AGCUAUGG 


15633 


2415 


AUAGCTCa C AOGDUUCU 


326 


AGAAACGU CUGAUGAG GCCGUUAGGC CGAA AGAGCUAU 


15634 


2420 


UCUCACGU U UCUCGCAG 


327 


CUGCGAGA CUGAUGAG GCCGUUAGGC CGAA ACGUGAGA 


15635 


2421 


CUCACGUU U CUCGCAGU 


328 


ACUGCGAG CUGAUGAG GCCGUUAGGC CGAA AACGUGAG 


15636 


2422 


UCACGUUU C UCGCAGUU 


329 


AACUGCGA CUGAUGAG GCCGUUAGGC CGAA AAACGUGA 


15637 


2424 


ACGUUUCU C GCAGUUGG 


330 


CCAACUGC CUGAUGAG GCCGUUAGGC CGAA AGAAACGU 


15638 


2430 


CUCGCAGU V GGAGGAGU 


331 


ACUCCUCC CUGAUGAG GCCGUUAGGC CGAA ACUGCGAG 


15639 


2439 


GGAGGAGU U CUGCUCUU 


332 


AAGAGCAG CUGAUGAG GCCGUUAGGC CGAA ACUCCUCC 


15640 


2440 


GAGGAGUU C UGCUCUUC 


333 


GAAGAGCA CUGAUGAG GCCGUUAGGC CGAA AACUCCUC 


15641 


2445 


GUUCUGCU C UUCCUCUC 


334 


GAGAGGAA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAC 


15642 


2447 


UCUGCUCU U CCUCUCCG 


335 


CGGAGAGG CUGAUGAG GCCGUUAGGC CGAA AGAGCAGA 


15643 


2448 


CUGCUCUU C CUCUCCGU 


336 


ACGGAGAG CUGAUGAG GCCGUUAGGC CGAA AAGAGCAG 


15644 


2451 


CUCUUCCU C UCCGUGAA 


337 


UUCACGGA CUGAUGAG GCCGUUAGGC CGAA AGGAAGAG 


15645 


2453 


CUUCCUCU C CGUGAACG 


338 


CGUUCACG CUGAUGAG GCCGUUAGGC CGAA AGAGGAAG 


15646 


2487 


UGUGCCAU A GACAUCAG 


339 


CUGAUGUC CUGAUGAG GCCGUUAGGC CGAA AUGGCACA 


15647 


2493 


AUAGACAU C AGCCGGCA 


340 


UGCCGGCU CUGAUGAG GCCGUUAGGC CGAA AUGUCUAU 


15648 


2528 


UGGAGUGU U CAUACACA 


341 


UGUGUAUG CUGAUGAG GCCGUUAGGC CGAA ACACUCCA 


15649 


2529 


GGAGUGUU C AUACACAA 


342 


UUGUGUAU CUGAUGAG GCCGUUAGGC CGAA AACACUCC 


15650 


2532 


GUGUUCAU A CACAAUGA 


343 


UCAUUGUG CUGAUGAG GCCGUUAGGC CGAA AUGAACAC 


15651 


2551 


UGGAGGCU U GGAUG6AC 


344 


GUCCAUCC CUGAUGAG GCCGUUAGGC CGAA AGCCUCCA 


15652 


2564 


GGACCGGU A CAAGOAUU 


345 


AAUACUUG CUGAUGAG GCCGUUAGGC CGAA ACCGGUCC 


15653 


2570 


GUACAAGU A UUACCCUG 


346 


CAGGGUAA CUGAUGAG GCCGUUAGGC CGAA ACUUGUAC 


15654 


2572 


ACAAGUAU U ACCCUGAA 


347 


UUCAGGGU CUGAUGAG GCCGUUAGGC CGAA AUACUUGU 


15655 


2573 


CAAGUAUU A CCCUGAAA 


348 


UUUCAGGG CUGAUGAG GCCGUUAGGC CGAA AAUACUUG 


15656 


2595 


CAAGGCCU A GCCAAGAU 


349 


AUCUUGGC CUGAUGAG GCCGUUAGGC CGAA AGGCCUUG 


15657 


2604 


GCCAAGAU C AUUCAGAA 


350 


UUCUGAAU CUGAUGAG GCCGUUAGGC CGAA AUCUUGGC 


15658 


2607 


AAGAUCAU U CAQAAAGC 


351 


GCUUUCUG CUGAUGAG GCCGUUAGGC CGAA AUGAUCUU 


15659 


2608 


AGAUCAUU C AGAAAGCU 


352 


AGCUUUCU CUGAUGAG GCCGUUAGGC CGAA AAUGAUCU 


15660 


2617 


AGAAA6CU C AUAAGGAA 


353 


UUCCUUAU CUGAUGAG GCCGUUAGGC CGAA AGCUUUCU 


15661 


2620 


AAGCUCAU A AGGAAGGA 


354 


UCCUUCCU CUGAUGAG GCCGUUAGGC CGAA AUGAGCUU 


15662 


2638 


UGUGCGGU C UACGAUCA 


355 


UGAUCGUA CUGAUGAG GCCGUUAGGC CGAA ACCGCACA 


15663 


2640 


UGCGGUCU A CGAUCAGU 


356 


ACUGAUCG CUGAUGAG GCCGUUAGGC CGAA AGACCGCA 


15664 


2645 


UCUACGAU C AGUUUCCA 


357 


UGGAAACU CUGAUGAG GCCGUUAGGC CGAA AUCGUAGA 


15665 


2649 


CGAUCAGU U UCCA6ACU 


358 


AGUCUGGA CUGAUGAG GCCGUUAGGC CGAA ACUGAUCG 


15666 


2650 


GAUCAGUU U CCAGACUG 


359 


CAGUCUGG CUGAUGAG GCCGUUAGGC CGAA AACUGAUC 


15667 


2651 


AUCAGUUU C CAGACUGG 


360 


CCAGUCUG CUGAUGAG GCCGUUAGGC CGAA AAACUGAU 


15668 


2665 


UGGAGCAU C AAAUGUGG 


361 


CCACAUUU CUGAUGAG GCCGUUAGGC CGAA AUGCUCCA 


15669 


2701 


UGAACACU C UUUUGAAO 


362 


CUUCAAAA CUGAUGAG GCCGUUAGGC CGAA AGUGUUCA 


15670 


2703 


AACACUCU U UUGAAGGA 


363 


UCCUUCAA CUGAUGAG GCCGUUAGGC CGAA AGAGUGUU 


15671 


2704 


ACACUCUU U UGAAGGAG 


364 


CUCCUUCA CUGAUGAG GCCGUUAGGC CGAA AAGAGUOU 


15672 


2705 


CACUCUUU U GAAGGAGA 


365 


UCUCCUUC CUGAUGAG GCCGUUAGGC CGAA AAAGAGUG 


15673 


2727 


GUGGACCU U AGUGUCGU 


366 


ACGACACU CUGAUGAG GCCGUUAGGC CGAA AGGUCCAC 


15674 


2728 


UGGACCUU A GUGUCGUG 


367 


CACGACAC CUGAUGAG GCCGUUAGGC CGAA AAGGUCCA 


15675 


2733 


CUUAGUGU C GUGGUUQA 


368 


UCAACCAC CUGAUGAG GCCGUUAGGC CGAA ACACUAAG 


15676 


2739 


GUCGUGGU U GAGAAACA 


369 


UGUUUCUC CUGAUGAG GCCGUUAGGC CGAA ACCACGAC 


15677 


2759 


GGGAAUGU A CAAGUCAG 


370 


CUGACUUG CUGAUGAG GCCGUUAGGC CGAA ACAUUCCC 


15678 


2765 


GUACAAGU C AGCACCUA 


371 


UAGGUGCU CUGAUGAG GCCGUUAGGC CGAA ACUUGUAC 


15679 


2773 


CAGCACCU A AACGCCUC 


372 


GAGGCGUU CUGAUGAG GCCGUUAGGC CGAA AGGUGCiJG 


15680 


2781 


AAACGCCU C ACCGCCAC 


373 


GUGGCGGU CUGAUGAG GCCGUUAGGC CGAA AGGCGUUU 


15681 


2801 


GGAAAAAU U GGAAAUUG 


374 


CAAOUUCC CUGAUGAG GCCGUUAGGC CGAA AUUUUUCC 


15682 
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2808 


UUGGAAAU U GGCUGGAA 


375 


UUCCAGCC CUGAUGAG GCCGUUAGGC CGAA AUUUCCAA 


15683 


2833 


GAAAGAGU A UUUOAUUU 


376 


AAAUAAAA CUGAUGAG GCCGUUAGGC CGAA ACUCUUUC 


15684 


2835 


AAGAGUAU U UUAUUUGC 


377 


GCAAAUAA CUGAUGAG GCCGUUAGGC CGAA AUACUCUU 


15685 


2836 


A6A6UAUU U XXAUUUGCA 


378 


UGCAAAUA CUGAUGAG GCCGUUAGGC CGAA AAUACUCU 


15686 


2837 


GAGUAUUU U AUUUGCAC 


379 


GUGCAAAU CUGAUGAG GCCGUUAGGC CGAA AAAUACUC 


15687 


2838 


AGUAUUUU A UUUGCACC 


380 


GGUGCAAA CUGAUGAG GCCGUUAGGC CGAA AAAAUACU 


15688 


2840 


UAUUUUAU U UQCACCAG 


381 


CUGGUGCA CUGAUGAG GCCGUUAGGC CGAA AUAAAAUA 


15689 


2841 


AUUUUAUU U GCACCAGA 


382 


UCUGGUGC CUGAUGAG GCCGUUAGGC CGAA AAUAAAAU 


X^SBO 


2853 


CCAGAACU C GCCAACAA 


383 


UUQOUGGC CUGAUGAG GCCGUUAGGC CGAA AGDUCUGG 


15691 


2867 


CAACACCa U UGUGGOUG 


384 


CAACCACA CUGAUGAG GCCGUUAGGC CGAA AGGUGUUG 


15692 


2868 


AACACCau U GUGGUUGA 


385 


UCAACCAC CUGAUGAG GCCGUUAGGC CGAA AAGGUGUU 


15693 


2874 


UUUGUGGU U GAUGGUCC 


386 


GGACCAUC CUGAUGAG GCCGUUAGGC CGAA ACCACAAA 


15694 


2881 


UUGAUGGU C CGGAGACC 


387 


GGUCUCCG CUGAUGAG GCCGUUAGGC CGAA ACCAUCAA 


15695 


2899 


AGGAAUGU C CGACUCAG 


388 


CUGAGUCG CUGAUGAG GCCGUUAGGC CGAA ACAUUCCU 


15696 


2905 


GUCCGACU C AGAAUCGC 


389 


GGGAUUCU CUGAUGAG GCCGUUAGGC CGAA AGUCGGAC 


15697 


2911 


CUCAGAAU C GCGCUUG6 


390 


CCAAGCGC CUGAUGAG GCCGUUAGGC CGAA AUUCUGAG 


15698 


2917 


AUCGCGCU U GGAAUAGC 


391 


GCUAUUCC CUGAUGAG GCCGUUAGGC CGAA AGCGCGAU 


15699 


2923 


CUUGGAAU A GCUUAGAA 


392 


UUCUAAGC CUGAUGAG GCCGUUAGGC CGAA AUUCCAAG 


15700 


2927 


GAAUAGOT U AGAAGUGG 


393 


CCACUUCU CUGAUGAG GCCGUUAGGC CGAA AGCUAUUC 


15701 


2928 


AAUAGCUU A GAAGUGGA 


394 


UCCACUUC CUGAUGAG GCCGUUAGGC CGAA AAGCUAUU 


15702 


2941 


UGGAGGAU U UUGGAUUU 


395 


AAAUCCAA CUGAUGAG GCCGUUAGGC CGAA AUCCUCCA 


15703 


2942 


GGAGGAUU U UGGAUUUG 


396 


CAAAUCCA CUGAUGAG GCCGUUAGGC CGAA AAUCCUCC 


15704 


2943 


GAGGAUUU U GGAUUUGG 


397 


CCAAAUCC CUGAUGAG GCCGUUAGGC CGAA AAAUCCUC 


15705 


2948 


UUUUGGAU U UGGUCUCA 


398 


UGAQACCA CUGAUGAG GCCGUUAGGC CGAA AUCCAAAA 


15706 


2949 


UUUGGAUU U GGUCUCAC 


399 


GUGAGACC CUGAUGAG GCCGUUAGGC CGAA AAUCCAAA 


15707 


2953 


GAUUUGGU C UCACCAGC 


400 


GCUGGUGA CUGAUGAG GCCGUUAGGC CGAA ACCAAAUC 


15708 


2955 


UUUGGUCU C ACCAGCAC 


401 


GUGCUGGU CUGAUGAG GCCGUUAGGC CGAA AGACCAAA 


15709 


2965 


CCAGCAOJ C GGAUGUUC 


402 


GAACAUCC CUGAUGAG GCCGUUAGGC CGAA AGUGCUGG 


15710 


2972 


UCGGAUGU U CCUQAAGG 


403 


CCUUCAGG CUGAUGAG GCCGUUAGGC CGAA ACAUCCGA 


15711 


2973 


CGGAUGUU C CUGAAGGU 


404 


ACCUUCAG CUGAUGAG GCCGUUAGGC CGAA AACAUCCG 


15712 


2982 


CUGAAGGU C AGAGAGAG 


405 


CUCUCUCU CUGAUGAG GCCGUUAGGC CGAA ACCUUCAG 


15713 


3011 


AUGUGACU C GAAGAUCA 


406 


UGAUCUUC CUGAUGAG GCCGUUAGGC CGAA AGUCACAU 


15714 


3018 


UCGAAGAU C AUUGGAAC 


407 


GUUCCAAU CUGAUGAG GCCGUUAGGC CGAA AUCUUCGA 


15715 


3021 


AAGAUCAU U GGAACGGC 


408 


GCCGUUCC CUGAUGAG GCCGUUAGGC CGAA AUGAUCUU 


15716 


3033 


ACGGCUGU C AAGAACAA 


409 


UUGUUCUU CUGAUGAG GCCGUUAGGC CGAA ACAGCCGU 


15717 


3044 


6AACAACU U GGCGAUCC 


410 


GGAUCGCC CUGAUGAG GCCGUUAGGC CGAA AGUUGUUC 


15718 


3051 


UUGGCGAU C CACAGUGA 


411 


UCACUGUG CUGAUGAG GCCGUUAGGC CGAA AUCGCCAA 


15719 


3065 


UGACCUGU C CUAUUGGA 


412 


UCCAAUAG CUGAUGAG GCCGUUAGGC CGAA ACAGGUCA 


15720 


3068 


CCUGUCCU A UUGGAUUG 


413 


CAAUCCAA CUGAUGAG GCCGUUAGGC CGAA AGGACAGG 


15721 


3070 


UGUCCUAU U GGAUUGAA 


414 


UUCAAUCC CUGAUGAG GCCGUUAGGC CGAA AUAGGACA 


15722 


3075 


UAUUGGAU U GAAAGCAG 


415 


CUGCUUUC CUGAUGAG GCCGUUAGGC CGAA AUCCAAUA 


15723 


3087 


AGCAGGCU C AAUGAUAC 


416 


GUAUCAUU CUGAUGAG GCCGUUAGGC CGAA AGCCUGCU 


15724 


3094 


UCAAUGAU A CGUGGAAG 


417 


CUUCCACG CUGAUGAG GCCGUUAGGC CGAA AUCAUUGA 


15725 


3105 


UGGAAGCU U GAAAGGGC 


418 


GCCCUUUC CUGAUGAG GCCGUUAGGC CGAA AGCUUCCA 


15726 


3117 


AGGGCAGU U CUGGGUGA 


419 


UCACCCAG CUGAUGAG GCCGUUAGGC CGAA ACUGCCCU 


15727 


3118 


GGGCAGUU C X7GG6U6AA 


420 


UUCACCCA CUGAUGAG GCCGUUAGGC CGAA AACUGCCC 


15728 


3129 


GGUGAAGU C AAAUCAU6 


421 


CAUGAUUU CUGAUGAG GCCGUUAGGC CGAA ACUUCACC 


15729 


3134 


AGUCAAAU C AUGOACGU 


422 


ACGUACAU CUGAUGAG GCCGUUAGGC CGAA AUUUGACU 


15730 


3139 


AAUCAUGU A CGUGGCOJ 


423 


AGGCCACG CUGAUGAG GCCGUUAGGC CGAA ACAUGAUU 


15731 


3157 


AGACGCAU A CCUUGUGG 


424 


CCACAAGG CUGAUGAG GCCGUUAGGC CGAA AUGCGUCU 


15732 


3161 


GCAUACCU U GUGGGGCG 


425 


CGCCCCAC CUGAUGAG GCCGUUAGGC CGAA AGGUAUGC 


15733 


3177 


GAUGGAAU C CUUGAGAG 


426 


CUCUCAAG CUGAUGAG GCCGUUAGGC CGAA AUUCCAUC 


15734 


3180 


GQAAUCCU U GAGAGUGA 


427 


UCACUCUC CUGAUGAG GCCGUUAGGC CGAA AGGAUUCC 


15735 


3191 


GAGUOACU U 6AUAAUAC 


428 


GUAUUAUC CUGAUGAG GCCGUUAGGC CGAA AGUCACUC 


15736 


3195 


GACUUGAU A AUACCAGU 


429 


ACUGGUAU CUGAUGAG GCCGUUAGGC CGAA AUCAAGUC 


15737 


3198 


UUGAUAAU A CCAGUCAC 


430 


GUGACUGG CUGAUGAG GCCGUUAGGC CGAA AUUAUCAA 


15738 


3204 


AUACCAGU C ACACUGGC 


431 


GCCAGUGU CUGAUGAG GCCGUUAGGC CGAA ACUGGUAU 


15739 


3229 


GAAGCAAU C ACAAUCGG 


432 


CCGAUUGU CUGAUGAG GCCGUUAGGC CGAA AUUGCUUC 


15740 


3235 


AUCACAAU C GGAGACCU 


433 


AG6UCUCC CUGAUGAG GCCGUUAGGC CGAA AUUGUGAU 


15741 


3248 


ACCUGGGU A CAAGACAC 


434 


GUGUCUUG CUGAUGAG GCCGUUAGGC CGAA ACCCAGGU 


15742 


3288 


GGCCGGGU A QAGAUUQA 


435 


UCAAUCUC CUGAUGAG GCCGUUAGGC CGAA ACCCGGCC 


15743 


3294 


GUAGAGAU U GACUUCGA 


436 


UCGAAGUC CUGAUGAG GCCGUUAGGC CGAA AUCUCUAC 


15744 


3299 


GAUUQACU U CXSAUUACU 


437 


AGUAAUCG CUGAUGAG GCCGUUAGGC CGAA AGUCAAUC 


15745 
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3300 


AtJUGACUU C GAUUACUG 


438 


CAGUAAUC CUGAUGAG GCCGUUAGGC CGAA AAGUCAAU 


15746 


3304 


ACUUCGAU U ACUGCCCA 


439 


UGGGCAGU CUGAUGAG GCCGUUAGGC CGAA AUCGAAGU 


15747 


3305 


CUUCGAUU A COGCCCAG 


440 


CUGGGCAG CUGAUGAG GCCGUUAGGC CGAA AAUCGAAG 


1574B 


3319 


CAGGAACU A CGGUCACC 


441 


GGUGACOG CUGAUGAG GCCGUUAGGC CGAA AGUUCCUG 


15749 


3324 


ACUACGGU C ACCCUGAG 


442 


CUCAGGGU CUGAUGAG GCCGUUAGGC CGAA ACCGUAGU 


15750 


3364 


CUGCCACU C GCACCACC 


443 


GGUGGUGC CUGAUGAG GCCGUUAGGC CGAA AGUGGCAG 


15751 


3389 


OGGAAAGU U GAUAACAG 


444 


CUGUUAUC CUGAUGAG GCCGUUAGGC CGAA ACUUUCCG 


15752 


3393 


AAGUUGAU A ACAGAUUG 


445 


CAAUCUGU CUGAUGAG GCCGUUAGGC CGAA AUCAACUU 


15753 


3400 


UAACAGAU U GGUGCUGC 


446 


GCAGCACC CUGAUGAG GCCGUUAGGC CGAA AUCUGUUA 


15754 


3422 


CUGCACCU U ACCACCAC 


447 


6UGGUGGU CUGAUGAG GCCGUUAGGC CGAA AGGUGCAG 


15755 


3423 


UGCACCUU A CCACCACU 


448 


AGUGGUGG CUGAUGAG GCCGUUAGGC CGAA AAGGUGCA 


15756 


3437 


ACUGCGCU A CCAAACUG 


449 


CAGUUUGG CUGAUGAG GCCGUUAGGC CGAA AGCGCAGU 


15757 


3457 


GCGGCUGU U GGUAUGGU 


450 


ACCAUACC CUGAUGAG GCCGUUAGGC CGAA ACAGCCGC 


15758 


3461 


CUGUUGGU A UGGUAUGG 


451 


CCAUACCA CUGAUGAG GCCGUUAGGC CGAA ACCAACAG 


15759 


3466 


GGUAUGGU A UGGAGAUC 


452 


GAUCUCCA CUGAUQAG GCCGUUAGGC CGAA ACCAUACC 


15760 


3474 


AUGGAGAU C AGACCACA 


453 


UGUGGUCU CUGAUGAG GCCGUUAGGC CGAA AUCUCCAU 


15761 


3504 


AAGACCCU C GUGCAGUC 


454 


GACUGCAC CUGAUGAG GCCGUUAGGC CGAA AGGGUCUU 


15762 


3512 


CGUGCAGU C ACAAGUGA 


455 


UCACUUGU CUGAUGAG GCCGUUAGGC CGAA ACUGCACG 


15763 


3526 


UGAAUGCU U AUAAUGCU 


456 


AGCAUUAU CUGAUGAG GCCGUUAGGC CGAA AGCAUUCA 


15764 


3527 


GAAUGCUU A UAAUGCUG 


457 


CAGCAUUA CUGAUGAG GCCGUUAGGC CGAA AAGCAUUC 


15765 


3529 


AUGCUUAU A AUGCUGALr 


458 


AUCAGCAU CUGAUGAG GCCGUUAGGC CGAA AUAAGCAU 


15766 


3538 


AUGCUGAU A UGAUUGAC 


459 


GUCAAUCA CUGAUGAG GCCGUUAGGC CGAA AUCAGCAU 


15767 


3543 


GAUAUGAU U GACCCUUU 


460 


AAAGGGUC CUGAUGAG GCCGUUAGGC CGAA AUCAUAUC 


15768 


3550 


UUGACCCU U UUCAGUUG 


461 


CAACUGAA CUGAUGAG GCCGUUAGGC CGAA AGGGUCAA 


15769 


3551 


UGACCCUU U UCAGUUGG 


462 


CCAACUGA CUGAUGAG GCCGUUAGGC CGAA AAGGGUCA 


15770 


3552 


GACCCUUU U CAGUUGGG 


463 


CCCAACUG CUGAUGAG GCCGUUAGGC CGAA AAAGGGUC 


15771 


3553 


ACCCUUUU C AGUUGGGC 


464 


GCCCAACU CUGAUGAG GCCGXTUAGGC CGAA AAAAGGGU 


15772 


3557 


UUUUCAGU U GGGCCUUC 


465 


GAAGGCCC CUGAUGAG GCCGUUAGGC CGAA ACUGAAAA 


15773 


3564 


UUGGGCCU U CUGGUCGU 


466 


ACGACCAG CUGAUGAG GCCGUUAGGC CGAA AGGCCCAA 


15774 


3565 


UGGGCCUU C UGGUCGUG 


467 


CACGACCA CUGAUGAG GCCGUUAGGC CGAA AAGGCCCA 


15775 


3570 


CUUCUGGU C GUGUUCUU 


468 


AAGAACAC CUGAUGAG GCCGUUAGGC CGAA ACCAGAAG 


15776 


3575 


GGUCGUGU U CUUGGCCA 


469 


UGGCCAAG CUGAUGAG GCCGUUAGGC CGAA ACACGACC 


15777 


3576 


GUCGUGUU C UUGGCCAC 


470 


GUGGCCAA CUGAUGAG GCCGUUAGGC CGAA AACACGAC 


15778 


3578 


CGUGUUCU U GGCCACCC 


471 


GGGUGGCC CUGAUGAG GCCGUUAGGC CGAA AGAACACG 


15779 


3594 


CAGGAGGU C CUUGGCAA 


472 


UUGCQAAG CUGAUGAG GCCGUUAGGC GGAA ACCUCCUG 


15780 


3597 


GAGGUCCU U CGCAAGAG 


473 


CUCUUGCG CUGAUGAG GCCGUUAGGC CGAA AGGACCUC 


15781 


3598 


AGGUCCUU C GCAAGAGG 


474 


CCUCUUGC CUGAUGAG GCCGUUAGGC CGAA AAGGACCU 


15782 


3621 


GCCAAGAU C AGCAUGCC 


475 


GGCAUGCU CUGAUGAG GCCGUUAGGC CGAA AUCUUGGC 


15783 


3634 


UGCCAGCU A UACUGAUU 


476 


AAUCAGUA CUGAUGAG GCCGUUAGGC CGAA AGCUGGCA 


15784 


3636 


CCAGCUAU A CUGAUUGC 


477 


GCAAUCAG CUGAUGAG GCCGUUAGGC CGAA AUAGCUGG 


15785 


3642 


AUACUGAU U GCUCUGCU 


478 


AGCAGAGC CUGAUGAG GCCGUUAGGC CGAA AUCAGUAU 


15786 


3646 


UGAUUGCU C UGCUAGUC 


479 


GACUAGCA CUGAUGAG GCCGUUAGGC CGAA AGCAAUCA 


15787 


3651 


GCUCUGCU A GUCCUGGU 


480 


ACCAGGAC CUGAUGAG GCCGUUAGGC CGAA AGCAGAGC 


15788 


3654 


CUGCUAGU C CUGGUGUU 


481 


AACACCAG CUGAUGAG GCCGUUAGGC CGAA ACUAGCAG 


15789 


3662 


CCUGGUGU U UGGGGGCA 


482 


UGCCCCCA CUGAUGAG GCCGUUAGGC CGAA ACACCAGG 


15790 


3663 


CUGGUGUU U GGGGGCAU 


483 


AUGCCCCC CUGAUGAG GCCGUUAGGC CGAA AACACCAG 


15791 


3672 


GGGG6CAU U ACUUACAC 


464 


GUGUAAGU CUGAUGAG GCCGUUAGGC CGAA AUGCCCCC 


15792 


3673 


GGGGCAUU A CUUACACU 


485 


AGUGUAAG CUGAUGAG GCCGUUAGGC CGAA AAUGCCCC 


15793 


3676 


GCAUUACU U ACACUGAU 


486 


AUCAGUGU CUGAUGAG GCCGUUAGGC CGAA AGUAAUGC 


15794 


3677 


CAUUACUU A CACUGAUG 


487 


CAUCAGUG CUGAUGAG GCCGUUAGGC CGAA AAGUAAUG 


15795 


3689 


UGAUGUGU U ACGCUAUG 


488 


CAUAGCGU CUGAUGAG GCCGUUAGGC CGAA ACACAUCA 


15796 


3690 


GAUGUGUU A CGCUAUGU 


489 


ACAUAGCG CUGAUGAG GCCGUUAGGC CGAA AACACAUC 


15797 


3695 


GUUACGCU A UGUCAUCU 


490 


AGAUGACA CUGAUGAG GCCGUUAGGC CGAA AGCGUAAC 


15798 


3699 


CGCUAUGU C AUCUUG6U 


491 


ACCAAGAU CUGAUGAG GCCGUUAGGC CGAA ACAUAGCG 


15799 


3702 


UAUGUCAU C UUGGUGGG 


492 


CCCACCAA CUGAUGAG GCCGUUAGGC CGAA AUGACAUA 


15800 


3704 


UGUCAUCU U GGUGGGGG 


493 


CCCCCACC CUGAUGAG GCCGUUAGGC CGAA AGAUGACA 


15801 


3718 


GGGCAGCU U UCGCAGAA 


494 


UUCUGCGA CUGAUGAG GCCGUUAGGC CGAA AGCUGCCC 


15802 


3719 


GGCAGCUU U CGCAGAAU 


495 


AUUCUGCG CUGAUGAG GCCGUUAGGC CGAA AAGCUGCC 


15803 


3720 


GCAGCUUU C GCAGAAUC 


496 


GAUUCUGC CUGAUGAG GCCGUUAGGC GGAA AAAGCUGC 


15804 


3728 


CGCAGAAU C UAAtJUCGG 


497 


CCGAAUUA CUGAUGAG GCCGUUAGGC CGAA AUUCUGCG 


15805 


3730 


CAGAAUCU A AUUCGGGA 


498 


UCCCGAAU CUGAUGAG GCCGUUAGGC CGAA AGAUUCUG 


15806 


3733 


AAUCUAAU U CGGGAGGA 


499 


UCCUCCCG CUGAUGAG GCCGUUAGGC CGAA AUUAGAUU 


15807 


3734 


AUCUAAUU C GGGAGGAG 


500 


CUCCUCCC CUGAUGAG GCCGUUAGGC CGAA AAUUAGAU 


15808 
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3750 


GACGUGGU A CACOUGGC 


501 


OCCAAGUG CUGAUGAG GCCGUUAGGC OGAA ACCAOGUC 


15809 






502 


UGAGCGCC CUGAUGAG GCC6UUA6GC CGAA AGUGUACC 


15810 


3762 


UUGGCGCU C AUGGC6AC 


503 


GUOGCCAU CUGAUGAG GCOGUUAGGC CG2UV AGCGCCAA 


15811 


3773 


C3GCGACCU U CAAGAUAC 


504 


GUAUCUUG CUGAUGAG GCCGUUAGGC CGAA AGGUCGCC 


15812 


o t f t 


rw3arc!un c aaGiAUACA 


505 


UGUAUCUU CUGAUGAG GCCGUUAGGC CGAA AAGGUCGC 


15813 


3780 


UUCAAGAU A CAACCAGU 


506 


ACUGGUUG CUGAUGAG GCCGUUAGGC CGAA. AUCUUGAA 


15814 


3791 


ACCAGUGU U UAUGGUGG 


507 


CCACCAUA CUGAUGAG GCCGUUAGGC CGAA ACACUGGU 


15815 


3792 


CCAGUGUU U AUGGUGGC 


508 


GCCACCAU CUGAUGAG GCCGUUAGGC CGAA AACACUGG 


15816 


3793 


CAGUGUUU A UGGUGGCA 


509 


UGCCACCA CUGAUGAG GCCGUUAGGC CGAA AAACACUG 


15817 


3803 


GGUGGCAU C GUUUCUCA 


510 


UGAGAAAC CUGAUGAG GCCGUUAGGC CGAA AUGCCACC 


15818 


jO\JO 


f5nCAUCC3U U UCUCAAAG 


511 


CUUUGAGA CUGAUGAG GCCGUUAGGC CGAA ACGAUGCC 


15819 


J OVJ / 




512 


GCUUUGAG CUGAUGAG GCCGUUAGGC CGAA AACGAUGC 


15820 






513 


CGCUUUGA CUGAUGAG GCCGUUAGGC CGAA AAACGAUG 


15821 






514 


CUCGCUUU CUGAUGAG GCCGUUAGGC CGAA AGAAACGA 


15822 




n&niV&PMT TT TTfTTSTTtTRUTT 


515 


AUCAACAA CUGAUGAG GCCGUUAGGC CGAA AUGUUCUC 


15823 






516 


CAUCAACA CUGAUGAG GCCGUUAGGC CGAA AAUGUUCU 


15824 




naafATTTTTT TT RTTTTriATKTtJ 


517 


ACAUCAAC CUGAUGAG GCCGUUAGGC CGAA AAAUGUUC 


15825 






518 


CCAACAUC CUGAUGAG GCCGUUAGGC CGAA ACAAAAUG 


15826 


3851 


GOUQAUGU U GGCGGCUG 


519 


CAGCCGCC CUGAUGAG GCCGUUAGGC CGAA ACAUCAAC 


15827 


3861 


GCGGCUGU U UUCUUUCA 


520 


UGAAAGAA CUGAUGAG GCCGUUAGGC CGAA ACAGCCGC 


15828 


3 862 




521 


UUGAAAGA CUGAUGAG GCCGUUAGGC CGAA AACAGCCG 


15829 


3863 


GGCUGUULT U CUUUCAAA 


522 


UUUGAAAG CUGAUGAG GCCGUUAGGC CGAA AAACAGCC 


15830 


3864 


GCUGUUUU C UUUCAAAU 


523 


AUUUGAAA CUGAUGAG GCCGUUAGGC CGAA AAAACAGC 


15831 




TTnTTIlTTTTnTT TT TTPAZVATTC^G 


524 


CCAUUUGA CUGAUGAG GCCGUUAGGC CGAA AGAAAACA 


15832 


mis'? 




525 


GCCAUUUG CUGAUGAG GCCGUUAGGC CGAA AAGAAAAC 


15833 




TTTTTTTTrTTITtT P AAAIlBGnU 


526 


AGCCAUUU CUGAUGAG GCCGUUAGGC CGAA AAAGAAAA 


15834 


1R77 


AAAITGnCTn TT AUCACC3AU 


527 


AUCGUGAU CUGAUGAG GCOGUUAGGC CGAA AGCCAUUU 


15835 


3878 


AAUGGCUTJ A UCACGAUG 


528 


CAUCGUGA CUGAUGAG GCCGUUAGGC CGAA AAGCCAUU 


15836 


3880 


UGGCUUAU C ACGAUGCC 


529 


GGCAUCGU CUGAUGAG GCCGUUAGGC CGAA AUAAGCCA 


15837 


3897 


CQCCAAAU U CUGCUCUG 


530 


CAGAGCAG CUGAUGAG GCCGUUAGGC CGAA AUUUGGCG 


15838 


3898 


GCCAAAUU C UGCUCUGG 


531 


CCAGAGCA CUGAUGAG GCCGUUAGGC CGAA AAUUUGGC 


15839 


3903 


ATTUriTGrriT c ugggtvgau 


532 


AUCUCCCA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAU 


15840 






533 


ACAUCAGG CUGAUGAG GCCGUUAGGC CGAA AUCUCCCA 


15841 






534 


GUGAAUUC CUGAUGAG GCCGUUAGGC CGAA ACACAUCA 


15842 


3928 


TJGUITGAAU U CACUGGCG 


535 


CGCCAGUG CUGAUGAG GCCGUUAGGC CGAA AUUCAACA 


15843 


^QOQ 


nTTTTfJJkATTTT P APlTfVlPfSn 




CPGCCAGD CUGAUGAG GCCGUUAGGC CGAA AAUUCAAC 


15844 




PUGGCGGU A GCUUGGAU 


537 


AUCCAAGC CUGAUGAG GCCGUUAGGC CGAA ACCGCCAG 


15845 




Pnf5tTAC2PTT IT GGATTGAUA 


538 


UAUCAUCC CUGAUGAG GCCGUUAGGC CGAA AGCUACCG 


15846 


J 93 J. 


TTrsnAITRATT A PTTRAGARC 


539 


GCUCUCAG CUGAUGAG GCCGUUAGGC CGAA AUCAUCCA 


15847 


3963 


AGAGCCAIT A ACAUUCAC 


540 


GUGAAUGU CUGAUGAG GCCGUUAGGC CGAA AUGGCUCU 


15848 


J700 


PATIAAPATT TT PAPAACGA 


541 


UCGUUGUG CUGAUGAG GCCGUUAGGC CGAA AUGUUAUG 


15849 


3969 


AUAACAUU C ACAACGAC 


542 


GUCGUUGU CUGAUGAG GCCGUUAGGC CGAA AAUGUUAU 


15850 


3980 


AACGACAU C AAACGUGG 


543 


CCACGUUU CUGAUGAG GCCGUUAGGC CGAA AUGUCGUU 


15851 


3990 


AACGUG6U tJ GUIICCGCU 


544 


AOCGGAAC CUGAUGAG GCCGUUAGGC CGAA ACCACGUU 


15852 


3993 


QUGGUUQU U CCGCUGCU 


545 


AGCAGCGG CUGAUGAG GCCGUUAGGC CGAA ACAACCAC 


15853 


3994 




546 


UAGCAGCG CUGAUGAG GCCGUUAGGC CGAA AACAACCA 


15854 


4002 


CCGCUGCU A GCCCUGCU 


547 


AGCAGGGC CUGAUGAG GCCGUUAGGC CGAA AGCAGCGG 


15855 


4011 


GCCCUGCU A ACACCCGG 


548 


CCGGGUGU CUGAUGAG GCCGUUAGGC CGAA AGCAGGGC 


15856 


4031 


GAQAUGCU U GAAUCUG6 


549 


CCAGAUUC CUGAUGAG GCCGUUAGGC CGAA AGCAUCUC 


15857 


4036 


GCUUGAAU C UGGAUGUG 


550 


CACAUCCA CUGAUGAG GCCGUUAGGC CGAA AUUCAAGC 


15858 


4046 


GGAUGUGU A CAGGAUAC 


551 


GUAUCCUG CUGAUGAG GCCGUUAGGC CGAA ACACAUCC 


15859 


4053 


UACA6GAU A CUGCU6UU 


552 


AACAGCAG CUGAUGAG GCCGUUAGGC CGAA AUCCUGUA 


15860 


4061 


ACUGCUGU U GAUGGUCG 


553 


CGACCAUC CUGAUGAG GCCGUUAGGC CGAA ACAGCAGU 


15861 


4068 


UUGAUGGU C GGAAUAGG 


554 


COUAUUCC CUGAUGAG GCCGUUAGGC CGPA ACCAUCAA 


15862 


4074 


GUCGGAAU A GGCAGCUU 


555 


AAGCUGCC CUGAUGAG GCCGUUAGGC CGAA AUUCC6AC 


15863 


4082 


AGGCAGCU U GAUCAGGG 


556 


CCCUGAUC CUGAUGAG GCCGUUAGGC CGAA AGCUGCCU 


15864 


4086 


AGCUUGAU C AGGGAGAA 


557 


UUCUCCCU CUGAUGAG GCCGUUAGGC CGAA AUCAAGCU 


15865 


4129 


GAGCAAGU C UGCUAUGC 


558 


GCAUAGCA CUGAUGAG GCCGUUAGGC CGAA ACUUGCUC 


15866 


4134 


AGUCUGCU A UGCUUGGC 


559 


GCCAAGCA CUGAUGAG GCCGUUAGGC CGAA AGCAGACU 


15867 


4139 


GCUAUGCU U GGCUCUAG 


560 


CUAGAGCC CUGAUGAG GCCGUUAGGC CGAA AGCAUAGC 


15868 


4144 


GCUUGGCU C UAGCCUCA 


561 


UGAGGCUA CUGAUGAG GCCGUUAGGC CGAA AGCCAAGC 


15869 


4146 


UUGGCUCU A GCCUCAAC 


562 


GUUGAGGC CUGAUGAG GCCGUUAGGC CGAA AGAGCCAA 


15870 


4151 


UCUAGCCU C AACAGGAC 


563 


GUCCUGUU CUGAUGAG GCCGUUAGGC CGAA AGGOIAGA 


15871 
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4161 


ACAGGAOJ U UUCAACCC 


564 


GGGUUGAA CUGAUGAG GCCGUUAGGC CGAA AGUCCUGU 


15872 


4162 


CAGGACUU U UCAACCCC 


565 


GGGGUUGA CUGAUGAG GCCGUUAGGC CGAA AAGUCCUG 


15873 


4163 


AGGACUUU U CAACCCCA 


566 


UGGGGUUG CUGAUGAG GCCGUUAGGC CGAA AAAGUCCU 


15874 


4164 


GGACUUUU C AACCCCAU 


567 


AUGGGGUU CUGAUGAG GCCGUUAGGC CGAA AAAAGUCC 


15875 


4176 


CCCAUGAU C CUUGCUGC 


568 


GCAGCAAG CUGAUGAG GCCGUUAGGC CGAA AUCAUGGG 


15876 


4179 


AUGAUCOJ U GCUGCUGG 


569 


CCAGCAGC CUGAUGAG GCCGUUAGGC CGAA AGGAUCAU 


15877 


4194 


GGACUGAU U GCAUGUGA 


570 


UCACAUGC CUGAUGAG GCCGUUAGGC CGAA AUCAGUCC 


15878 


4204 


CAUGUGAU C CCAACCGU 


571 


ACGGUUGG CUGAUGAG GCCGUUAGGC CGAA AUCACAUG 


15879 


4213 


CCAACCGU A AACGCGGA 


572 


UCCGCGUU CUGAUGAG GCCGUUAGGC CGAA ACGGUUGG 


15880 


4251 


ACAGCUGU C GGCCUAAU 


573 


AUUAGGCC CUGAUGAG GCCGUUAGGC CGAA ACAGCUGU 


15881 


4257 


GUCGGCCa A AUGUUUGC 


574 


GCAAACAU CUGAUGAG GCCGUUAGGC CGAA AGGCCGAC 


15882 


4262 


CCUAAUGU U UGCCAUCG 


575 


CGAUGGCA CUGAUGAG GCCGUUAGGC CGAA ACAUUAGG 


15883 


4263 


OJAAUGUU U GCCAUCGU 


576 


ACGAUGGC CUGAUGAG GCCGUUAGGC CGAA AACAUUAG 


15884 


4269 


UUUGCCAU C GUCGGAGG 


577 


CCUCCGAC CUGAUGAG GCCGUUAGGC CGAA AUGGCAAA 


15885 


4272 


GCCAUCGU C GGAGGGCU 


578 


AGCCCUCC CUGAUGAG GCCGUUAGGC CGAA ACGAUGGC 


15886 


4290 


GCAGAGCU U GACAUUGA 


579 


UCAAUGUC CUGAUGAG GCCGUUAGGC CGAA AGCUCUGC 


15887 


4296 


CUUGACAU U GAOJCCAU 


580 


AUGGAGUC CUGAUGAG GCCGUUAGGC CGAA AUGUCAAG 


15888 


4301 


CAUUGACa C CAUGGCCA 


581 


UGGCCAUG CUGAUGAG GCCGUUAGGC CGAA AGUCAAUG 


15889 


4311 


AUGGCCAU U CCAAUGAC 


582 


GUCAUUGG CUGAUGAG GCCGUUAGGC CGAA AUGGCCAU 


15890 


4312 


UGGCCAUU C CAAUGACU 


583 


AGUCAUUG CUGAUGAG GCCGUUAGGC CGAA AAUGGCCA 


15891 


4321 


CAAUGACU A UCGCGGGG 


584 


CCCCGCGA CUGAUGAG GCCGUUAGGC CGAA AGUCAUUG 


15892 


4323 


AUGACUAU C GCGGGGCU 


585 


AGCCCCGC CUGAUGAG GCCGUUAGGC CGAA AUAGUCAU 


15893 


4332 


GCGGGGCU C AUGUUUGC 


586 


GCAAACAU CUGAUGAG GCCGUUAGGC CGAA AGCCCCGC 


15894 


4337 


GCUCAUGU U UGCUGCDU 


587 


AAGCAGCA CUGAUGAG GCCGUUAGGC CGAA ACAUGAGC 


15895 


4338 


CUCAUGUU U GCUGCUUU 


588 


AAAGCAGC CUGAUGAG GCCGUUAGGC CGAA AACAUGAG 


15896 


4345 


UUGCU6CU U UCGUGAUU 


589 


AAUCACGA CUGAUGAG GCCGUUAGGC CGAA AGCAGCAA 


15897 


4346 


UGCUGCUU U CGUGAUUU 


590 


AAAUCACG CUGAUGAG GCCGUUAGGC CGAA AAGCAGCA 


15898 


4347 


GCUGCUUU C GUGAUUUC 


591 


GAAAUCAC CUGAUGAG GCCGUUAGGC CGAA AAAGCAGC 


15899 


4353 


UUCGUGAU U UCUGGGAA 


592 


UUCCCAGA CUGAUGAG GCCGUUAGGC CGAA AUCACGAA 


15900 


4354 


UCGUGAUU U CUGGGAAA 


593 


UUUCCCAG CUGAUGAG GCCGUUAGGC CGAA AAUCACGA 


15901 


4355 


CGUGAUUU C UGGGAAAU 


594 


AUUUCCCA CUGAUGAG GCCGUUAGGC CGAA AAAUCACG 


15902 


4364 


UGGGAAAU C AACAOAUA 


595 


UAUCUGUU CUGAUGAG GCCGUUAGGC CGAA AUUUCCCA 


15903 


4372 


CAACAGAU A U6UGGAUU 


596 


AAUCCACA CUGAUGAG GCCGUUAGGC CGAA AUCUGUUG 


15904 


4380 


AUGUGGAU U GAGAGAAC 


597 


GUUCUCUC CUGAUGAG GCCGUUAGGC CGAA AUCCACAU 


15905 


4398 


6CGGACAU U UCCUGGGA 


598 


UCCCAGGA CUGAUGAG GCCGUUAGGC CGAA AUGUCCGC 


15906 


4399 


CGGACAUU U CCUGGGAA 


599 


UUCCCAGG CUGAUGAG GCCGUUAGGC CGAA AAtJGUCCG 


15907 


4400 


GGACAUUU C CUGGGAAA 


600 


UUUCCCAG CUGAUGAG GCCGUUAGGC CGAA AAAUGUCC 


15908 


4422 


GCAGAAAU U ACAGGCUC 


601 


GAGCCUGU CUGAXJGAG GCCGUUAGGC CGAA AUUUCUGC 


15909 


4423 


CAGAAAUU A CAGGCUCO 


602 


CGAGCCUG CUGAUGAG GCCGUUAGGC CGAA AAUUUCUG 


15910 


4430 


UACAGGCU C GAGCGAAA 


603 


UUUCGCUC CUGAUGAG GCCGUUAGGC CGAA AGCCUGUA 


15911 


4443 


GAAAGAGU U GAUQUGCG 


604 


CGCACAUC CUGAUGAG GCCGUUAGGC CGAA ACUCUUUC 


15912 


4455 


GUGCGGCU U GAUGAUGA 


605 


UCAUCAUC CUGAUGAG GCCGUUAGGC CGAA AGCCGCAC 


15913 


4472 


UGGAAACU U CCAGCUCA 


606 


UGAGCUGG CUGAUGAG GCCGUUAGGC CGAA AGUUUCCA 


15914 


4473 


GGAAACUU C CAGCUCAU 


607 


AUGAGCUG CUGAUGAG GCCGUUAGGC CGAA AAGUUUCC 


15915 


4479 


UUCCAGCU C AUGAAUGA 


608 


UCAUUCAU CUGAUGAG GCCGUUAGGC CGAA AGCUGGAA 


15916 


4469 


UGAAUGAU C CAGGAGCA 


609 


UGCUCCUG CUGAUGAG GCCGUUAGGC CGAA AUCAUUCA 


15917 


4501 


GAGCACCU U GGAAGAUA 


610 


UAUCUUCC CUGAUGAG GCCGUUAGGC CGAA AGGUGCUC 


15918 


4509 


UGGAAGAU A UGGAUGCU 


611 


AGCAUCCA CUGAUGAG GCCGUUAGGC CGAA AUCUUCCA 


15919 


4518 


UGGAUGCU C AGAAUGGU 


612 


ACCAUUCU CUGAUGAG GCCGUUAGGC CGAA AGCAUCCA 


15920 


4527 


AGAAUGGU C UGUCUCGC 


613 


GCGAGACA CUGAUGAG GCCGUUAGGC CGAA ACCAUUCU 


15921 


4531 


UGGUCUGU C UCGCGAUU 


614 


AAUCGCGA CUGAUGAG GCCGUUAGGC CGAA ACAGACCA 


15922 


4533 


GUCUGUCU C GCGAUUAG 


615 


CUAAUCGC CUGAUGAG GCCGUUAGGC CGAA AGACAGAC 


15923 


4539 


CUCGCGAU U AGUGOGCXA 


616 


UACGCACU CUGAUGAG GCCGUUAGGC CGAA AUCGCGAG 


15924 


4540 


UCGCGAUU A GUGCGUAC 


617 


GUACGCAC CUGAUGAG GCCGUUAGGC CGAA AAUCGCGA 


15925 


4547 


UAGUGCGU A CACCCCCU 


618 


AGGGGGUG CUGAUGAG GCCGUUAGGC CGAA ACGCACUA 


15926 


4563 


UGGGCAAU C UUGCCCUC 


619 


GAGGGCAA CUGAUGAG GCCGUUAGGC CGAA AUUGCCCA 


15927 


4565 


GGCAAUCU U GCCCUCAG 


620 


CUGAGGGC CUGAUGAG GCCGUUAGGC CGAA AGAUUGCC 


15928 


4571 


CUUGCCCU C AGUAGUUG 


621 


CAACUACU CUGAUGAG GCCGUUAGGC CGAA AGGGCAAG 


15929 


4575 


CCCUCAGU A GUUGGAUU 


622 


AAUCCAAC CUGAUGAG GCCGUUAGGC CGAA ACUGAGGG 


15930 


4578 


UCAGUAGU U GGAUUUUG 


623 


CAAAAUCC CUGAUGAG GCCGUUAGGC CGAA ACUACUGA 


15931 


4583 


AGUU6GAU U UUGGAUAA 


624 


UUAUCCAA CUGAUGAG GCCGUUAGGC CGAA AUCCAACU 


15932 


4584 


GUUGGAUU U UGGAUAAC 


625 


GUUAUCCA CUGAUGAG GCCGUUAGGC CGAA AAUCCAAC 


15933 


4585 


UUGGAUUU U GGAUAACU 


626 


AGUUAUCC CUGAUGAG GCCGUUAGGC CGAA AAAUCCAA 


15934 
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4590 


UUUUGC5AU A ACUCUCCA 


627 


UGGAGAGU CUGAUGAG GCCGUUA6GC CGAA AUCCAAAA 


15935 


4594 


G6AUAACU C UCCAAUAC 


628 


GUAUUGGA CUGAUGAG GCCGUUAGGC CGAA AGUUAUCC 


15936 


4596 


AUAAcaca c caauacac 


629 


6UGUAUU6 CUGAUGAG GCCGUUAGGC CGAA AGAGUUAU 


15937 


4601 


UCaCCAAJ A CACAAA6A 


630 


UCUUUGUG CUGAUGAG GCCGUUAGGC CGAA AUUGGAGA 


15938 


4G22 


AGGCGUGU U GUGGGACA 


631 


UGUCCCAC CUGAUGAG GCCGUUAGGC CGAA ACACGCCU 


15939 


4633 


GGGACAOJ C CCUCACCA 


632 


UGGUGAGG CUGAUGAG GCCGUUAGGC CGAA AGUGUCCC 


15940 


4637 


CACUCCCU C ACCAAAGG 


633 


CCUUUGGU CUGAUGAG GCCGUUAGGC CGAA AGGGAGUG 


15941 


4649 


AAAGGAGU A CAAAAAGG 


634 


CCUUUUUG CUGAUGAG GCCGUUAGGC CGAA ACUCCUUU 


15942 


4677 


ACCGGCGU C UACAGGAU 


635 


AUCCUGUA CUGAUGAG GCCGUUAGGC CGAA ACGCCGGU 


15943 


4679 


CGGCGUCU A CAGGAUCA 


636 


UGAUCCUG CUGAUGAG GCCGUUAGGC CGAA AGACGCCG 


15944 


4686 


UACAGGAU C AUGACUCG 


637 


CGAGUCAU CUGAUGAG GCCGUUAGGC CGAA AUCCUGUA 


15945 


4693 


UCAUGACU C GUGGGCUG 


638 


CAGCCCAC CUGAUGAG GCCGUUAGGC CGAA AGUCAUGA 


15946 


4704 


GGGCUGCU C GGCAGUUA 


639 


XJAACUGCC CUGAUGAG GCCGUUAGGC CGAA AGCAGCCC 


15947 


4711 


UCGGCAGU U AUCAAGCA 


640 


UGCUUGAU CUGAUGAG GCCGUUAGGC CGAA ACUGCCGA 


15948 


4712 


CGGCA6UU A UCAAGCAQ 


641 


CUGCUUGA CUGAUQAG GCCGUUAGGC CGAA AACUGCCG 


15949 


4714 


GCAGUUAU C AAGCAGGA 


642 


UGCU6CUU CUGAUGAG GCCGUUAGGC CGAA AUAACUGC 


15950 


4737 


GUGAUGGU U GAAGGUGU 


643 


ACACCUUC CUGAUGAG GCCGUUAGGC CGAA ACCAUCAC 


15951 


4746 


GAAGGUGU U UUCCACAC 


644 


GUGUGGAA CUGAUGAG GCCGUUAGGC CGAA ACACCUUC 


15952 


4747 


AAGGUGUU U UCCACACC 


645 


GGUGUGGA CUGAUGAG GCCGUUAGGC CGAA AACACCUU 


15953 


4748 


AGGUGUUU U CCACACCC 


646 


GGGUGUGG CUGAUGAG GCCGUUAGGC CGAA AAACACCU 


15954 


4749 


GGUGUUUU C CACACCCU 


647 


A6GGUGUG CUGAUGAG GCCGUUAGGC CGAA AAAACACC 


15955 


4758 


CACACCCU U UGGCAUAC 


648 


GUAUGCCA CUGAUGAG GCCGUUAGGC CGAA AGGGUGUG 


15956 


4759 


ACACCCUU U GGCAUACA 


649 


UGUAUGCC CUGAUGAG GCCGUUAGGC CGAA AAGGGUGU 


15957 


4765 


UUUGGCAU A CAACAAAA 


650 


UUUUGUUG CUGAUGAG GCCGUUAGGC CGAA AUGCCAAA 


15958 


4783 


GAGCCGCU U UGAUGAGC 


651 


GCUCAUCA CUGAUGAG GCCGUUAGGC CGAA AGCGGCUC 


15959 


4784 


AGCCGCUU U GAUGAGCG 


652 


CGCUCAUC CUGAUGAG GCCGUUAGGC CGAA AAGCGGCU 


15960 


4814 


GGACCCAU A CUGGGGCA 


653 


UGCCCCAG CUGAUGAG GCCGUUAGGC CGAA AUGGGUCC 


15961 


4827 


GGCAGUGU C AAGGAGGA 


654 


UCCUCCUU CUGAUGAG GCCGUUAGGC CGAA ACACUGCC 


15962 


4837 


AGGAGGAU C GACUUUGU 


655 


ACAAAGUC CUGAUGAG GCCGUUAGGC CGAA AUCCUCCU 


15963 


4842 


GAUCGACU U UGUUACGG 


656 


CCGUAACA CUGAUGAG GCCGUUAGGC CGAA AGUCGAUC 


15964 


4843 


AUCX3ACUU U GUUACGGA 


657 


UCCGUAAC CUGAUGAG GCCGUUAGGC CGAA AAGUCGAU 


15965 


4846 


GACUUUGU U ACGGAGGA 


658 


UCCUCCGU CUGAUGAG GCCGUUAGGC CGAA ACAAAGUC 


15966' 


4847 


ACUUUGUU A CGGAGGAC 


659 


GUCCUCCG CUGAUGAG GCCGUUAGGC CGAA AACAAAGU 


15967 


4865 


CUGGAAAU U GCAGCACA 


660 


UGUGCU6C CUGAUGAG GCCGUUAGGC CGAA AUUUCCAG 


15968 


4905 


CAGAUGAU U GUGGUGGA 


661 


UCCACCAC CUGAUGAG GCCGUUAGGC CGAA AUCAUCUG 


15969 


4929 


AAGAACGU U AAGAACGU 


662 


ACGUUCUU CUGAUGAG GCCGUUAGGC CGAA ACGUUCUU 


15^70 


4930 


AGAACGUU A AGAACGUC 


663 


GACGUUCU CUGAUGAG GCCGUUAGGC CGAA AACGUUCU 


15971 


4938 


AAGAACGU C CAGACGAA 


664 


UUCGUCUG CUGAUGAG GCCGUUAGGC CGAA ACGUUCUU 


15972 


4958 


AGGGGUGU U CAAAACAC 


665 


GUGUUUUG CUGAUGAG GCCGUUAGGC CGAA ACACCCCU 


15973 


4959 


GGGGUGUU C AAAACACC 


666 


GGUGUUUU CUGAUGAG GCCGUUAGGC CGAA AACACCCC 


15974 


4980 


GGAGAAAU C GGGGCCGU 


667 


ACGGCCCC CUGAUGAG GCCGUUAGGC CGAA AUUUCUCC 


15975 


4993 


CCGUGAOJ U UGGACUUC 


668 


GAAGUCCA CUGAUGAG GCCGUUAGGC CGAA AGUCACGG 


15976 


4994 


CGUGACUU U GGACUUCC 


669 


GGAAGUCC CUGAUGAG GCCGUUAGGC CGAA AAGUCACG 


15977 


5000 


UUUGGACU U CCCCACUG 


670 


CAGUGGGG CUGAUGAG GCCGUUAGGC CGAA AGUCCAAA 


15978 


5001 


UUGGACUU C CCCACUGG 


671 


CCAGUGGG CUGAUGAG GCCGUUAGGC CGAA AAGUCCAA 


15979 


5015 


UGGAACAU C AGGCUCAC 


672 


GUQAGCCU CUGAUGAG GCCGUUAGGC CGAA AUGUUCCA 


15980 


5021 


AUCAGGCU C ACCAAUAG 


673 


CUAUUGGU CUGAUGAG GCCGUUAGGC CGAA A6CCUGAU 


15981 


5028 


UCACCAAU A 6UGGACAA 


674 


UUGUCCAC CUGAUGAG GCCGUUAGGC CGAA AUUGGUGA 


15982 


5052 


GAUGUGAU U GGGCUUUA 


675 


UAAAGCCC CUGAUGAG GCCGUUAGGC CGAA AUCACAUC 


15983 


5058 


AUUGGGCU U UAU6GCAA 


676 


UUGCCAUA CUGAUGAG GCCGUUAGGC CGAA AGCCCAAU 


15984 


5059 


UUGGGCUU U AUGGCAAU 


677 


AUUGCCAU CUGAUGAG GCCGUUAGGC CGAA AAGCCCAA 


15985 


5060 


UGGGCUUU A UGGCAAUG 


678 


CAUUGCCA CUGAUGAG GCCGUUAGGC CGAA AAAGCCCA 


15986 


5073 


AAUGGAGU C AUAAUGCC 


679 


GGCAUUAU CUGAUGAG GCCGUUAGGC CGAA ACUCCAUU 


15987 


5076 


GGAGUCAU A AUGCCCAA 


680 


UUGGGCAU CUGAUGAG GCCGUUAGGC CGAA AUGACUCC 


15988 


5090 


CAACGGCU C AUACAUAA 


681 


UUAUGUAU CUGAUGAG GCCGUUAGGC CGAA AGCCGUUG 


15989 


5093 


CGGCUCAU A CAUAAGCG 


682 


CGCUUAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGCCG 


15990 


5097 


UCAUACAU A AGCGCGAU 


683 


AUCGCGCU CUGAUGAG GCCGUUAGGC CGAA AUGUAUGA 


15991 


5106 


AGCGCGAU A GUGCAGGG 


684 


CCCUGCAC CUGAUGAG GCCGUUAGGC CGAA AUCGCGCU 


15992 


5136 


GAGCCAAU C CCAGCCGG 


685 


CCGGCUGG CUGAUGAG GCCGUUAGGC CGAA AUU66CUC 


15993 


5147 


AGCCGGAU U CGAACCUG 


686 


CAGGUUCG CUGAUGAG GCCGUUAGGC CGAA AUCCGGCU 


15994 


5148 


GCCGGAUU C GAACCUGA 


687 


UCAGGUUC CUGAUGAG GCCGUUAGGC CGAA AAUCCGGC 


15995 


5178 


AAACAGAU C ACUGUACU 


688 


AGUACAGU CUGAUGAG GCCGUUAGGC CGAA AUCUGUUU 


15996 


5184 


AUCACUGU A CUGGAUOJ 


689 1 AGAUCCAG CUGAUQAG GCCQUUAOGC CGAA ACAGUGAU 


15997 
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5191 


UACUG6AU C UCCAUCCC 


690 


GGGAUGGA CUGAUGAG GCCGUUAGGC GGAA AUCCAGUA 


15998 


5193 


CUGGADCU C CAUCCCGG 


691 


CCGGGAUG CUGAUGAG GCCGUUAGGC CGAA AGAUCCAG 


15999 


5197 


AUCUCXaU C CXX3GCGCC 


692 


GGCGCCGG CUGAUGAG GCCGUUAGGC CGAA AUGGAOAU 


16000 


5209 


GCGCCGGU A AAACAAGG 


693 


CCUUGUUU CUGAUGAG GCCGUUAGGC CGAA ACCGGCGC 


16001 


5223 


AGGAGGAU U CUGCCACA 


694 


UGUGGCAG CUGAUGAG GCCGUUAGGC CGAA AUCCUCCU 


16002 


5224 


GGAGGAUU C UGCCACAG 


695 


CUGUGGCA CUGAUGAG GCCGUUAGGC CGAA AAUCCUCC 


16003 


5235 


CCACAGAU C AUCAAAQA 


696 


UCUUUGAU CUGAUGAG GCCGUUAGGC CGAA AUCUGUGG 


16004 


5238 


CAGAUCAU C AAAGAGGC 


697 


GCCUCUUU CUGAUGAG GCCGUUAGGC CGAA AUGAUCUG 


16005 


5250 


GAGGCCAU A AACAGAAG 


698 


CUUCUGUU CUGAUGAG GCCGUUAGGC CGAA AUGGCCUC 


16006 


5277 


GCCGUGCU A GCACCAAC 


699 


GUUGGUGC CUGAUGAG GCCGUUAGGC CGAA AGCACGGC 


16007 


5292 


ACCAGGGU U GUGGCUGC 


700 


GCAGCCAC CUGAUGAG GCCGUUAGGC CGAA ACCCUGGU 


16008 


5334 


CUGCCCAU C CGGUACCA 


701 


UGGUACCG CUGAUGAG GCCGUUAGGC CGAA AUGGGCAG 


16009 


5339 


CAUCCGGU A CCAGACAU 


702 


AUGUCUGG CUGAUGAG GCCGUUAGGC CGAA ACCGGAUG 


16010 


5348 


CCAGACAU C CX3CAGUGC 


703 


GCACUGCG CUGAUGAG GCCGUUAGGC CGAA AUGUCUGG 


16011 


5368 


GAGAACAU A AUGGAAAU 


704 


AUUUCCAU CUGAUGAG GCCGUUAGGC CGAA AUGUUCUC 


16012 


5382 


AAUGAGAU U 6UUGAUGU 


705 


ACAUCAAC CUGAUGAG GCCGUUAGGC CGAA AUCUCAUU 


16013 


5385 


GAGAUUGU U GAUGUCAU 


706 


AUGACAUC CUGAUGAG GCCGUUAGGC CGAA ACAAUCUC 


16014 


5391 


GUUGAUGU C AUGUGUCA 


707 


UGACACAU CUGAUGAG GCCGUUAGGC CGAA ACAUCAAC 


16015 


5398 


UCAUGUGU C AUGCUACC 


708 


GGUAGCAU CUGAUGAG GCCGUUAGGC CGAA ACACAUGA 


16016 


5404 


GUCAUGCU A CCCUCACC 


709 


GGUGAGGG CUGAUGAG GCCGUUAGGC CGAA AGCAUGAC 


16017 


5409 


GCUACCCU C ACCCACAG 


710 


CUGUGGGU CUGAUGAG GCCGUUAGGC CGAA AGGGUAGC 


16018 


5426 


GCUGAUGU C UCCUCACA 


711 


UGUGAGGA CUGAUGAG GCCGUUAGGC CGAA ACAUCAGC 


16019 


5428 


UGAUGUCU C CUCACAGG 


712 


CCUGUGAG CUGAUGAG GCCGUUAGGC CGAA AGACAUCA 


16020 


5431 


UGUCUCCU C ACAGGGUG 


713 


CACCCUGU CUGAUGAG GCCGUUAGGC CGAA AGGAGACA 


16021 


5447 


GCCGAACU A CAACCUGU 


714 


ACAGGUUG CUGAUGAG GCCGUUAGGC CGAA AGUUCGGC 


16022 


5456 


. CAACCUGU U CGUGAUGG 


715 


CCAUCACG CUGAUGAG GCCGUUAGGC CGAA ACAGGUUG 


16023 


5457 


AACCUGUU C GUGAUGGA 


716 


UCCAUCAC CUGAUGAG GCCGUUAGGC CGAA AACAGGUU 


16024 


5473 


AUGAGGCU C AUUUCACC 


717 


GGUGAAAU CUGAUGAG GCCGUUAGGC CGAA AGCCUCAU 


16025 


5476 


AGGCUCAU U UCACCGAC 


718 


GUCGGUGA CUGAUGAG GCCGUUAGGC CGAA AUGAGCCU 


16026 


5477 


GGCUCAUU U CACCGACC 


719 


GGUCGGUG CUGAUGAG GCCGUUAGGC CGAA AAUGAGCC 


16027 


5478 


GCUCAUUU C ACCGACCC 


720 


GGGUCGGU CUGAUGAG GCCGUUAGGC CGAA AAAUGAGC 


16028 


5491 


ACCCAGCU A GCAUUGCA 


721 


UGCAAUGC CUGAUGAG GCCGUUAGGC CGAA AGCUGGGU 


16029 


5496 


GCUAGCAU U GCAGCAAG 


722 


CUUGCUGC CUGAUGAG GCCGUUAGGC CGAA AUGCUAGC 


16030 


5509 


CAAGAGGU U ACAUUUCC 


723 


GGAAAUGU CUGAUGAG GCCGUUAGGC CGAA ACCUCUUG 


16031 


5510 


AAGAGGUU A CAUUUCCA 


724 


UGGAAAUG CUGAUGAG GCCGUUAGGC CGAA AACCUCUU 


16032 


5514 


GGtJUACAU 0 UCCACAAA 


725 


UUUGUGGA CUGAUGAG GCCGUUAGGC CGAA AUGUAACC 


16033 


5515 


GUUACAUU U CCACAAAG 


726 


CUUUGU6G CUGAUGAG GCCGUUAGGC CGAA AAUGUAAC 


16034 


5516 


UUACAUUU C CACAAAGG 


727 


CCUUUGUG CUGAUGAG GCCGUUAGGC CGAA AAAUGUAA 


16035 


5526 


ACAAAGGU C GAGCUAGG 


728 


CCUAGCUC CUGAUGAG GCCGUUAGGC CGAA ACCUUUGU 


16036 


5532 


GUCGAGCU A GGGGAGGC 


729 


GCCUCCCC CUGAUGAG GCCGUUAGGC CGAA AGCUCGAC 


16037 


5550 


GCGGCAAU A UUCAUGAC 


730 


GUCAUGAA CUGAUGAG GCCGUUAGGC CGAA AUUGCCGC 


16038 


5552 


GGCAAUAU U CAUGACAG 


731 


CUGUCAUG CUGAUGAG GCCGUUAGGC CGAA AUAUUGCC 


16039 


5553 


GCAAUAUU C AUGACAGC 


732 


GCUGUCAU CUGAUGAG GCCGUUAGGC CGAA AAUAUUGC 


16040 


5578 


CAGGCACU U CAGAUCCA 


733 


UGGAUCUG CUGAUGAG GCCGUUAGGC CGAA AGUGCCUG 


16041 


5579 


AGGCACUU C AGAUCCAU 


734 


AUGGAUCU CUGAUGAG GCCGUUAGGC CGAA AAGUGCCU 


16042 


5584 


CUUCAGAU C CAUUCCCA 


735 


UGGGAAUG CUGAUGAG GCCGUUAGGC CGAA AUCUGAAG 


16043 


5568 


AGAUCCAU U CCCAGAGU 


736 


ACUCUGGG CUGAUGAG GCCGUUAGGC CGAA AUGGAUCU 


16044 


5589 


GAUCCAUU C CCAGAGUC 


737 


GACUCUGQ CUGAUGAG GCCGUUAGGC CGAA AAUGGAUC 


16045 


5597 


CCCAGAGU C CAAUUCAC 


738 


GUGAAUUG CUGAUGAG GCCGUUAGGC CGAA ACUCUGGG 


16046 


5602 


AGUCCAAU U CACCAAUU 


739 


AAUUGGUG CUGAUGAG GCCGUUAGGC CGAA AUUGGACU 


16047 


5603 


6UCCAAUU C ACCAAUUU 


740 


AAAUUGGU CUGAUGAG GCCGUUAGGC CGAA AAUUGGAC 


16048 


5610 


UCACCAAU U UCOGACUU 


741 


AAQUCGGA CUGAUGAG GCCGUUAGGC CGAA AUUGGUGA 


16049 


5611 


CACCAAUU U CCGACUUA 


742 


UAA6UCGG CUGAUGAG GCCGUUAGGC CGAA AAUUGGUG 


16050 


5612 


ACCAAUUU C CGACUUAC 


743 


GUAAGUCG CUGAUGAG GCCGUUAGGC CGAA AAAUUGGU 


16051 


5618 


UUCCGACU U ACAGACUG 


744 


CAGUCUGU CUGAUGAG GCCGUUAGGC CGAA AGUCGGAA 


16052 


5619 


UCCGACUU A CAGACUGA 


745 


UCAGUCUG CUGAUGAG GCCGUUAGGC CGAA AAGUCGGA 


16053 


5631 


ACUGAGAU C CCGGAUCG 


746 


CGAUCCGG CUGAUGAG GCCGUUAGGC CGAA AUCUCAGU 


16054 


5638 


UCCCGGAU C GAGCUUGG 


747 


CCAAGCUC CUGAUGAG GCCGUUAGGC CGAA AUCCGGGA 


16055 


5644 


AUCGAQCU U GGAACUCU 


748 


AGAGUUCC CUGAUGAG GCCGUUAGGC CGAA AGCUCGAU 


16056 


5651 


UUGGAACU C UGGAUACG 


749 


CGUAUCCA CUGAUGAG GCCGUUAGGC CGAA AGUUCCAA 


16057 


5657 


CUCUGGAU A CGAAUGGA 


750 


UCCAUUCG CUGAUGAG GCCGUUAGGC CGAA AUCCAGAG 


16058 


5667 


GAAUGQAU C ACAGAAUA 


751 


UAUUCUGU CUGAUGAG GCCGUUAGGC CGAA AUCCAUUC 


16059 


5675 


CACAQAAU A CACCGGGA 


752 


UCCCG6UG CUGAUGAG GCCGUUAGGC CGAA AUUCUGUG 


16060 
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5691 


AAGACX5GU U UGGUUUGU 


753 


ACAAACCA CUGAUGAG GCCGUUAGGC CGAA ACCGUCUU 


16061 


5692 


ACmCGGUU U GGUUU6UG 


754 


CACAAACC CUGAUGAG GCCGUUAGGC CGAA AACCGUCU 


16062 


5696 


GGUUUGGU U UGUGCCUA 


755 


UAGGCACA CUGAUGAG GCCGUUAGGC CGAA ACCAAACC 


16063 


5697 


GUUUGGUU U GUGCCUAG 


756 


CUAGGCAC CUGAUGAG GCCGUUAGGC CGAA AACCAAAC 


16064 


5704 


UUGUGCCU A GUGUCAAG 


757 


CUUGACAC CUGAUGAG GCCGUUAGGC CGAA AGGCACAA 


16065 


5709 


CCUAGUGU C AAGAUGGG 


758 


CCCAUCUU CUGAUGAG GCCGUUAGGC CGAA ACACUAGG 


16066 


5727 


AAUGAGAU U GCCCUUUG 


759 


CAAAGGGC CUGAUGAG GCCGUUAGGC 06AA AUCUCAUU 


16067 


5733 


AUUGCCCU U UGCCUACA 


760 


UGUAGGCA CUGAUQAO GCCGUUAOGC CGAA AGGGCAAU 


16068 


5734 


UUGCCCUU U GCCUACAA 


761 


UUGUAGGC CUGAUGAG GCCGUUAGGC CGAA AAGG6CAA 


16069 


5739 


CUUUGCCU A GAACGUGC 


762 


GCACGUU6 CUGAUGAG GCCGUUAGGC CGAA AGGCAAAG 


16070 


5760 


AAGAAAGU A GUCCAAUU 


763 


AAUUGGAC CUGAUGAG GCCGUUAGGC CGAA ACUUUCUU 


16071 


5763 


AAAGUAGU C CAAUUGAA 


764 


UUCAAUUG CUGAUGAG GCCGUUAGGC CGAA ACUACUUU 


16072 


5768 


AGUCCAAU U QAACAGAA 


765 


UUCUGUUC CUGAUGAG GCCGUUAGGC CGAA AUUGGACU 


16073 


5780 


CAGAAA6U C GUACGAGA 


766 


UCUCGUAC CUGAUGAG GCCGUUAGGC CGAA ACUUUCUG 


16074 


5783 


AAAGUCGU A GGAGACGG 


767 


CCGUCUCG CUGAUGAG GCCGUUAGGC CGAA ACGACUUU 


16075 


5795 


GACGGAGU A CCCAAAAU 


768 


AUUUUGGG CUGAUGAG GCCGUUAGGC CGAA ACUCCGUC 


16076 


5806 


CAAAAUGU A AGAACGAU 


769 


AUCGUUCU CUGAUGAG GCCGUUAGGC CGAA ACAUUUUG 


16077 


5818 


ACGAUGAU U GGGACUUU 


770 


AAAGUCCC CUGAUGAG GCCGUUAGGC CGAA AUCAUCGU 


16078 


5825 


UUGGGACU U UGUUAUCA 


771 


UGAUAACA CUGAUGAG GCCGUUAGGC CGAA AGUCCCAA 


16079 


5826 


UGGGACUU U GUUAUCAC 


772 


GUGAUAAC CUGAUGAG GCCGUUAGGC CGAA AA6UCCCA 


16080 


5829 


GACXKJUGU U AUCACAAC 


773 


GUUGUGAU CUGAUGAG GCCGUUAGGC CGAA ACAAAGUC 


16081 


5830 


ACUUUGUU A UCACAACA 


774 


UGUUGUGA CUGAUGAG GCCGUUAGGC CGAA AACAAAGU 


16082 


5832 


UUUGUUAU C ACAACAGA 


775 


UCUGUUGU CUGAUGAG GCCGUUAGGC CGAA AUAACAAA 


16083 


5844 


ACAGACAU A UCUGAAAU 


776 


AUUUCAGA CUGAUGAG GCCGUUAGGC CGAA AUGUCUGU 


16084 


5846 


AGACAUAU C UGAAAUGG 


777 


CCAUUUCA CUGAUGAG GCCGUUAGGC CGAA AUAUGUCU 


16085 


5860 


VGGGGGCU A ACUUCAAG 


778 


CUUGAAGU CUGAUGAG GCCGUUAGGC CGAA AGCCCCCA 


16086 


5664 


GGCUAACa U CAAGGCGA 


779 


UCGCCUUG CUGAUGAG GCCGUUAGGC OGAA AGUUAGCC 


16087 


5865 


GCUAACUU C AAGGCGAG 


780 


CUCGCCUU CUGAUGAG GCCGUUAGGC CGAA AAGUUAGC 


16088 


5883 


AGGGUGAU U GACAGCCG 


781 


CGGCUGUC CUGAUGAG GCCGUUAGGC CGAA AUCACCCU 


16089 


5913 


CCAACCAU C AUAACAGA 


782 


UCUGUUAU CUGAUGAG GCCGUUAGGC CGAA AUGGUUGG 


16090 


5916 


ACCAUCAU A ACAGAAGG 


783 


CCUUCUGU CUGAUGAG GCCGUUAGGC CGAA AU6AUGGU 


16091 


5940 


AGAGUGAU C CUGGGAGA 


784 


UCUCCCAG CUGAUGAG GCCGUUAGGC CGAA AUCACUCU 


16092 


5954 , 


AGAACGAU C UGCAGUGA 


785 


UCACUGCA CUGAUGAG GCCGUUAGGC CGAA AUQGUUCU 


16093 


5971 


CAGCAGCU A GUGCCGCC 


786 


GGCGGCAC CUGAUGAG GCCGUUAGGC CGAA AGCUGCUG 


16094 


5995 


GUGGACGU A UCGGUAGA 


787 


UCUACCGA CUGAUGAG GCCGUUAGGC CGAA ACGUCCAC 


16095 


5997 


GGACGUAU C GGUAGAAA 


788 


UXJUCUACC CUGAUGAG GCCGUUAGGC CGAA AUACGUCC 


16096 


6001 


GUAUCGGU A GAAAUCCG 


789 


CGGAUUUC CUGAUGAG GCCGUUAGGC CGTVA ACCGAUAC 


16097 


6007 


GUAGAAAU C CGUCGCAA 


790 


UUGCGACG CUGAUGAG GCCGUUAGGC CGAA AUUUCUAC 


16098 


6011 


AAAUCCGU C GCAAGUUG 


791 


CAACUUGC CUGAUGAG GCCGUUAGGC CGAA ACGGAUUU 


16099 


6018 


UCGCAAGU U GGUQAUGA 


792 


UCAUCACC CUGAUGAG GCCGUUAGGC CGAA ACUUGCGA 


16100 


6029 


UGAUGAGU A CUGUUAUG 


793 


CAUAACAG CUGAUGAG GCCGUUAGGC CGAA ACUCAUCA 


16101 


6034 


A6UACUGU U AUGGGGGG 


794 


CCCCCCAU CUGAUGAG GCCGUUAGGC CGAA ACAGUACU 


16102 


6035 


GUACUGOU A UGGGGGGC 


795 


GCCCCCCA CUGAUGAG GCCGUUAGGC CGAA AACAGUAC 


16103 


6062 


AGACGACU C GAACUUCG 


796 


CGAAGUUC CUGAUGAG GCCGUUAGGC CGAA AGUCGUCU 


16104 


6068 


CUCGAACU U CGCCCAUU 


797 


AAUGGGCG CUGAUGAG GCCGUUAGGC CGAA AGUUCGAG 


16105 


6069 


UCGAACUU C GCCCAUUG 


798 


CAAUGGGC CUGAUGAG GCCGUUAGGC CGAA AAGUUCGA 


16106 


6076 


UCGCCCAU U GGACUGAG 


799 


CUCAGUCC CUGAUGAG GCCGUUAGGC CGAA AUGGGCGA 


16107 


6093 


GCACGAAU C AUGCUGGA 


800 


UCCAGCAU CUGAUGAG GCCGUUAGGC CGAA AUUCGUGC 


16108 


6108 


GACAACAU C AACAUGCC 


801 


GGCAUGUU CUGAUGAG GCCGUUAGGC CGAA AUGUUGUC 


16109 


6129 


GGACU6AU C GCUCAAUU 


802 


AAUUGAGC CUGAUGAG GCCGUUAGGC CGAA AUCAGUCC 


16110 


6133 


' UGAD06CU C'AAUUCUAC 


803 


GUAGAAUU CUGAUGAG GCCGUUAGGC CGAA AGCGAUCA 


16111 


6137 


CGCUCAAU U CUACCAAC 


804 


GUUGGUAG CUGAUGAG GCCGUUAGGC CGAA AUU6AGCG 


16112 


6138 


GCUCAAUU C UACCAACC 


805 


GGUUGGUA CUGAUGAG GCCGUUAGGC CGAA AAUUGAGC 


16113 


6140 


UCAAUUCU A CCAACCAG 


806 


CUGGUUGG CUGAUGAG GCCGUUAGGC CGAA AGAAUUGA 


16114 


6162 


GAGAAGGU A UAUACCAU 


807 


AUGGUAUA CUGAUGAG GCCGUUAGGC CGAA ACCUUCUC 


16115 


6164 


GAAGGUAU A UACCAUGG 


808 


CCAUGGUA CUGAUGAG GCCGUUAGGC CGAA AUACCUUC 


16116 


6166 


AGGUAUAU A CCAUGGAU 


809 


AUCCAUGG CUGAUGAG GCCGUUAGGC CGAA AUAUACCU 


16117 


6182 


UGGGGAAU A CCGGCUCA 


810 


UGAGCCGG CUGAUGAG GCCGUUAGGC CGAA AUUCCCCA 


16118 


6189 


UACCGGCU C AGAGOAGA 


811 


UCUCCUCU CUGAUGAG GCCGUUAGGC CGAA AGCCGGUA 


16119 


6212 


AAAAAACU U UCUGGAAC 


812 


GUUCCAGA CUGAUGAG GCCGUUAGGC CGAA AGUUUUUU 


16120 


6213 


AAAAACUU U CUGGAACU 


813 


AGUUCCAG CUGAUGAG GCCGUUAGGC CGAA AAGUUUUU 


16121 


6214 


AAAACUUU C UGGAACUG 


814 


CAGUUCCA CUGAUGAG GCCGUUAGGC CGAA AAAGUUUU 


16122 


6224 


GGAACUGU U GAGQACUG 


815 


CAGUCCUC CUQAUQAG GCCGUUAGGC CGAA ACAGUUCC 


16123 
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6238 


CUGCAGAU C UGCCAGUU 


816 


AACUGGCA CUGAUGAG GCCGUUAGGC CGAA AUCUGCAG 


16124 


6246 


CUGCCAGU U UGGOJGGC 


817 


GCCAGCCA CUGAUGAG GCCGUUAGGC CGAA ACUGGCAG 


16125 


6247 


UGCCAGUU U GGCUGGCU 


818 


AGCCAGCC CUGAUGAG GCCGUUAGGC CGAA AACUGGCA 


16126 


6256 


GGCUGGOJ U ACAA66UU 


819 


AACCUUGU CUGAUGAG GCCGUUAGGC CGAA AGCCAGCC 


16127 


6257 


GCUGGCUU A CAAGGUUG 


820 


CAACCUUG CUGAUGAG GCCGUUAGGC CGAA AAGCCAGC 


16128 


6264 


UACAAGGU U GCAGCGGC 


821 


GCCGCUGC CUGAUGAG GCCGUUAGGC CGAA ACCUUGUA 


16129 


6281 


UQGRGUGU C AUACCACX3 


822 


CGUGGUAU CUGAUGAG GCCGUUAGGC CGAA ACACUCCA 


16130 


6284 


AGUGUCAD A CCACGACC 


823 


GGUC6UGG CUGAUGAG GCCGUUAGGC CGAA AUGACACU 


16131 


6305 


GUGGDGCU U UGAUG6UC 


824 


GACCAUCA CUGAUGAG GCCGUUAGGC OGAA AGCACCAC 


16132 


6306 


UGGOGCUU U GAUGGUCC 


825 


GGACCAUC CUGAUGAG GCCGUUAGGC CGAA AAGCACCA 


16133 


6313 


UUGAUGGU C CUAGGACA 


626 


UGUCCUAG CUGAUGAG GCCGUUAGGC OGAA ACCAUCAA 


16134 


6316 


AUGGUCCU A GGACAAAC 


827 


QUUUGUCC CUGAUGAG GCCGUUAGGC CGAA AGQACCAU 


16135 


6330 


AACACAAU U UUAGAAGA 


828 


UCUUCUAA CUGAUGAG GCCGUUAGGC CGAA AUUGUGUU 


16136 


6331 


ACACAAUU U UAGAAGAC 


829 


GUCUUCUA CUGAUGAG GCCGUUAGGC CGAA AAUUGUGU 


16137 


6332 


CACAAUUU U AGAAGACA 


830 


UGUCUUCU CUGAUGAG GCCGUUAGGC CGAA AAAUUGUG 


16138 


6333 


ACAAUUUU A GAAGACAA 


831 


UUGUCUUC CUGAUGAG GCCGUUAGGC CGAA AAAAUUGU 


16139 


6357 


GUGGAAGCJ C AUCACGAA 


832 


UUCGUGAU CUGAUGAG GCCGUUAGGC CGAA ACUUCCAC 


16140 


6360 


GAAGUCAU C ACGAAGCU 


833 


AGCUUCGU CUGAUGAG GCCGUUAGGC CGAA AUGACUUC 


16141 


6369 


ACGAAGCU U GGUGAAAG 


834 


CUUUCACC CUGAUGAG GCCGUUAGGC CGAA AGCUUCGU 


16142 


6384 


AGGAAGAU U CUGAGGCC 


635 


GGCCUCAG CUGAUGAG GCCGUUAGGC CGAA AUCUUCCU 


16143 


6385 


GGAAGAUU C UGAGGCCG 


836 


CGGCCUCA CUGAUGAG GCCGUUAGGC CGAA AAUCUUCC 


16144 


6402 


CGCUGGAU U GACGCCAG 


837 


CUGGCGUC CUGAUGAG GCCGUUAGGC CGAA AUCCAGCG 


16145 


6416 


CAGGGUGU A CUCGGAUC 


838 


GAUCCGAG CUGAUGAG GCCGUUAGGC CGAA ACACCCUG 


16146 


6419 


GGUGUACU C GGAUCACC 


839 


GGUGAUCC CUGAUGAG GCCGUUAGGC CGAA AGUACACC 


16147 


6424 


ACUCGGAU C ACCAGGCA 


840 


UGCCUGGU CUGAUGAG GCCGUUAGGC CGAA AUCCGAGU 


16148 


6435 


CAGGCACU A AAGGCGUU 


841 


AACGCCUU CUGAUGAG GCCGUUAGGC CGAA AGUGCCUG 


16149 


6443 


AAAGGCGU U CAAGGAOT 


842 


AGUCCUUG CUGAUGAG GCCGUUAGGC CGAA ACGCCUUU 


16150 


6444 


AAGGOGUU C AAGGACUU 


843 


AAGUCCUU CUGAUGAG GCCGUUAGGC CGAA AACGCCUU 


16151 


6452 


CAAGGACU U CGCCUCGG 


844 


CCGAGGCG CUGAUGAG GCCGUUAGGC CGAA AGUCCUUG 


16152 


6453 . 


AAGGACUU C GCCUCGGG 


845 


CCCGAGGC CUGAUGAG GCCGUUAGGC CGAA AAGUCCUU 


16153 


6458 


CUUCGCCU C GGGAAAAC 


846 


GUUUUCCC CUGAUGAG GCCGUUAGGC CGAA AGGCGAAG 


16154 


6469 


GAAAACGU U CUCAGAUA 


847 


UAUCUGAG CUGAUGAG GCCGUUAGGC CGAA ACGUUUUC 


16155 


6470 


AAAACGUU C UCAGAUAG 


848 


CUAUCUGA CUGAUGAG GCCGUUAGGC CGAA AACGUUUU 


16156 


6472 


AACGUUCU C AGAUAGGG 


849 


CCCUAUCU CUGAUGAG GCCGUUAGGC CGAA AGAACGUU 


16157 


6477 


UCUCAGAU A GGGCUCAU 


850 


AUGA6CCC CUGAUGAG GCCGUUAGGC CGAA AUCUGAGA 


16158 


6483 


AUAGGGCU C AUUGAGGU 


851 


ACCUCAAU CUGAUGAG GCCGtJUAGGC CGAA AGCCCUAU 


16159 


6486 


GGGCUCAU U GAGGUUCU 


852 


AGAACCUC CUGAUGAG GCCGUUAGGC CGAA AUGAGCCC 


16160 


6492 


AUUGAGGU U CUGGGAAA 


853 


UUUCCCAG CUGAUGAG GCCGUUAGGC CGAA ACCUCAAU 


16161 


6493 


UUGAGGUU C UGGGAAAG 


854 


CUUUCCCA CUGAUGAG GCCGUUAGGC CGAA AACCUCAA 


16162 


6515 


UGAGCACU U CAUGG6GA 


855 


UCCCCAOG CUGAUGAG GCCGUUAGGC CGAA AGUGCUCA 


16163 


6516 


GAGCACUU C AU6GGGAA 


856 


UUCCCCAU CIK3AUQAG GCCGUUAGGC CGAA AAGUGCUC 


16164 


6540 


GAAGCACU U GACACCAU 


857 


AUGQUGUC CUGAUGAG GCCGUUAGGC CGAA AGUGCUUC 


16165 


6551 


CACCAUGU A CGUUGUGG 


858 


CCACAACG CUGAUGAG GCCGUUAGGC CGAA ACAUGGUG 


16166 


6555 


AUGUACGU U GUGGCCAC 


859 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA ACGUACAU 


16167 


6586 


GAAGAGOJ C ACAGAAUG 


860 


CAUUCUGU CUGAUGAG GCCGUUAGGC CGAA AGCUCUUC 


16168 


6619 


CAGAUGCU C UUCAGACA 


861 


UGUCUGAA CUGAUGAG GCCGUUAGGC CGAA AGCAUCUG 


16169 


6621 


GAUGCaCU U CAGACAAa 


862 


AUUGUCUG CUGAUGAG GCCGUUAGGC CGAA AGAGCAUC 


16170 


6622 


AUGCITCUU C AGACAAUU 


863 


AAUUGUCU CUGAUGAG GCCGUUAGGC CGAA AAGAGCAU 


16171 


6630 


CAGACAAU U GCCUUGAU 


864 


AUCAAGGC CUGAUGAG GCCGUUAGGC CGAA AUUGUCUG 


16172 


6635 


AAUUGCCU U GAUUGCCU 


865 


AGGCAAUC CUGAUGAG GCCGUUAGGC CGAA AGGCAAUU 


16173 


6639 


GCCUUGAU U GCCUUAUU 


866 


AAUAAGGC CUGAUGAG GCCGUUAGGC CGAA AUCAAGGC 


16174 


6644 


GAUUGCCU U AUUGAGUG 


867 


CACUCAAU CUGAUGAG GCCGUUAGGC CGAA AGGCAAUC 


16175 


6645 


AUUGCCUU A UUGAGUGU 


868 


ACACUCAA CUGAUGAG GCCGUUAGGC CGAA AAGGCAAU 


16176 


6647 


U6CCUUAU U GAGUGUGA 


869 


UCACACUC CUGAUGAG GCCGUUAGGC CGAA AUAAGGCA 


16177 


6669 


AUGGGAGD A UUCUUCCU 


870 


AGGAAGAA CUGAUGAG GCCGUUAGGC CGAA ACUCCCAU 


16178 


6671 


GGGAGUAU U CUUCCUCC 


871 


GGAGGAAG CUGAUGAG GCCGUUAGGC CGAA AUACUCCC 


16179 


6672 


GGAGUAUU C UUCCUCCU 


872 


AGGAGGAA CUGAUGAG GCCGUUAGGC CGAA AAUACUCC 


16180 


6674 


AGOAUUCU U CCUCCUCA 


873 


UGAGGAGG CUGAUGAG GCCGUUAGGC CGAA AGAAUACU 


16181 


6675 


GUAUUCUU C CUCCUCAU 


874 


AU6AGGAG CUGAUGAG GCCGUUAGGC CGAA AAGAAUAC 


16182 


6678 


UUCUUCCU C CUCAUGCA 


875 


UGCAUGAG CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


16183 


6681 


UUCCUCCU C AUGCAGCG 


876 


CGCUGCAU CUGAUGAG GCCGUUAGGC CGAA AGGAGGAA 


16184 


6699 


AAGGGCAU U GGAAAGAU 


877 


AUCUUUCC CUGAUGAG GCCGUUAGGC CGAA AUGCCCUU 


16185 


6708 


GGAAAGAU A GGUUUGGG 


878 


CCCAAACC CUGAUGAG GCCGUUAGGC CGAA AUCUUUCC 


16186 
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6712 


AGAUAGGU U U6G6AOGC 


879 


GCCUCCCA CUGAUGAG GCCGUUAGGC OSAA ACCUAUCU 


16187 


6713 


GAUAGGUU U 6GGAG6CG 


880 


CGCCUCCC CUGAUGAG GCCGUUAGGC CQAA AACCUAUC 


16188 


6726 


GGCGCUGU C UUGGGA6U 


881 


ACUCCCAA CUGAXK3AG GCCGUUAGGC CGAA ACAGCGCC 


16189 


6728 


CGCUGUCU U GGGAGUCG 


882 


CGACUCCC CUGAUGAG GCCGUUAGGC CGAA AGACAGCG 


16190 


6735 


UUGGGAGU C GCGACCUU 


883 


AAGGUCGC CUGAUGAG GCCGUUAGGC CGAA ACUCCCAA 


16191 


6743 


CGCGACCU U UUUCUGUU 


884 


AACAGAAA CUGAUGAG GCCGUUAGGC CGAA AGGUCGCG 


16192 


6744 


GCGACCUU U UUCU6UUG 


885 


CAACAGAA CUGAUGAG GCCGUUAGGC CGAA AAGGUCGC 


16193 


6745 


CGACCUUU U UCUGUUGQ 


886 


CCAACAGA CUGAUGAG GCCGUUAGGC CGAA AAAGGUCG 


16194 


6746 


QACCUUUU U CUGUUGGA 


887 


UCCAACAG CUGAUGAG GCCGUUAGGC CQAA AAAAGGUC 


16195 


6747 


ACCUUUUU C UGUUGGAU 


888 


AUCCAACA CUGAUGAG GCCGUUAGGC CGAA AAAAAGGU 


16196 


6751 


UUUUCUGU U GGAUGGCU 


889 


AGCCAUCC CUGAUGAG GCCGUUAGGC CGAA ACAGAAAA 


16197 


6765 


GCUGAAGU U CCAGGAAC 


890 


GUUCCUGG CUGAUGAG GCCGUUAGGC CGAA ACUUCAGC 


16198 


6766 




891 


G6UUCCU6 CUQADGAG GCCGUUAGGC CGAA. AAPlTTTrAO 


1 K 1 QQ 


6780 


ACGAAGAIT C 6CCGGAAU 


892 


AUUCCGGC CUGAUGAG GCCGUUAGGC CGAA AIICUtTCGiT 


XD^ UU 


6791 




893 


AGAGCAGC CUGAUGAG GCCGUUAGGC CGAA ACATlfinPa 


XO aUX 


6798 


UUGCUGCU C UCCCUUCU 


894 


AGAAGGGA CUGAUGAG GCCGUUAGGC CGAA AGCAGCAA 


16202 


6800 




895 


AfrAf^AAr^ PtTftATIRAfi nrrOTTTTAOnP POAA anARpafv 

\^\j\M\.\J\jrv-3 \S\^\0\3\J\J-rvj\3\^ x»VAnr\ /VJiA>vj\»j^o^ 




6804 


CUCUCCCU U CUCUUGAU 


896 


AUCAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGGAGAG 


16204 


6805 


UCUCCCUU C UCUUGAUG 


897 


CAUCAAGA CUGAUGAG GCCGUUAGGC CGAA AAGGGAGA 


16205 


6807 


UCCCUUCU C UUGAUGAU 


898 


AUCAUCAA CUGAUGAG GCCGUUAGGC CGAA AGAAGGGA 


16206 


6809 


CCUUCUCU U GAUGAUUG 


899 


CAAUCAUC CUGAUGAG GCCGUUAGGC CGAA AGAfiAAGr? 


16207 


6816 




900 


AUUAGCAC CUGAUGAG GCCGUUAGGC CGAA AUCAUCAA 


xo ^ a 


6822 


AUUGUGCU A AUUCCUGA 


901 


UCAGGAAU CUGAUGAG GCCGUUAGGC CGAA AGCACAAU 


16209 


6825 


6UGCUAAU U CCUGAGCC 


902 


GGCUCAGG CUGAUGAG GCCGUUAGGC CGAA AUUAGCAC 


xo^xu 


6826 




903 


UGGPUCAG rUtSAUGAG GPCnrniAGGP PGA& HATITTAGPA 


xo^xx 


6847 


AGCAACGU U CGCAQACA 


904 


UGUCU6C6 CUGAUGAG GCCGUUAGGC CGAA ACGUOGCII 


XO 46 X<e> 


6848 


GCAACGUU C GCAGACA6 


905 


CUGUCUGC CUGAUGAG GCCGUUAGGC CGAA AACGUUGC 


16213 


6867 


AACCAGCU A GCCGiUGUU 


906 


AACACGGC CUGAUGAG GCCGUUAGGC CGAA AGCUGGUU 


16214 


6875 


AGCCGUGU U CCUGAUUU 


907 


AAAUCAGG CUGAUGAG GCCGUUAGGC CGAA ACACGGCU 


16215 


6876 


GCCGUGUU C CUGAUUUG 


908 


CAAAUCAG CUGAUGAG GCCGUUAGGC CGAA AACACGGC 


16216 


6882 


UUCCUGAU U UGUGUCAU 


909 


AUGACACA CUGAUGAG GCCGUUAGGC CGAA AUCAGGAA 


16217 


6883 


UCCUGAUU U 6UGUCAUG 


910 


CAUGACAC CUGAUGj\G GCCGUUAGGC CGAA AAUPAGGA 


16218 


6888 


AUUUGUGU C ADGACCCU 


911 


A6GGUCAU CUGAUGAG GCCGUUAGGC CGAA ACACAAAU 


XO^ X7 


6897 


AUGACCCU U 6UGAGCGC 


912 


GCGCUCAC CUGAUGAG GCCGUUAGGC CGAA AGGGUCAU 


XO^fi^U 


6928 


AGAUGGGU U GGCUAGAU 


913 


AUCUAGCC CUGAUGAG GCCGUUAGGC CGAA APCPATIPTI 


xo^^x 


6933 


GGUUGGCU A QAUAAGAC 


914 


GUCUUAUC PUGATTGAG GPPGTTrTaflGP PGJVJV AGCPAAPP 


xoz«^ 


6937 


GGCUAGAU A AGACCAAG 


915 


CUUGGUCU CUGAUGAG GCCGUUAGGC CGAA AUCUAGPP 


X0^4S«7 


6954 


AGUGACAU A AGCAGUUU 


916 


AAACUGCU CUGAUGAG GCCGUUAGGC CGAA AUGUCACU 


16224 


6961 


UAAGCAGU U UGUUUGGG 


917 


CCCAAACA CUGAUGAG GCCGUUAGGC CGAA ACUGCUITA 


XD 3 


6962 


AAGCAGUU U QUUUGGGC 


918 


GCCCAAAC CUGAUGAG GCCGUUAGGC CGAA AACUGCUU 


16226 


6965 


CAGUUUGU U UGGGCAAA 


919 


UUUGCCCA CUGAUGAG GCCGUUAGGC CGAA ACAAACtIG 


xo^s^ / 


6966 


AGUUUGUU U GGGrCAAAG 


920 


CUUUGCCC CUGAUGAG GCCGUUAGGC CGAA AACAAAPU 


16228 


6978 


CAAA6AAU U GAGGUCAA 


921 


UUGAPCUC CUGAUGAG GPCGUUAGGP PGAA aTTTTPrTTTTTrt 


1 Q 

XO«^ J7 


6984 


AUUGAGGU C AAGGAGAA 


922 


UUCUCCUU CUGAUGAG GCCGUUAGGC CGAA ACCUCAAU 


16230 


6994 


AGGAGAAU U UCAGCAUG 


923 


CAUGCUGA CUGAUGAG GCCGUUAGGC CGAA AUUCUCCU 


16231 

XO A JX 


6995 


GGAGAAUU U CAGCAUGG 


924 


CCAUGCUQ CUGAUGAG GCCGUUAGGC CGAA AAUUCUCC 


16232 


6996 


GAGAAUUU C AGCAUGGG 


925 


CCCAUGPTI PTTGAT7GAG GPPGUIIAGGP PGAA 2VAATTTTPITP 


XD^O J 


7010 


GGGAGAGU U UCUUUUGG 


926 


CCAAAAGA CUGAUGAG GCCGUUAGGC CGAA ACUPIIPPC 


16234 


7011 


GGAGAGUU U CUUUUGGA 


927 


UCCAAAAG CUGAUGAG GCCGUUAGGC CGAA AACUCUCC 


16235 


7012 


GAGAGUUU C UUUUGGAC 


928 


GUCCAAAA CUGAUGAG GCCGUUAGGC CGAA AAACUCUC 


X Q Z J O 


7014 


GAGUUUCa U UU6GACUU 


929 


AAGUCCAA CUGAUGAG GCCGUUAGGC CGAA AGAAACUC 




7015 


AGUUUCUU U UGGACUUG 


930 


CAAGUCCA CUGAUGAG GCCGUUAGGC CGAA AAGAAACU 


XD 


7016 


GUUUCUUU U GGACUUGA 


931 


UCAAGUCC CUGAUGAG GCCGUUAGGC CGAA AAAGAAAC 


X0^09 


7022 


UUUGGACU U GAGGCCGG 


932 


CCGGCCUC CUGAUGAG GCCGUUAGGC CGAA AGUCCAAA 


16240 


7043 


AGCQJGGU C ACUGUACG 


933 


CGUACAGU CUGAUGAG GCCGUUAGGC CGAA ACCAGGCU 


xo^^x 


7049 


GUCACUGU A CGCUOUGA 


934 


UCACAGGG CUGAUGAG GCCGUUAGGC CGAA ACAGUGAC 


16242 


7068 


ACAGCGGU C CUCACUCC 


935 


6GAGU6AG CUGADGAG GCCGUUAGGC CGAA ACCQCUGU 


16243 


7071 


GCGGUCCU C ACUCCACU 


936 


AGUGQA6U CUGAUGAG GCCGUUAGGC CGAA AGGACCGC 


16244 


7075 


UCCUCACU C CACUGCUA 


937 


UAGCAGUG CUGAUGAG GCCGUUAGGC CGAA AGUGAGGA 


16245 


7083 


CCACUGCU A AAGCAUUU 


938 


AAAUGCUU CUGAUGAG GCCGUUAGGC CGAA AGCAGUGG 


16246 


7090 


UAAAGCAU U UGAUCACG 


939 


CGUGAUCA CUGAUGAG GCCGUUAGGC CGAA AUGCUUUA 


16247 


7091 


AAAGCAUU U GAUCACGU 


940 


ACGUGAUC CUGAUGAG GCCGUUAGGC CGAA AAUGCUUU 


16248 


7095 


CAUUUGAU C ACGUCAGA 


941 


UCUGACGU CUGAUGAG GCCGUUAGGC CGAA AUCAAAUG 


16249 
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7100 


GAUCAC6CJ C AGAUimOl 


942 


UGUAAUCU CUGAUGAG GCCGUUAGGC CGAA ACGUGAUC 


16250 


7105 


CXSUCAGAU U ACAUCAAC 


943 


GUUGAUGU CUGAUGAG GCCGUUAGGC CGAA AUCUGACG 


16251 


7106 


GUCAGAUU A CAUCAACA 


944 


UGUUGAUG CUGAUGAG GCCGUUAGGC CGAA AAUCUGAC 


16252 


7110 


GAUUACAU C AACACCUC 


945 


GAGGUGUU CUGAUGAG GCCGUUAGGC CGAA AUGUAAUC 


16253 


7118 


CAACACCU C AUUGACCU 


946 


AGGUCAAU CUGAUGAG GCCGUUAGGC CGAA AGGUGUUG 


16254 


7121 


CACCaCAU U GACCUCAA 


947 


UUGAGGUC CUGAUGAG GCCGUUAGGC CGAA AUGAGGUG 


16255 


7127 


AUUGACCU C AAUAAACG 


948 


CGUUUAUU CUGAUGAG GCCGUUAGGC CGAA AGGUCAAU 


16256 


7131 


ACCUCAAU A AACGUUCA 


949 


UGAACGUU CUGAUGAG GCCGUUAGGC CGAA AUUGA6GU 


16257 


7137 


AUAAACGU U CAGGCAAG 


950 


CUUGCCUG CUGAUGAG GCCGUUAGGC CGAA AGGUUUAU 


16258 


7138 


UAAACGUU C AGGCAAGU 


951 


ACUUGCCU CUGAUGAG GCCGUUAGGC CGAA AACGUUUA 


16259 


7152 


AGUGCACU A UUCACACU 


952 


AGUGUGAA CUGAUGAG GCCGUUAGGC CGAA AGUGCACU 


16260 


7154 


UGCACUAU U CACACUCG 


953 


CGAGUGUG CUGAUGAG GCCGUUAGGC CGAA AUAGUGCA 


16261 


7155 


GCACQAUU C ACACUCGC 


954 


GCGAGUGU CUGAUGAG GCCGUUAGGC CGAA AAUAGUGC 


16262 


7161 


UUCACACU C 6C6CGAGG 


955 


CCUCGCGC CUGAUGAG GCCGUUAGGC CGAA AGUGUGAA 


16263 


7172 


GCGAGOCU U CCCCUUCG 


956 


CGAAGGGG CUGAUGAG GCCGUUAGGC CGAA AGCCUCGC 


16264 


7173 


CGAGGCUU C CCCUUCGU 


957 


ACGAAGGG CUGAUGAG GCCGUUAGGC CGAA AAGCCUCG 


16265 


7178 


CUUCCCCU U CGUCGAUG 


958 


CAUCGACG CUGAUGAG GCCGUUAGGC CGAA AGGGGAAG 


16266 


7179 


UUCCCCUU C GUCGAUGU 


959 


ACAUCGAC CUGAUGAG GCCGUUAGGC CGAA AAGGGGAA 


16267 


7182 


CCCUUCGU C GAUGUUGG 


960 


CCAACAUC CUGAUGAG GCCGUUAGGC CGAA ACGAAGGG 


16268 


7188 


GUCGAUGU U GGAGUGUC 


961 


GACACUCC CUGAUGAG GCCGUUAGGC CGAA ACAUCGAC 


16269 


7196 


UGGAGUGU C GGCUCUCC 


962 


GGAGAGCC CUGAUGAG GCCGUUAGGC CGAA ACACUCCA 


16270 


7201 


UGUCGGCU C UCCUGCUA 


963 


UAGCAGGA CUGAUGAG GCCGUUAGGC CGAA AGCCGACA 


16271 


7203 


UCGGCUCU C CUGCUAGC 


964 


GCUAGCAG CUGAUGAG GCCGUUAGGC CGAA AGAGCCGA 


16272 


7209 


CUCCUGCU A GCAGCCGG 


965 


CCGGCUGC CUGAUGAG GCCGUUAGGC CGAA AGCAGGAG 


16273 


7233 


GGACAAGU C ACCCUCAC 


966 


GUGAGGGU CUGAUGAG GCCGUUAGGC CGAA ACUUGUCC 


16274 


7239 


GUCACCCU C ACCGUUAC 


967 


GUAACGGU CUGAUGAG GCCGUUAGGC CGAA AGGGUGAC 


16275 


7245 


CUCACCGU U ACGGUAAC 


968 


GUUACCGU CUGAUGAG GCCGUUAGGC CGAA ACGGUGAG 


16276 


7246 


UCACCGUU A CGGUAACA 


969 


UGUUACCG CUGAUGAG GCCGUUAGGC CGAA AACGGUGA 


16277 


7251 


GUUACGGU A ACAGCGGC 


970 


GCCGCUGU CUGAUGAG GCCGUUAGGC CGAA ACCGUAAC 


16278 


7266 


GCAACACU C CUUUUUUG 


971 


CAAAAAAG CUGAUGAG GCCGUUAGGC CGAA AGUGUUGC 


16279 


7269 


ACACUCCU U UUUUGCCA 


972 


UGGCAAAA CUGAUGAG GCCGUUAGGC CGAA AGGAGUGU 


16280 


7270 


CACUCCUU U UUUGCCAC 


973 


GUGGCAAA CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


16281 


7271 


ACUCCUUU U UUGCCACU 


974 


AGUGGCAA CUGAUGAG GCCGUUAGGC CGAA AAAGGAGU 


16282 


7272 


CaCCUUUU U UGCCACUA 


975 


UAGUGGCA CUGAUGAG GCCGUUAGGC CGAA AAAAGGAG 


16283 


7273 


UCCUUUUU U GCCACUAU 


976 


AUAGUGGC CUGAUGAG GCCGUUAGGC CGAA AAAAAGGA 


16284 


7280 


UUGCCACU A UGCCUACA 


977 


UGUAGGCA CUGAUGAG GCCGUUAGGC CGAA AGUGGCAA 


16285 


7286 


CUAUGCCU A CAUGGUUC 


978 


GAACCAUG CUGAUGAG GCCGUUAGGC CGAA AGGCAUAG 


16286 


7293 


UACAUGGU U CCCGGUUG 


979 


CAACCGGG CUGAUGAG GCCGUUAGGC CGAA ACCAUGUA 


16287 


7294 


ACAUGGUU C CCGGUUGG 


980 


CCAACCGG CUGAUGAG GCCGUUAGGC CGAA AACCAUGU 


16288 


7300 


UUCCCGGU U GGCAAGCU 


981 


AGCUUGCC CUGAUGAG GCCGUUAGGC CGAA ACC6GGAA 


16289 


7322 


AAUGCGCU C AGCCCAGC 


982 


GCUGGGCU CUGAUGAG GCCGUUAGGC CGAA AGCGCAUU 


16290 


7350 


GCCGGAAU C AUGAAGAA 


983 


UUCUUCAU CUGAUGAG GCCGUUAGGC CGAA AUUCCGGC 


16291 


7365 


AACGCUGU A GUGGAUGQ 


984 


CCAUCCAC CUGAUGAG GCCGUUAGGC CGAA ACAGCGUU 


16292 


7377 


GAUGGCAU C GUGGCCAC 


985 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA AUGCCAUC 


16293 


7392 


ACGGACGU C CCAGAAUU 


986 


AAUUCUGG CUGAUGAG GCCGUUAGGC CGAA ACGUCCGU 


16294 


7400 


CCCAOAAU U AGAGCGCA 


987 


UGCGCUCU CUGAUGAG GCCGUUAGGC CGAA AUUCUGGG 


16295 


7401 


CCAGAAUU A GAGCGCAC 


988 


GUGCGCUC CUGAUGAG GCCGUUAGGC CGAA AAUUCUGG 


16296 


7419 


ACACCCAU C AUGCAGAA 


989 


UUCUGCAU CUGAUGAG GCCGUUAGGC CGAA AUGGGUGU 


16297 


7434 


AAGAAAGU U GGACAGAU 


990 


AUCUGUCC CUGAUGAG GCCGUUAGGC CGAA ACUUUCUU 


16298 


7443 


GGACAGAU C AUGCUGAU 


991 


AUCAGCAU CUGAUGAG GCCGUUAGGC CGAA AUCUGUCC 


16299 


7452 


AUGCUGAU C UUGGUGUC 


992 


6ACACCAA CUGAUGAG GCCGUUAGGC CGAA AUCAGCAU 


16300 


7454 


GCUGAUCU U G6UGUCUC 


993 


GAGACACC CUGAUGAG GCCGUUAGGC CGAA AGAUCAGC 


16301 


7460 


CUUGGUGU C UCUAGCUG 


994 


CAGCUAGA CUGAUGAG GCCGUUAGGC CGAA ACACCAAO 


16302 


7462 


UGGUGUCU C UAGCUGCA 


995 


UGCAGCUA CUGAUGAG GCCGUUAGGC CGAA AGACACCA 


16303 


7464 


GUGUCUCU A GCUGCAGU 


996 


ACUGCAGC CUGAUGAG GCCGUUAGGC CGAA AGAGACAC 


16304 


7473 


GCUGCAGU A GUAGUGAA 


997 


UUCACUAC CUGAUGAG GCCGUUAGGC CGAA ACUGCAGC 


16305 


7476 


GCAGUAGU A GUGAACCC 


998 


GGGUUCAC CUGAUGAG GCCGUUAGGC CGAA ACUACUGC 


16306 


7487 


GAACCCGU C UGUGAAGA 


999 


UCUUCACA CUGAUGAG GCCGUUAGGC CGAA ACGGGUUC 


16307 


7500 


AAGACA6U A CGAGAAGC 


1000 


GCUUCUCG CUGAUGAG GCCGUUAGGC CGAA ACUGUCUU 


16308 


7515 


GCCGGAAU U UUGAUCAC 


1001 


GUGAUCAA CUGAUGAG GCCGUUAGGC CGAA AUUCCGGC 


16309 


7516 


CCGGAAUU U UGAUCACG 


1002 


CGUGAUCA CUGAUGAG GCCGUUAGGC CGAA AAUUCCGG 


16310 


7517 


CGGAAUUU U GAUCACGG 


1003 


CCGUGAUC CUGAUGAG GCCGUUAGGC CGAA AAAUUCCG 


16311 


7521 


AUUUUGAU C ACG6CCGC 


1004 


GCGGCOGU CUGAUGAG GCCGUUAGGC CGAA AUCAAAAU 


16312 
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7542 


GUGACX5CU U UGGGAGAA 


1005 


UUCUCCCA CUGAUGAG GCCGUUAGGC CGAA AGCGUCAC 


16313 


7543 


UOACGCOU U GGGAGAAU 


1006 


AUUCUCCC CUGAUGAG GCCGUUAGGC CGAA AAGCGUCA 


16314 


7562 


AGCAAGCU C UGUUUGGA 


1007 


UCCAAACA CUGAUGAG GCCGUUAGGC CGAA AGCUU6CU 


16315 


7566 


AGCUCUGU U UGGAACGC 


1008 


GCGUUCCA CUGAUGAG GCCGUUAGGC CGAA ACAGAGCU 


16316 


7567 


GCUCUGUU U GGAACGCA 


1009 


UGCGUUCC CUGAUGAG GCCGUUAGGC CGAA AACAGAGC 


16317 


7587 


ACUGCCAU C GGACUCUG 


1010 


CAGAGUCC CUGAUGAG GCCGUUAGGC CGAA AUGGCAGU 


16318 


7593 


AUCXSGAOJ C UGCCACAU 


1011 


AUGUGGCA CUGAUGAG GCCGUUAGGC CGAA AGUCCGAU 


16319 


7S02 


UGCCACAU C AUGCQUGG 


1012 


CCAC6CAU CUGAUGAG GCCGUUAGGC CGAA AUGUGGCA 


16320 


7615 


6UGGGGGU U G6UU6UCA 


1013 


UGACAACC CUGAUGAG GCCGUUAGGC CGAA ACCCCCAC 


16321 


7619 


GGGUUGGU U GUCAUOaC 


1014 


GACAUGAC CUGAUGAG GCCGUUAGGC CGAA ACCAACCC 


16322 


7622 


UUGGUUGU C AUGUCUAU 


1015 


AUAGACAU CUGAUGAG GCCGUUAGGC CGAA ACAACCAA 


16323 


7627 


UGUCAUGU C UAUCCAUA 


1016 


UAUGGAUA CUGAUGAG GCCGUUAGGC CGAA ACAUGACA 


16324 


7629 


UCAUGUCU A UCCAUAAC 


1017 


GUUAUGGA CUGAUGAG GCCGUUAGGC CGAA AGACAUGA 


16325 


7631 


AUGUCUAU C CAUAACAU 


1018 


AUGUUAUG CUGAUGAG GCCGUUAGGC CGAA AUAGACAU 


16326 


7635 


CUAUCCAU A ACAUGGAC 


1019 


GUCCAUGU CUGAUGAG GCCGUUAGGC CGAA AUGGAUAG 


16327 


7647 


UGGACACU C AUAAAGAA 


1020 


UUCUUUAU CUGAUGAG GCCGUUAGGC CGAA AGUGUCCA 


16328 


7650 


ACACUCAU A AAGAACAU 


1021 


AUGUUCUU CUGAUGAG GCCGUUAGGC CGAA AUGAGUGU 


16329 


7674 


CCAGGACU A AAAAGAGG 


1022 


CCUCUUUU CUGAUGAG GCCGUUAGGC CGAA AGUCCUGG 


16330 


7703 


ACGCACCU U GGGAGAGG 


1023 


CCUCUCCC CUGAUGAG GCCGUUAGGC CGAA AGGUGCGU 


16331 


7713 


GGAGAGGU U UGGAAAGA 


1024 


UCUUUCCA CUGAUGAG GCCGUUAGGC CGAA ACCUCUCC 


16332 


7714 


QAGAGGUU U QGAAAGAA 


1025 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA AACCUCUC 


16333 


7728 


GAAAGACU C AACCAGAU 


1026 


AUCUGGUU CUGAUGAG GCCGUUAGGC CGAA AGUCUUUC 


16334 


7751 


AGAAGAGU U CACUAGGU 


1027 


ACCUAGUG CUGAUGAG GCCGUUAGGC CGAA ACUCUUCU 


16335 


7752 


GAAGAGUU C ACUAGGUA 


1028 


UACCUAGU CUGAUGAG GCCGUUAGGC CGAA AACUCUUC 


16336 


7756 


AGUUCACU A GGUACCGC 


1029 


GCGGUACC CUGAUGAG GCCGUUAGGC CGAA AGUGAACU 


16337 


7760 


CACUAGGU A CCGCAAAG 


1030 


CUUU6CGG CUGAUGAG GCCGUUAGGC CGAA ACCUAGUG 


16336 


7776 


GAGGCCAU C AUCGAAGU 


1031 


ACUUCGAU CUGAUGAG GCCGUUAGGC CGAA AUGGCCUC 


16339 


7779 


GCCAUCAU C 6AAGUCGA 


1032 


UCGACUUC CUGAUGAG GCCGUUAGGC CGAA AUGAUGGC 


16340 


7785 


AUCGAAGU C GAUCGCUC 


1033 


GAGCGAUC CUGAUGAG GCCGUUAGGC CGAA ACUUCGAU 


16341 


7789 


AAGUCGAU C GCUCAGCG 


1034 


CGCUGAGC CUGAUGAG GCCGUUAGGC CGAA AUCGACUU 


16342 


7793 


CGAUCGCU C AGCGGCAA 


1035 


UUGCCGCU CUGAUGAG GCCGUUAGGC CGAA AGCGAUCG 


16343 


7827 


GGCAAUGU C ACUGGAGG 


1036 


CCUCCAGU CUGAUGAG GCCGUUAGGC CGAA ACAUUGCC 


16344 


7840 


GAGGGCAU C CAGUCUCU 


1037 


AGAGACUG ' CUGAUGAG GCCGUUAGGC CGAA AUQCCCUC 


16345 


7845 


CAUCCAGU C UCUAGGGG 


1038 


CCCCUAGA CUGAUGAG GCCGUUAGGC CGAA ACUGGAUG 


16346 


7847 


UCCAGUCU C UAGGGGCA 


1039 


UGCCCCUA CUGAUGAG GCCGUUAGGC CGAA AGACUGGA 


16347 


7849 


CAGUCUCU A GGGGCACA 


1040 


UGUGCCCC CUGAUGAG GCCGUUAGGC CGAA AGAGACUG 


16348 


7878 


UGGCUGGU C GAACGGAG 


1041 


CUCCGUUC CUGAUGAG GCCGUUAGGC CGAA ACCAGCCA 


16349 


7889 


ACGGAGGU U UCUCGAAC 


1042 


GUUCGAGA CUGAUGAG GCCGUUAGGC CGAA ACCUCCGU 


16350 


7890 


CGGAGGUU U CUCGAACC 


1043 


GGUUCGAG CUGAUGAG GCCGUUAGGC CGAA AACCUCCG 


16351 


7891 


GGAGGUUU C UCGAAC06 


1044 


CGGUUCGA CUGAUGAG GCCGUUAGGC CGAA AAACCUCC 


16352 


7893 


AGGUUUCU C GAACCGGU 


1045 


ACCGGUUC CUGAUGAG GCCGUUAGGC CGAA AGAAACCU 


16353 


7902 


GAACCGGU C GGAAAAGU 


1046 


ACUUUUCC CUGAUGAG GCCGUUAGGC CGAA ACCGGUUC 


16354 


7914 


AAAGUGAU U GACCUUGG 


1047 


CCAAGGUC CUGAUGAG GCCGUUAGGC CGAA AUCACUUQ 


16355 


7920 


AUUGACCU U GGAUGUGG 


1048 


CCACAUCC CUGAUGAG GCCGUUAGGC CGAA AGGUCAAU 


16356 


7939 


GAGGCGGU U GGUGUUAC 


1049 


GUAACACC CUGAUGAG GCCGUUAGGC CGAA ACCGCCUC 


16357 


7945 


GUUGGUGU U ACUAUAUG 


1050 


CAUAUAGU CUGAUGAG GCCGUUAGGC CGAA ACACCAAC 


16358 


7946 


UUGGUQUU A CUAUAUGG 


1051 


CCAUAUAG CUGAUGAG GCCGUUAGGC CGAA AACACCAA 


16359 


7949 


GUGUUACU A UAUGGCAA 


1052 


UUGCCAUA CUGAUGAG GCCGUUAGGC CGAA AGUAACAC 


16360 


7951 


GUUACUAU A UGGCAACC 


1053 


GGUUGCCA CUGAUGAG GCCGUUAGGC CGAA AUAGUAAC 


16361 


7971 


AAAAGAGU C CAAGAAGU 


1054 


ACUUCUUG CUGAUGAG GCCGUUAGGC CGAA ACUCUUUU 


16362 


7980 


CAAGAAGU C AGAGGGUA 


1055 


UACCCUCU CUGAUGAG GCCGUUAGGC CGAA ACUUCUUG 


16363 


7988 


CAGA6GGU A CACAAAGG 


1056 


CCUUUGUG CUGAUGAG GCCGUUAGGC CGAA ACCCUCU6 


16364 


8002 


AGGGCG6U C CCGGACAU 


1057 


AUGUCCGG CUGAUGAG GCCGUUAGGC CGAA ACCGCCCU 


16365 


8025 


CCCCAACU A GUGCAAAG 


1058 


CUUUGCAC CUGAUGAG GCCGUUAGGC CGAA AGUUGGGG 


16366 


8035 


UGCAAAGU U AUGGAUGG 


1059 


CCAUCCAU CUGAUGAG GCCGUUAGGC CGAA ACUUUGCA 


16367 


8036 


GCAAAGUU A UGGAUGGA 


1060 


UCCAUCCA CUGAUGAG GCCGXKJAGGC CGAA AACUUUGC 


16368 


8049 


UGGAACA0 U GUCACCAU 


1061 


AUGGUGAC CUGAUGAG GCCGUUAGGC CGAA AUGUUCCA 


16369 


8052 


AACAUUGU C ACCAUGAA 


1062 


UUCAUGGU CUGAUGAG GCCGUUAGGC CGAA ACAAUGXJU 


16370 


8078 


GGAUGU6U U CUACAGAC 


1063 


6UCUGUA0 CUGAUGAG GCCGUUAGGC CGAA ACACAUCC 


16371 


8079 


GAUGUGUU C UACAGACC 


1064 


GGUCUGUA CUGAUGAG GCCGX7UAGGC CGAA AACACAUC 


16372 


8081 


UGUGUUCU A CAGACCUU 


1065 


AAGGUCUG CUGAUGAG GCCGUUAGGC CGAA AGAACACA 


16373 


8089 


ACAGACCU U CUGAGUGU 


1066 


ACACUCAG CUGAUGAG GCCGUUAGGC CGAA AGGUCUGU 


16374 


8090 


CAGACCUU C UGAGUGUU 


1067 


AACACOCA CUGAUGAG GCCGUUAGGC CGAA AAGGUCUG 


16375 
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8098 


CU6AGUGU U 6UGACACC 


1068 


GGUGUCAC CUGAUGAG 6CCGUUAGGC CGAA ACACUCA6 


16376 


8109 


GACACCCU C COaUGUGA 


1069 


UCACAAAG CUGAUGAG GCCGUUAGGC CGAA AGG6UGUC 


16377 


8112 


ACCCUCCU U UGUGACAU 


1070 


AUGUCACA CUGAUGAG GCCGUUAGGC CGAA AGGAGGGU 


16378 


8113 


CCCUCCUU U GUGACAUC 


1071 


GAUGUCAC CUGAUGAG GCCGUUAGGC CGAA AAGGAGGG 


16379 


8121 


UGUGACAU C GGAGAGUC 


1072 


GACUCUCC CUGAUGAG GCCGUUAGGC CGAA AUGUCACA 


16380 


8129 


CGGAGAGU C CUCGUCAA 


1073 


UUGACGAG CUGAUGAG GCCGUUAGGC CGAA ACUCUCCG 


16381 


8132 


AGAGUCCU C GUCAAGUG 


1074 


CACUUGAC CUGAUGAG GCCGUUAGGC CGAA AGGACUCU 


16382 


8135 


GUCCUCXjU C AAGUGCUG 


1075 


CAGCACUU CUGAUGAG GCCGUUAGGC CGAA ACGAGGAC 


16383 


8148 


GCUGAGGU U GAAGAGCA 


1076 


UGCUCUUC CUGAUGAG GCCGUUAGGC CGAA ACCUCAGC 


16384 


8158 


AAGAGCAU A GGACGAUU 


1077 


AAUCGUCC CUGAUGAG GCCGUUAGGC CGAA AUGCUCUU 


16385 


8166 


AGGACGAU U CGGGUCCU 


1078 


AGGACCCG CUGAUGAG GCCGUUAGGC CGAA AUCGUCCU 


16386 


8167 


GGACGAUU C GGGUCCUU 


1079 


AAGGACCC CUGAUGAG GCCGUUAGGC CGAA AAUCGUCC 


16387 


8172 


AUUGGGGU C CUUGAAAU 


1060 


AUUUCAAG CUGAUGAG GCCGUUAGGC CGAA ACCCGAAU 


16388 


8175 


CGGGUCCU U GAAAUGGU 


1081 


ACCAUUUC CUGAUGAG GCCGUUAGGC CGAA AGGACCCG 


16389 


8184 


GAAAUGGU U GAGGACUG 


1082 


CAGUCCUC CUGAUGAG GCCGUUAGGC CGAA ACCAUUUC 


16390 


8216 


AAGGGAAU U UUGCGUGA 


1083 


UCACGCAA CUGAUGAG GCCGUUAGGC CGAA AUUCCCUU 


16391 


8217 


AGGGAAUU U UGCGUGAA 


1084 


UUCACGCA CUGAUGAG GCCGUUAGGC CGAA AAUUCCCU 


16392 


82X8 


GGGAAUUU U GCGUGAAG 


1085 


CUUCACGC CUGAUGAG GCCGUUAGGC CGAA AAAUUCCC 


16393 


8232 


AAGGUGCU C UGCCCCUA 


1086 


UAGGGGCA CUGAUGAG GCCGUUAGGC CGAA AGCACCUU 


16394 


8240 


CUGCCCCU A CAUGCCGA 


1087 


UCGGCAUG CUGAUGAG GCCGUUAGGC CGAA AGGGGCAG 


16395 


8253 


CCGAAAGU C AUAGAGAA 


1088 


UUCUCUAU CUGAUGAG GCCGUUAGGC CGAA ACUUUCGG 


16396 


8256 


AAAGUCAU A QAGAAGAU 


1089 


AUCUUCUC CUGAUGAG GCCGUUAGGC CGAA AUGACUUU 


16397 


8274 


GAGCUGCU C CAACGCCG 


1090 


CGGCGUUG CUGAUGAG GCCGUUAGGC CGAA AGCAGCUC 


16398 


8285 


ACGCCGGU A UGGGGGGG 


1091 


CCCCCCCA CUGAUGAG GCCGUUAGGC CGAA ACCGGCGU 


16399 


8301 


GGACUGGU C AGAAACCC 


1092 


GGGUUUCU CUGAUGAG GCCGUUAGGC CGAA ACCAGUCC 


16400 


8313 


AACCCACU C UCACGGAA 


1093 


UUCCGUGA CUGAUGAG GCCGUUAGGC CGAA AGUGGGUU 


16401 


8315 


CCCACUCU C AGGGAAUU 


1094 


AAUUCCGU CUGAUGAG GCCGUUAGGC CGAA AGAGUGGG 


16402 


8323 


CACGGAAU U CCACGCAC 


1095 


GUGCGUGG CUGAUGAG GCCGUUAGGC CGAA AUUCCGUG 


16403 


8324 


AGGGAAUU C CACGCACG 


1096 


CGUGCGUG CUGAUGAG GCCGUUAGGC CGAA AAUUCCGU 


16404 


8339 


CGAGAUGU A UUGGGUGA 


1097 


UCACCCAA CUGAUGAG GCCGUUAGGC CGAA ACAUCUCG 


16405 


8341 


AGAUGUAU U GGGUGAGU 


1098 


ACUCACCC CUGAUGAG GCCGUUAGGC CGAA AUACAUCU 


16406 


8350 


GGGUGAGU C GAGCUUCA 


1099 


UGAAGCUC CUGAUGAG GCCGUUAGGC CGAA ACUCACCC 


16407 


8356 


GUCGA6CU 0 CAGGCAAU 


1100 


AUUGCCUG CUGAUGAG GCCGUUAGGC CGAA AGCUCGAC 


16408 


8357 


UCX3AGCUU C A6GCAAUG 


1101 


CAUUGCCU CUGAUGAG GCCGUUAGGC CGAA AAGCUCGA 


16409 


8370 


AAUGUGGU A CAUUCAGU 


1102 


ACUGAAUG CUGAUGAG GCCGUUAGGC CGAA ACCACAUU 


16410 


8374 


UGGUACAU U CAGUGAAU 


1103 


AUUCACUG CUGAUGAG GCCGUUAGGC CGAA AUGUACCA 


16411 


8375 


GGUACAUU C AGUGAAUA 


1104 


UAUUCACU CUGAUGAG GCCGUUAGGC CGAA AAUGUACC 


16412 


8383 


CAGUGAAU A 0GACCAGC 


1105 


GCUGGUCA CUGAUGAG GCCGUUAGGC CGAA AUUCACUG 


16413 


8400 


CAGGUGCU C CUAGGAAG 


1106 


CUUCCUAG CUGAUGAG GCCGUUAGGC CGAA AGCACCUG 


16414 


8403 


GUGCUCCU A GGAAGAAU 


1107 


AUUCUUCC CUGAUGAG GCCGUUAGGC CGAA AGGAGCAC 


16415 


8441 


ACCCCAAU A COAGGAAG 


1108 


CUUCCUCG CUGAUGAG GCCGUUAGGC CGAA AUUGGGGU 


16416 


8454 


GAAGAUGU A AACUUGGG 


1109 


CCCAAGUU CUGAUGAG GCCGUUAGGC CGAA ACAUCUUC 


16417 


8459 


UGUAAACU U GGGAAGUG 


1110 


CACUUCCC CUGAUGAG GCCGUUAGGC CGAA AGUUUACA 


16418 


8496 


CCCCUGCU C AACUCAGA 


1111 


UCUGAGUU CUGAUGAG GCCGUUAGGC CGAA AGCAGGGG 


16419 


8501 


GCUCAACU C AGACACCA 


1112 


UGGUGUCU CUGAUGAG GCCGUUAGGC CGAA AGUUGAGC 


16420 


8512 


ACACCAGU A AAAUCAAG 


1113 


CUUGJVUUU CUGAUGAG GCCGUUAGGC CGAA ACUGGUGU 


16421 


8517 


AGUAAAAU C AAGAACAG 


1114 


CUGUUCUU CUGAUGAG GCCGUUAGGC CGAA AUUUUACU 


16422 


8529 


AACAGGAU U GAACGACU 


1115 


AGUCGUUC CUGAUGAG GCCGUUAGGC CGAA AUCCUGUU 


16423 


8538 


GAACGACU C AGGCGUGA 


1116 


UCACGCCU CUGAUGAG GCCGUUAGGC CGAA AGUCGUUC 


16424 


8549 


GGGUGAGU A GAGUUCGA 


1117 


UCGAACUG CUGAUGAG GCCGUUAGGC CGAA ACUCACGC 


16425 


8554 


AGUACAGU U CGACGUGQ 


1118 


CCACGUCG CUGAUGAG GCCGUUAGGC CGAA ACUGUACU 


16426 


8555 


GUACAGUU C GACGUGGC 


1119 


GCCACGUC CUGAUGAG GCCGUUAGGC CGAA AACUGUAC 


16427 


8585 


CCACCCAU A UAGAACCU 


1120 


AGGUUCUA CUGAUGAG GCCGUUAGGC CGAA AUGGGUGG 


16428 


8587 


ACCCAUAU A GAACCUGG 


1121 


CCAGGUUC CUGAUGAG GCCGUUAGGC CGAA AUAUGGGU 


16429 


8600 


CUGGAACU A UCACGGCA 


1122 


UGCCGUGA CUGAUGAG GCCGUUAGGC CGAA AGUUCCAG 


16430 


8602 


GQAACUAU C ACGGCAGU 


1123 


ACUGCCGU CUGAUGAG GCCGUUAGGC CGAA AUAGUUCC 


16431 


8611 


ACGGCAGU U AUGAUGUG 


1124 


CACAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUGCCGU 


16432 


8612 


CQGCAGUU A UGAUGUGA 


1125 


UCACA0CA CUGAUGAG GCCGUUAGGC CGAA AACUGCCG 


16433 


8633 


CACA6GCU C CGCCAGUU 


1126 


AACUGGCG CUGAUGAG GCCGUUAGGC CGAA AGCCUGUQ 


16434 


8641 


CCGCCAGU U CX3CUGGUC 


1127 


GACCAGCG CUGAUGAG GCCGUUAGGC CGAA ACUGGCGG 


16435 


8642 


CGCCAGUU C GCUGGUCA 


1128 


UGACCAGC CUGAUGAG GCCGUUAGGC CGAA AACUGGCG 


16436 


8649 


UCGCUGGU C AAUGGAGU 


1129 


ACUCCAUU CUGAUGAG GCCGUUAGGC CGAA ACCAGCGA 


16437 


6661 


GGAGDGGU C A66CUCCU 


1130 


AGGAGCCU CUGAUGT^ GCCGUUAGGC CGAA ACCACUCC 


16436 
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OOD / 




1131 


TTTTTTRARAG PTTCiATTfiAR OrCOUTJAGGP PGAA AnrPTTnAP 


1 fiA')Q 
XD^ J7 






1132 


GrSTTTTTTTTGA PTTGATTGAH RPPGTITTAGGP PGAA AnriAfSPPTT 




DO 






ATTflrtTTTTTTTT PTTGMTGaG f3PPGTTTTAGGP PGAA ArtAfinAGP 


1 fiAAl 








APATTTTP^TTT PTTOATTGAf^ fiPPRTTTTZVfVJP PHAA ATTfinTTfZTTP 




fl*7nn 


^nfiTi'hiifzn it iiPP2vppatt 




ATTf2f3TTfiGTl PflGATTnAn RPPGtTTTAGGP PGAA APATTTTPrtTT 




fl7ni 

O fX/X 




1136 


CAtlGGtIGG CUGMJGAG GCCGUtlAGGC CGAA AACAU17CG 


16444 


o /«b 


pririJiPiipn & pitpppttitp 




/3AAf2/2nAf5 PTmATTfSAn rSPPnTTTTZinnP PfSAA AnTTrSTTPAn 


1 CAAC 

Xb443 




aPAPTTAPIT P PPTTTTPnnT! 


xxo o 


PPPRAAGH PTmATTHAR OPPnTTTTAririP PGAA AfSTTAnTTniT 




O f ■S^ 




1139 


GCTTGCCCQ CUQAUGAG GCCGUUAGGP PGAA AGGGAGTTA 


1 fiAA7 




liPTTPPPTTTT P CinRPaRPZV 


XX*m\f 


TTGPITGPPP PTTGATTGAR nPPfSTTTTArinP PfSAIi A Af^fSTlAfSTT 


XD44 b 


O f 3v 




1141 


TTPTTPTTTTTTG PTTGATTGAG GPPGTTTTAGGP PGA a APAPITPGP 


1 eZAACk 


O / D J. 




1 1 A7 
X X^ ^ 


TTTTPTTPTTTTTT PTTGMTGTVn f3PP?2TTTTanf3P PfSaa AaPAHTTPn 


XD43U 


o / to 




1 1 A'\ 
Xj.'iJ 


pnriTTTTPzvn prif^iiTTf^a/^ npnnTTTTAfi/^r* pnaa arT^TTTrirT' 

L.uV3UUV.^V7 ^UV3/\Uo/ivj V3\.«U.V7UUAov7^ V^VxAA A^L.UUUL.O 


Xo4bX 


o a m 
ooUX 




XX%% 


TinanPivP/^ PTT/^aiTrsa/^ rar'PPnTTar'snr* /^/lajv ik^Tirtr'n/^T 
UvaAo^-AVoVa LtUUtAUvtrw.? uS,»V«V7UUA!l^U C\sAA AL.UUUAUU 


16452 


QQno 
obUo 




t 1 AC 


rSTTr^TPATTTT PTTnATTTSAn flPPfSITTTAfSnP Pn^A ArtPAl^faTTn 
V9UL>Uw«iUU V#VIV3AUuAikJ o^V^vrUUAovfx. V.A3AA AuiJAV.LiUA 


lo453 




PaAPTtfifSTT TT rSTTrt/SnPfSTT 


1 1 A<C 
XX^ D 


APrtPPPAP PTTGMTGAfS fJPPnTTTTlinnP PfiRA APPZirrfTTTr* 
AV*VjV^V«\«nV,* \^UV9nUVJAV3 uv«VAjUUA,oV3W L.VJAA Av^UaVsUUVj 


Xo4b4 


8837 




1x47 


UvaUCuAAA uU(iAUvjAv7 viL.UV7UUAv7uL UVsAA ACGCCCAC 


16455 


ObOD 


TVWirVTTTT TT TTf TTI/S/^Olk/^ 

UQuUUoUU U UUUUv^UAu 


1 1 A Q 

XX4o 


UU\jV7Cv..AA L.Uv3AUuAu V3UV.V7UUAv3Vn. AAUvav»U\JA 


16456 


flQ^O 


/an/apreTTTiTT tt TTriPPPHrtik 


1 T AO 
XX4^ 


TTPFTrtftPPA PTTGATTGAfS fiPPflTTTTAfirtP P/2AA AAAPfiPPP 


16457 




rsnPflTTTTTTTT TT fSTSPPHnafS 


XX3U 


PTTPITTOTPP PTTGATTGAG nPPGfTTTArSTSP Pf2AA AAAAPf2PP 
^LIU>U\9UVirW L»UwAUVAnV7 u^^utwLIavtu^ L«unn AAnAl.l7Li^ 


Xo43b 


003 / 




XX3X 


PATTTTPTTGG PTTGATTGAG GPPGTTTTAnnP PRAA APGTTTTTTTTrT 


1 CACQ 


8870 




XX9 ^ 


PPTTPTTPGA PrTGMTGAG GPPGtTTTAGGP PGAA ArJPAPATTTT 


1 CACf\ 


8872 




1153 


TTTTPPTTPTTP PITGATTGAG GPPGTTTTAGGP PGAA AflAfSrAPA 


1 CACI 


O OO A 


AHAf^rtAATT IT PATTAA(7AA 


1154 


TTTIPITITATTG PITGATTGAG GPPGTTTTAGGP PGAA ATTTTPPTTPTT 


1 ^Afi7 


Boo J 


n&nnAATTrT p attaahaaa 


XX3 3 


TTITTTPTTITATT PTTnATTRAn faPPraiTTIAnnP PnAA AJITTTTPPTTP 
UUU^UUAU CUVwiUUAU l3WV.i>l3UUilui9^ UuAA AAUUUUUL. 


Xo4o J 


ODOD 


niLATTTTPATT A AflAAAnrSTT 


xxoo 


APPTTTTTTPTT PTTnATTTS&rs rtPP/STTTTanTSP rvs&& aTT/aivnTTTTr» 
AUUUUUL.U uUVxAUuA» uUUv^UUAuin.* UiAA AUusAAUUC 


16464 


0073 




XX3 / 


TTTTrsPTtrarTTT PTTnATTnan ftPPrtiTTTivn/sr* Prtaa ar»r^Tf7fTr«TT 

UUv9L.Uv3UU l^UuAUwva o^VAjUUAJois^ L.UAA AUCUUU\.U 


Xb4b3 


RQ1 1 


MTflPaf^PTT TT TTnrJTJTTfSPP 


XX3 O 


rtn.f^i^r^nr^'i^ PTTnATTriAn riPPrtTinannp pnaa anr^inr^ivTT 

uv3(w>ri.V^L«L~n, V«U>aAUuAV3 ^^V^^vjUUAvjnjV,* IvVaAA AVaVwUvjVJAU 


Xb4bo 


QQT O 


iTfic^nrmri tt r^fir^Tinrr'a 
UvtUao^UU U (jovjUoV-UA 


1 1 o 
XX37 


UV^vj\JAL>L.U v^UUAULiAo uUi^liUUAouC UuAA AA0L.U0CA 


16467 




TTTlPPATTfZTT TT TTflAAfZAHP 


1 1 fin 

XXD U 


nPTTPTTTTPA PTTnATTHAn fSPPTlTTTTannP PfiAli aPATT/Tr2r»a 


Xb4ob 


8925 


rtPPATTf^TTTT TT nARHAnPA 


1161 


TTPPITPTTTTP PTTflATTOan ^^PPfSTTTTannP Pf!Aa aAPaTTrSTT* 


1 CACQ 

Xo^b^" 


893 8 


JinPAf^AATT C AATTnf?Ann 


1162 


^V,.UL.V-/iUU wUuxlUwvi.^ L7(-'L.(j(J<J>ioV7L. >lUUL«Uij^U 


±0*k /{J 


070^ 


rZAARPAnTT TT fiAAHATTPP 


XXD^ 


GGATTPTTTTP PTTfiATTflAr^ flPPfinTTaPnP PnUJi aPTTrTTTTTP 


Xb4 /X 


O 9 / X 


TTTTfSAAfZATT P PAAAATTTTTT 


1 1 fiA 


AAATTTTTTTTrZ PTTflZiTTnAn nPPrSTTTTannP rV»a21 IVlTPTTITPaiV 
AAAUUUUU I^UoaUvxAVJ w^m^vsU UillMJ^^ vAxAA AUL.UUl.~AA 


16472 


8978 


TTPPAAAATT TT TTITf^nnAfSA 


1 1 fit? 
XXQ3 


TTPTTPPPAA PTTnMTnAfi nPPTIT TIT A fZ^lP PPAi ATTtTTTTTPr*a 


16473 


00*70 
07 / 7 


rr^TiaivaTTTT tt TT/2r!<^ar»i\TT 
UwiAAAUU U UvaviljAvjAU 


XXQO 


AUUUV..UUA UUuAUVsAu (ivAAsUUAViuU LaoAA AAUUUUGU 


16474 


RQRn 


PAAAATTTTTT TT rSflflAfSATTrS 


1 1 C7 
XXO / 


PATTPfTPPP pnpaTTr»Ara rtPPffliiTm/ir* nnik& jkannTTfTFio 
U«Uv«UUCU UUiaAUuAu UCUjUUAlavLi UvsAA iwiAUUUUu 


16475 




art/apAPaTT o TTnrvsrvMra 


XXOO 


(.UwiUuAVj (jCuCjUUAQjUC LasAA AUviUtiwCU 


16476 


7V^O 


ismA&TTRTT p apaPTnirsp 

\JWMvW\3rU Km ALiAwUUuK« 


XXo^ 


^SfBafSTTT^TT r^T/^fclTfllM^ /V^/'V^TTTTinn/^ r^^H A a^HTTTTr^i^/^ 

uwiAviUuU UUuAUUAu iiC(-\9UUAti(.7C UvarAA ALaUuCCC 


16477 




r!TTPAPAPTT TT fiPATTTTTTAP 


1 1 7n 

XX t\J 


oUAAAUuv.. L.UVaAUuA\9 uiV.«V.oUUAvjljV,, UutAA AvaUvjUtiAt, 


Xb478 




APTTTTfiPATT TT TTAPAAPATT 


XX / X 


ATTfiTTTTrtTTA PTTnuT Tfia^! riPPOTTTTHfinp Pfiaa aTTnr«aanT 


xo479 




PTTtTfZPATTTT TT APAAPATTf3 


XX 


L^UuUUuU L.UuAUkjAu uv^\«uUUAoo^ L.0AA AAUoCAAu 


^ c A on 


9041 


TTTIRPAtllTTT A PAAPATTf*A 


1 1 7T 
XX / J 


TTPATTf^TTTTfS PTTnATTrtAra npp<TTTlTAnnp Pfiaiv aaaTTnPaa 

WoUuAUoAu urV.VA3U UAlAJ^ LoAA AAAUoUwAA 


Xo4oX 


9080 




1 17A 

XX / ^ 


PPrTTTTTPfY2 PTTGATTGAG GPPGTTTTAGGP PrtAa APTTPTTPPn 


T fC A Q 0 


9081 


GGivnAGiTti p n^AAAnnp 


1 1 7t; 

XX fD 


GPPTITTITPP PTTGATTTIAG GPTVSfTTTAGGP Pf7!AA AAPTTPTIPP 


Xb4o J 


9108 


AGACPPATT TT TTnOTTTTPATT 


1176 


ATTfZAAPPA PimATTnAG GPfYSTTTTAfiGP PflAA ATTrSPPTTPTT 
AUv7AAVoV<«n wUucAUVJcAv UWA.uUUAUUL' L«Vj!nA aUO(7L>UV«^U 


1 CA Da 


9109 


nAGPPATlTT TT flRTTTlPATTf^ 


1 1 77 

XX f 1 


PATTGAaPP PTTTlATTflAG rSPPflTTTTAPriP PPaA aATTPPPTTP 


Xb4bb 


9113 


PATTTTTTCWTT TT PATTRTTrtTSP 


1 1 7R 
XX lo 


f2PPar*aTTP n'T/^aTir'aP npP^TiTivru^r' ^r^aii ivnoTVJvaTTr* 
un.«L>n<JAUV3 ^UuAUVjAo Vi^^VJuUUAuul.. U-vsAA AL.V.AAAUV7 


1 C A DC 

Xb4ob 


9114 


ATTTTTTOfJITTT P ATTflTTfinPTT 


1 1 7Q 
XX / 7 


ALtUIJAuAU UUoAUUAvj LiL.Vm19UUAV9(jv« vJuAA AAv«L>AAAU 


1 CA 0*T 

lb4o7 


9123 




1 T on 

XXOU 


r*f2.'AfinTte^r* /■•TTinaTirsa^ nr^CT'j'nTKfinj^ /^r«aa "Atir^r*^ oatt 
^UtAuLvUUW v>UvaAUuiu3 VaCvJvaUUAUuC UVaAA AuUVvAUAU 


1 c A a 0 


9130 




1 1 Q1 
XXoX 


(JAuAAAvTV. CuutAUUAu V9L.UV9UUAV9C3L. UwlA Alv^UCwVaA 


16489 


9134 


AGPITPGPTT TT TIPITHrtAfSIT 


1 1 R7 
XXO^ 


AL.UuLAViA L^ULrAUbAu VjL.UuUUAVjliL. uLxAA AUL.UA(jLU 


16490 


9135 


GCIJCGCUU U CtTGGAGUU 


1183 


AAPTTPPA^l PITfZATTrtAn nPPflTTTTAfVlP PHAA AarSPnAftP 
aM.\.-U\_UAV7 L.UlJnUuAO ^.tVmLuiUUAUVsO V.«V3nA AAulJlsAVTV^. 


1 C A Q"! 

Xb47X 


9136 


CUGGCUUU C UGGAGUUC 


1184 


GAAPTTPPa nTHATTrzafS rtPrviTTTTaraiP pfiaa aaAriprsarz 

OAAV^U^-VJA L.U0AUL3AUI U^V.AJU UAVSO^ LAsAa AAAIoVAaAlj 


T CA QO 

Xb47^ 


9143 


UCUGGAGU U CGAGGPUP 


1 1 HQ 
XX03 


VaAuVr^UCVs UUVaAUwAur V7W>VA9UUAl9l>9U UoAA AUU\.»LJvjrA 


T C A O*) 

Xb4^ J 


9144 


CUGGAGUU C GAGGCUOJ 


1186 


ASAGCCUC CUGADGAS GCCGUUAG6C CGAA AACUCCAG 


16494 


9151 


UCGAGGCU C UGGGUUUU 


1187 


AAAACCCA CUGAUGAG GCCGUUA6GC CGAA AGCCUOGA 


16495 


9157 


CUCUGGGU U UUCUCAAU 


1188 


AUUGAGAA CUGAUGAG GCCGUUAGGC CGAA ACCCAGAG 


16496 


9158 


UCUGGGUU U UCUCAAUG 


1189 


CAUUGAGA CUGAUGAG GCCGUUAGGC CGAA AACCCAGA 


16497 


9159 


CUGGGUUU U CUCAAUGA 


1190 


UCAUUGAG CUGAUGAG GCCGUUAGGC CGAA AAACCCAG 


16498 


9160 


UGGGUUUU C UCAAUGAA 


1191 


UUCAUUGA CUGAUGAG GCCGUUAGGC CGAA AAAACCCA 


16499 


9162 


GGUUmJCU C AAUGAAGA 


1192 


UCUUCAUU CUGAUGAG GCCGUUAGGC CGAA AGAAAACC 


16500 


9180 


CACUGGCU U GGAAGAAA 


1193 


UUUCUUCC CUGAUGAG GCCGUUAGGC CGAA AGCCAGUG 


16501 
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9194 


AAAGAACU C AGGAGGAG 


1194 


CUCCUCCU eUGAUGAG GCCQUUAG6C CGAA AGUUCUUU 


16502 


9207 


G6AGGUGU C GAGGGCUU 


1195 


AAGCCCUC CUGAXX3AG 6CCGUUAGGC CGAA ACACCUCC 


16503 


9215 


CGAGGGCU U GGGCOJCC 


1196 


GGAGGCCC CUGAUGAG GCCGUUAGGC CGAA AGCCCUCG 


16504 


9222 


XJUGGGCCU C CAAAAACU 


1197 


AGUUUUUG CUGAUGAG GCCGUUAGGC CGAA AGGCCCAA 


16505 


9235 


AACUGGGU U ACAUCCUG 


1198 


CAGGAUGU CUGAUGAG GCCGUUAGGC CGAA ACCCAGUU 


16506 


9236 


ACUGGGUU A CAUCCUGC 


1199 


GCAGGAUG CUGAUGAG GCCGUUAGGC CGAA AACCCA6U 


16507 


9240 


GGUUACAU C CUGCGUGA 


1200 


UCACGCAG CUGAUGAG GCCGUUAGGC CGAA AUGUAACC 


16508 


9252 


CX5UGAAGU U GGCACCCG 


1201 


CGGGUGCC CUGAUGAG GCCGUUAGGC CGAA ACUUCACG 


16509 


9276 


GGCAAGAU C UAUGCUGA 


1202 


UCAGCAUA CUGAUGAG GCCGUUAGGC CGAA AUCUUGCC 


16510 


9278 


CAAGAUCU A UOCUGAUQ 


1203 


CAUCAGCA CUGAUGAG GCCGUUAGGC CGAA AGAUCUUG 


16511 


9312 


ACCCGCAU C ACGAGAGC 


1204 


GCUCUCGU CUGAUGAG GCCGUUAGGC CGAA AUGCGGGU 


16512 


9326 


AGCUGACU U 6GAAAAUG 


1205 


CAUUUUCC CUGAUGAG GCCGUUAGGC CGAA AGUCAGCU 


16513 


9340 


AUGAAGCU A AGGUGCUU 


1206 


AAGCACCU CUGAUGAG GCCGUUAGGC CGAA AGCUUCAU 


16514 


9348 


AAGGUGCU U GAGCUGCU 


1207 


AGCAGCUC CUGAUGAG GCCGUUAGGC OGAA AGCACCUU 


16515 


9357 


GAGCUGCU U GAUGGGGA 


1208 


UCCCCAUC CUGAUGAG GCCGUUAGGC CGAA AGCAGCUC 


16516 


9370 


GGGAACAU C GGCGUCUU 


1209 


AAGACGCC CUGAUGAG GCCGUUAGGC CGAA AUGUUCCC 


16517 


93 76 


AUCGGCGU C UUGCCAGG 


1210 


CCUGGCAA CUGAUGAG GCCGUUAGGC CGAA ACGCCGAU 


16518 


9378 


CGGCGUCU U GCCAGGGC 


1211 


GCCCUGGC CUGAUGAG GCCGUUAGGC CGAA AGACGCCG 


16519 


9390 


AGGGCCAU C AUUGAGCU 


1212 


AGCUCAAU CUGAUGAG GCCGUUAGGC CGAA AUGGCCCU 


16520 


9393 


GCCAUCAU U GAGCUCAC 


1213 


GUGAGCUC CUGAUGAG GCCGUUAGGC CGAA AUGAUGGC 


16521 


9399 


AUUGAGCU C ACCQAUCG 


1214 


CGAUAGGU CUGAUGAG GCCGUUAGGC CGAA AGCUCAAU 


16522 


9404 


6CUCACCU A UCGUCACA 


1215 


UGUGACGA CUGAUGAG GCCGUUAGGC CGAA AGGUGAGC 


16523 


9406 


UCACCUAU C GUCACAAA 


1216 


UUUGUGAC CUGAUGAG GCCGUUAGGC CGAA AUAGGUGA 


16524 


9409 


CCUAUCGU C ACAAAGUU 


1217 


AACUUUGU CUGAUGAG GCCGUUAGGC CGAA ACGAUAGG 


16525 


9417 


CACAAAGU U GUGAAAGU 


1218 


ACUUUCAC CUGAUGAG GCCGUUAGGC CGAA ACUUUGUG 


16526 


9456 


AGAACCGU C AUGGAUGU 


1219 


ACAUCCAU CUGAUGAG GCCGUUAGGC CGAA ACGGUUCU 


16527 


9465 


AUGGAUGU U AUCUCCAG 


1220 


CUGGAGAU CUGAUGAG GCCGUUAGGC CGAA ACAUCCAU 


16528 


9466 


UGGAUGUU A UCUCCAGA 


1221 


UCUGGAGA CUGAUGAG GCCGUUAGGC CGAA AACAUCCA 


16529 


9468 


GAUGUUAU C UCCAGAGA 


1222 


UCUCUGGA CUGAUGAG GCCGUUAGGC CGAA AUAACAUC 


16530 


9470 


UGUUAUCU C CAGAGAAG 


1223 


CUUCUCUG CUGAUGAG GCCGUUAGGC CGAA AGAUAACA 


16531 


9481 


GAGAAGAU C AGAGGGGG 


1224 


CCCCCUCU CUGAUGAG GCCGUUAGGC CGAA AUCUUCUC 


16532 


9501 


GGACAAGU U GUCACCUA 


1225 


UAGGUGAC CUGAUGAG GCCGUUAGGC CGAA ACUUGUCC 


16533 


9504 


CAAGUUGU C ACCUACX3C 


1226 


GCQUAGGU CUGAUGAG GCCGUUAGGC CGAA ACAACUUG 


16534 


9509 


UGUCACCU A CGCCCUAA 


1227 


UUAGGGCG CUGAUGAG GCCGUUAGGC CGAA AGGUGACA 


16535 


9516 


UAOGCCCU A AACACUUU 


1228 


AAAGUGUU CUGAUGAG GCCGUUAGGC CGAA AGGGCGUA 


16536 


9523 


UAAACACU U UCACCAAC 


1229 


GUUGGUGA CUGAUGAG GCCGUUAGGC CGAA AGUGUUUA 


16537 


9524 


AAACACUU U CACCAACC 


1230 


GGUUGGUG CUGAUGAG GCCGUUAGGC CGAA AAGUGUUU 


16536 


9525 


AACACUUU C ACCAACCU 


1231 


AGGUUG6U CUGAUGAG GCCGUUAGGC CGAA A7AGUGUU 


16539 


9540 


CUGGCCGU C CAGCUGGU 


1232 


ACCAGCUG CUGAUGAG GCCGUUAGGC CGAA ACGGCCAG 


16540 


9576 


GGA6U6AU U GGCCCAGA 


1233 


UCUGGGCC CUGAUGAG GCCGUUAGGC CGAA AUCACUCC 


16541 


9600 


GAGAAACU C ACAAAAGG 


1234 


CCUUUUGU CUGAUGAG GCCGUUAGGC CGAA AGUUUCUC 


16542 


9624 


CCCAAAGU C AGGACCUG 


1235 


CAGGUCCU CUGAUGAG GCCGUUAGGC CGAA ACUUUGGG 


16543 


9638 


CUGGCUGU U UGAGAAUG 


1236 


CAUUCUCA CUGAUGAG GCCGUUAGGC CGAA ACAGCCAG 


16544 


9639 


UGGCUGUU U GAGAAUGG 


1237 


CCAUUCUC CUGAUGAG GCCGUUAGGC CGAA AACAGCCA 


16545 


9660 


GAAAGACU C AGCCGCAU 


1238 


AUGCGGCU CUGAUGAG GCCGUUAGGC CGAA AOUCUUUC 


16546 


9675 


AUGGCUGU C AGUGGAGA 


1239 


UCUCCACU CUGAUGAG GCCGUUAGGC CGAA ACAGCCAU 


16547 


9696 


UGUGUG6U A AAGCCCCU 


1240 


AGGGGCUU CUGAUGAG GCCGUUAGGC CGAA ACCACACA 


16548 


9712 


UGGACGAU C GCUUUGCC 


1241 


GGCAAAGC CUGAUGAG GCCGUUAGGC CGAA AUCGUCCA 


16549 


9716 


CGAUCGCU U UGCCACCU 


1242 


AGGUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCGAUCG 


16550 


9717 


GAUCGCUU U GCCACCUC 


1243 


GAGGUGGC CUGAUGAG GCCGUUAGGC CGAA AAGCGAUC 


16551 


9725 


UGCCACCU C GCTJCCACU 


1244 


AGUGGAGC CUGAUGAG GCCGUUAGGC CGAA AGGUGGCA 


16552 


9729 


ACCUCGCU C CACDUCCU 


1245 


AGGAAGUQ CUGAUGAG GCCGUUAGGC CGAA AGCGAGGU 


16553 


9734 


GCUCCACU U CCUCAAUG 


1246 


CAUUGAGG CUGAUGAG GCCGUUAGGC CGAA AGUGGAGC 


16554 


9735 


CUCCACUU C CUCAAUGC 


1247 


GCAUUGAG CUGAUGAG GCCGUUAGGC CGAA AAGUGGAG 


16555 


9738 


CACUUCCU C AAUGCUAU 


1248 


AUAGCAUU CUGAUGAG GCCGUUAGGC OGAA AGGAAGUG 


16556 


9745 


UCAAUGCU A UGUCAAAG 


1249 


CUUUGACA CUGAUGAG GCCGUUAGGC CGAA AGCAUUGA 


16557 


9749 


UGCUAUGU C AAAGGUUC 


1250 


GAACCUUU CUGAUGAG GCCGUUAGGC CGAA ACAUAGCA 


16558 


9756 


UCAAAGGU U CGCAAA6A 


1251 


UCUUUGCG CUGAUGAG GCCGUUAGGC CGAA ACCUUUGA 


16559 


9757 


CAAAG6UU C 6CAAAGAC 


1252 


GUCUUUGC CUGAUGAG GCCGUUAGGC CGAA AACCUUUG 


16560 


9768 


AAAGACAU C CAAGAGU6 


1253 


CACUCUUG CUGAUGAG GCCGUUAGGC CGAA AUGUCUUU 


16561 


9785 


GAAACCGU C AACUGGAU 


1254 


AUCCAGUU CUGAUGAG GCCGUUAGGC CGAA ACGGUUUC 


16562 


9797 


UGGAUGGU A UGAUUGGC 


1255 


GCCAAUCA CUGAUGAG GCCGUUAGGC CGAA ACCAUCCA 


16563 


9802 


GGUAUQAU U GGCAGCAG . 


1256 


CUGCUGCC CUGAUGAG GCCGUUAGGC CGAA AUCAUACC 


16564 
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9813 


CAOCAOGU U CCAUUUUO 


1257 


GAAAAUGO CUQAUQAO OCCOUOAOOC CX3AA ACCUSOOO 


16565 


9814 


AOCKaaaa c gaduuuqc 


1258 


OCAAAAUO CUQAUGAO OCOOUUAOOC OOAA AACCOOCU 


16566 


9818 


OGDOCCAU V UUOCUCAA 


1259 


UUQAOGAA CUOAtXKAO OCOOOUAOGC CXIAA AUOGAACC 


16567 


9819 


QUoocMnj u uacucAM 


1260 


UDUQAOCA CUQAUQAO GCOQDUAOQC OOAA AAUOQAAC 


16568 


9820 


UUCCMOUU U OCOCMVAC 


1261 


OUUDOAOC CUQAUQAO QCOQUUAOOC OQAA AAAXXXSAA 


16569 


9824 


Kjoaoaoj c jmcgkuu 


1262 


AAUQQUUO CUQAUQAO OCCQUUAOOC OOAA A0CAAAAU 


16570 


9832 


CIUU^OCMI U UCACUOAA 


1263 


UtXAGOQA CUQAUQAO QCC30UUAOGC CQAA AUQ0UUD3 


16571 


9833 


AAMOCnOU U CACUOAAU 


1264 


AUUCAOUO CUQAUQAO QCOOUOAOQC CQAA AAUQQOUU 


16572 


9834 


juyocMJTO c Aoxuyanj 


1265 


AAOUCAOU CUQAUQAO QCCOUUAOOC CQAA AAAUQGQD 


16573 


9842 


CACOGAW U OADCAXIQA 


1266 


UCAUQAUC CUQAUQAO QCCOUUAOOC CQAA AUUCAOUO 


16574 


9846 


auaniGAu c AuaAA^QA 


1267 


UCUUUCAU CUQAUQAO QCCOUUAOOC CQAA AUCAAUUC 


16575 


9873 


cooQUQQu u ccmcoo 


1268 


OQOCAUOO CUQAUQAO OCCOUQAOQC CQAA ACGAOCAO 


16576 


9874 


UaOOOGUU C CAUQCCQA 


1269 


UCOdCAUO CUQAUQAO OCCGDUAOOC CQAA AACCACCA 


16577 


9896 


OOJOIOAAU U OQUAGOCA 


1270 


UQCCUACC CUQAUQAO OCCOUUAOQC CQAA AUUCAUCC 


16578 


9900 


OAAUUGOU A GGCAOAOC 


1271 


OCUCUOCC CUQAUGAO OCOOUUAOOC CQAA ACCAAUUC 


16579 


9910 


QCMMCO c Qomuca 


1272 


AOAUAUOC CUGAUC3A0 OCCODUAOQC OQAA A0CUai3C 


16580 


9915 


GCDOOCKV A UCUCGAOO 


1273 


CCUOQAOA CUQAUQAO QCCOUUAOOC OQAA AUOCGAOC 


16581 


9917 


UCX3CAUAU C VCCAOQOO 


1274 


CCCCUOGA CUQAUQAO OCCGUUAOQC CQAA AUAUOOQA 


16582 


9919 


OCAUAUCU C CACXX30CC 


1275 


OOCCCCUO CUQAUQAO OCOOUOAOQC CQAA AOAOAOOC 


16583 


9939 


UOOAAOOU C CGOQACAC 


1276 


OUOUCGOO CUQAUQAO OCCOUQAOQC CQAA AOODUCCA 


16584 


9952 


AGACOOaj U OUOIOQCD 


1277 


AOCCAOAC CUQAUQAO QCCOUOAOQC CQAA AOCAOUQU 


16585 


9955 


CUQCODOU C UOQCUAAO 


1278 


CUUAOCCA CUQAUQAO OCCOUUAOQC OQAA ACAAOCAO 


16586 


9961 


OUdXIQCU A AGOCUUAX) 


1279 


AUAAOACU CUQAUQAO QCGQUUAOQC OQAA AOCCAOAC 


16587 


9965 


QQCOMOU C UUAUOCX^ 


1280 


OQQCAUAA CUQAUGAO OCCGUUAOQC CQAA ACUUAOCC 


16588 


9967 


CUAA80CU U AUGCCCAO 


1261 


CUQOOCAU CUQAUGAO QCCOUUAOOC CQAA AOACUUAO 


16589 


9968 


UAAOUCUU A UGCCCAOA 


1282 


UCUQGQCA CUQAUQAO OCCOUUAOQC CQAA AAOACUUA 


16590 


9987 


UOQCDGaJ U CII3UACUU 


1283 


AAOUACAO CUQAUGAO OCOOUUAOOC CQAA AOCAOCCA 


16591 


9988 


QOCOQCDU C USOACUUC 


1284 


QAAOUACA CUQAUQAO OCCOUUAOQC CQAA AAOCAOCC 


16592 


9992 


ocimoxm a cuuccaca 


1285 


UGOGGAAO CUQAUGAO OCOQUUAOOC OQAA ACAOAAOC 


16593 


9995 


UCOGUACU U CCACAOAA 


1286 


UUCUGUOO CUGAtX3A0 GCOQUQAOSC OQAA AOUACAOA. 


16594 


9996 


axmojo c cacaoaao 


1267 


CUUCUQUO CUQAUQAO OCCOUOAOOC OQAA AAOOBICAO 


X6595 


10017 


COQOOOCCT C AUOOOCAA 


1286 


UDOOOCAU CUQAUQAO QCCOUUAOOC OQAA AOCOOCAO 


16596 


10032 


AAOOCCAU U UQCUCOQC 


1289 


OOOQAOCA CUQAUQAO OCCOUUAOQC OQAA AUOOOOUU 


16597 


10033 


AOOCCAUU U GCUCCOCi; 


1290 


AOOOQAOC CUQAUQAO OCCOUUAOOC OQAA AAIX3000U 


16598 


10037 


CAUUUQCU C C0CII3UCC 


1291 


OQACAOOO CUQAUQAO QCCOUUAOOC OQAA AOCAAAUQ 


16599 


10044 


UCOQCDGU C CCUSUOAA 


1292 


UUCACAOO CUQAIX3A0 OCCaUUAOGC CQAA ACAOOOQA 


16600 


10054 


CUGUOAAU U QGGUCCCU 


1293 


AOOGACCC CUQAUQAO QCCOUUAOOC CQAA AUUCACAO 


16601 


10059 


AADIXIQGU C COJMXaO 


1294 


COOGUAGO CUQAUQAO OCCOUUAOQC CQAA ACCCAAUU 


16602 


10063 


OQODOOCU A OCOQAAflA 


1295 


UCUUCOOO CUQAUQAO OCOOUUAOOC CQAA AOOQACCC 


16603 


10082 


CAOSuOQu C CAUCCAUO 


1296 






10086 


U3QUCCAU C CAUQCAOO 


1297 


CCUGCAUQ CUQAUQAO OCOOUUAOOC OQAA AUOQAOCA 


16605 


10124 


OOACAUQO U GOAGQUCU 


1298 


AOAOCUCC CUQAUQAO GCCGUUAOGC OQAA ACAUOUCC 


16606 


10131 


UUOOAOQU C UOQAACGO 


1299 


OGQUUOCA CUQAUQAO GCCOUUAGOC CQAA ACCUCCAA 


16607 


10143 


AAOOSWn; U UGQAUAOA 


1300 


UCQAUCCA CUQAUQAO OCOOUUAOOC OQAA ACAOGOUU 


16608 


10144 


AOOSDOUU V GOAUAOAa 


1301 


CUCUAUCC CUQAUQAO OOOOUUAOQC OQAA AACAOOOU 


16609 


10149 


OUUDOQAU A GAOCSAOAA 


1302 


UUCUCCUC CUQAUGAO OCOOUUAOOC OOAA AUOCAAAC 


16610 


10203 


AOUOACOU C CCAUAUUC 


1303 


QAAUAUOO CUQAUQAO OCOOUUAOGC CQAA ACGUCACU 


16611 


10208 


CGUOCCAU A UUCAOGAA 


1304 


UUCCUQAA CUQAUGAO OCOOUUAOOC OQAA AUGOQACQ 


16612 


10210 


UCCCAUAU U CAOOAAAA 


1305 


UUUUCCUQ CUQAUQAO QCCOUUAOOC CQAA AUAUOOQA 


16613 


10211 


CCCAUAUU C AOQAAAAC 


1306 


GUUUUCCU CUQAUQAO GCCGUUAOGC OQAA AAUAUGOO 


16614 


10230 


OAOOACAU C UOOOSOOO 


1307 


CCACACCA CUQAUQAO QCCOUUAOOC CQAA AUGUCCUC 


16615 


10248 
10284 


AOCCTOAU U GOGACAAO 
OAAAACAU C CAOGUOGC 


1308 
1309 


CUUQOQCC CUQAUGAO QCOQUUAOOC CQAA AUCAOOCU 
OCCACCUQ CUQAUQAO QCCOUUAOOC OQAA AUOUUUUC 


16616 
16617 


10294 


AOGUGOCU A UCAACCAA 


1310 


UUQGUUQA CUQAUQAO OCCOUUAOGC CQAA AOCCACCU 


16618 


10296 


OUQQCUAD C AACCAAOO 


1311 


ACUUQOUU CUQAUQAO GCCOUUAOQC OQAA AUAOCCAC 


16619 


10305 


AACCAAOU C AOAOCAAU 


1312 


AUUOCOCU CUQAUGAO GCCOUUAGGC CQAA ACUUQOUU 


16620 


10314 


AOAOCAAU C AUCOOAiaA 


1313 


UCUCOQAU CUQAUQAO QCCOUUAOOC CQAA AUUGCUCU 


16621 


10317 


OCAAUCAU C aOAOAUGA 


1314 


UCAUCUCC CUQAUQAO OCOOUUAOOC OQAA AUQAUUGC 


16622 


10331 


UQAOAAGU A UOUGOAUU 


1315 


AAUCCACA CUQAUQAO QCOQUUAOOC CGAA ACUUCUCA 


16623 


10339 


AUGUGQAU V ACAIX3AGU 


1316 


ACUCAUGU CUQAUQAO GCCOUUAGGC CQAA AUCCACAU 


16624 


10340 


UGOOOAUU A CAUOACTUU 


1317 


AACUCAUG CUQAUQAO OCCOUUAOGC CQAA AAUCCACA 


16625 


10348 


ACAXX3A0O U CACUAAAG 


1318 


CUUUA0UG CUQAUQAO OCOOUUAOOC CGAA ACUCAUGU 


16626 


10349 


CAOQAOUD C ACUAAAOA 


1319 


UCUUUAOU CUQAUQAO GCOGUUAOGC OQAA AACUCAUG 


16627 
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10353 


AGIKJCACU A AAGAGAUA 


1320 


UAUCUCUU CUGAUGAG GCCGUUAGGC CGAA AGUGAACU 


16628 


10361 


. AAA6AGAU A UGAAGACA 


1321 


UGUCUUCA CUGAUGAG GCCGUUAGGC CQAA AUCUCUUU 


16629 


10375 


ACACAACU U UGGIKJGAG 


1322 


CUCAACCA CUGAUGAG GCCGUUAGGC CGAA AGUUGUGU 


16630 


10376 


CACAACUU U G6UUGAGG 


1323 


CCUCAACC CUGAUGAG GCCGUUAGGC CGAA AAGUUGUG 


16631 


10380 


ACUUUQGU U GAGGACAC 


1324 


GUGUCCUC CUGAUGAG GCCGUUAGGC CGAA ACCAAAGU 


16632 


10392 


GACACAGU A CUGUAGAU 


1325 


AUCUACAG CUGAUGAG GCCGUUAGGC CGAA ACUGUGUC 


16633 


10397 


AGUACUGU A GAUAUUUA 


1326 


UAAAUAUC CUGAUGAG GCCGUUAGGC CGAA ACAGUACU 


16634 


10401 


CaGUAGAU A UUUAAUCA 


1327 


UGAUUAAA CUGAUGAG GCCGUUAGGC CGAA AUCUACAG 


16635 


10403 


GUAGAUAU U UAAUCAAU 


1328 


AUUGAUUA CUGAUGAG GCCGUUAGGC CGAA AUAUCUAC 


16636 


10404 


UAGAUAUU U AAUCAAUU 


1329 


AAUUGAUU CUGAUGAG GCCGUUAGGC CGAA AAUAUCUA 


16637 


10405 


AGAUAUUU A AUCAAUUG 


1330 


CAAUUGAU CUGAUGAG GCCGUUAGGC CGAA AAAUAUCU 


16638 


10408 


UAUUUAAU C AAUUGUAA 


1331 


UUACAAUU CUGAUGAG GCCGUUAGGC CGAA AUUAAAUA 


16639 


10412 


UAAUCAAU U GUAAAUAG 


1332 


CUAUUUAC CUGAUGAG GCCGUUAGGC CGAA AUUGAUUA 


16640 


10415 


UCAAUU6U A AAUA6ACA 


1333 


UGUCUAUU CUGftUQAO GCCGUUAGGC CGAA ACAAUUGA 


16641 


10419 


UUGUAAAU A GACAAUAU 


1334 


AUAUUGUC CUGAUGAG GCCGUUAGGC CGAA AUUUACAA 


16642 


10426 


UAGACAAU A UAAGtXAUG 


1335 


CAUACUUA CUGAUGAG GCCGUUAGGC CGAA AUUGUCUA 


16643 


10428 


GACAAUAU A AGUAUGCA 


1336 


UGCAUACU CUGAUGAG GCCGUUAGGC CGAA AUAUUGUC 


16644 


10432 


AUAUAAGU A UGCAUAAA 


1337 


UUUAUGCA CUGAUGAG GCCGUUAGGC CGAA ACUUAUAU 


16645 


10438 


GUAUGCAU A AAAGUGUA 


1338 


UACACUUU CUGAUGAG GCCGUUAGGC CGAA AUGCAUAC 


16646 


10446 


AAAAGUGU A GUUUUAUA 


1339 


UAUAAAAC CUGAUGAG GCCGUUAGGC CGAA ACACUUUU 


16647 


10449 


AGUGUAGU U UUAUAGUA 


1340 


UACUAUAA CUGAUGAG GCCGUUAGGC CGAA ACUACACU 


16648 


10450 


GUGUAGUU U UAUAGUAG 


1341 


CUACUAUA CUGAUGAG GCCGUUAGGC CGAA AACUACAC 


16649 


10451 


UGUAGUUU U AUAGUAGU 


1342 


ACUACUAU CUGAUGAG GCCGUUAGGC CGAA AAACUACA 


16650 


10452 


GUAGUUUU A UAGUAGUA 


1343 


UACUACUA CUGAUGAG GCCGUUAGGC CGAA AAAACUAC 


16651 


10454 


AGUUUUAU A 6UAGUAUU 


1344 


AAUACUAC CUGAUGAG GCCGUUAGGC CGAA AUAAAACU 


16652 


10457 


UUUAUAGU A GUAUUUA6 


1345 


CUAAAUAC CUGAUGAG GCCGUUAGGC CGAA ACUAUAAA 


16653 


10460 


AUAGUAGU A UUUAGUG6 


1346 


CCACUAAA CUGAUGAG GCCGUUAGGC CQAA ACUACUAU 


16654 


10462 


AGUAGUAU U UAGUGGU6 


1347 


CACCACUA CUGAUGAG GCCGUUAGGC CGAA AUACUACU 


16655 


10463 


GUAGUAUU U AGUGGUGU 


1348 


ACACCACU CUGAUGAG GCCGUUAGGC CGAA AAUACUAC 


16656 


10464 


UAGUAUUU A GUGGUGUU 


1349 


AACACCAC CUGAUGAG GCCGUUAGGC CGAA AAAUACUA 


16657 


10472 


AGUGGUGU U AGUGUAAA 


1350 


UUUACACU CUGAUGAG GCCGUUAGGC CGAA ACACCACU 


16658 


10473 


GUGGUGUU A GU6UAAAU 


1351 


AUUUACAC CUGAUGAG GCCGUUAGGC CGAA AACACCAC 


16659 


10478 


GUUAGUGU A AAUAGUUA 


1352 


UAACUAUU CUGAUGAG GCCGUUAGGC CGAA ACACUAAC 


16660 


10482 


GUGUAAAU A 6UUAAGAA 


1353 


UUCUUAAC CUGAUGAG GCCGUUAGGC CGAA AUUUACAC 


16661 


10485 


UAAAUAGU U AAQAAAAU 


1354 


AUUUUCUU CUGAUGAG GCCGUUAGGC CGAA ACUAUUUA 


16662 


10466 


AAAUAGUU A AGAAAAUU 


1355 


AAUUUUCU CUGAUGAG GCCGUUAGGC CGAA AACUAUUU 


16663 


10494 


AAGAAAAU U UUGAGGAG 


1356 


CUCCUCAA CUGAUGAG GCCGUUAGGC CGAA AUUUUCUU 


16664 


1049S 


AGAAAAUU U UGA6GAQA 


1357 


UCUCCUCA CUGAUGAG GCCGUUAGGC CGAA AAX7UUUCU 


16665 


10496 


6AAAAUUU U GAGGAGAA 


1358 


UUCUCCUC CUGAUGAG GCCGUUAGGC CGAA AAAUUUUC 


16666 


10508 


GAGAAAGU C AGGCCGGG 


1359 


CCCGGCCU CUGAUGAG GCCGUUAGGC CGAA ACUUUCUC 


16667 


10521 


CGGGAAGU U CCCGCCAC 


1360 


GUGGCGGG CUGAUGAG GCCGUUAGGC CGAA ACUUCCCG 


16668 


10522 


GGGAAGUU C CCGCCACC 


1361 


GGUGGCGG CUGAUGAG GCCGUUAGGC CGAA AACUUCCC 


16669 


10537 


CGGGAAGU U GAGUAGAC 


1362 


GUCUACUC CUGAUGAG GCCGUUAGGC CGAA ACUUCCGG 


16570 


10542 


AGUUGAGU A GACGGUGC 


1363 


GCACCGUC CUGAUGAG GCCGUUAGGC CGAA ACUCAACU 


16671 


10562 


CUGCGAOJ C AACCCCAG 


1364 


CUGGGGUU CUGAUGAG GCCGUUAGGC CGAA AGUCGCAG 


16672 


10602 


GAAGUGAU C CAXJ3UAAG 


1365 


CUUACAUG CUGAUGAG GCCGUUAGGC CGAA AUCACUUC 


16673 


10608 


AUCCAUGU A AGCCCUCA 


1366 


UGAGGGCU CUGAUGAG GCCGUUAGGC CGAA ACAUGGAU 


16674 


10615 


UAAGCCCU C AGAACCGU 


1367 


ACGGUUCU CUGAUGAG GCCGUUAGGC CGAA AGGGCUUA 


16675 


10624 


AGAACCGU C UCGGAAGG 


1368 


CCUUCCGA CUGAUGAG GCCGUUAGGC CGAA ACGGUUCU 


16676 


10626 


AACCGUCU C GGAAGGAG 


1369 


CUCCUUCC CUGAUGAG GCCGUUAGGC CGAA AGACGGUU 


16677 


10647 


CCACAUGU U GUAACUUC 


1370 


GAAGUUAC CUGAUGAG GCCGUUAGGC CGAA ACAU6UGG 


16678 


10650 


CAUC3UUGU A ACUUCAAA 


1371 


UUUGAAGU CUGAUGAG GCCGUUAGGC CGAA ACAACAUG 


16679 


10654 


UUGUAACU U CAAAiGCCC 


1372 


GGGCUUUG CUGAUGAG GCCGUUAGGC CGAA AGUUACAA 


16680 


10655 


UGUAACUU C AAAGCCCA 


1373 


UGGGCUUU CUGAUGAG GCCGUUAGGC CGAA AAGUUACA 


16681 


10668 


CCCAAUGU C AGACCACG 


1374 


CGUGGUCU CUGAUGAG GCCGUUAGGC CGAA ACAUUGGG 


16682 


10679 


ACCACGCU A CGGCGUGC 


1375 


GCACGCCG CUGAUGAG GCCGUUAGGC CGAA AGCGUGGU 


16683 


10689 


GGC6UGCU A CUCUGC6G 


1376 


CCGCAGAG CUGAUGAG GCCGUUAGGC CGAA AGCACGGC 


16684 


X0692 


GUGCUACU C UGCGGAGA 


1377 


UCUCCGCA CUGAUGAG GCCGUUAGGC CGAA AGUAGCAC 


16685 


10708 


AGUGCAGU C UGCGAUAG 


1378 


CUAUCGCA CUGAUGAG GCCGUUAGGC CGAA ACUGCACU 


16686 


10715 


UCUGCGAU A GUGCCCCA 


1379 


UGGGGCAC CUGAUGAG GCCGUUAGGC CGAA AUCGCAGA 


16687 


10736 


GACUGGGU U AACAAA6G 


1380 


CCUUUGUU CUGAUGAG GCCGl^JAGGC CGAA ACCC7U3UC 


16688 


10737 


ACUGGGUU A ACAAAGGC 


1381 


GCCUUU6U CUGAUGAG GCCGUUAGGC CGAA AACCCAGU 


16689 


10769 


GCGGCCCU A GCCCCGGU 


1382 


ACCGGGGC CUGAUGAG GCCGUUAGGC CGAA AGGGCCGC 


16690 
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10778 


GCCCCGGU A AUGGUGUU 


1383 


AACAGCAU CUGAUQAG GCCQUUAGGC CGAA ACCGGGGC 


16691 


10786 


AAUG6UGU U AACCAGGG 


1384 


CCCUGGUU CUGAUGA6 6CCOUUAGGC CGAA ACACCADU 


16692 


10787 


AUGGCJGUU A ACCAGGGC 


1385 


GCCCUGGU CUGAUGAG GCCGUUAGGC CGAA AACACCAU 


16693 


10805 


AAAGGACU A GAGGUUAG 


1386 


CUAACCUC CUGAUGAG GCCGUUAGGC CGAA AGUCCUUU 


16694 


10811 


CUAGA6GU U AGAGGAGA 


1387 


UCUCCUCU CUGAUGAG GCCGUUAGGC CGAA ACCUCUAG 


16695 


10812 


UAGAGGUU A GAGGAGAC 


1388 


GUCUCCUC CUGAUGAG GCCGUUAGGC CGAA AACCUCUA 


16696 


10829 


CCCGCGGU tl UAAAGUGC 


1389 


GCACUUUA CUGAUGAG GCCGUUAGGC CGAA ACCGCGGG 


16697 


10830 




1390 


UGCACUUU CUGAUGAG GCCGUUAGGC CGAA AACCGCGG 


16696 


10831 




1391 


GUGCACUU CUGAUGAG GCCGUUAGGC CGAA AAACCGCG 


16699 


10862 


GAAGCUGU A GGUCA6GG 


1392 


CCCUGACC CUGAUGAG GCCGUUAGGC CGAA ACAGCUUC 


16700 


10866 


CTIfTtlAGRTT C AGGGGAAG 


1393 


CUUCCCCU CUGAUGAG GCCGUUAGGC CGAA ACCUACAG 


16701 


10879 


GAAGGACU A GAGGUUAG 


1394 


CUAACCUC CUGAUGAG GCCGUUAGGC CGAA AGUCCUUC 


16702 


10885 


CUA£3AGGU U AGIT6GAGA 


1395 


UCUCCACU CUGAUGAG GCCGUUAGGC CGAA ACCUCUAG 


16703 


10886 


UAGAGGUIT A GUGGtAGAC 


1396 


GUCUCCAC CUGAUGAG GCCGUUAGGC CGAA AACCUCUA 


16704 


10928 


AACAGCAU A UUGACACC 


1397 


6GUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGCUGUU 


16705 


10930 


CAGCAUAU U GACACCUG 


1398 


CAGGUGUC CUGAUGAG GCCGUUAGGC CGAA AUAUGCUG 


16706 


10943 


CCUGGGAU A GACUAGGA 


1399 


UCCUAGUC CUGAUGAG GCCGUUAGGC CGAA AUCCCAGG 


16707 


10948 


GAUAGACU A GGAGAUCU 


1400 


AGAUCUCC CUGAUGAG GCCGUUAGGC CGAA AGUCUAUC 


16708 


10955 


UAGGAGAU C UUCUGCUC 


1401 


GAGCA6AA CUGAUGAG GCCGUUAGGC CGAA AUCUCCUA 


16709 


10957 


GGAGAUCU U CUGCUCUG 


1402 


CAGAGCAG CUGAUGAG GCCGUUAGGC CGAA AGAUCUCC 


16710 


10958 


GAGAUCUU C UGCUCUGC 


1403 


GCAGAGCA CUGAUGAG GCCGUUAGGC CGAA AAGAUCUC 


16711 


10963 


CUUCUGCU C UGCACAAC 


1404 


GUUGUGCA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAG 


16712 
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11 


UAGUUCGC C UGUGUGAG 


1405 


CUCACACA CUGAUGAG GCCGUUAGGC CGAA ICGAACUA 


16713 


12 


AGUUCX3CC U GUGUGAGC 


1406 


GCUCACAC CUGAUGAG GCCGUUAGGC CGAA IGCGAACU 


16714 


21 


GUGUGA6C U GACAAACU 


1407 


AGUUUGUC CUGAUGAG GCCGUUAGGC CQAA ICUCACAC 


16715 


25 


GAGCUGAC A AACUUAGU 


1408 


ACURAGUU CUGAUGAG GCCGUUAGGC CGAA lUCAGCUC 


16716 


29 


UGACAAA.C U UAGUAGUG 


1409 


CACUACUA CUGAUGAG GCCGUUAGGC CGAA lUUUGUCA 


X6717 


53 


GGAUUAAC A ACAAUUAA 


1410 


UUAAUUGU CUGAUGAG GCCGUUAGGC CGAA lUUAAUCC 


16718 


DO 


tlUAACAAC A AUUAACAC 


1411 


GUGUUAAU CUGAUGAG GCCGUUAGGC CGAA lUUGUUAA 


16719 


63 


CAAUUAAC A CAGUGCGA 


1412 


UCGCACUG CUGAUGAG GCCGUUAGGC CGAA lUUAAUUG 


16720 


65 


AUUAACAC A GUGCGAGC 


1413 


GCUCGCAC CUGAUGAG GCCGUUAGGC CGAA lUGUUAAU 


16721 


74 


GUGCGAGC U GUUUCUUA 


1414 


UAAGAAAC CUGAUGAG GCCGUUAGGC CGAA ICUCGCAC 


16722 


80 


GCUGUUUC U UAGCACGA 


1415 


UCGUGCUA CUGAUGAG GCCGUUAGGC CGAA lAAACAGC 


16723 


85 


UUCUUAGC A CGAAGAUC 


1416 


GAUCUUCG CUGAUGAG GCCGUUAGGC CGAA XCUAAGAA 


16724 


94 


CGAAGAUC U CGAUGUCU 


1417 


AGACAUCG CUGAUGAG GCCGUUAGGC CGAA lAUCUUCG 


16725 


102 


UCGAUGUC U AAGAAACC 


1418 


GGUUUCUU CUGAUGAG GCCGUUAGGC CGAA lACAUCGA 


16726 


110 


UAAGAAAC C A6GA6GGC 


1419 


GCCCUCCU CUGAUGAG GCCGUUAGGC CGAA lUUUCUUA 


16727 


111 


AAGAAACC A GGAGGGCC 


1420 


GGCCCUCC CUGAUGAG GCCGUUAGGC CGAA IGUUUCUU 


16728 


119 


AGGAGG6C C CGGCAAGA 


1421 


UCUUGCOG CUGAUGAG GCCGUUAGGC CGAA ICCCUCCU 


16729 


120 


GGAGGGCC C GGCAAGAG 


1422 


CUCUUGCC CUGAUGAG GCCGUUAGGC CGAA IGCCCUCC 


16730 


124 


GGCCCGGC A AGAGCCGG 


1423 


CCGGCUCU CUGAUGAG GCCGUUAGGC CGAA ICCGGGCC 


16731 


130 


GCAAGAGC C GGGCUGUC 


1424 


GACAGCCC CUGAUGAG GCCGUUAGGC CGAA ICUCUUGC 


16732 


135 


AGCCGGGC U GUCAAUAU 


1425 


AUAUUGAC CUGAUGAG GCCGUUAGGC CGAA ICCCGGCU 


16733 


139 


GGGCUGUC A AUAUGCUA 


1426 


UAGCAUAU CUGAUGAG GCCGUUAGGC CGAA lACAGCCC 


16734 


146 


CAAUAUGC U AAAACGCG 


1427 


CGCGUUUU CUGAUGAG GCCGUUAGGC CGAA XCAUAUUG 


16735 


161 


CGGAAUGC C CCGCGUGU 


1428 


ACACGCGG CUGAUGAG GCCGUUAGGC CGAA ICAUUCCG 


16736 


162 


GGAAUGCC C CGCGUGUU 


1429 


AACACGCG CUGAUGAG GCCGUUAGGC CGAA IGCAUUCC 


16737 


163 


GAAUGCCC C GCGUGUUG 


1430 


CAACACGC CUGAUGAG GCCGUUAGGC CGAA IGGCAUUC 


16738 


174 


GUGUUGUC C UUGAUUGG 


1431 


CCAAUCAA CUGAUGAG GCCGUUAGGC CGAA lACAACAC 


16739 


175 


UGUUGUCC U UGAUUGGA 


1432 


UCCAAUCA CUGAUGAG GCCGUUAGGC CGAA IGACAACA 


16740 


185 


GAUUGGAC U GAAGAGGG 


1433 


CCCUCUUC CUGAUGAG GCCGUUAGGC CGAA lUCCAAUC 


16741 


195 


AAGAGGGC U AUGUUGAG 


1434 


CUCAACAU CUGAUGAG GCCGUUAGGC CGAA ICCCUCUU 


16742 


205 


UGUUGAGC C UGAUCGAC 


1435 


GUCGAUCA CUGAUGAG GCCGUUAGGC CGAA ICUCAACA 


16743 


206 


GUUGAGCC U GAUCGACG 


1436 


CGUCGAUC CUGAUGAG GCCGUUAGGC CGAA IGCUCAAC 


16744 


217 


UCGACGGC A AGGGGCCA 


1437 


UGGCCCCU CUGAUGAG GCCGUUAGGC CGAA ICCGUCGA 


16745 


224 


CAAGGGGC C AAUACGAU 


1438 


AUCGUAUU CUGAUGAG GCCGUUAGGC CGAA ICCCCUUG 


16746 


225 


AAGGGGCC A AUACGAUU 


1439 


AAUCGUAU CUGAUGAG GCCGUUAGGC CQAA lOCCCCUU 


16747 


243 


GUGUUGGC U CUCUUGGC 


1440 


GCCAAGAG CUGAUGAG GCCGUUAGGC CGAA ICCAACAC 


16748 


245 


GUUGGCUC U CUUGGCGU 


1441 


ACGCCAAG CUGAUGAG GCCGUUAGGC CGAA lAGCCAAC 


16749 


247 


UGGCUCUC U UGGC6UUC 


1442 


GAACGCCA CUGAUGAG GCCGUUAGGC CGAA lAGAGCCA 


16750 


256 


UGGCGUUC U UCAGGUUC 


1443 


GAACCUGA CUGAUGAG GCCGUUAGGC CGAA lAACGCCA 


16751 


259 


CGUUCUUC A GGUUCACA 


1444 


UGUGAACC CUGAUGAG GCCGUUAGGC CGAA lAAGAACG 


16752 


265 


UCAGGUUC A CAGCAAUU 


1445 


AAUUGCUG CUGAUGAG GCCGUUAGGC CGAA lAACCUGA 


16753 


267 


AGGUUCAC A GCAAUUGC 


1446 


GCAAUUGC CUGAUGAG GCCGUUAGGC CGAA lUGAACCU 


16754 


270 


UUCACAGC A AUUGCUCC 


1447 


GGAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICUGUGAA 


16755 


276 


GCAAUUGC U CCGACCCG 


1448 


CGGGUCGG CUGAUGAG GCCGUUAGGC CGAA ICAAUUGC 


16756 


278 


AAUUGCUC C GACCCGAG 


1449 


CUCGGGUC CUGAUGAG GCCGUUAGGC CGAA lAGCAAUU 


16757 


282 


GCUCCGAC C CQAGCAGU 


1450 


ACUGCUGG CUGAUGAG GCCGUUAGGC CGAA lUCGGAGC 


16758 


283 


CUCCGACC C GAGCAGOG 


1451 


CACUGCUC CUGAUGAG GCCGUUAGGC CGAA IGUCG6AG 


16759 


288 


ACCCGAGC A GUGCUGGA 


1452 


UCCAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUCGGGU 


16760 


293 


AGCAGUGC U GGAUCGAU 


1453 


AUCGAUCC CUGAUGAG GCCGUUAGGC CGAA ICACUGCU 


16761 


316 


GUGUGAAC A AACAAACA 


1454 


UGUUUGUU CUGAUGAG GCCGUUAGGC CGAA lUUCACAC 


16762 


320 


GAACAAAC A AACAGCGA 


1455 


UCGCUGUU CUGAUGAG GCCGUUAGGC CGAA lUUUGUUC 


16763 


324 


AAACAAAC A GGGAUGAA 


1456 


UUCAUCGC CUGAUGAG GCCGUUAGGC CGAA lUUUGUUU 


16764 


335 


GAUGAAAC A CCUUCUGA 


1457 


UCAGAAGG CUGAUGAG GCCGUUAGGC CGAA lUUUCAUC 


16765 


337 


UGAAACAC C UUCUGAGU 


1458 


ACUCAGAA CUGAUGAG GCCGUUAGGC CGAA lUGUUUCA 


16766 


338 


GAAACACC U UCUGAGUU 


1459 


AACUCAGA CUGAUGAG GCCGUUAGGC CGAA IGUGUUUC 


16767 


341 


ACACCUUC U GAGUUUUA 


1460 


UAAAACUC CUGAUGAG GCCGUUAGGC CGAA lAAGGUGU 


16768 


359 


GAAGGAAC U AGGGACCU 


1461 


AGGUCCCU CUGAUGAG GCCGUUAGGC CGAA lUUCCUUC 


16769 


366 


CUAGG6AC C XJUGACCAG 


1462 


CUQGUCAA CUGAUGAG GCCGUUAGGC CGAA lUCCCUAG 


16770 
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367 


UAGGGACC U XK3ACCAGU 


1463 


ACUG6UCA COGAUGAG GCGGUUAGGC CGAA IGUCCCUA 


16771 


372 


ACOJUGAC C AGUGCOAU 


1464 


AUAGCACU CUGAUGAG GCCGUUT^GGC CGAA lUCAAGGU 


16772 


373 


CCUUGACC A GUGCUAUC 


1465 


GAUAGCAC CUGAUGAG GCCGUUAGGC CGAA IGUCAAGG 


16773 


378 


ACCAGUGC U AUCAAUCX3 


1466 


CGAUUGAU CUGAUGAG GCCGUUAGGC CGAA ICACUGGU 


16774 


382 


GUGCUAUC A AUCGGCGG 


1467 


CCGCCGAU CUGAUGAG GCCGUUAGGC CGAA lAUAGCAC 


16775 


394 


GGCGGAGC U CAAAACAA 


1468 


UUGUUUUG CUGAUGAG GCCGUUAGGC CGAA ICUCCGCC 


16776 


396 


CGGAGCUC A AAACAAAA 


1469 


UUUUGUUU CUGAUGAG GCCGUUAGGC CGAA lAGCUCCG 


16777 


401 


CUCAAAAC A AAAGAAAA 


1470 


UUUUCUUU CUGAUGAG GCCGUUAGGC CGAA lUUUUGAG 


16778 


423 


GGAAAGAC C GGAAUUGC 


1471 


GCAAUUCC CUGAUGAG GCCGUUAGGC CGAA lUCUUUCC 


16779 


432 


GGAAUUGC A GUCAUGAU 


1472 


AUCAUGAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUCC 


16780 


436 


UUGCAGUC A UGAUUGGC 


1473 


GCCAAUCA CUGAUGAG GCCGUUAGGC CGAA lACUGCAA 


16781 


445 


UGAUUGGC C UGAUCGCC 


1474 


GGCGAUCA CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


16782 


446 


GAUUGGCC U GAUCGCCA 


1475 


U6GCGAUC CUGAUGAG GCCGUUAGGC CGAA IGCCAAUC 


16783 


453 


CUGAUCGC C AGCGUAGG 


1476 


CCUACGCU CUGAUGAG GCCGUUAGGC CGAA IGGAUCAG 


16784 


454 


UGAUCGCC A GCGUAG6A 


1477 


UCCUACGC COGAUGAG GCCGUUAGGC CGAA IGCQAUCA 


16785 


465 


GUAC3GAGC A GUUACCCU 


1478 


AGGGUAAC CUGAUGAG GCCGUUAGGC CGAA ICUCCUAC 


16786 


471 


GCAGUUAC C CUCUCUAA 


1479 


UUAGAGAG CUGAUGAG GCCGUUAGGC CGAA lUAACUGC 


16787 


472 


CAGUUACC C UCUCUAAC 


1480 


GUUAGAGA CUGAUGAG GCCGUUAGGC CGAA IGUAACUG 


16788 


473 


AGUUACCC U CUCUAACU 


1481 


AGUUAGAG CUGAUGAG GCCGUUAGGC CGAA IGGUAACU 


16789 


475 


UUACCCUC U CUAACUUC 


1482 


GAAGUUAG CUGAUGAG GCCGUUAGGC CGAA lAGGGUAA 


16790 


477 


ACCCUCUC U AACUUCCA 


1483 


UGGAAGUU CUGAUGAG GCCGUUAGGC CGAA lAGAGGGU 


16791 


481 


UCUCUAAC U UCCAAQGG 


1484 


CCCUUGGA CUGAUGAG GCCGUUAGGC CGAA lUUAGAGA 


16792 


484 


CUAACUUC C AAGGGAAG 


1485 


CUUCCCUU CUGAUGAG GCCGUUAGGC CGAA lAAGUUAG 


16793 


485 


UAACUUCC A AGGGAAGQ 


1486 


CCUUCCCU CUGAUGAG GCCGUUAGGC CGAA IGAAGUUA 


16794 


513 


GUAAAUGC U ACUGACGU 


1487 


ACGUCAGU CUGAUGAG GCCGUUAGGC CGAA ICAUUUAC 


16795 


516 


AAUGCUAC U GACGUCAC 


1488 


GUGACGUC CUGAUGAG GCCGUUAGGC CGAA lUAGCAUU 


16796 


523 


CUGACGUC A CAGAUGUC 


1489 


GACAUCUG CUGAUGAG GCCGUUAGGC CGAA lACGUCAG 


16797 


525 


GACGUCAC A GAUGUCAU 


1490 


AUGACAUC CUGAUGAG GCCGUUAGGC CGAA lUGACGUC 


16798 


532 


CAGAUGUC A UCACGAUU 


1491 


AAUCGUGA CUGAUGAG GCCGUUAGGC CGAA lACAUCUG 


16799 


535 


AUGUCAUC A CGAUUCCA 


1492 


UGGAAUCG CUGAUGAG GCCGUUAGGC CGAA lAUGACAU 


16800 


542 


CACGAUUC C AACAGCUG 


1493 


CAGCUGUU CUGAUGAG GCCGUUAGGC CGAA lAAUCGUG 


16801 


543 


ACGAUUCC A ACAGCUGC 


1494 


GCAGCUGU CUGAUGAG GCCGUUAGGC CGAA IGAAUCGU 


16802 


546 


AUUCCAAC A GCUGCUGG 


1495 


CCAGCAGC CUGAUGAG GCCGUUAGGC CGAA lUUGGAAU 


16803 


549 


CCAACAGC U GCUGGAAA 


1496 


UUUCCAGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUGG 


16804 


552 


ACAGCUGC U GGAAAGAA 


1497 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCUGU 


16805 


562 


GAAAGAAC C UAUGCAUU 


1498 


AAUGCAUA CUGAUGAG GCCGUUAGGC CGAA lUUCUUUC 


16806 


563 


AAAGAACC U AUGCAUUG 


1499 


CAAUGCAU CUGAUGAG GCCGUUAGGC CGAA IGUUCUUU 


16807 


568 


ACCUAUGC A UUGUCAGA 


1500 


UCUGACAA CUGAUGAG GCCGUUAGGC CGAA ICAUAGGU 


16808 


574 


GCAUUGUC A GAGCAAUG 


1501 


CAUUGCUC CUGAUGAG GCCGUUAGGC CGAA lACAAUGC 


16809 


579 


GUCAGAGC A AUGGAUGU 


1502 


ACAUCCAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGAC 


16810 


595 


UGGQAUAC A UGU6C6AU 


1503 


AUCGCACA CUGAUGAG GCCGUUAGGC CGAA lUAUCCCA 


16811 


609 


GAUGAUAC U AUCACUUA 


1504 


UAAGUGAU CUGAUGAG GCCGUUAGGC CGAA lUAUCAUC 


16812 


613 


AUACUAUC A CUUAUGAA 


1505 


UUCAUAAG CUGAUGAG GCCGUUAGGC CGAA lAUAGUAU 


16813 


615 


ACUAUCAC U UAUGAAUG 


1506 


CAUUCAUA CUGAUGAG GCCGUUAGGC CGAA lUGAUAGU 


16814 


625 


AUGAAUGC C CA6UGCUG 


1507 


CAGCACUG CUGAUGAG GCCGUUAGGC CGAA ICAUUCAU 


16815 


626 


UGAAUGCC C AGUGCU6U 


1508 


ACAGCACU CUGAUGAG GCCGUUAGGC CGAA IGCAUUCA 


16816 


627 


GAAUGCCC A-GUGCUGUC 


1509 


GACAGCAC CUGAUGAG GCCGUUAGGC CGAA IGGCAUUC 


16817 


632 


CCCAGUGC U GUCGGCUG 


1510 


CAGCCGAC CUGAUGAG GCCGUUAGGC CGAA ICACUGGG 


16818 


639 


CUGUCGGC U GGUAAUGA 


1511 


UCAUUACC CUGAUGAG GCCGUUAGGC CGAA ICCGACAG 


16819 


650 


UAAUGAUC C AQAAGACA 


1512 


UGUCUUCU CUGAUGAG GCCGUUAGGC CGAA lAUCAUUA 


16820 


651 


AAUGAUCC A GAAGACAU 


1513 


AUGUCUUC CUGAUGAG GCCGUUAGGC CGAA XGAUCAUU 


16821 


658 


CAGAAGAC A UCGACUGU 


1514 


ACAGUCGA CUGAUGAG GCCGUUAGGC CGAA lUCUUCUG 


16822 


664 


ACAUCGAC U GUUGGUGC 


1515 


GCACCAAC CUGAUGAG GCCGUUAGGC CGAA lUCGAUGU 


16823 


673 


GUUGGUGC A CAAAGUCA 


1516 


UGACUUUG CUGAUGAG GCCGUUAGGC CGAA ICACCAAC 


16824 


675 


UGGUGCAC A AAGUCAGC 


1517 


GCUGACUU CUGAUGAG GCCGUUAGGC CGAA lUGCACCA 


16825 


681 


ACAAAGUC A GCAGUCUA 


1518 


UAGACUGC CUGAUGAG GCCGUUAGGC CGAA lACUUUGU 


16826 


684 


AAGUCAGC A GUCUACGU 


1519 


ACOUAGAC CUOAUQAG GCCGUUAGGC CGAA ICUGACUU 


16827 


688 


CAGCAGUC U ACGUCAGG 


1520 


CCUGACGU CUGAUGAG GCCGUUAGGC CGAA lACUGCUG 


16828 


694 


UCUACGUC A G6UAUGGA 


1521 


UCCAUACC CUGAUGAG GCCGUUAGGC CGAA lACGUAGA 


16829 


709 


GAAGAUGC A CCAA6ACA 


1522 


UGUCUUGG CUGAUGAG GCCGUUAGGC CGAA ICAUCUUC 


16830 


711 


AGAUGCAC C AAGACACG 


1523 


CGUGUCUU CUGAUGAG GCCGUUAGGC CGAA lUGCAUCU 


16831 


712 


GAUGCACC A AGACACGC 


1524 


GCGUGUCU CUGAUGAG GCCGUUAGGC CGAA XGUGCAUC 


16832 
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717 


ACCAAGftC A CGCCACUC 


1525 


GAGUGGCG CUuAUGAu i3V..Cl3UUAGl3v* \JUAA XUCUUGGU 


16833 


721 






TirTTTT/^a/TiT nTftSTTrsz^n cinc^rscTfT^ajnr* rrniA TPrtiTfiTTr*TT 

UL>UU\3AV3U L>UuaUvJAvj Vj^VAJUUAVsnjV^ ^V3rin xL.V7UuU^U 


Xdo J4 


•700 




1 OT 
x3Z / 


<3TTmTToar^ r*TT/^aTTra2vrs cxr*r*csi'wr^cirz(^ rvzan TrtPrttTfiTTn 

\jtU\^UUVjAV7 k«UV3Al,I^AU ULV^OLIUAVauv^ l^VjxUl JL IjV^ljUoU L« 


Xboob 


724 


CACGCCAC U CAAiQACGC 


1528 


GCGUCUUG CUGAUGAG GL.CGUUAGGL. CuAA XUGGCGUG 


16836 


726 




1 C O Q 


f^TiwTTr'TT rTT^aiTr^ar' rT'/'v^TTTa/sr^r' /"v^aa T^r*nfw^r* 
^UGUlaUv-U ImUuAUucAu l^UUvsUUAlsiaL. WlxAA XAvjULjvn.o 


16837 


/ J J 






nmneviAC* r*rTn]iTTn2vn nrvYsiirnkiinr' rvizkZi Trfiur^Ttin 

\m\m\J\^VA3n\^ IwUuAUUtnVa V9^^A9UUnl9U^ Uarwl XL.oUL.UUo 


XDO J o 




UuoAVauUL. A wUvsAiJAuU 




anrwuTPars nrmiLTin&fS rtT'Pdiwnififsr' ^'vs&ii Tar'pfTnrva 

nV«UV9UWi» UUuAUVJ/Uv V7V*L\9UUAl9UL> ^.Aanii XAL>wUUL.\9 


XbOj7 


746 


(jAl3\^CAU U GAUAIBUGC 




dn^ntmiTf* fTTRHTTraiifa nnrvsTTTJifa/an rvaaa TTtr^arvrm 
i3CA\«Uv9Ui« wUuAuuAu vjv«CuUUAuuU \AJnA XUvjACv^UL. 


XbO40 


750 


TTr'iN /^T^A/** 7\ r*TT/^/^ar*a/^ 
UCACUGAC A GLfCjCAGAt- 




cncnr^cTii^ rTxr^aTTf^ar* /^r»/VTtiTa /^r^r" /^r^aa TTT/*'A/^Tr»A 
L7UL.Uv:iCAU CUvjAULatAo V3L.C0UUAUL7L. L.\jAA XUCAuUGA 


1 C Oil 1 


755 


GACAGUGC A GACACACG 


15J4 


r*r*nf^j^Tf^ /^T^atTr^a/^ p/*»/"v^TiTa/5/^^ or»aA T/^Ar«tT/^Tr^ 
L.oU(9UuUU L>UoAUuAu OUCuUUAGGU UuAA xCACUGUC 


16842 


759 


GuGCASAC A CACGGAuA 


lbj5 


UCUCCuUG CUGAUGAu UCCGUUAGGC CGAA ZUCUGCAC 


16843 


761 


GCAGACAC A OGGaGAAA 


1536 


UUUCUCOG CUGAUGAG GCCGUUAGGC CGAA xUGUCUGC 


16844 


772 


GAGAAA6C A CuCUAGCG 


1537 


^V^^TTA^A^ ^irT^ATT^A^ ^O/'V^TTTTV f^f^f^ It ^ / 11 11 TTT^TTTr^ 

CGCUAGAG CUGAUGAG GCCGUUAGGC CGAA xCUUUCUC 


16845 


11^ 


GAAAGCAC U CUAGCGAA 


1538 


TTTTr^r^r^TA/' r^T^ATT/^A/^ ^f^/^OTTTTA ^V^/^ /^I^AA TTTO/^TTTTT/^ 

UUCGCUAG CUGAUGAG GCCGUUAGGL. CGAA XUGCUUUC 


16846 


US 


AAGCACuC U AGCGAACA 


1539 


TT/^TTT/'VSr^T /^T^ATT/^Arl /^^^V^TTTA rV^r^ ^/'A A XA/^Tr'^^TTT 

UGUUCGCU CUGAUGAG GCCGUUAGGC CGAA XAGUGCUU 


16847 


784 


UAGCGAAC A AGAAGGGG 


1540 


CCCCUUCU CUGAUGAG GCCGUUAGGC CGAA lUUCGCUA 


16848 


795 


AAGGGGGC U UGGAUGGA 


1541 


f T/^/*1 ATT/^O A /^T^ATT/*»A^ ^^r^/ll IITAO^^ f^f^ TV TV IT rt^^^^lTTTT 

UCCAUCCA CUGAUGAG GCCGUUAGGC CGAA xCCCCCUU 


16849 


805 


GGAUGGAU A GCACCAAB 


1542 


TT Tn/**TT/^0 /^T/^ATT/nA ^ /5/^/^/TTTTTA f7/~*/~* /"VAA TTT^r*ATT/^^ 

CUUGGUGC CUGAUGAG GCCGUUAGGC UaAA XUCCAUCC 


16850 


808 


TTn^Xmi^^ TL ^^Ti Tt ^^^^ 

UGGACAGC A CCAAGGCC 


1543 


/a/W^TTTT/*/^ ^WT^ATTr^ar^ ^^^/TTTTTA/V^/^ /"VIA A T^lTT/^TT/^^A 

6GCCUUGG CUGAUGAG GCCGUUAGGC CGAA ICUGUCCA 


16851 


810 


GACAGCAC C AAGGCCAC 


1544 


GUGGCCUU CUGAUGAG GCCGUUAGGC CGAA lUGCUGUC 


16852 


811 


ACAGCACC A AGGCCACA 


1545 


UGUGGCCU CUGAUGAG GCCGUUAGGC CGAA XGUGCUGU 


16853 


816 


ACCAAGGC C ACAAGGUA 


1546 


UACCUUGU CUGAUGAG GCCGUUAGGC CGAA ICCUUGGU 


16854 


817 


CCAAGGCC A CAAGGUAU 


1547 


TV T T7\ t^r^ TT TO T/~« A T T/^ A /^/^/T/^TTTTA/H/^/^ /"VIA TV T TT Trirt 

AUACCUUG CUGAUGAG GCCGUUAGGC CGAA IGCCUUGG 


16855 


819 


AAGGCCAC A AGGUAUUU 


1548 


AAATTA/^/^T ^^T/^ A TT/^ A <^ /^/^/^^TTTTA 1^/^^ /"V^AJV TTT/^/^/^/l[ TIT 

AAAUACCU CUGAUGAG GCCGUUAGGC CGAA lUGGCCUU 


16856 


837 


(jUAAAAAC a (jAAUCAULj 


1549 


^ATTf^ATTTTr' A T ir' A /^O^'/^TTT TA rTT* /"V^A A TTTTTTTTTTT A 

CAUGAUUC CUGAUGAG (jCCGUUAGGC C\jAA IUUUUUAC 


16857 


Q A'> 


ACAvaAAUL. A UGGAUCUU 


1 CCA 

1550 


AA/^ATl^^A /^T^ATT/^A^ /Tl/^/^rtTTITAr'OO ^^ATV TATTTT/^T/^T 

AAGAUCCA CUGAUGAG GCCGUUAGGC CGAA XAUUCUGU 


16858 


850 


CAUGGAUC U UGAGGAAC 


1551 


^^TIT/^l*f T/^A ^TT/**ATT^A^ /^^^OI^TTTA^I^^ ^V^A A XATTrrmVTTO 

GUUCCUCA CUGAUGAG GCCGUUAGGC CGAA XAUCCAUG 


16859 


O C Q 


UGAoVoAAC C CUGGAUAU 


1 C CO 


ATTATT^^A^ /^T/^ ATT/^ AO /500/^TTTAn/^/^ /"VAA TTTTT^^/^T/^ A 

AUAUCCAG CUGAUGAG GCCGUUAGGC CGAA xUUCCUCA 


16860 


860 


GAGGAACC C UGGAUAUG 


1553 


TV T TTV T TO TV OT TO TV T TO TV O OOOOTTTTTV 7% X ^ ^TTTTOi^WTO 

CAUAUCCA CUGAUGAG GCCGUUAGGC CGAA IGUUCCUC 


16861 


Obi. 


AGGAACCC U GGAUAUGC 


1554 


/V^aTTATT/V1 ^tf T/^ATT/^a O f^IO^^m-TA ^!^0 /"^AA X/^^WTTT/^/WT 

GCAUAUCC CUGAUGAG GCCGUUAGGC CGAA xGGUUCCU 


16862 


870 


GGAUAUGC C CUGGUGGC 


1555 


GCCACCAG CuGAUQAG GCCGUUAGGC CGAA ICAUAUCC 


16863 


871 


GAUAUGCC C UGGUGGCA 


1556 


UGCCACCA CUGAUGAG GCCGUUAGGC CGAA xGcAuAUC 


16864 


872 


AUAUGCCC U GGUGGCAG 


1557 


/-rrToooTi oo /ttto A TTO A O o oo/iTTTTA O/^O oo « 7\ t- OO OTV TTTVTT 

CUGCCACC CUGAUGAG GCCGUUAGGC CGAA IGGCAUAU 


16865 


879 


CUGGUGGC A GCCGuCAU 


1558 


TV TTO TV O OT TO TV TTO TV O r% OOOTTTT^ OOO OO TV 'TV OO Tt n<^Tt 

AUGACGGC CUGAUGAG GCCGUUAGGC CGAA ICCACCAG 


16866 


882 


GUGGCAGC C GUCAUUQG 


1559 


O OTV TV T TO TV O OT TO TV TTO TV O o O OOT TT TTV O O O OO TV TV -r- r"Tr TO o o 

CCAAUGAC CUGAUGAG GCCGUUAGGC CGAA ICUGCCAC 


16867 


886 


CAGCCGUC A UUGGUUGG 


1560 


CCAACCAA CUGAUGAG GCCGUUAGGC CGAA lACGGCUG 


16868 


899 


UUGGAUGC U UGGGAGCA 


1561 


XJGCUCCCA CUGAUGAG GCCGUUAGGC CGAA ICAUCCAA 


15869 


907 


UUGGGAGC A ACACCAUO 


1562 


CAUG6UGU CUGAUGAG GCCGUUAGGC CX3AA ICUCCCAA 


16870 


910 


GGAGCAAC A CCAUGCAG 


1563 


CUGCAUGG CUGAUGAG GCCGUUAGGC CGAA lUUGCUCC 


16871 


912 


AGCAACAC C AUGCAGAG 


1564 


CUCUGCAU CUGAUGAG GCCGUUAGGC CGAA lUGUUGCU 


16872 


913 


GCAACACC A UGCAGAGA 


1565 


UCUCUGCA CUGAUGAG GCCGUUAGGC CGAA IGU6UUGC 


16873 


917 


CACCAUGC A GAGAGUUG 


1566 


CAACUCUC CUGAUGAG GCCGUUAGGC CGAA ICAUGGUG 


16874 


938 


UGUCGUGC U AUUGCUUU 


1567 


Tk TV TV TV Tk T T /'If T/*^ Tk T ^ <^^^^l^ff n Tik f^^^ /^/^ TV 7k ^^^^ ^^Ik 

AAAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICACGACA 


16875 


944 


GCUAUUGC U UUUGGUGG 


1568 


Ik /*! TV Tk TV T/^ Tk T 7k ^1 ^^^^^^f TTTTk ^^^^^1 Ik fk ^^^mVkWTk^^M 

CCACCAAA CUGAUGAG GCCGUUAGGC CGAA ICAAUAGC 


16876 


954 


UUGGUGGC C CCAGCUUA 


1569 


TXTk Tk ^^TTTr^/^ / T^ TT^^ Tk ^^^T^TTTTTk /^f^f^ 7k 9k ^^^^«k^^^Tk« 

UAAGCUGG CUGAUGAG GCCGUUAGGC CGAA ICCACCAA 


16877 


955 


TTr^l^IT*^/^rV» ^ ^A/^/^TTTA^ 

UGGUGGCC C CAGCUUAC 


1570 


GUAAGCUG CUGAUQAG GCCGUUAGGC CGAA IGCCACCA 


16878 


O C f 

956 


fv^nr*f^f^t~*c A/^mTTTA/^A 
GGUGGCCC C AGCUUACA 


1571 


TTOTTTt TVOOTT OT TO TV T TO TV O OOOOTTTTTV OOO OO Tt IV -rooOOTtOO 

UQUAAGCU CUGAUGAG GCCGUUAGGC CGAA IGGCCACC 


16879 


957 


GUvjGCCCC a gcuuacag 


1572 


^ITT^TYlk 7k ^TTT^ Tk TT^^ Tk ^7 /t ^^/*7^T TT TTV ^^^TkTk ^^^^^^^Tik^ 

CUGUAAGC CUGAUGAG GCCGUUAGGC CGAA IGGGCCAC 


16880 


OCA 

7bU 


W^OO^art^ TT TTA^an^l TTT 


1573 


Tt It OOT TOT TTV TO TV T TO Tt O OOOOTTf TTt OO O OO Tt Tt VOTTOOOOO 

AAGCUGUA CUGAUGAG GCCGUUAGGC CGAA ICUGGGGC 


16881 


OCA 


oam^TTian a /5/^wTr'aar« 
wiUfUUWKAU A UVJUULAAU 


1574 


rf TO It A OO TO TV TTO Tt O OOOOTTTTTV OOO OOTt Tt XTTTtltOOWTO 

GUUGAAGC CUGAUGAG GCCGUUAGGC CGAA lUAAGClXi 


16882 


/ 


r^Tf Taf^afSf TT TTf aar^rrr^r* 
CUUAwUjL. U UUAAUUlsU 


J.3 to 


OOTl OTTf TO Tt OTTO A TTO A OOOOTTTTTV OOO /"V^A A XOTTOTTA TtO 

GCAGUUGA CUGAUGAG GCCGUUAGGC CGAA iCUGUAAG 


16883 


27 / U 




1 C*7C 

J.3 to 


AA/^OOAOTT /^TOATTOAr^ /^/^("VXTTT TAO/^/^ O/^A A TAAOOrT/*TTT 

AAGGCAGU CUGAUGAG GCCGUUAGGC CGAA lAAGCUGU 


16884 






1 C TT 


ur*r*TkKr*r*r* /^ttoatt^a/^ /^/"'/^oTTTTAor'o /^/^a* tttttoaaoo 
UCCAAGGC CUGAUGAG GCCGUUAGGC CGAA lUUGAAGC 


16885 


J7 / D 




Xb /o 


oattttooaa o» lOATTOAO f^^f^r*tytii^r*r*r* ooaa t oa ottt to a 
CAUUCCAA CUGAUGAG GCCGUUAGGC CGAA XCAGUUGA 


16886 


977 


caacugcc u uggaauqa 


1579 


UCAUUCCA. CUGAUGAG GCCGUUAGGC CGAA TGCAGUUO 


16887 


988 


GAAUGAGC A ACAGAGAC 


1580 


GUCUCUGU CUGAUGAG GCCGUUAGGC CGAA ICUCAUUC 


16888 


991 


UGAGCAAC A GAQACUUC 


1581 


GAAGUCUC CUGAUGAG GCCGUUAGGC CGAA lUUGCUCA 


16889 


997 


ACAGAGAC U UCUUGGAA 


1582 


UUCCAAGA CUGAUGAG GCCGUUAGGC CGAA lUCUCUGU 


16890 


1000 


gagacuuc u uggaagga 


1583 


UCCUUCCA CUGAUGAG GCCGUUAGGC CGAA lAAGUCUC 


16891 


1014 


ggaguguc u ggagcaac 


1584 


GUUGCUCC CUGAUGAG GCCGUUAGGC CGAA lACACUCC 


16892 


1020 


ucuggagc a acaugggu 


1585 


ACCCAUGU CUGAUGAG GCCGUUAGGC CGAA ICUCCAGA 


16893 


1023 


ggagcaac a ugggugga 


1586 


UCCACCCA CUGAUGAG GCCGUUAGGC CGAA lUUGCUCC 


16894 
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1040 


UUUGGUUC U CGAAGGCG 


1587 


CGCCUUCG CUGAUGAG GCCGUUAG6C CGAA lAACCAAA 


16895 


1051 


AAC3GCGAC A GCUGCGDG 


1588 


CACGCAGC CUGAUGAG GCCGUUAGGC CGAA lUCGCCUU 


16896 


1054 


6CGACAGC U GCGUGACU 


1589 


AGUCACGC CUGAUGAG GCCGUUAGGC CGAA ICUGUCGC 


16897 


1062 


UGC6UGAC U AUCAUGUC 


1590 


GACAUGAU CUGAUGAG GCCGUUAGGC CGAA lUCACGCA 


16898 


1066 


UGACUAUC A UGUCUAAG 


1591 


CUUAGACA CUGAUGAG GCCGUUAGGC CGAA lAUAGUCA 


16899 


1071 


AUCAUGUC U AAGGACAA 


1592 


UUGUCCUU CUGAUGAG GCCGUUAGGC CGAA lACAUGAU 


16900 


1078 


CUAAGGAC A AGCCUACC 


1593 


GGUAGGCU CUGAUGAG GCCGUUAGGC CGAA lUCCUUAG 


16901 


1082 


GGACAAGC C UACCAUCG 


1594 


CGAUGGUA CUGAUGAG GCCGUUAGGC CGAA ICUUGUCC 


16902 


1083 


GACAAGCC U ACCAUCGA 


1595 


UCGAUGGU CUGAUGAG GCCGUUAGGC CGAA IGCUUGUC 


16903 


1086 


AAGCCUAC C AUCGAUGU 


1596 


ACAUCGAU CUGAUGAG GCCGUUAGGC CGAA IUA6GCUU 


16904 


1087 


AGCCUACC A UCGAUGUG 


1597 


CACAUCGA CUGAUGAG GCCGUUAGGC CGAA IGUAGGCU 


16905 


1120 


AGGCGGUC A ACCUGGCA 


1598 


UGCCAGGU CUGAUGAG GCCGUUAGGC CGAA lACCGCCU 


16906 


1123 


CGGUCAAC C UGGCAGAG 


1599 


CUCUGCCA CUGAUGAG GCCGUUAGGC CGAA lUUGACCG 


16907 


1124 


66UCAACC U GGCAGAGG 


1600 


CCUCUGCC CUGAUGAG GCCGUUAGGC CGAA IGUUGACC 


16908 


1128 


AACCUGGC A GAGGUCCG 


1601 


CGGACCUC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 


16909 


1135 


CAGAGGUC C GCAGUUAU 


1602 


AUAACUGC CUGAUGAG GCCGUUAGGC CGAA lACCUCUG 


16910 


1138 


AGGUCCGC A GUUAUUGC 


1603 


GCAAUAAC CUGAUGAG GCCGUUAGGC CGAA ICGGACCU 


16911 


1147 


GUUAUUGC U AUUUGGCU 


1604 


AGCCAAAU CUGAUGAG GCCGUUAGGC CGAA ICAAUAAC 


16912 


1155 


UAUUUGGC U ACCGUCAG 


1605 


CUGACGGU CUGAUGAG GCCGUUAGGC CGAA ICCAAAUA 


16913 


1158 


UUGGCUAC C GUCAGCGA 


1606 


UCGCUGAC CUGAUGAG GCCGUUAGGC CGAA lUAGCCAA 


16914 


1162 


CUACCGUC A GCGAUCUC 


1607 


GAGAUCGC CUGAUGAG GCCGUUAGGC CGAA lACGGUAG 


16915 


1169 


CAGCGAUC U CUCCACCA 


1608 


UGGUGGAG CUGAUGAG GCCGUUAGGC CGAA lAUCGCUG 


16916 


1171 


GCGAUCUC U CCACCAAA 


1609 


UUUGGUGG CUGAUGAG GCCGUUAGGC CGAA lAGAUCGC 


16917 


1173 


GAUCUCUC C ACCAAAGC 


1610 


GCUUUGGU CUGAUGAG GCCGUUAGGC CGAA lAGAGAUC 


16918 


1174 


AUCUCUCC A CCAAAGCU 


1611 


AGCUUUGG CUGAUGAG GCCGUUAGGC CGAA IGAGAGAU 


16919 


1176 


CUCUCCAC C AAAGCUGC 


1612 


GCAGCUUU CUGAUGAG GCCGUUAGGC CGAA lUGGAGAG 


16920 


1177 


UCUCCACC A AAGCUGCG 


1613 


CGCAGCUU CUGAUGAG GCCGUUAGGC CGAA IGUGGAGA 


16921 


1182 


ACCAAAGC U GCGUGCCC 


1614 


GGGCACGC CUGAUGAG GCCGUUAGGC CGAA ICUUUGGU 


16922 


1189 


CUGCGUGC C CGACCAUG 


1615 


CAUGGUCG CUGAUGAG GCCGUUAGGC CGAA ICACGCAG 


16923 


1190 


UGCGUGCC C GACCAUGG 


1616 


CCAUGGUC CUGAUGAG GCCGUUAGGC CGAA IGCACGCA 


16924 


1194 


UGCCCGAC C AUGGGAGA 


1617 


UCUCCCAU CUGAUGAG GCCGUUAGGC CGAA lUCGGGCA 


16925 


1195 


GCCCGACC A UGGGAGAA 


1618 


UUCUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUCGGGC 


16926 


1206 


GGAGAAGC U CACAAUGA 


1619 


UCAUUGUG CUGAUGAG GCCGUUAGGC CGAA ICUUCUCC 


16927 


1208 


AGAAGCUC A CAAUGACA 


1620 


UGUCAUUG CUGAUGAG GCCGUUAGGC CGAA lAGCUUCU 


16928 


1210 


AAGCUCAC A AUGACAAA 


1621 


UUUGUCAU CUGAUGAG GCCGUUAGGC CGAA lUGAGCUU 


16929 


1216 


ACAAUGAC A AACGUGCU 


1622 


AGCACGUU CUGAUGAG GCCGUUAGGC CGAA lUCAUUGU 


16930 


1224 


AAACGUGC U GACCCAGC 


1623 


GCUGGGUC CUGAUGAG GCCGUUAGGC CGAA ICACGUUU 


16931 


1228 


GUGCUGAC C CAGCUUUU 


1624 


AAAAGCUG CUGAUGAG GCCGUUAGGC CGAA lUCAGCAC 


16932 


1229 


UGCUGACC C AGCUUUUG 


1625 


CAAAAGCU CUGAUGAG GCCGUUAGGC CGAA IGUCAGCA 


16933 


1230 


GCUGACCC A GCUUUUGU 


1626 


ACAAAAGC CUGAUGAG GC06UUA6GC CGAA IGGUCAGC 


16934 


1233 


GACCCAGC U UUUGUGUG 


1627 


CACACAAA CUGAUGAG GCCGUUAGGC CGAA ICUGGGUC 


16935 


1243 


UUGUGUGC A GACAAGGA 


1628 


UCCUUGUC CUGAUGAG GCCGUUAGGC CGAA ICACACAA 


16936 


1247 


GUGCAGAC A AGGAGUGG 


1629 


CCACUCCU CUGAUGAG GCCGUUAGGC CGAA lUCUGCAC 


16937 


1261 


UGGUGGAC A GGGGCUGG 


1630 


CCAGCCCC CUGAUGAG GCCGUUAGGC CGAA lUCCACCA 


16938 


1267 


ACAGGGGC U GGGGCAAC 


1631 


GUUGCCCC CUGAUGAG GCCGUUAGGC CGAA ICCCCUGU 


16939 


1273 


GCUGGGGC A ACGGCUGC 


1632 


GCAGCCGU CUGAUGAG GCCGUUAGGC CGAA ICCCCAGC 


16940 


1279 


GCAACGQC U GCGGAUUA 


1633 


UAAUCCGC CUGAUGAG GCCGUUAGGC CGAA ICCGUUGC 


16941 


1294 


UAUUUGGC A AAGGAAGC 


1634 


GCUUCCUU CUGAUGAG GCCGUUAGGC CGAA ICCAAAUA 


16942 


1303 


AAGGAAGC A UUGACACA 


1635 


UGUGUCAA CUGAUGAG GCCGUUAGGC CGAA ICUUCCUU 


16943 


1309 


GCAUUGAC A CAUGCGCC 


1636 


GGCGCAUG CUGAUGAG GCCGUUAGGC CGAA lUCAAUGC 


16944 


1311 


AUUGACAC A UGC6CCAA 


1637 


UUGGCGCA CUGAUGAG GCCGUUAGGC CGAA lUGUCAAU 


16945 


1317 


ACAU6CGC C AAAUUUGC 


1638 


GCAAAUUU CUGAUGAG GCCGUUAGGC CGAA ICGCAUGU 


16946 


1318 


CAUGCGCC A AAUUU6CC 


1639 


GGCAAAUU CUGAUGAG GCCGUUAGGC CGAA IGCGCAUG 


16947 


1326 


AAAUUUGC C UGCUCUAC 


1640 


6UAGAGCA CUGAUGAG GCCGUUAGGC CGAA ICAAAUUU 


16948 


1327 


AAUUUGCC U GCUCUACC 


1641 


GGUAGAGC CUGAUGAG GCCGUUAGGC CGAA IGCAAAUU 


16949 


1330 


UUGCCUGC U CUACCAAG 


1642 


CUUGGUAG CUGAUGAG GCCGUUAGGC CGAA ICAGGCAA 


16950 


1332 


GCCUGCUC U ACCAAGGC 


1643 


GCCUUGGU CUGAUG7W5 GCCGUUAGGC CGAA lAGCAGGC 


16951 


1335 


UGCUCUAC C AAGGCAAU 


1644 


AUUGCCUU CUGAUGAG GCCGUUAGGC CGAA lUAGAGCA 


16952 


1336 


GCUCUACC A AGGCAAUA 


1645 


UAUU6CCU CUGAUGAG GCCGUUAGGC CGAA IGUAGAGC 


16953 


1341 


ACCAAGGC A AUAGGAAG 


1646 


CUUCCUAU CUGAUGAG GCCGUUAGGC CGAA ICCUUGGU 


16954 


1353 


GGAAGAAC C AUCUUGAA 


1647 


UUCAAGAU CUGAUGAG GCCGUUAGGC CGAA lUUCUUCC 


16955 


1354 


GAA6AACC A UCUUGAAA 


1648 


UUUCAAGA CUGAUGAG GCCGUUAGGC CGAA IGUUCUUC 


16956 
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1357 


GAACCAUC U UGAAAGAG 


1649 


CUCUUUCA CUGAUGAG GCCvtUIJAxjCtu CvjAA XAUGGUUC 


16957 


1372 


AGAAUAUC A AGUACGAA 


1650 


UUCGUACU CUGAUGAG GCCGUUAWaU CuAA lAUAUUCU 


16958 


13B6 


GAA.6UG6C C AUXJUUUGU 


1651 


ACAAAAAU CUGAUGAG GCCGUUAGGC CCAA ICCACUUC 


16959 


1387 


AA6UGGCC A UuUUUGUC 


1652 


GACAAAAA CUGAUGAG GCCGUUAGGC CGAA IGCCACUU 


16960 


1396 


UUuuuGUC C AUGGACCA 


1653 


UGGUCCAU CUGAUGAQ GCCGUUAGGC CGAA XACAAAAA 


16961 


1397 


UUUU6UCC A UGGACCAA 


1654 


UUGGUCCA CUGAUGAG GCCGUUAGGC CGAA IGACAAAA 


16962 


1403 


CCAUGGAC C AACUACUG 


1655 


CAGUAGUU CUGAUGAG GCCGUUAGGC CGAA lUCCAUGG 


16963 


1404 


CAUGGACC A ACUACUGU 


1656 


ACAGUAGU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUG 


16964 


1407 


GGACCAAC U ACUGUGGA 


1657 


UCCACAGU CUGAUGAG GCCGUUAGGC CGAA lUUGGUCC 


16965 


1410 


CCAACUAC U GUGGAGUC 


1658 


GACUCCAC CUGAUGAG GCCGUUAGGC CGAA lUAGUUGQ 


16966 


1421 


GGAGUCGC A CGGAAACU 


1659 


AGUUUCCG CUGAUGAG GCCGUUAGGC CGAA ICGACUCC 


16967 


1429 


ACX36AAAC U ACUCCACA 


1660 


UGUGGAGU CUGAUGAG GCCGUUAGGC CGAA lUUUCCGU 


16968 


1432 


6AAACUAC U CCACACAG 


1661 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA lUAGUUUC 


16969 


1434 


AACUACUC C ACACAGGU 


1662 


ACCUGUGU CUGAUGAG GCCGUUAGGC CGAA lAGUAGUU 


15970 


1435 


ACUACUCC A CACAG6UU 


1663 


AACCUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGUAGU 


16971 


1437 


UACUCXAC A CAGGUUGG 


1664 


CCAACCUG CUGAUGAG GCCGUUAGGC CGAA lUGGAGUA 


16972 


1439 


CUCCACAC A GGUCJGGAG 


1665 


CUCCAACC CUGAUGAG GCCGUUAGGC CGAA lUGUGGAG 


16973 


1449 


GUUGGAGC C ACUCAGGC 


1666 


GCCUGAGU CUGAUGAG GCCGUUAGGC CGAA ICUCCAAC 


16974 


1450 


UUGGAGCC A CUCAGGCA 


1667 


UGCCUGAG CUGAUGAG GCCGUUAGGC CGAA IGCUCCAA 


16975 


1452 


GGAGCCAC tr CAGGCAGG 


1668 


CCUGCCUG CUGAUGAG GCCGUUAGGC CGAA lUGGCUCC 


16976 


1454 


AGCCACUC A GGCAGGGA 


1669 


UCCCUGCC CUGAUGAG GCCGUUAGGC CGAA lAGUGGCU 


16977 


1458 


ACUCAGGC A GGGAGAUU 


1670 


4k 4k TT^4TY^^^t y'll T/^ 4V T 4k ^4 ^^^4^T4TT4k r^^^ ^4>*l 4k 4k V ^H^TT 4k ^4TY 

AAUCUCCC CUGAUGAG GCCGUUAGGC CGAA ICCUGAGU 


16978 


1468 


GQAGAUUC A GCATJCACU 


1671 


AGUGAuGC CUGAUGAG GCCGUUAGGC CGAA lAAUCUCC 


16979 


1471 


GAUUCAGC A UCACUCCU 


1672 


4k^^^lk ^VtV^^4k ^ITV^^4k V4^i4k ^ ^^^^4Wr T4k r4^^9 /^J^4k 4k ^ ^W^t4k 4k 

AGGAGUGA CUGAUGAG GCCGUUAGGC CGAA ICUGAAuC 


16980 


1474 


UCAGCAUC A CUCCUGCG 


1673 


CGCAGGAG CUGAUGAG GCCGUUAGGC CGAA lAUGCUGA 


16981 


1476 


AGCAUCAC U CCUGCGGC 


1674 


GCCGCAGG CUGAUGAG GCCGUUAGGC CGAA lUGAUGCU 


16982 


1478 


CAUCACUC C UGCGGCGC 


1675 


GCGGCGCA CUGAUGAG GCCGUUAGGC CGAA lAGUGAUG 


16983 


1479 


AUCACUCC U GCGGCGCC 


1676 


GGCGCCGC CUGAUGAG GCCGUUAGGC CGAA IGAGUGAU 


16984 


1487 


UGCGGCGC C UUCAUACA 


1677 


UQUAUGAA CUGAUGAG GCCGUUAGGC CGAA ICGCCGCA 


16985 


1488 


GCGGCGCC V UCAUACAC 


1678 


GUGUAUQA CUGAUGAG GCCGUUAGGC CGAA IGCGCCGC 


16986 


1491 


GCGCCUUC A UACACACU 


1679 


AGUGUGUA CUGAUGAG GCCGUUAGGC CGAA lAAGGCGC 


16987 


1495 


CUUCAUAC A CACUAAAG 


1680 


CUUUAGUG CUGAUGAG GCCGUUAGGC CGAA lUAUGAAG 


16988 


1497 


UCAUACAC A CUAAAGCU 


1681 


AGCUUUAG CUGAUGAG GCCGUUAGGC CGAA lUGUAUGA 


16989 


1499 


AUACACAC U AAAGCUUG 


1682 


CAAGCUUU CUGAUGAG GCCGUUAGGC CGAA lUGUGUAU 


16990 


1505 


ACUAAAGC U UGGAGAAU 


1683 


AUUCUCCA CUGAUGAG GCCGUUAGGC CGAA ICUUUAGU 


16991 


1527 


GAOGUGAC A GUGOACUG 


1684 


CAGUCCAC CUGAUGAG GCCGUUAGGC CGAA lUCACCUC 


16992 


1534 


CAGUGGAC U GUGAACCA 


1685 


UGGUUCAC CUGAUGAG GCCGUUAGGC CGAA lUCCACUG 


16993 


1541 


CUGUGAAC C ACGGUCAG 


1686 


CUGACCGU CUGAUGAG GCCGUUAGGC CGAA lUUCACAG 


16994 


1542 


UGUGAACC A CGGUCAGG 


1687 


CCUGACCG CUGAUGAG GCCGUUAGGC CGAA IGUUCACA 


16995 


1548 


CCACGGUC A GGGAUUGA 


1688 


UCAAUCCC CUGAUGAG GCCGUUAGGC CGAA lACCGUGG 


16996 


1558 


GGAUUGAC A CCAAUGCA 


1689 


UGCAUUGG CUGAUGAG GCCGUUAGGC CGAA lUCAAUCC 


16997 


1560 


AUUGACAC C AAUGCAUA 


1690 


UAUGCAUU CUGAUGAG GCCGUUAGGC CGAA lUGUCAAU 


16998 


1561 


UUGACACC A AUGCAUAC 


1691 


GUAUGCAU CUGAUGAG GCCGUUAGGC CGAA IGUGUCAA 


16999 


1566 


ACCAAUGC A UACUACGU 


1692 


ACGUAGUA CUGAUGAG GCCGUUAGGC CGAA ICAUUGGU 


17000 


1570 


AUGCAUAC U ACGUGAUG 


1693 


CAUCACGU CUGAUGAG GCCGUUAGGC CGAA lUAUGCAU 


17001 


1581 


GUGAUGAC U GUUGGAAC 


1694 


GUUCCAAC CUGAUGAG GCCGUUAGGC CGAA lUCAUCAC 


17002 


1590 


GUUGGAAC A AAGACGUU 


1695 


AACGUCUU CUGAUGAG GCCGUUAGGC CGAA lUUCCAAC 


17003 


1600 


AGACGUUC U UGGUCCAu 


1696 


AUGGACCA CUGAUGAG GCCGUUAGGC CGAA lAACGUCU 


17004 


1606 


UCUUGGUC C AUCGUGAG 


1697 


CUCACGAU CUGAUGAG GCCGUUAGGC CGAA lACCAAGA 


17005 


1607 


CUUGGUCC A UCGUGAGU 


1698 


ACUCACGA CUGAUGAG GCCGUUAGGC CGAA IGACCAAG 


17006 


1621 


AGUGGUUC A UGGACCUC 


1699 


GAGGUCCA CUGAUGAG GCCGUUAGGC CGAA lAACCACU 


17007 


1627 


UCAUGGAC C UCAACCUC 


1700 


GAGGUUGA CUGAUGAG GCCGUUAGGC CGAA lUCCAUGA 


17008 


1628 


CAUGGACC U CAACCUCC 


1701 


GGAGGUUG CUGAUGAG GCCGUUAGGC CGAA IGUCCAUG 


17009 


1630 


UGGACCUC A ACCUCCCU 


1702 


AGGGAGGU CUGAUGAG GCCGUUAGGC CGAA lAGGUCCA 


17010 






X / U J 




X /OXl 


1634 


CCUCAACC U CCCUUGGA 


1704 


UCCAAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUGAGG 


17012 


1636 


UCAACCUC C CUUGGAGC 


1705 


GCUCCAAG CUGAUGAG GCCGUUAGGC CGAA lAGGUUGA 


17013 


1637 


CAACCUCC C UUGGAGCA 


1706 


UGCUCCAA CUGAUGAG GCCGUUAGGC CGAA IGAGGUUG 


17014 


1638 


AACCUCCC U UGGAGCAG 


1707 


CUGCUCCA CUGAUGAG GCCGUUAGGC CGAA IGGAGGUU 


17015 


1645 


CUUGGAGC A GUGCUGGA 


1708 


UCCAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUCCAAG 


17016 


1650 


AGCAGUGC U GGAAGUAC 


1709 


GUACUUCC CUGAUGAG GCCGUUAGGC CGAA ICACUGCU 


17017 


1659 


GGAAOUAC U GU6UGGA6 


1710 


CUCCACAC CUGAUGAG GCCGUUAGGC CGAA lUACUUCC 


17018 
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1672 


GGAGGAftC A GAGAGACO 


1711 


CGUCUCUC CUQAUGAG GCCGUUAGGC CGAA lUUCCUCC 


17019 


1700 


UGAGGAAC C AGACGCGA 


1712 


UGGCGUGU CUGAUGAG GCCGUUAGGC CGAA lUUCCUCA 


17020 


1701 


GAGGAACC A CACGCCAC 


1713 


GUGGCGUG CUGAUGAG GCCGUUAGGC CGAA IGUUCCUC 


17021 


1703 


GGAACCAC A CGCCACGA 


1714 


UCGUGGCG CUGAUGAG GCCGUUAGGC CGAA lUGGUUCC 


17022 


1707 


CCACACGC C ACGAAGCA 


1715 


UGCUUCGU CUGAUGAG GCCGUUAGGC CGAA ICGUGUGG 


17023 


1708 


CACACXSCC A CX3AAGCAG 


1716 


CUGCUUCG CUGAUGAG GCCGUUAGGC CGAA IGCGUGUG 


17024 


1715 


CACGAAGC A GUCUGUGA 


1717 


UCACAGAC CUGAUGAG GCCGUUAGGC CGAA ICUUCGUG 


17025 


1719 


AAGCAGUC U GUGAUAGC 


1718 


GCUAUCAC CUGAUGAG GCCGUUAGGC CGAA lACUGCUU 


17026 


1728 


GUGADAGC A UUGGGCUC 


1719 


GAGCCCAA CUGAUGAG GCCGUUAGGC CGAA ICUAUCAC 


17027 


1735 


CAUUGGGC XJ CACAAGA6 


1720 


CUCUUGUG CUGAUGAG GCCGUUAGGC CGAA ICCCAAUG 


17028 


1737 


UUGGGCUC A CAAGAGGG 


1721 


CCCUCUUG CUGAUGAG GCCGUUAGGC CGAA lAGCCCAA 


17029 


1739 


GGGCUCAC A AGAGGGAG 


1722 


CUCCCUCU CUGAUGAG GCCGUUAGGC CGAA lUGAGCCC 


17030 


1749 


GAGGGAGC U CUGCAUCA 


1723 


UGAUGCAG CUGAUGAG GCCGUUAGGC CGAA ICUCCCUC 


17031 


1751 




1724 


CUUiSAUGC CUGAUGAG GCCGUUAGGC CGAA lAGCUCCC 




1754 


AGCUCUGC A UCAAGCUU 


1725 


AAGCUUGA CUGAUGAG GCCGUUAGGC CGAA ICAGAGCU 


17033 


1757 


UCUGCAUC A AGCUUUGG 


1726 


CCAAAGCU CUGAUGAG GCCGUUAGGC CGAA lAUGCAGA 


17034 


1761 


CAUCAAGC U UUGGCUGG 


1727 


CCAGCCAA CUGAUGAG GCCGUUAGGC CGAA ICUUGAUG 


17035 


1767 


GCUUUGGC U GGAGCCAU 


1728 


AUGGCUCC CUGAUGAG GCCGUUAGGC CGAA ICCAAAGC 


17036 


1773 


GCUGGAGC C AUUCCUGU 


1729 


ACAGGAAU CUGAUGAG GCCGUUAGGC CGAA ICUCCAGC 


17037 


1774 


CUGGAGCC A UUCCUGUG 


1730 


CACAGGAA CUGAUGAG GCCGUUAGGC CGAA IGCUCCAG 


17038 


1778 


AGCCAUUC C UGUGGAAU 


1731 


AUUCCACA CUGAUGAG GCCGUUAGGC CGAA lAAUGGCU 


17039 


1779 


GCCAUUCC U GUGGAAUU 


1732 


AAUUCCAC CUGAUGAG GCCGUUAGGC CGAA IGAAUGGC 


17040 


1791 


GAAUUUUC A AGCAACAC 


1733 


GUGUUGCU CUGAUGAG GCCGUUAGGC CGAA lAAAAUUC 


17041 


1795 


UUUCAAGC A ACACUGUC 


1734 


GACAGUGU CUGAUGAG GCCGUUAGGC CGAA ICUUGAAA 


17042 


1798 


CAAGCAAC A CUGUCAAG 


1735 


CUUGACAG CUGAUGAG GCCGUUAGGC CGAA lUUGCUUG 


17043 


1800 


AGCAACAC U GUCAAGUU 


1736 


AACUUGAC CUGAUGAG GCCGUUAGGC CGAA IXJGUUGCU 


17044 


1804 


ACACUGUC A AGOUGACG 


1737 


CGUCAACU CUGAUGAG GCCGUUAGGC CGAA lACAGUGU 


17045 


1820 


GUCGGGUC A UUUGAAGU 


1738 


ACUUCAAA CUGAUGAG GCCGUUAGGC CGAA lACCCGAC 


17046 


1853 


AAAAUUGC A GUUGAAGG 


1739 


CCUUCAAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUUU 


17047 


1866 


AAGGGAAC A ACCUAUGG 


1740 


CCAUAGGU CUGAUGAG GCCGUUAGGC CGAA lUUCCCUU 


17048 


1669 


GGAACAAC C UAUGGCGU 


1741 


ACGCCAUA CUGAUGAG GCCGUUAGGC CGAA lUUGUUCC 


17049 


1870 


GAACAACC U AUGGOGUC 


1742 


GACGCCAU CUGAUGAG GCCGUUAGGC CGTUV IGUUGUUC 


17050 


1879 


AUGGCGUC U GUUCAAAG 


1743 


CUUUGAAC CUGAUGAG GCCGUUAGGC CGAA lACGCCAU 


17051 


1884 


GUCUGUUC A AAGGCUUU 


1744 


AAAGCCUU CUGAUGAG GCCGUUAGGC CGAA lAACAGAC 


17052 


1890 


UCAAAGGC U UUCAAGUU 


1745 


AACUUGAA CUGAUGAG GCCGUUAGGC CGAA ICCUUUGA 


17053 


1894 


AGGCUUUC A AGUUUCUU 


1746 


AAGAAACU CUGAUGAG GCCGUUAGGC CGAA lAAAGCCU 


17054 


1901 


CAAGUUUC U UGGGACUC 


1747 


QAGUCCCA CUGAUGAG GCCGUUAGGC CGAA TAAACTJUG 




1908 


CUUGGGAC U CCCGCAGA 


1748 


UCUGCGGG CUGAUGAG GCCGUUAGGC CGAA lUCCCAAG 


17056 


1910 


UGGGACUC C CGCAGACA 


1749 


UGUCUGCG CUGAUGAG GCCGUUAGGC CGAA lAGUCCCA 


17057 


1911 


GGGACUCC C GCAGACAC 


1750 


GUGUCUGC CUGAUGAG GCCGUUAGGC CGAA IGAGUCCC 


17058 


1914 


ACUCCCGC A GACACAGG 


1751 


CCUGUGUC CUGAUGAG GCCGUUAGGC CGAA ICGGGAGU 


17059 


1918 


CCGCAGAC A CAGGUCAC 


1752 


GUGACCUG CUGAUGAG GCCGUUAGGC CGAA lUCUGCGG 


17060 


1920 


GCAGACAC A GGOCACGG 


1753 


CCGUGACC CUGAUGtAG GCCGUUAGGC CGAA lUGUCUGC 


17061 


1925 


CACAGGUC A OGGCACUG 


1754 


CAGUGCCG CUGAUGAG GCCGUUAGGC CGAA lACCUGUG 


17062 


1930 


GUCACGGC A CUGUGGU6 


1755 


CACCACAG CUGAUGAG GCCGUUAGGC CGAA ICCGUGAC 


17063 


1932 


CACGGCAC U GUGGUGUU 


1756 


AACACCAC CUGAUGAG GCCGUUAGGC CGAA lUGCCGUG 


17064 


1949 


GGAAUUGC A GUACACUG 


1757 


CAGUGUAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUCC 


17065 


1954 


UGCAGUAC A CUGGCACG 


1758 


CGUGCCAG CUQAUGAG GCCGUUAGGC CGAA lUACUGCA 


17066 


1956 


CAGUACAC U GGCACGGA 


1759 


UCCGUGCC CUGAUGAG GCCGUUAGGC CGAA lUGUACUG 


17067 


1960 


ACACUGGC A GGGAUGGA 


1760 


UCCAUCCG CUGAUGAG GCCGUUAGGC CGAA ICCAGUGU 


17068 


1970 


GGAUGGAC C UUGCAAAG 


1761 


CUUUGCAA CUGAUGAG GCCGUUAGGC CGAA lUCCAUCC 


17069 


1971 


GAUGGACC U UGCAAAGU 


1762 


ACUUUGCA CUGAUGAG GCCGUUAGGC CGAA IGUCCAUC 


17070 


1975 


GACCUUGC A AAGUUCCU 


1763 


AGGAACUU CUGAUGAG GCCGUUAGGC CGAA ICAAGGUC 


17071 


1982 


CAAAGUOC C UAUCUCGU 


1764 


ACGAGAUA CUGAUGAG GCCGUUAGGC CGAA lAACUUUG 


17072 


1983 


AAAQUUCC U AUCUCGUC 


1765 


GACGAGAU CUGAUGAG GCCGUUAGGC CGAA IGAACUUU 


17073 


1987 


UUCCUAUC U CGUCAGUG 


1766 


CACUGACG CUGAUGAG GCCGUUAGGC CGAA lAUAGGAA 


17074 


1992 


AUCUCGUC A GUGGCUUC 


1767 


GAAGCCAC CUGAUGAG GCCGUUAGGC CGAA lACGAGAU 


17075 


1998 


UCAGUGGC U UCAUUGAA 


1768 


UUCAAUGA CUGAUGAG GCCGUUAGGC CGAA ICCACUGA 


17076 


2001 


GUGGCUUC A UUGAACGA 


1769 


UCGUUCAA CUGAUGAG GCCGUUAGGC CGAA lAAGCCAC 


17077 


2011 


UGAACQAC C UAACGCCA 


1770 


UGGCGUUA CUGAUGAG GCCGUUAGGC CGAA lUCGtJUCA 


17078 


2012 


GAACGACC U AACGCCAG 


1771 


CUGGCGUU CUGAUGAG GCCGUUAGGC CGAA IGUCGUUC 


17079 


2018 


CCUAACGC C AGUGGGCA 


1772 


UGCCCACU CUGAUGAG GCCGUUAGGC CGAA ICGUUAGG 


17080 
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2019 


CUAACGCC A GUGGGCAG 


1773 


CUGCCCAC CUGAUGAG GCCGUUAGGC CGAA IGCGUUAG 


17081 


2026 


CAGUGGGC A GAUUGGUC 


1774 


GACCAAUC CUGAUGAG GCCGUUAGGC CGAA ICCCACUG 


17082 


2035 


GAUUGGUC A CUGUCAAC 


1775 


GUUGACAG CUGAUGAG GCCGUUAGGC CGAA lACCAAUC 


17083 


2037 


UUGGUCAC U GUCAACCC 


1776 


GGGUUGAC CUGAUGAG GCCGUUAGGC CGAA lUGACCAA 


17084 


2041 


UCACaGUC A ACCCUUUU 


1777 


AAAAGGGU CUGAUGAG GCCGUUAGGC CGAA lACAGUGA 


17085 


2044 


CUGUCAAC C CUUUUGUU 


1778 


AACAAAAG CUGAUGAG GCCGUUAGGC CGAA lUUGACAG 


17086 


2045 


UGUCAACC C UUUUGUUU 


1779 


AAACAAAA CUGAUGAG GCCGUUAGGC CGAA IGUUGACA 


17087 


2046 


GUCAACCC U UUUGUUUC 


1780 


GAAACAAA CUGAUGAG GCCGUUAGGC CGAA IGGUUGAC 


17088 


2055 


UUUGUUUC A GUGGCCAC 


1781 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA lAAACAAA 


17089 


2061 


UCA6UGGC C ACGGCCAA 


1782 


UUG6CCGU CUGAUGAG GCCGUUAGGC CGAA ICCACUGA 


17090 


2062 


CAGUGGGC A CGOCCAAC 


1783 


GUUGGCCG CUGAUGAG GCCGUUAGGC CGAA IGCCACUG 


17091 


2067 


GCCACGGC C AACGCUAA 


1784 


UUAGCGUU CUGAUGAG GCCGUUAGGC CGAA ICCGUGGC 


17092 


2068 


CCACGGCC A ACGCUAAG 


1785 


CUUAGCGU CUGAUGAG GCCGUUAGGC CGAA IGCCGUGG 


17093 


2073 


GCCAACGC U AAGGUCCU 


1786 


AGGACCUU CUGAUGAG GCCGUUAGGC CGAA ICQUUGGC 


17094 


2080 


CUAAGGUC C UGAUU6AA 


1787 


UUCAAUCA CUGAUGAG GCCGUUAGGC CGAA lACCUUAG 


17095 


2081 


UAAGGUCC U GAUUGAAU 


1788 


AUUCAAUC CUGAUGAG GCCGUUAGGC CGAA IGACCUUA 


17096 


2096 


AUUGGAAC C ACCCUUUG 


1789 


CAAAGGGU CUGAUGAG GCCGUUAGGC CGAA lUUCCAAU 


17097 


2097 


UUGGAACC A CCCUUUGG 


1790 


CCAAAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUCCAA 


17098 


2099 


GGAACCAC C CUUUGGAG 


1791 


CUCCAAAG CUGAUGAG GCCGUUAGGC CGAA lUGGUUCC 


17099 


2100 


GAACCACC C UUUGGAGA 


1792 


UCUCCAAA CUGAUGAG GCCGUUAGGC CGAA IGUGGUUC 


17100 


2101 


AACCACCC U UUGGAGAC 


1793 


GUCUCCAA CUGAUGAG GCCGUUAGGC CGAA IGGUGGUU 


17101 


2110 


UUGGAGAC U CAUACAUA 


1794 


UAUGUAUG CUGAUGAG GCCGUUAGGC CGAA lUCUCCAA 


17102 


2112 


GGAGACUC A UACAUAGU 


1795 


ACUAUGUA CUGAUGAG GCCGUUAGGC CGAA lAGUCUCC 


17103 


2116 


ACUCAUAC A UAGUGGUG 


1796 


CACCACUA CUGAUGAG GCCGUUAGGC CGAA lUAUGAGU 


17104 


2128 


UGGUGGGC A GAGGAGAA 


1797 


UUCUCCUC CUGAUGAG GCCGUUAGGC CGAA ICCCACCA 


17105 


2138 


AGGAGAAC A ACAGAUCA 


1798 


UGAUCUGU CUGAUGAG GCCGUUAGGC CGAA lUUCUCCU 


17106 


2141 


AGAACAAC A GAUCAAUC 


1799 


GAUUGAUC CUGAUGAG GCCGUUAGGC CGAA lUUGUUCU 


17107 


2146 


AACAGAUC A AUCACCAU 


1800 


AUGGUGAU CUGAUGAG GCCGUUAGGC CGAA lAUCUGUU 


17108 


2150 


GAUCAAUC A CCAUUGGC 


1801 


GCCAAUGG CUGAUGAG GCCGUUAGGC OGAA lAUUGAUC 


17109 


2152 


UCAAUCAC C AUUGGCAC 


1802 


GU6CCAAU CUGAUGAG GCCGUUAGGC CGAA lUGAUUGA 


17110 


2153 


CAAUCACC A UUGGCACA 


1803 


UGUGCCAA CUGAUGAG GCCGUUAGGC CGAA IGUGAUUG 


17111 


2159 


CCAUUGGC A CAAGUCUG 


1804 


CAGACUUG CUGAUGAG GCCGUUAGGC CGAA ICCAAUGG 


17112 


2161 


AUUGGCAC A AGUCUGGA 


1805 


UCCAGACU CUGAUGAG GCCGUUAGGC CGAA lUGCCAAU 


17113 


2166 


CACAAGUC U GGAAGCAG 


1806 


CUGCUUCC CUGAUGAG GCCGUUAGGC CGAA lACUUGUG 


17114 


2173 


CU6GAAGC A GCAUUGGC 


1807 


GCCAAUGC CUGAUGAG GCCGUUAGGC CGAA ICUUCCAG 


17115 


2176 


GAAGCAGC A tJUGGCAAA 


1808 


UUUGCCAA CUGAUGAG GCCGUUAGGC CGAA ICUGCUUC 


17116 


2182 


GCAUUGGC A AAGCCUUU 


1809 


AAAGGCUU CUGAUGAG GCCGUUAGGC CGAA ICCAAUGC 


17117 


2187 


GGCAAAGC C UUUACAAC 


1810 


GUUGUAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUGCC 


17118 


2188 


GCAAAGCC U UUACAACC 


1811 


GGUUGUAA CUGAUGAG GCCGUUAGGC CGAA IGCUUUGC 


17119 


2193 


GCCUUUAC A ACCACCCU 


1812 


AGGGUGGU CUGAUGAG GCCGUUAGGC CGAA lUAAAGGC 


17120 


2196 


UUUACAAC C ACCCUCAA 


1813 


UUGAGGGU CUGAUGAG GCCGUUAGGC CGAA lUUGUAAA 


17121 


2197 


UUACAACC A CCCUCAAA 


1814 


UUUGAGGG CUGAUGAG GCCGUUAGGC CGAA IGUUGUAA 


17122 


2199 


ACAACCAC C CUCAAAGG 


1815 


CCUUUGAG CUGAUGAG GCCGUUAGGC CGAA lUGGUUGU 


17123 


2200 


GAACCACC C UCAAAGGA 


1816 


UCCUUUGA CUGAUGAG GCCGUUAGGC CGAA IGUGGUUG 


17124 


2201 


AACCACCC U CAAAGGAG 


1817 


CUCCUUUG CUGAUGAG GCCGUUAGGC CGAA IGGUGGUU 


17125 


2203 


CCACCCUC A AAGGAGCG 


1818 


CGCUCCUU CUGAUGAG GCCGUUAGGC CGAA lAGGGUGG 


17126 


2213 


AGGAGCGC A GAGACUAG 


1819 


CUAGUCUC CUGAUGAG GCCGUUAGGC CGAA ICGCUCCU 


17127 


2219 


GCAGAGAC U AGCCGCUC 


1820 


GAGCGGCU CUGAUGAG GCCGUUAGGC CGAA lUCUCUGC 


17128 


2223 


AGACUAGC C GCUCUAGG 


1821 


CCUAGAGC CUGAUGAG GCCGUUAGGC CGAA ICUAGUCU 


17129 


2226 


CUAGCCGC U CUAGGAGA 


1822 


UCUCCUAG CUGAUGAG GCCGUUAGGC CGAA ICGGCUAG 


17130 


2228 


AGCCGCUC U AGGAGACA 


1823 


UGUCUCCU CUGAUGAG GCCGUUAGGC CGAA lAGCGGCU 


17131 


2236 


UAGQAGAC A CAGCUUGG 


1824 


CCAAGCUG CUGAUGAG GCCGUUAGGC CGAA ZDCUCCUA 


17132 


2238 


GGAGACAC A GCUUGGGA 


1825 


UCCCAAGC CUGAUGAG GCCGUUAGGC CGAA lUGUCUCC 


17133 


2241 


GACACAGC U UGGGACUU 


1826 


AAGUCCCA CUGAUGAG GCCGUUAGGC CGAA ICUGUGUC 


17134 


2248 


CUUGGGAC U UUGGAUCA 


1827 


UGAUCCAA CUGAUGAG GCCGUUAGGC CGAA lUCCCAAG 


17135 


2256 


UUUGGAUC A GUUGGAGG 


1626 


CCUCCAAC CUGAUGAG GCCGUUAGGC CGAA lAUCCAAA 


17136 


2272 


GGGUGUUC A CCUCAGUU 


1829 


AACUGAGG CUGAUGAG GCCGUUAGGC CGAA lAACACCC 


17137 


2274 


6UGUUCAC C UCAGUUGG 


1830 


CCAACUGA CUGAUGAG GCCGUUAGGC CGAA lUGAACAC 


17138 


2275 


UGUUCACC U CAGUUGG6 


1831 


CCCAACUG CUGAUGAG GCCGUUAGGC CGAA IGUQAACA 


17139 


2277 


UUCACCUC A GUUGGGAA 


1832 


UUCCCAAC CUGAUGAG GCCGUUAGGC CGAA XAGGUGAA 


17140 


2289 


6GGAAGGC U GUCCAUCA 


1833 


UQAUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCUUCCC 


17141 


2293 


A6GCU6UC C AUCAAGUQ 


1834 


CACUUQAU CUGAUGAG GCCGUUAGGC CGAA lACAGCCU 


17142 
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2294 


GGCUGUCC A UCAAGUGU 


1835 


ACACUUGA CUGAUGAG GCCGUUAGGC CGAA IGACAGCC 


17143 


2297 


UGUCCAUC A AGUGUUCG 


1836 


CGAACACU CUGAUGAG GCCGUUAGGC CGAA lAUGGACA 


17144 


2313 


GGAGGAGC A XJUCCGCUC 


1837 


QAGCGGAA CUGAUGAG GCCGUUAGGC CGAA ICUCCUCC 


17145 


2317 


GAGCAUUC C GCUCACUG 


1838 


CAGUGAGC CUGAUGAG GCCGUUAGGC CGAA lAAUGCUC 


17146 


2320 


CAUUCCGC U CACUGUUC 


1839 


GAACAGUG CUGAUGAG GCCGUUAGGC CGAA ICGGAAUG 


17147 


2322 


UUCCGCUC A CUGUUCGG 


1840 


CCGAACAG CUGAUGAG GCCGUUAGGC CGAA lAGCGGAA 


17148 


2324 


CCGCUCAC U 6UUCGGAG 


1841 


CUCCGAAC CUGAUGAG GCCGUUAGGC CGAA lUGAGCGG 


17149 


2335 


UCGGA6GC A UGUCCUGG 


1842 


CCAGGACA CUGAUGAG GCCGUUAGGC CGAA ICCUCCGA 


17150 


2340 


GGCAU6UC C UGGAOAAC 


1843 


GUUAUCCA CUGAUGAG GCCGUUAGGC CGAA lACAUGCC 


17151 


2341 


GCAUGUCC U GGAUAACSG 


1844 


CGUUAUCC CUGAUGAG GCCGUUAGGC CGAA IGACAUGC 


17152 


2351 


GAUAAC6C A AGGAUUQC 


1845 


GCAAUCCU CUGAUGAG GCCGUUAGGC CGAA XCGUUAUC 


17153 


2360 


AGGAXJUGC U GGGGGCUC 


1846 


GAGCCCCC CUGAUGAG GCCGUUAGGC CGAA ICAAUCCU 


17154 


2367 


CUGGGGGC U CUCCUGUU 


1847 


AACAGGAG CUGAUGAG GCCGUUAGGC CGAA ICCCCCAG 


17155 


2369 


GGGGGCUC U CCUGUUGa 


1848 


ACAACAGG CUGAUGAG GCCGUUAGGC CGAA lAGCCCCC 


17156 


2371 


GGGCUCUC C UGUUGUGG 


1849 


CCACAACA CUGAUGAG GCCGUUAGGC CGAA lAGAGCCC 


17157 


2372 


GGCUCUCC U GUUGUGGA 


1850 


UCCACAAC CUGAUGAG GCCGUUAGGC CGAA IGAGAGCC 


17158 


2386 


GGAUGGGC A UCAAUGCU 


1851 


AGCAUUGA CUGAUGAG GCCGUUAGGC CGAA ICCCAUCC 


17159 


2389 


UGGGCAUC A AUGCUCGU 


1852 


ACGAGCAU CUGAUGAG GCCGUUAGGC CGAA lAUGCCCA 


17160 


2394 


AUCAAUGC U CGUGAUAG 


1853 


CUAUCACG CUGAUGAG GCCGUUAGGC CGAA ICAUUGAU 


17161 


2406 


GAUAGGUC C AUAGCUCU 


1854 


AGAGCUAU CUGAUGAG GCCGUUAGGC CGAA lACCUAUC 


17162 


2407 


AUAGGUCC A UAGCUCUC 


1855 


GAGAGCUA CUGAUGAG GCCGUUAGGC CGAA IGACCUAU 


17163 


24X2 


UCCAUAGC U CUCACGCJU 


1856 


AACGUGAG CUGAUGAG GCCGUUAGGC CGAA ICUAUGGA 


17164 


2414 


CAUAGCUC U CACGUUDC 


1857 


GAAACGUG CUGAUGAG GCCGUUAGGC CGAA lAGCUAUG 


17165 


2416 


UAGCUCUC A CGUUUCUC 


1858 


GAGAAACG CUGAUGAG GCCGUUAGGC CGAA lAGAGCUA 


17166 


2423 


CACGUUUC U CGCAGUUG 


1859 


CAACUGCG CUGAUGAG GCCGUUAGGC CGAA lAAACGUG 


17167 


2427 


UUUCUCGC A GUUGGAGG 


1860 


CCUCCAAC CUGAUGAG GCCGUUAGGC CGAA ICGAGAAA 


17168 


2441 


AGGAGUUC U 6CUCUUCC 


1861 


GGAAGAGC CUGAUGAG GCCGUUAGGC CGAA lAACUCCU 


17169 


2444 


AGUUCUGC U CUUCCUCU 


1862 


AGAGGAAG CUGAUGAG GCCGUUAGGC CGAA ICAGAACU 


17170 


2446 


UUCUGOJC U UCCUCUCC 


1863 


GGAGAGGA CUGAUGAG GCCGUUAGGC CGAA lAGCAGAA 


17171 


2449 


UGOJCUUC C UCUCCGUG 


1864 


CACGGAGA CUGAUGAG GCCGUUAGGC CGAA lAAGAGCA 


17172 


2450 


GCUCUUCC U CUCCGUGA 


1865 


UCACGGAG CUGAUGAG GCCGUUAGGC CGAA IGAAGAGC 


17173 


2452 


UCUUCCUC U CCGUGAAC 


1866 


GUUCACGG CUGAUGAG GCCGUUAGGC CGAA lAGGAAGA 


17174 


2454 


UUCCUCUC C GUGAACGU 


1867 


ACGUUCAC CUGAUGAG GCCGUUAGGC CGAA lAGAGGAA 


17175 


2465 


GAACGUGC A CGCUGACA 


1868 


UGUCAGCG CUGAUGAG GCCGUUAGGC CGAA ICACGUUC 


17176 


2469 


GUGCACGC U GACACUGG 


1869 


CCAGUGUC CUGAUGAG GCCGUUAGGC CGAA ICGUGCAC 


17177 


2473 


ACGCUGAC A CUGGGUGU 


1870 


ACACCCAG CUGAUGAG GCCGUUAGGC CGAA lUCAGCGU 


17178 


2475 


GCUGACAC U GGGUGUGC 


1871 


GCACACCC CUGAUGAG GCCGUUAGGC CGAA lUGUCAGC 


17179 


2484 


GGGUGUGC C AUAGACAU 


1872 


AUGUCUAU CUGAUGAG GCCGUUAGGC CGAA ICACACCC 


17180 


2485 


GGUGUGCC A UAGACAUC 


1873 


GAUGUCUA CUGAUGAG GCCGUUAGGC CGAA IGCACACC 


17181 


2491 


CCAUAGAC A UCAGGCGG 


1B74 


CCGGCUGA CUGAUGAG GCCGUUAGGC CGAA lUCUAUGG 


17182 


2494 


UAGACAUC A GCCGGCAA 


1875 


UUGCCGGC CUGAUGAG GCCGUUAGGC CGAA lAUGUCUA 


17183 


2497 


ACAUCAGC C G6CAAGAG 


1876 


CUCUUGCC CUGAUGAG GCCGUUAGGC CGAA ICUGAUGU 


17184 


2501 


CAGCCGGC A AGAGCUGA 


1877 


UCAGCUCU CUGAUGAG GCCGUUAGGC CGAA ICCGGCUG 


17185 


2507 


GCAAGAGC U GAGAUGUG 


1878 


CACAUCUC CUGAUGAG GCCGUUAGGC CGAA ICUCUUGC 


17186 


2530 


GAGUGUUC A UACACAAU 


1879 


AUUGUGUA CUGAUGAG GCCGUUAGGC CGAA lAACACUC 


17187 


2534 


GUUCAUAC A CAAUGAUG 


1880 


CAUCAUUG CUGAUGAG GCCGUUAGGC CGAA lUAUGAAC 


17188 


2536 


UCAUACAC A AUQAUGUG 


1881 


CACAUCAU CUGAUGAG GCCGUUAGGC CGAA lUGUAUGA 


17189 


2550 


GUGGAGGC U UGGAUGGA 


1882 


UCCAUCCA CUGAUGAG GCCGUUAGGC CGAA ICCUCCAC 


17190 


2560 


GGAUGGAC C G6UACAAG 


1883 


CUUGUACC CUGAUGAG GCCGUUAGGC CGAA lUCCAUCC 


17191 


2566 


ACCGGUAC A AGUAUUAC 


1884 


GUAAUACU CUGAUGAG GCCGXTOIGGC CGAA lUACCGGU 


17192 


2575 


AGUAUUAC C CUGAAACG 


1885 


CGUUUCAG CUGAUGAG GCCGUUAGGC CGAA lUAAUACU 


17193 


2576 


GUAUUACC C UGAAACGC 


1886 


GCGUUUCA CUGAUGAG GCCGUUAGGC CGAA IGUAAUAC 


17194 


2577 


UAUUACCC U GAAACGCC 


1887 


GGCGUUUC CUGAUGAG GCCGUUAGGC CGAA IGGUAAUA 


17195 


2585 


UGAAACGC C ACAAGGCC 


1888 


GGCCUUGU CUGAUGAG GCCGUUAGGC CGAA ICQUUUCA 


17196 


2586 


GAAACGCC A CAAGGCCU 


1889 


AGGCCUUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUUC 


17197 


2588 


AACGCCAC A AGGCCUAG 


1890 


CUAGGCCU CUGAUGAG GCCGUUAGGC CGAA lUGGCGUU 


17198 


2593 


CACAAGGC C UAGCCAAG 


1891 


CUUGGCUA CUGAUGAG GCCGUUAGGC CGAA ICCUUGUG 


17199 


2594 


ACAAGGCC U AGCCAAGA 


1892 


UCUUGGCU CUGAUGAG GCCGUUAGGC CGAA IGCCUUGU 


17200 


2598 


GGCCUAGC C AAGAUCKU 


1893 


AUGAUCUU CUGAUGAG GCCGUUAGGC CGAA. ICUAGGCC 


17201 


2599 


GCCUAGCC A AGAUCAUU 


1894 


AAUGAUCU CUGAUGAG GCCGUUAGGC CGAA IGCUAGGC 


17202 


2605 


CCAA6AUC A UUCAQAAA 


1895 


UUUCUGAA CUGAUGAG GCCGUUAGGC CGAA lAUCUUGG 


17203 


2609 


GAUCAUUC A GAAAGCUC 


1896 


GAGOTUUC CUGAUGAG GCCGUUAGGC CGAA IAAU6AUC 


17204 
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2616 


CAGAAAGC U CAUAAGGA 


1897 


UCCUUAUG CUGAUGA6 GCCGUUAGGC CGAA ICUUUCUG 


17205 


2618 


GAAA6CUC A UAAGGAAG 


1898 


CUUCCOUA CUGAOGAG GCCGUUAGGC CGAA lAGCUUUC 


17206 


2639 


GUGCGGUC U AC3GAUCA6 


1899 


CUGAUCGU CUGAUGAG GCCGUUAGGC CGAA lACCGCAC 


17207 


2646 


CUACGAUC A GUUUCCAG 


1900 


CUGGAAAC CUGAUGAG GCCGUUAGGC CGAA lAUCGUAG 


17208 


2652 


UCAGUUUC C AGACUGGA 


1901 


UCCAGUCU CUGAUGAG GCCGUUAGGC CGAA lAAACUGA 


17209 


2653 


CAGDUUCC A GACUGGAG 


1902 


CUCCAGUC CUGAUGAG GCCGUUAGGC CGAA IGAAACUG 


17210 


2657 


UUCCAGAC U GGAGCAUC 


1903 


GAUGCUCC CUGAUGAG GCCGUUAGGC CGAA lUCUGGAA 


17211 


2663 


ACUGGAGC A UCAAAUGU 


1904 


ACAUUUGA CUGAUGAG GCCGUUAGGC CGAA ICUCCAGU 


17212 


2666 


C3(3AQCMTC A AAITGUGGQ 


1905 


CCCACAUU CUGAUGAG GCCGUUAGGC CGAA lAUGCUCC 


17213 


2679 


U6QGAAGC A GUGAAG6A 


1906 


UCCUUCAC CUGAUGAG GCCGUUAGGC CGAA ICUUCCCA 


17214 


2693 


GGACGAGC U GAACACUC 


1907 


GAGUGUUC CUGAUGAG GCCGUUAGGC CGAA ICUCGUCC 


17215 


2698 




1908 


CAAAAGAG CUGAUGAG GCCGUUAGGC CGAA lUUCAGCU 


17216 


2700 




1909 


UUCAAAAQ CUGAUGAG GCCGUUAGGC CGAA lUGUUCAG 


17217 


2702 


GAACATUC TT UUTJC3AAGG 


1910 


CCUUCAAA CUGAUGAG GCCGUUAGGC CGAA lAGUGUUC 


17218 






1911 


GACACUAA CUGAUGAG GCCGUUAGGC CGAA lUCCACAC 


17219 


9*79K 




1912 


CGACACUA CUGAUGAG GCCGUUAGGC CGAA IGUCCACA 


17220 


2747 


TTGaRRJVAP A. GGAGGGAA 


1913 


UUCCCUCC CUGAUGAG GCCGUUAGGC CGAA lUUUCUCA 


17221 


2761 


GAAUGUAC A AGUCAGCA 


1914 


UGCUGACU CUGAUGAG GCCGUUAGGC CGAA lUACAUUC 


17222 


2766 


UACAAGUC A GCACCUAA 


1915 


UUAGGUGC CUGAUGAG GCCGUUAGGC CGAA lACUUGUA 


17223 


2769 


AAGUCAGC A CCUAAACG 


1916 


CGUUUAGG CUGAUGAG GCCGUUAGGC CGAA ICUGACUU 


17224 


2771 


GUCAGCAC C UAAACGCC 


1917 


GGCGUUUA CUGAUGAG GCCGUUAGGC CGAA lUGCUGAC 


17225 


2772 


UCAGCACC U AAACGCCU 


1918 


AGGCGUUU CUGAUGAG GCCGUUAGGC CGAA IGUGCUGA 


17226 


2779 


CUAAACGC C UCACCGCC 


1919 


GGCGGUGA CUGAUGAG GCCGUUAGGC CGAA ICGUUUAG 


17227 


2780 


UAAACGCC U CACCGCCA 


1920 


UGGCGGUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUUA 


17228 


2782 


AACGCCUC A CCGCCACC 


1921 


GGUGGCGG CUGAUGAG GCCGUUAGGC CGAA lAGGCGUU 


17229 


2784 


CGCCUCAC C GCCACCAC 


1922 


GUGGUGGC CUGAUGAG GCCGUUAGGC CGAA lUGAGGCG 


17230 


2787 


CUCACCGC C ACCACGGA 


1923 


UCCGUGGU CUGAUGAG GCCGUUAGGC CGAA ICGGUGAG 


17231 


2788 


UCACCGCC A CCACGGAA 


1924 


UUCCGUGG CUGAUGAG GCCGUUAGGC CGAA IGCGGUGA 


17232 


2790 


ACCGCCAC C ACGGAAAA 


1925 


UUUUCCGU CUGAUGAG GCCGUUAGGC CGAA lUGGCGGU 


17233 


2791 


CCGCCACC A CGGAAAAA 


1926 


UUUUUCCG CUGAUGAG GCCGUUAGGC CGAA IGUGGCGG 


17234 


2812 


AAAUUGGC U GGAAGGCC 


1927 


GGCCUUCC CUGAUGAG GCCGUUAGGC CGAA ICCAAUUU 


17235 


2820 


UGGAAGGC C UGGGGAAA 


1928 


UUUCCCCA CUGAUGAG GCCGUUAGGC CGAA ICCUUCCA 


17236 


2821 


GGAAGGCC U GGGGAAAG 


1929 


CUUUCCCC CUGAUGAG GCCGUUAGGC CGAA IGCCUUCC 


17237 


2844 


UUAUUUGC A CCAGAACU 


1930 


AGUUCUGG CUGAUGAG GCCGUUAGGC CGAA ICAAAUAA 


17238 


2846 


AUUUGCAC C AGAACUCG 


1931 


CGAGUUCU CUGAUGAG GCCGUUAGGC CGAA lUGCAAAU 


17239 


2847 


UUUGCACC A GAACUCGC 


1932 


GCGAGUUC CUGAUGAG GCCGUUAGGC CGAA IGUGCAAA 


17240 


2852 


ACCAGAAC U CGCCAACA 


1933 


UGUUGGCG CUGAUGAG GCCGUUAGGC CGAA lUUCUGGU 


17241 


2856 


GAACUCGC C AACAACAC 


1934 


GUGUUGUU CUGAUGAG GCCGUUAGGC CGAA ICGAGUUC 


17242 


2857 




1935 


GGUGUUGU CtlGAnGAG GTCQUUAGGC CGAA IGCGAGUU 


17243 


2860 


UCGCCAAC A ACACCUUU 


1936 


AAAGGUGU CUGAUGAG GCCGUUAGGC CGAA lUUGGGGA 


17244 


2863 


CCAACAAC A CCUUUGUG 


1937 


CACAAAGG CUGAUGAG GCCGUUAGGC CGAA 1UUGUUG6 


17245 


2865 


AACAACAC C UUUGUGGU 


1938 


ACCACAAA CUGAUGAG GCCGUUAGGC CGAA lUGUUGUU 


17246 


2866 


ACAACACC U UUGUGGUU 


1939 


AACCACAA CUGAUGAG GCCGUUAGGC CGAA IGUGUUGU 


17247 


2882 


UGAUGGUC C GGAGACCA 


1940 


UGGUCUCC CUGAUGAG GCCGUUAGGC CGAA lACCAUCA 


17248 


2889 


CCGGAGAC C AAGGAAUG 


1941 


CAUUCCUU CUGAUGAG GCCGUUAGGC CGAA lUCUCCGG 


17249 


2890 


CGGAGACC A AGGAAUGU 


1942 


ACAUUCCU CUGAUGAG GCCGUUAGGC CGAA IGUCUCCG 


17250 


2900 


GGAAUGUC C GACUCAGA 


1943 


UCUGAGUC CUGAUGAG GCCGUUAGGC CGAA lACAUUCC 


17251 


2904 


UGUCCGAC U CAGAAUCG 


1944 


CGAUUCUG CUGAUGAG GCCGUUAGGC CGAA lUCGGACA 


17252 


2906 


UCCGACUC A GAAUCGCG 


1945 


CGCGAUUC CUGAUGAG GCCGUUAGGC CGAA lAGUCGGA 


17253 


2916 


AAUCX3CGC U UGGAAUAG 


1946 


CUAUUCCA CUGAUGAG GCCGUUAGGC CGAA IC6C6AUU 


17254 


2926 


GGAAUAGC U TZAGAAGUG 


1947 


CACUUCUA CUGAUGAG GCCGUUAGGC CGAA ICUAUUCC 


17255 


2954 


AUUUGGUC U CACCAGCA 


1948 


UGCUGGUG CUGAUGAG GCCGUUAGGC CGAA lACCAAAU 


17256 


2956 


UUGGUCUC A CCAGCACU 


1949 


AGUGCUGQ CUGAUGAG GCCGUUAGGC CGAA lAGACCAA 


17257 


2958 


GGUOJCAC C AGCACUCG 


1950 


CGAGUGCU CUGAUGAG GCCGUUAGGC CGAA lUGAGACC 


17258 


2959 


6UCUCACC A GCACUCGG 


1951 


CCGAGUGC CUGAUGAG GCCGUUAGGC CGAA IGUGAGAC 


17259 


2962 


UCACCAGC A CaCGGAUG 


1952 


CAUCCGAG CUGAUGAG GCCGUUAGGC CGAA ICUGGUGA 


17260 


2964 


ACCAGCAC U CGGAUGUU 


1953 


AACAUCCG CUGAUGAG GCCGUUAGGC CGAA lUGCUGGU 


17261 


2974 


GGAUGUUC C UGAAGGUC 


1954 


GACCUUCA CUGAUGAG GCCGUUAGGC CGAA lAACAUCC 


17262 


2975 


GAUGUUCC U GAAGGUCA 


1955 


UGACCUUC CUGAUGAG GCCGUUAGGC CGAA IGAACAUC 


17263 


2983 


UGAAGGUC A GAGAGA6C 


1956 


GCUCUCUC CUGAUGAG GCCGUUAGGC CGAA lACCUUCA 


17264 


2992 


GAGAGAGC A ACACAACU 


1957 


AGUUGUGU CUGAUGAG GCCGUUAGGC CGAA ICUCUCUC 


17265 


2995 


AGAGCAAC A CAACUGAA 


1958 


UUCAGUUG CUGAUGAG GCCGUUAGGC CGAA lUUGCUCU 


17266 
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2997 


AGCAACAC A ACUGAAUG 


1959 


CAUUCAGU CUGAUGAQ GCCGUUAGGC CGAA lUGUUGCU 


17267 


3000 


AACACAAC U GAAUGUGA 


1960 


UCACAUUC CUGAUGAG GCCGUUAGGC CGAA lUUGUGUU 


17268 


3010 


AAUGUGAC V CGAAOAUC 


1961 


GAUCaUCG CUGAUGAG GCCGUUAGGC CGAA lUCACAUU 


17269 


3019 


GGAAGAUC A UUGC3AACG 


1962 


OGUUCCAA CUGAUGAG GCCGUUAGGC CGAA XAUCUUCG 


17270 


3030 


6QAACGGC U GUCAAGAA 


1963 


UUCUUGAC CUGAUGAG GCCGUUAGGC CGAA ICCGUUCC 


17271 


3034 


CGGCUGUC A AGAACAAC 


1964 


GUUGUUCU CUGAUGAG GCCGUUAGGC CGAA lACAGCCG 


17272 


3040 


UCAAGAAC A ACUUGGCG 


1965 


CGCCAAGU CUGAUGAG GCCGUUAGGC CGAA lUUCUUGA 


17273 


3043 


AGAACAAC U UGGCGAUC 


1966 


GAUCGCCA CUGAUGAG GCCGUUAGGC CGAA lUUGUUCU 


17274 


3052 


UGGCGAUC C ACAGUGAC 


1967 


GUCACUGU CUGAUGAG GCCGUUAGGC CGAA lAUCGCCA 


17275 


3053 


GGCGAUCC A CAGUGACC 


1968 


GGUCACUG CUGAUGAG GCCGUUAGGC CGAA IGAUCGCC 


17276 


3055 


CGAUCCAC A GUGACCOG 


1969 


CAGGUCAC CUGAUGAG GCCGUUAGGC CGAA lUGGAUCG 


17277 


3061 


ACAGUGAC C UGUCCUAU 


1970 


AUAGGACA CUGAUGAG GCCGUUAGGC CGAA lUCACUGU 


17278 


3062 


CAGUGACC U GUCCUAXJU 


1971 


AAUAG6AC CUGAUGAG GCCGUUAGGC CGAA IGUCACUG 


17279 


3066 


GACCUGUC C UAUU6GAU 


1972 


AUCCAAUA CUGAUGAG GCCGUUAGGC CGAA lACAGGUC 


17280 


3067 


ACCUGUCC U AUUGGAUU 


1973 


AAUCCAAU CUGAUGAG GCCGUUAGGC CGAA IGACAGGU 


17281 


3062 


tJUGAAAGC A GGCUCAAU 


1974 


AUUGAGCC CUGAUGAG GCCGUUAGGC CGAA ICUUUCAA 


17282 


3086 


AAGCAGGC U CAAUGAUA 


1975 


UAUCAUUG CUGAUGAG GCCGUUAGGC CGAA ICCUGCUU 


17283 


3088 


GCAGGCUC A AUGAUACG 


1976 


CGUAUCAU CUGAUGAG GCCGUUAGGC CGAA lAGCCUGC 


17284 


3104 


GUGGAAGC U UGAAAGGG 


1977 


CCCUUUCA CUGAUGAG GCCGUUAGGC CGAA ICUUCCAC 


17285 


3114 


GAAAGGGC A GUUCUGGG 


1978 


CCCAGAAC CUGAUGAG GCCGUUAGGC CGAA ICCCUUUC 


17286 


3119 


GGCAGUUC U GGGUGAAG 


1979 


CUUCACCC CUGAUGAG GCCGUUAGGC CGAA lAACUGCC 


17287 


3130 


GUGAAGUC A AAUCAUGU 


1980 


ACAUGAUU CUGAUGAG GCCGUUAGGC CGAA lACUUCAC 


17288 


3135 


GUCAAAUC A UGUACGUG 


1981 


CACGUACA CUGAUGAG GCCGUUAGGC CGAA lAUUUGAC 


17289 


3146 


UACGUGGC C UGAGACGC 


1982 


GCGUCUCA CUGAUGAG GCCGUUAGGC CGAA ICCACGUA 


17290 


3147 


ACGUGGCC U GAGACGCA 


1983 


UGCGUCUC CUGAUGAG GCCGUUAGGC CGAA IGCCACGU 


17291 


3155 


UGAGACGC A UACCUUGU 


1984 


ACAAGGUA CUGAUGAG GCCGUUAGGC CGAA ICGUCUCA 


17292 


3159 


ACGCAUAC C UUGUGGGG 


1985 


CCCCACAA CUGAUGAG GCCGUUAGGC CGAA lUAUGCGU 


17293 


3160 


CGCAUACC U UGUGGGGC 


1986 


GCCCCACA CUGAUGAG GCCGUUAGGC CGAA IGUAUGCG 


17294 


3178 


AUGGAAUC C UUGAGAGU 


1987 


ACUCUCAA CUGAUGAG GCCGUUAGGC CGAA lAUUCCAU 


17295 


3179 


UGGAAUCC U UGAGAGUG 


1988 


CACUCUCA CUGAUGAG GCCGUUAGGC CGAA IGAUUCCA 


17296 


3190 


AGAGUGAC U UGAUAAUA 


1989 


UAUUAUCA CUGAUGAG GCCGUUAGGC CGAA lUCACUCU 


17297 


3200 


GAUAAUAC C AGUCACAC 


1990 


GUGUGACU CUGAUGAG GCCGUUAGGC CGAA lUAUUAUC 


17298 


3201 


AUAAUACC A GUCACACU 


1991 


AGUGUGAC CUGAUGAG GCCGUUAGGC CGAA IGUAUUAU 


17299 


3205 


UACCA6DC A CACUGGCG 


1992 


CGCCAGUG CUGAUGAG GCCGUUAGGC CGAA lACUGGUA 


17300 


3207 


CCA6UCAC A CUGGCG6G 


1993 


CCCGCCAG CUGAUGAG GCCGUUAGGC CGAA lUGACUGG 


17301 


3209 


AGUCACAC U GGCGGGAC 


1994 


GUCCCGCC CUGAUGAG GCCGUUAGGC CGAA lUGUGACU 


17302 


3218 


GGOGGGAC C ACGAAGCA 


1995 


UGCUUCGU CUGAUGAG GCCGUUAGGC CGAA lUCCCGCC 


17303 


3219 


GCGGGACC A CGAAGCAA 


1996 


UUGCUUCG CUGAUGAG GCCGUUAGGC CGAA IGUCCCGC 


17304 


3226 


CACGAAGC A AUCACAAU 


1997 


AUUGUGAU CUGAUGAG GCCGUUAGGC CGAA ICUUCGUG 


17305 


3230 


AAGCAAUC A CAAUCGGA 


1998 


UCCGAUUG CUGAUGAG GCCGUUAGGC CGAA lAUUGCUU 


17306 


3232 


GCAAUCAC A AUCGGAGA 


1999 


UCUCCGAU CUGAUGAG GCCGUUAGGC CGAA lUGAUUGC 


17307 


3242 


UCGGAjQAC C XK3GGUACA 


2000 


UGUACCCA CUGAUGAG GCCGUUAGGC CGAA lUCUCCGA 


17308 


3243 


CGGAGACC U GGGUACAA 


2001 


UUGUACCC CUGAUGAG GCCGUUAGGC CGAA IGUCUCCG 


17309 


3250 


CUGGGUAC A AGACACAA 


2002 


UUGUGUCU CUGAUGAG GCCGUUAGGC CGAA lUACCCAG 


17310 


3255 


UACAAGAC A CAAAACCA 


2003 


UGGUUUUG CUGAUGAG GCCGUUAGGC CGAA lUCUUGUA 


17311 


3257 


CAAGACAC A AAACCAGG 


2004 


CCUGGUUU CUGAUGAG GCCGUUAGGC CGAA lUGUCUUG 


17312 


3262 


CACAAAAC C AGGGCCCA 


2005 


UGGGCCCU CUGAUGAG GCCGUUAGGC CGAA lUUUUGUG 


17313 


3263 


ACAAAACC A GGGCCCAU 


2006 


AUGGGCCC CUGAUGAG GCCGUUAGGC CGAA IGUUUUGU 


17314 


3268 


ACCAGGGC C CAUGGGAC 


2007 


GUCCCAUG CUGAUGAG GCCGUUAGGC CGAA ICCCUGGU 


17315 


3269 


CCAGGGCC C AUGGGACG 


2008 


CGUCCCAU CUGAUGAG GCCGUUAGGC CGAA IGCCCUGG 


17316 


3270 


CAGGGCCC A UGGGACGA 


2009 


UCGUCCCA CUGAUGAG GCCGUUAGGC CGAA IGGCCCUG 


17317 


3283 


ACGAAGGC C GGGUAGAG 


2010 


CUCUACCC CUGAUGAG GCCGUUAGGC CGAA ICCUUCGU 


17318 


3298 


AGAUUGAC U UCGAUUAC 


2011 


GUAAUCGA CUGAUGAG GCCGUUAGGC CGAA lUCAAUCU 


17319 


3307 


UCGAUUAC U GCCCAGGA 


2012 


UCCUGGGC CUGAUGAG GCCGUUAGGC CGAA lUAAUCGA 


17320 


3310 


AUUACUGC C CAGGAACU 


2013 


AGUUCCUG CUGAUGAG GCCGUUAGGC CGAA ICAGUAAU 


17321 


3311 


UUACUGCC C AGGAACUA 


2014 


UAGUUCCU CUGAUGAG GCCXSUUAGGC CGAA IGCAGUAA 


17322 


3312 


UACUGCCC A GGAACUAC 


2015 


GUAGUUCC CUGAUGAG GCCGUUAGGC CGAA IGGCAGUA 


17323 


3318 


CCAGGAAC U ACGGUCAC 


2016 


GUGACCGU CUGAUGAG GCCGUUAGGC CGAA lUUCCUGG 


17324 


3325 


CUACGGUC A CCCUGAQU 


2017 


ACUCAGGG CUGAUGAG GCCGUU7VGGC CGAA lACCGUAG 


17325 


3327 


ACGGUCAC C CUGAGUGA 


2018 


UCACUCAG CUGAUGAG GCCGUUAGGC CGAA lUGACCGU 


17326 


3328 


C6GUCACC C UGAGUGAO 


2019 


CUCACUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACCG 


17327 


3329 


GGUCACCC U GAGUQAGA 


2020 


UCUCACUC CUGAUGAG GCCGUUAGGC CGAA I6GUGACC 


17328 
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3298 


AGAXnjGAC U UCGAtJUAC 


2011 


GUAAUCGA CUGAUGAG GCCGUUAGGC CGAA lUCAAUCU 


17319 


3307 


UCGAUUAC U GCCCAGGA 


2012 


UCCUGGGC CUGAUGAG GCCGUUAGGC CGAA lUAAUCGA 


17320 


3310 


AXJUACU6C C CAGGftACU 


2013 


AGUUCCUG CUGAUGAG GCCGUUAGGC CGAA ICAGUAAU 


17321 


3311 


UUACUGCC C AGGAACUA 


2014 


UAGUUCCU CUGAUGAG GCCGUUAGGC CGAA IGCAGUAA 


17322 


3312 


UACUGCCC A GGAACOAC 


2015 


GUA6UUCC CUGAUGAG GCCGUUAGGC CGAA IGGCAGUA 


17323 


3318 


CGA6GAAC U ACG6UCAC 


2016 


GU6ACC6U CUGAUGAG GCCGUUAGGC CGAA lUUCCUGG 


17324 


3325 


CUACGGOC A CCCUQAGU 


2017 


ACUCAGGG CUGAUGAG GCCGUUAGGC CGAA IACCGUA6 


17325 


3327 


ACGGUCAC C CUGAGUGA 


2018 


UCACUCAG CUGAUGAG GCCGUUAGGC CGAA IUGACC6U 


17326 


3328 


CGGUCACC C UGAGUGAG 


2019 


CUCACUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACCG 


17327 


3329 


GGUCACCC U GAGUGAGA 


2020 


UCUCACUC CUGAUGAG GCCGUUAGGC CGAA IGGUGACC 


17328 


3340 


GUGA6AGC U GCGGACAC 


2021 


GUGUCCGC CUGAUGAG GCCGUUAGGC CGAA ICUCUCAC 


17329 


3347 


CUGCGGAC A CCGUGGAC 


2022 


GUCCACGG CUGAUGAG GCCGUUAGGC CGAA lUCCGCAG 


17330 


3349 


GCGGACAC C GUGGACCU 


2023 


AGGUCCAC CUGAUGAG GCCGUUAGGC CGAA lUGUCCGC 


17331 


3356 


CCGUGGAC C UGCCACUC 


2024 


GAGUGGCA CUGAUGAG GCCGUUAGGC CGAA lUCCACGG 


17332 


3357 


CGUGGACC U GCCACUCG 


2025 


CGAGUGGC CUGAUGAG GCCGUUAGGC CGAA IGUCCACG 


17333 


3360 


GQACCDGC C ACUC6CAC 


2026 


GUGCGAGU CUGAUGAG GCCGUUAGGC CGAA ICAGGUCC 


17334 


3361 


GACCUGCC A CUCGCACC 


2027 


GGUGC6A6 CUGAUGAG GCCGUUAGGC CGAA IGCAG6UC 


17335 


3363 


CCUGCCAC U CGCACCAC 


2028 


GUGGUGCG CUGT^UGAG GCCGUUAGGC CGAA lUGGCAGG 


17336 


3367 


CCACUCGC A CCACCACA 


2029 


UGUGGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAGUGG 


17337 


3369 


ACUCGCAC C ACCACAGA 


2030 


UCUGUGGU CUGAUGAG GCCGUUAGGC CGAA lUGCGAGU 


17338 


3370 


CUCGCACC A CCACAGAG 


2031 


CUCUGUGG CUGAUGAG GCCGUUAGGC CGAA XGUGCGAG 


17339 


3372 


CGCACCAC C ACAGAGAG 


2032 


CUCUCUGU CUGAUGAG GCCGUUAGGC CGAA lUGGUGCG 


17340 


3373 


GCACCACC A CAGAGAGC 


2033 


GCUCUCUG CUGAUGAG GCCGUUAGGC CGAA I6UGGUGC 


17341 


3375 


ACCACCAC A GAGAGCGG 


2034 


CCGCUCUC CUGAUGAG GCCGUUAGGC CGAA lUGGOGGU 


17342 


3396 


XJUGAUAAC A GAUUGGUG 


2035 


CACCAAUC CUGAUGAG GCCGUUAGGC CGAA lUUAUCAA 


17343 


3406 


AUUGGUGC U GCAGGAGC 


2036 


GCUCCUGC CUGAUGAG GCCGUUAGGC CGAA ICACCAAU 


17344 


3409 


GGUGCUGC A GGA6CUGC 


2037 


GCAGCUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCACC 


17345 


3415 


GCAGGAGC U GCACCUUA 


2038 


UAAGGUGC CUGAUGAG GCCGUUAGGC CGAA ICUCCUGC 


17346 


3418 


GGAGCUGC A CCUUACCA 


2039 


UGGUAAGG CUGAUGAG GCCGUUAGGC CGAA ICAGCUCC 


17347 


3420 


AGCUGCAC C UDACCACC 


2040 


GGUGGUAA CUGAUGAG GCCGUUAGGC CGAA lUGCAGCU 


17348 


3421 


GCUGCACC U UACCACCA 


2041 


UGGUGGUA CUGAUGAG GCCGUUAGGC CGAA IGUGCAGC 


17349 


3425 


CACCUUAC C ACCACUGC 


2042 


GCAGUGGU CUGAUGAG GCCGUUAGGC CGAA lUAAGGUG 


17350 


3426 


ACCOUACC A CCACUGCG 


2043 


CGCAGUGG CUGAUGAG GCCGUUAGGC CGAA IGUAAGGU 


17351 


3428 


CUUACCAC C ACUGCGCU 


2044 


AGCGCAGU CUGAUGAG GCCGUUAGGC CGAA lUGGUAAG 


17352 


3429 


UUACCACC A CUGCGCUA 


2045 


UAGCGCAG CUGAUGAG GCCGUUAGGC CGAA IGUGGUAA 


17353 


3431 


ACCACCAC U GCGCUACC 


2046 


GGUAGCGC CUGAUGAG GCCGUUAGGC CGAA lUGGUGGU 


17354 


3436 


CACUGCGC U ACCAAACU 


2047 


AGUUUGGU CUGAUGAG GCCGUUAGGC CGAA ICGCAGUG 


17355 


3439 


UGCGCUAC C AAACUGAC 


2046 


GUCAGUUU CUGAUGAG GCCGUUAGGC CGAA lUAGCGCA 


17356 


3440 


GCGCUACC A AACUGACA 


2049 


UGUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGdAGGBC 


17357 


3444 


UACCAAAC U GACAGCGG 


2050 


CCGCUGUC CUGAUGAG GCCGUUAGGC CGAA lUUUGGUA 


17358 


3448 


AAACUGAC A GCGGCUGU 


2051 


ACAGCCGC CUGAUGAG GCCGUUAGGC CGAA lUCAGUUU 


17359 


3454 


ACAGCGGC U GUUGGUAU 


2052 


AUACCAAC CUGAUGAG GCCGUUAGGC CGAA ICCGCUGU 


17360 


3475 


UGGAGAUC A GACCACAG 


2053 


CUGUGGUC CUGAUGAG GCCGUUAGGC CGAA lAUCUCCA 


17361 


3479 


GAUCAGAC C ACAGAGAC 


2054 


GUCUCUGU CUGAUGAG GCCGUUAGGC CGAA lUCUGAUC 


17362 


3480 


AUCAGACC A CAGAGACA 


2055 


UGUCUCUG CUGAUGAG GCCGUUAGGC CGAA IGUCUGAU 


17363 


3482 


CAGACCAC A GAGACAUG 


2056 


CAUGUCUC CUGAUGAG GCCGUUAGGC CGAA lUGGUCUG 


17364 


3488 


ACAGAGAC A UGAUGAAA 


2057 


UUUCAUCA CUGAUGAG GCCGUUAGGC CGAA lUCUCUGU 


17365 


3501 


GAAAAGAC C CUCGUGCA 


2058 


UGCACGA6 CUGAUGAG GCCGUUAGGC CGAA lUCUUUUC 


17366 


3502 


AAAAGACC C U0GUGCA6 


2059 


CUGCACGA CUGAUGAG GCCGUUAGGC CGAA I6UCUUUU 


17367 


3503 


AAAGACCC U C6DGCAGU 


2060 


ACUGCACG CUGAUGAG GCCGUUAGGC CGAA IGGUCUUU 


17368 


3509 


CCUCGUGC A GUCACAA6 


2061 


CUUGUGAC CUGAUGAG GCCGUUAGGC CGAA ICACGAGG 


17369 


3513 


GUGCAGUC A CAAGUGAA 


2062 


UUCACUUG CUGAUGAG GCCGUUAGGC CGAA lACUGCAC 


17370 


3515 


GCAGUCAC A AGUGAAUG 


2063 


CAUUCACU CUGAUGAG GCCGtJUAGGC CGAA lUGACUGC 


17371 


3525 


GUGAAUGC U UAUAAUGC 


2064 


6CAUUAUA CUGAUG7U3 GCCGUUAGGC CGAA ICAUUCAC 


17372 


3534 


UAUAAUGC U GAUAUGAU 


2065 


AUCAUAUC CUGAUGAG GCCGUUAGGC CGAA ICAUUAUA 


17373 


3547 


UGAUU6AC C CUUUUCA6 


2066 


CUGAAAAG CUGAUGAG GCCGUUAGGC CGAA lUCAAUCA 


17374 


3548 


GAUUGACC C UUUUCAGU 


2067 


ACUGAAAA CUGAUGAG GCCGUUAGGC CGAA IGUCAAUC 


17375 


3549 


AUUGACCC U UUUCAGUU 


2068 


AAOJGAAA CUGAUGAG GCCGUUAGGC CGAA IGGUCAAU 


17376 


3554 


CCOJUUUC A GUUGG6CC 


2069 


GGCCCAAC CUGAUGAG GCCGUUAGGC CGAA XAAAAQGG 


17377 


3562 


AGUUGGGC C UUCUGQUC 


2070 


GACCAGAA CUGAUGAG GCCGUUAGGC CGAA ICCCAACU 


17378 


3563 


GUUGG6CC U UCUGGUCG 


2071 


CGACCAGA CUGAUGAG GCCGUUAGGC CGAA IGCCCAAC 


17379 
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3566 


GQGCCUUC U GQUCGUGU 


2072 


ACACGACC CUGAUGAG GCCGUUAGGC CGAA lAAGGCCC 


17380 


3577 


UCGUGUUC U UGGCCACC 


2073 


GGUGGCCA CUGAUGAG GCCGUUAGGC CGAA lAACACGA 


17381 


3582 


UUCUUGGC C ACCCAGGA 


2074 


UCCUGGGU CUGAUGAG GCCGUUAGGC CGAA ICCAAGAA 


17382 


3583 


UCUUGGCC A CCCAGGAG 


2075 


CUCCUG6G CUGAUGAG GCCGUUAGGC CGAA IGCCAAGA 


17383 


3585 


UUGGCCAC C CAGGAGGU 


2076 


ACCUCCUG CUGAUGAG GCCGUUAGGC CGAA lUGGCCAA 


17384 


3586 


UGGCCACC C AGGAGGUC 


2077 


GACCUCCU CUGAUGAG GCCGUUAGGC CGAA IGUGGCCA 


17385 


3587 


GGCCACCC A GGAGGUCC 


2078 


GGACCUCC CUGAUGAG GCCGUUAGGC CGAA IGGUGGCC 


17386 


3595 


AGGAGGUC C UUCGCAAG 


2079 


CUUGCGAA CUGAUGAG GCCGUUAGGC CGAA lACCUCCU 


17387 


3596 


GGAGGUCC U UCGCAAGA 


2080 


UCUUGCQA CUGAUGAG GCCGUUAGGC CGAA IGACCUCC 


17388 


3601 


UCCUUCOC A AOAGGUGG 


2081 


CCACCUCU CUGAUGAG GCCGUUAGGC CGAA ICGAAGGA 


17389 


3612 


AGGUGGAC A GCCAAGAU 


2082 


AUCUUGGC CUGAUGAG GCCGUUAGGC CGAA lUCCACCU 


17390 


3615 


UGGACAGC C AAGAUCAG 


2083 


CUGAUCUU CUGAUGAG GCCGUUAGGC CGAA ICUGUCCA 


17391 


3616 


GGACAGCC A AGAUCAGC 


2084 


GCUGAUCU CUGAUGAG GCCGUUAGGC CGAA IGCUGUCC 


17392 


3622 


CCAAGAUC A GCAUGCCA 


2085 


UGGCAUGC CUGAUGAG GCCGUUAGGC CGAA lAUCUUGG 


17393 


3625 


AGAUCAGC A UQCCAGCU 


2086 


AGCUGGCA CUGAUGAG GCCGUUAGGC CGAA ICUGAUCU 


17394 


3629 


CAGCAUGC C AGCUAUAC 


2087 


GUAUAGCU CUGAUGAG GCCGUUAGGC CGAA ICAUGCUG 


17395 


3630 


AGCAUGCC A GCUAUACU 


2088 


AGUAUAGC CUGAUGAG GCCGUUAGGC CGAA IGCAUGCU 


17396 


3633 


AUGCCAGC U AUACUGAU 


2089 


AUCA6UAU CUGAUGAG GCCGUUAGGC CGAA ICUGGCAU 


17397 


3638 


AGCUAUAC U GAUUGCUC 


2090 


GAGCAAUC CUGAUGAG GCCGUUAGGC CGAA lUAUAGCU 


17398 


3645 


CUGAUUGC U CUGCUAGU 


2091 


ACUAGCAG CUGAUGAG GCCGUUAGGC CGAA ICAAUCAG 


17399 


3647 


GAUUGCUC U GCUAGUCC 


2092 


GQACUAGC CUGAUGAG GCCGUUAGGC CGAA lAGCAAUC 


17400 


3650 


UGCUCUGC U AGUCCUGG 


2093 


CCAGGACU CUGAUGAG GCCGUUAGGC CGAA ICAGAGCA 


17401 


3655 


UGCUAGUC C UGGUGUUU 


2094 


AAACACCA CUGAtJGAG GCCGUUAGGC CGAA lACUAGCA 


17402 


3656 


GCUAGUCC U GGUGUUUG 


2095 


CAAACACC CUGAUGAG GCCGUUAGGC CGAA IGACUAGC 


17403 


3670 


UUGGGGGC A UUACUUAC 


2096 


GUAAGUAA CUGAUGAG GCCGUUAGGC CGAA ICCCCCAA 


17404 


3675 


GGCAUUAC U UACACUGA 


2097 


UCAGU6UA CUGAUGAG GCCGUUAGGC CGAA lUAAUGCC 


17405 


3679 


UUACUUAC A CUGAUGUG 


2098 


CACAUCAG CUGAUGAG GCCGUUAGGC CGAA lUAAGUAA 


17406 


3681 


ACUUACAC U GAUGUGUU 


2099 


AACACAUC CUGAUGAG GCCGUUAGGC CGAA lUGUAAGU 


17407 


3694 


UGUUACGC U AUGUCAUC 


2100 


GAUGACAU CUGAUGAG GCCGUUAGGC CGAA ICGUAACA 


17408 


3700 


GCUAUGUC A UCUUGGUG 


2101 


CACCAAGA CUGAUGAG GCCGUUAGGC CGAA XACAUAGC 


17409 


3703 


AUGUCAUC U UGGUGGGG 


2102 


CCCCACCA CUGAUGAG GCCGUUAGGC CGAA lAUGACAU 


17410 


3714 


GUGGGGGC A GCUUUCGC 


2103 


GCGAAAGC CUGAUGAG GCCGUUAGGC CGAA ICCCCCAC 


17411 


3717 


GGGGCAGC U UUCGCAGA 


2104 


UCUGCGAA CUGAUGAG GCCGUUAGGC CGAA ICUGCCCC 


17412 


3723 


GCUUUCGC A GAAUCUAA 


2105 


UUAGAUUC CUGAUGAG GCCGUUAGGC CGAA ICGAAAGC 


17413 


3729 


GCAGAAUC U AAUUCGGG 


2106 


CCCGAAUU CUGAUGAG GCCGUUAGGC CGAA lAUUCUGC 


17414 


3752 


CGUGGUAC A CUUGGCGC 


2107 


GCGCCAAG CUGAUGAG GCCGUUAGGC CGAA lUACCACG 


17415 


3754 


UGGUACAC U UGGCGCUC 


2108 


GAGCGCCA CUGAUGAG GCCGUUAGGC CGAA lUGUACCA 


17416 


3761 


CUUGGCGC U CAUGGCGA 


2109 


UCGCCAUG CUGAUGAG GCCGUUAGGC CGAA ICGCCAAG 


17417 


3763 


UGGCGCUC A UGGCCACC 


2110 


GGUCGCCA CUGAUGAG GCCGUUAGGC CGAA lAGCGCCA 


17418 


3771 


AUGGCGAC C UUCAAGAU 


2111 


AUCUU6AA CUGAUGAG GCCGUUAGGC CGAA lUCGCCAU 


17419 


3772 


UGGCGACC U UCAAGAUA 


2112 


UAUCUUGA CUGAUGAG GCCGUUAGGC CGAA IGUCGCCA 


17420 


3775 


CGACCUUC A AGAUACAA 


2113 


UUGUAUCU CUGAUGAG GCCGUUAGGC CGAA lAAGGUCG 


17421 


3782 


CAAGAUAC A ACCAGUGU 


2114 


ACACUGGU CUGAUGAG GCCGUUAGGC CGAA lUAUCUUG 


17422 


3785 


GAUACAAC C AGUGUUUA 


2115 


UAAACACU CUGAUGAG GCCGUUAGGC CGAA lUUGUAUC 


17423 


3785 


AUACAACC A GUGUUUAU 


2116 


AUAAACAC CUGAUGAG GCCGUUAGGC CGAA IGUUGUAU 


17424 


3801 


AUGGUGGC A UCGUUUCU 


2117 


AGAAACGA CUGAUGAG GCCGUUAGGC CGAA ICCACCAU 


17425 


3809 


AUCGUUUC U CAAAGCGA 


2118 


UCGCUUUG CUGAUGAG GCCGUUAGGC CGAA lAAACGAU 


17426 


3811 


CGUUUCUC A AAGCGAGA 


2119 


UCUCGCUU CUGAUGAG GCCGUUAGGC CGAA lAGAAACG 


17427 


3825 


AGAUGGAC C AACCAGGA 


2120 


UCCUGGUU CUGAUGAG GCCGUUAGGC CGAA lUCCAUCU 


17428 


3826 


GAUGGACC A ACCAGGAG 


2121 


CUCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUC 


17429 


3829 


GGACCAAC C AGGA6AAC 


2122 


GUUCUCCU CUGAUGAG GCCGUUAGGC CGAA lUUGGUCC 


17430 


3830 


GACCAACC A GGAGAACA 


2123 


UGUUCUCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUC 


17431 


3838 


AGGAGAAC A UUUU6UUG 


2124 


CAACAAAA CUGAUGAG GCCGUUAGGC CGAA lUUCUCCU 


17432 


3658 


UUGGCGGC U GUUUUCUU 


2125 


AAGAAAAC CUGAUGAG GCCGUUAGGC CGAA ICCGCCAA 


17433 


3865 


CUGUUUUC U UUCAAAUG 


2126 


CAUUUGAA CUGAUGAG GCCGUUAGGC CGAA lAAAACAG 


17434 


3869 


UUUCUUUC A AAUGGCUU 


2127 


AAGCCAUU CUGAUGAG GCCGUUAGGC CGAA XAAAGAAA 


17435 


3876 


CAAAUGGC U UAUCACGA 


2128 


UCGUGAUA CUGAUGAG GCCGUUAGGC CGAA ICCAXKJUG 


17436 


3881 


GGCUUAUC A CQAUGCCC 


2129 


GGGCAUCG CUGAUGAG GCCGUUAGGC CGAA lAUAAGCC 


17437 


3888 


CACGAUGC C CGCCAAAU 


2130 


AUUUGGCG CUGAUGAG GCCGUUAGGC CGAA ICAUCGUG 


17438 


3889 


ACGAUGCC C GCCAAAUU 


2131 


AAUUUGGC CUGAUGAG GCCGUUAGGC CGAA IGCAUCGU 


17439 


3892 


AUGCCCGC C AAAUUCUG 


2132 


CAGAAUUU CUGAUGAG GCCGUUAGGC CGAA ZCQGGCAU 


17440 
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3893 


UGCCCGCC A AAUUCUGC 


2133 


GCAGAAUU CUGAUGAG GCCGUUAGGC CGAA IGG6GGCA 


17441 


3899 


CCAAAUUC U GCUCUGGG 


2134 


CCCAGAGC CUGAUGAG GCCGUUAGGC CGAA lAAUUUGG 


17442 


3902 


AAUUCUGC U CUGGGAGA 


2135 


UCUCCCAG CUGAUGAG GCCGUUAGGC CGAA ICAGAAUU 


17443 


3904 


UUCUGCUC U GGGAGAUC 


2136 


GAUCUCCC CUGAUGAG GCCGUUAGGC CGAA IAGCA6AA 


17444 


3913 


GGGAGAUC C CUGAUGUG 


2137 


CACAUCAG CUGAUGAG GCCGUUAGGC CGAA lAUCUCCC 


17445 


3914 


GGAGAUCC C UGAUGUGU 


2138 


ACACAUCA CUGAUGAG GCCGUUAGGC CGAA IGAUCUCC 


17446 


3915 


GAGAUCCC U GAUGUGUU 


2139 


AACACAUC CUGAUGAG GCCGUUAGGC CGAA IGGAUCUC 


17447 


3930 


UUGAAUUC A CUGGCGGU 


2140 


ACCGCCAG CUGAUGAG GCCGUUAGGC CGAA IAAUUC7UV 


17448 


3932 


GAAUUCAC U GGCGGUAG 


2141 


' CUACCGCC CUGAUGAG GCCGUUAGGC CG7VA lUGAAUUC 


17449 


3942 


GCGGUAGC U UGGAUGAU 


2142 


AUCAUCCA CUGAUGAG GCCGUUAGGC CGAA ICUACCGC 


17450 


3953 


GAUGAUAC U GAGAGCCA 


2143 


UGGCUCUC CUGAUGAG GCCGUUAGGC CGAA XUAUCAUC 


17451 


3960 


CUGAGAGC C AtJAACAUU 


2144 


AAUGUUAU CUGAUGAG GCCGUUAGGC CGAA ICUCUCAG 


17452 


3961 


UGAGAGCC A UAACAUUC 


2145 


GAAUGUUA CUGAUGiAG GCCGUUAGGC CGAA IGCUCUCA 


17453 


3966 


GCCAUAAC A UUCACAAC 


2146 


GUU6UGAA CUGAUGAG GCCGUUAGGC CGAA lUUAUGGC 


17454 


3970 


UAACAUUC A CAACGACA 


2147 


UGUCGUUG CUGAUGAG GCCGUUAGGC CGAA lAAUGUUA 


17455 


3972 


ACAUUCAC A ACGACAUC 


2148 


GAUGUCGU CUGAUGAG GCCGUUAGGC CGAA lUGAAUGU 


17456 


3978 


ACAACGAC A UCAAACGU 


2149 


ACGUUUGA CUGAUGAG GCCGUUAGGC CGAA lUCGUUGU 


17457 


3981 


ACGACAUC A AACGUGGU 


2150 


ACCACGUU CUGAUGAG GCCGUUAGGC CGAA lAUGUCGU 


17458 


3995 


GGUUGUUC C GCUGCUAG 


2151 


CUAGCAGC CUGAUGAG GCCGUUAGGC CGAA lAACAACC 


17459 


3998 


UGUUCC6C U GCUAGCCC 


2152 


GGGCUAGC CUGAUGAG GCCGUUAGGC CGAA ICGGAACA 


17460 


4001 


UCCGCUGC U AGCCCUGC 


2153 


GCAGGGCU CUGAUGAG GCCGUUAGGC CGAA ICAGCGGA 


17461 


4005 


CUGCUAGC C CUGCUAAC 


2154 


GUUAGCAG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAG 


17462 


4006 


UGCUA6CC C UGCUAACA 


2155 


UGUUAGCA CUGAUGAG GCCGUUAGGC CGAA IGCUAGCA 


17463 


4007 


GCUAGCCC U GCUAACAC 


2156 


GUGUUA6C CUGAUGAG GCCGUUAGGC CGAA IGGCUAGC 


17464 


4010 


AGCCCUGC U AACACCCG 


2157 


CGGGUGUU CUGAUGAG GCCGUUAGGC CGAA ICAGGGCU 


17465 


4014 


CUGCUAAC A CCCGGGCU 


2158 


AGCCCGGG CUGAUGAG GCCGUUAGGC CGAA lUUAGCTUS 


17466 


4016 


GCUAACAC C CGGGCUGA 


2159 


UCAGCCCG CUGAUGAG GCCGUUAGGC CGAA lUGUUAGC 


17467 


4017 


CUAACACC C GGGCUGAG 


2160 


CUCAGCCC CUGAUGAG GCCGUUAGGC CGAA IGUGUUAG 


17468 


4022 


ACCCGGGC U GAGAUGCU 


2161 


AGCAUCUC CUGAUGAG GCCGUUAGGC CGAA ICCCGGGU 


17469 


4030 


UGAGAUGC U UGAAUCUG 


2162 


CAGAUUCA CUGAUGAG GCCGUUAGGC CGAA ICAUCUCA 


17470 


4037 




2163 


ACACAUCC CUGAUGAG GCCGUUAGGC CCSAA TAUUCAAG 


17471 


4048 


AUGUGUAC A GGAUACUG 


2164 


CAGUAUCC CUGAUGAG GCCGUUAGGC CGAA lUACACAtT 


17472 


4055 


CAGGAUAC U GCUGUUGA 


2165 


UC7\ACAGC CUGAUGAG GCCGUUAGGC CGAA lUAUCCUG 


17473 


4058 


GAUACUGC U GUUGAUGG 


2166 


CCAUCAAC CUGAUGAG GCCGUUAGGC CGAA ICAGUAUC 


17474 


4078 


GAAUAGGC A GCUUGAUC 


2167 


GAUCAAGC CUGAUGAG GCCGUUAGGC CGAA ICCUAUUC 


17475 


4081 


UAGGCAGC U UGAUCAGG 


2168 


CCUGAUCA CUGAUGAG GCCGUUAGGC CGAA ICUGCCUA 


17476 


4087 


GCUUGAUC A GGGAGAAG 


2169 


CUUCUCCC CUGAUGAG GCCGUUAGGC CGAA lAUCAAGC 


17477 


4104 


AGGAGUGC A 6CUGCAAA 


2170 


UUUGCAGC CUGAUGAG GCCGUUAGGC CGAA ICACUCCU 


17478 


4107 


A6UGCAGC U GCAAAAAA 


2171 


UUUUUUGC CUGAUGAG GCCGUUAGGC CGAA ICUGCACU 


17479 


4110 


GCAGGU6C A AAAAAGAA 


2172 


UUCUUUUU CUGAUGAG GCCGUUAGGC CGAA ICAQCUGC 


17480 


4125 


AAAGGAGC A AGUCUGCU 


2173 


AGCAGACU CUGAUGAG GCCGUUAGGC CGAA ICUCCUUU 


17481 


4130 


AGCAAGUC U GCUAUGCU 


2174 


AGCAUAGC CUGAUGAG GCCGUUAGGC CGAA lACUUGCU 


17482 


4133 


AAGUCUGC U AUGCUUGG 


2175 


CCAAGCAU CUGAUGAG GCCGUUAGGC CGAA ICAGACUU 


17483 


4138 


UGCUAUGC U UGGCUCUA 


2176 


UAGAGCCA CUGAUGAG GCCGUUAGGC CGAA ICAUAGCA 


17484 


4143 


UGCUUGGC U CUAGCCUC 


2177 


GAGGCUAG CUGAUGAG GCCGUUAGGC CGAA ICCAAGCA 


17485 


4145 


CUUGGCUC U AGCCUCAA 


2178 


UUGAGGCU CUGAUGAG GCCGUUAGGC CGAA lAGCCAAG 


17486 


4149 


GCUCUAGC C UCAACAGG 


2179 


CCUGUUGA CUGAUGAG GCCGUUAGGC CGAA ICUAGAGC 


17487 


4150 


CUCUAGCC U CAACAGGA 


2180 


UCCUGUUG CUGAUGAG GCCGUUAGGC CGAA IGCUAGAQ 


17488 


4152 


CUAGCCUC A ACAGGACU 


2181 


AGUCCUGU CUGAUGAG GCCGUUAGGC CGAA lAGGCUAG 


17489 


4155 


GCCUCAAC A GGACUUOU 


2182 


AAAAQUCC CUGAUGAG GCCGUUAGGC CGAA lUUGAGGC 


17490 


4160 


AACAGGAC U UUUCAACC 


2183 


GGUUGAAA CUGAUGAG GCCGUUAGGC CGAA lUCCUGUU 


17491 


4165 


GACUUUUC A ACCCCAUG 


2184 


CAUGGGGU CUGAUGAG GCCGUUAGGC CGAA lAAAAGUC 


17492 


4168 


UUUUCAAC C CCAUGAUC 


2185 


GAUCAUGG CUGAUGAG GCCGUUAGGC CGAA lUUGAAAA 


17493 


4169 


UUUCAACC C CAUGAUCC 


2186 


GGAUCAUG CUGAUGAG GCCGUUAGGC CGAA IGUUGAAA 


17494 


4170 


UUCAACCC C AUGAUCCU 


2187 


AGGAUCAU CUGAUGAG GCCGUUAGGC CGAA IGGUUGAA 


17495 


4171 


UCAACCCC A UC3AUCCUU 


2188 


AAGGAUCA CUGAUGAG GCCGUUAGGC CGAA IGGGUUGA 


17496 


4177 


CCAUGAUC C UUGCUGCU 


2189 


AGCAGCAA CUGAUGAG GCCGUUAGGC CGAA lAUCAUGG 


17497 


4178 


CAUGAUCC U UGCUGCUG 


2190 


CAGCAGCA CUGAUGAG GCCGUUAGGC CGAA IGAUCAUG 


17498 


4182 


AUCCUUGC U GCUGGACU 


2191 


AGUCCAGC CUGAUGAG GCCGUUAGGC CGAA ICAAGGAU 


17499 


4185 


CUUGCUGC U GGACUGAU 


2192 


AUCAGUCC CUGAUGAG GCCGUUAGGC CGAA ICAGCAAG 


17500 


4190 


UGCUGGAC U GAUUGCAU 


2193 


AUGCAAUC CUGAUGAG GCCGUUAGGC CGAA lUCCAGCA 


17501 
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4266 


AuGUUUGC C AuCGUCGG 


2207 


or^/^ji/vnTT mTr»ATTr«ar2 f2r*r»r^7iTa/2r'r' rr'aa TnaaapaTT 
CliyGAUGAU v«UGAuvwi(.7 o«>vA7UiJA<j\7L. CucHA XwinAL^iU 


1 7C1 C 
J. 


4267 








X /9XO 


4280 








17517 


4284 








17518 










17519 


4294 


^Vrt^fTfU^W^' H TITTER ^TT^^^ 




na&rzrTPAA f*iTr*ATTfSAfz RPPfsiiTTAfjnr' nrzAA tttpaarctt 


17520 




Aw%UUV3(n\» U ^WnUla^VoV* 






17521 


4302 


UTTITnii/^T^ fy Tit T/5A5/^/^*TT 

AUUVaAuUC C AUVa(sV.LlAU 


1 A 






4JU^ 


UUUA^Uv«C A Uuv9UV«AUU 


991 <; 


AATlfSfiPPA PTTnATTRAd CPrYJIlfTAnfiP PRAA T(3AmTr*AA 




no 


TT/^i^RTTflTT' r" IVTTtTPr'iVlV'n 

UUvJAUliV9L> L AUUI..I.AAU 


99 1 *C 




17524 


4309 


r*/*»ivTTPr^^/^ n f If Tr^/^A ivTT/^ 
CCAUbGUC A UUCLAAUC:? 


OO 1 T 
ii^X r 


r'aTTTTf2/^a A nnnATTnAfi cinmj'nThnnn nrzaa Tnrr'ATTnn 


X / 3a 3 


4313 


GGCCAUUC C AAUCaACUA 


OOT Q 


TTar»TTr»aTTTT r*i ir'attnan. fie^fy^^mtvir' r«r»a& TaaTi/^npr* 


1 7CO <C 
X /3ZO 


4314 


GCCAUuCC A AUGACuAU 


2219 


UTTIl/^TT/'^JiTT /^T^STTlT^aO /^/l/*V^TTTTa fjf^f^ /V^5\ » Tr«» *TT/*»r'P 

AUAGuCAU CUGAUGAG GCCvauUAGGC CGAA IGAAUGGC 


1752 / 


4320 


CCAAUlaAC u AUGGCGGG 




f^/«»rv^rvaTT i^TnaiTina/^ rr^r^rnTtta r!/v f^^aa TiTr»aTTTTr*r^ 


1 TCO Q 
X /3ZO 


4331 




.^Z^ X 




1 7C5 Q 
X / 3^7 


4333 


CGGGGCUC A UGUUUGCU 


2222 


AGuAAAuA CUGAUGAG GCCGUUAGGC CGAA lAGCLLuG 


1753 0 


4341 


AuGuUUyC U GCUUUCGU 




annaaanr* omnaTir'afi fyrviTTTafT/i/^ rv^aa Tr«aaar»aTT 


X /3JX 


A'iAA 


TTTTTTr'/^TySr^ IT TTTT/'VTTr'lVTT 


999A 


ATTPAPfSAA PITfSATTf!iAf3 fZPPnTTTTAnnP Pf3AA TPAfSPAAA 


1 7^19 
X /3J^ 


4 J 3D 


rTT/^JVYTITTTP TT f5i'^r'J\ A ^TTH 

viUUAUUuL. U GCsOAAAUL. 


999C 




1 7C^ ^ 
X / 33 0 


4365 


ijQuAaauu a ALZAUAUAU 


0 o o c 


AUAUL.UuU U.UwiUwU9 Vs^VJuUUAouC L>vacnA XAUUUCUW 


1 7 C^ A 
X / 344 


4368 


AAAUCAAC A GAuAUGUG 


2227 


r'HTTATT/^ /^TinaTTT'af^ /^/^/"VTlTTa *^^Aa ttttt/^atttttt 
LAuAUAUU LUGAUGAG GCUGUUAljiCsC CGAA XUuGAUUU 


17535 


4396 


CGGCGGAC A UUUCCuGG 


2228 


LuAGGAAA UUGAUGAvjt GCUGUUAGGL. uGAA 1UL.V.GL.L.G 


1753 6 






999 O 




17537 


4402 


ACAUUUCC U GGGAAAGU 


2230 


AC.UUUL.L.U UUGAuGAG GOUGUUAGGC CGAA xGAAAUGU 


17538 


4416 


AGUGAUliC A GAAAUuAC 


2231 


GuAAUUl/w dJGAUGAG GCvJGUUAGGC CXiAA xuAUCACU 


1753 9 


4425 


GAAAUUAC A GGCuCGAG 


2232 


OUuGAGCL tJUGAUGAG GUt-GUUAGGC CGAA lUAAUUUC 


17540 


4429 


UUACAGGC U CGAvjCCsAA 


2233 


UuCGCUCG LUGAUGAG GCUGIJUAGGC CGAA XLuUGUAA 


17541 


4454 


TT^TT^TV?^/^ TT TTr^»TT<^lVTTO 


■50*S A 


r^ATTr'ATTr'a OTtnaiTr'ari nr^rv^TiTTir'n/^ rv^aa xr'i^^r^aoa 


1 TCAO 
1 /34^ 


AAT1 


AUbuAAAU U UV«wA\aV.Uk. 


oo'ac 
Jo 


(SarTTTwa Prir'aTTna/i rrrvmrTari/T!/^ rv^aa TTTTirTr'f^aTT 


1 7CA^ 


AAHA 
44 /4 


uAAAUUUU ^ A^L,UL.AUv7 


90 1 C 




1 7 CA A 
X / 3tt^ 


1 D 




99 "^7 




1 7RA^ 
X / 3*±0 


4478 


CUUCUAGC U CAUGAAUG 


2238 


/^ATTTTnATT/^ /^Tr» ATTiT^ A^^ ^^^^V^TTTTa^W^ ^^AA T/^T^T^A A/^ 

GAUUCAUG wUGAUGAG GGCGUUAGGC CGAA XCuGGAAG 


17546 


44oU 


TtnPiv/i/^Tn a TT<^ivzk.TT/^aTT 


9*5 1 O 


ATTPATTTTPA PTT/iaTTlfSAfS ^PPnTTTTA (ITIP Pf^AA Taf^PTTCnA 


1 7CA7 
X / 34 / 


4490 


GAAUGAUL U AGrt^bUiL. 




GUGCUL.CU CUGAUGAUr (iCCGU UAUiaL. CGAA XAULAUUC 


1 TEA Q 
X /34o 


4491 


AAUGAuCC A GGAGCACv. 


2241 


tVTilr^r*tir*fy PTlT'ATTr'AP nO/^I^TTTTa rrr* r^^AA Tr»ATT<^ATTTT 

GGUGcUCC vuGAuGAG GCCGUUAGGC CGAA XGAUCAUU 


17549 


4497 


CCAGGAlvC A t.CUUGGAA 


OOA O 

«24^ 


UUCLZAAGG CUGAUGAG GCV^UUAGGC CGAA JLCUCCUGG 


1 7ccn 


4499 


AGGALrfJAQ, V, UUGGAAGA 


2243 


TTr^TTTrT'A A /^TP* ATT/^ Ar^ /^/^/"V^TTTTa/^/^J^ r^/^A A TTT/'VTT/^rTT 

ULUUCCAA CUGAUGAG GCCvsUUAWjC CGAA luGCUCCU 


17551 


4500 


GGAGCACC U UGGAAGAU 


2244 


AUCUUCCA CUGAUGAG GCCGUUAGGC CGAA IGUGCUCC 


17552 


4517 


AUGGAUGC 17 CAGAAuGG 


2245 


^^IfcTTfTOTT^ t^l H TT^ H ^ ^^^^^TTT T7i Ik ^ 4't 9k TT^^Ti T T 

CCaUuCuG CugAUgAG GCCGUuAGgC CGAA XCAUCCAU 


17553 


4519 


GGAUGCuC A GAAUGGuC 


2246 


GACCAUUC CuGAUgAG GCCGUUAGGC CGAA lAGCAUCC 


17554 


4528 


GAAUGGUU U GUL>UL>GwG 


2247 


r^A ^^TT/^ATTf^ Ar^ /^^/"V^TTTTA/7^?!0 ^^^A A TAf^^ATTTTP 

CGCGAGAC CUGAUGAG GCCGUUAGGC CGAA XACCAUUC 


17555 


4532 


^mtfn W^tTf^ TT ^O^V^ATTTTA 

GGUCUGUU U (..vtUGAUUA 


2248 


UAAUCGCG CUGAUGAG GCCGUUAGGC CGAA lACAGACC 


17556 


4549 


GUG\.GUAL A 


2249 


rr^i^rww^ i^Tr'ATTnar* r^orvTTTTa/^^p rr^aa TTTA^'/^r'a/^ 
CCAGGGGG CUGAUGAG GCCGUUAvaiiC CGAA lUACGCAC 


17557 


4551 






viCCCAGUO CUGAUGAG GCCGUUAoGC CviAA lUGUACGC 


1 /330 


4552 


\J\a\JA\U\\m\^ V. V»V.>Uu\i\jUA 


2251 


iw^r^parv^ rTT/^axTT^ar^ #^r'/'v^TTrTa^5/v /^oaa TfiT/^TTarv 
UGCCCAGG CUGAUGAG GCCGUUAGGC CGAA XCUGUACo 


1 TCC Q 
X /33^ 


ACCS 
403^ 




90 CO 


UUV9CC%JA^ CUuAUuAIL? viCCVsUUAVaijC CVaAA XuKsUuUAC 


X / 3oU 


ACCA 
43D4 


TTa r«a r^r^rr" r* TTr^/2/^r«a aTi 




aTTTT/v^'^a r»rTr'aTTna/* /virvTttTa^^rir* /^r'aa Tn/vrTr^TTa 
AUUGCCCA CUGAUGAG GCCGUUAGGC CGAA XGGGUGUA 


X / 30X 


AC 




90 C A 


tiAUUGCCC CUGAUGAG GCCGUUAGGC CGAA XvaotKaULxU 


X / DO ^ 


ACCA 
430U 




o o c c 


GGCAAGAU CUGAUGAG GCCGUUAGGC CGAA XCCUA^too 


i / 3D J 


ACCA 
49D4 




cc 


Twa/in/va rTTr^aTir'ar* f^r^r^c^txmeifif* rvian TaTTTTrs/^r»n 
UGAGGGCA CUGAUGAG GCCGUUAGGC CGAA lAUUGCCC 


X /3b4 






99C7 


PTTarTinA/a mTr«aTTir'ar« /^f^rvrtitT^nf^f* p/saa TriaArtATTTT 


X /3D3 






90 CQ 
«^30 


antTarTir'a nTnaiir'af^ f^i^rv^TTTTari/^r* nfiaa Tfiu^aarsaiT 
ACUACUGA CUGAUGAG GCCGUUAGGC CvaAA XlsCAA^sAU 


X / 300 


*D /W 




99CQ 


aaPTTaPTTn mr'aTTnan nr^rv^TTfra^^/v r"f2aA Tr!/2PaAnA 

AACUACUl.9 CUwiUuAur (jC CGUUAvsVtU CuAn Xl9vL,AAwi 


1 7<;fi7 
X /39 / 


4572 






pr'aanTAP rTTr'aTTr»ar» r»i-»rv*r7TTar2r»p rviAA Ta^2/2/2PAA 
UwWiCUA^ CUuAUvaAul oCCGUUAuVaC LAniA XAvMurwvl 


X / 30 0 


4593 


UGGAUAAC U CUCCAAUA 


2261 


UAUUGGAG CUGAUGAG GCCGUUAGGC CGAA lUUAUCCA 


17569 


4595 


GAUAACUC U CCAAUACA 


2262 


UGUAUUGG CUGAUGAG GCCGUUAGGC CGAA lAGUUAUC 


17570 


4597 


XIAACUCUC C AAUACACA 


2263 


UGU6UAUU CUGAUGAG GCCGUUAGGC CGAA lAGAGUUA 


17571 


4598 


AAOJOJCC A AUACACAA 


2264 


UUGUGOAU CUGAUGAG GCCGUUAGGC COftA IGftGAGDU 


17572 


4603 


UCCAAUAC A CAAAGAQA 


2265 


UCUCUUUG CUGAUGAG GCCGUUAGGC CGAA lUAUUGGA 


17573 


4605 


CAAUACAC A AAGAGAGG 


2266 


CCUCUCUU CUGAUGAG GCCGUUAGGC CGAA lUGUAUUG 


17574 


4630 


UGUGGGAC A CUCCCUCA 


2267 


U6AGGGA6 CUGAUGAG GCCGUUAGGC CGAA lUCCCACA 


17575 


4632 


XJGGGACAC U CCCQCACC 


2268 


GGUGAGGG CUGAUGAG GCCGUUAGGC CGAA lUGUCCCA 


17576 
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4634 


GGACACUC C CUCACCAA 


2269 


UUGGUGAG CUGAUGAG GCCGUUAGGC CGAA IA6UGUCC 


17577 


463S 


GACACUCC C UCACCAAA 


2270 


UUUGGUGA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUC 


17578 


4636 


ACAOTCCC U CACCAAAG 


2271 


CUUUGGU6 CUGAUGAG GCCGUUAGGC CGAA IGGAGUGU 


17579 


4638 


ACUCCCUC A CCAAAGGA 


2272 


UCCUUU6G CUGAUGAG GCCGUUAGGC CGAA lAGGGAGU 


17580 


4640 


UCCCUCAC C AAAGGAGU 


2273 


ACUCCUUU CUGAUGAG GCCGUUAGGC CGAA lUGAGGGA 


17581 


4641 


CCCUCACC A AA66A6UA 


2274 


UACUCCUU CUGAUGAG GCCGUUAGGC CGAA IGUtSAGGG 


17582 


4651 


AGGA6UAC A AAAAGG6G 


2275 


CCCCUUUU CUGAUGAG GCCGUUAGGC CGAA lUACUCCU 


17583 


4663 


AGGGGGAC A CGACCACC 


2276 


GGUGGUCG CUGAUGAG GCCGUUAGGC CGAA lUCCCCCU 


17584 


4668 


GACACXSAC C ACC6606U 


2277 


ACGCCGGU CUGAUGAG GCCGUUAGGC CGAA lUOGUGUC 


17585 


4669 


ACACGACC A CCGGC6UC 


2278 


GACGCCGG CUGAUGAG GCCGUUAGGC CGAA IGUCGUGU 


17586 


4671 


ACGACCAC C GGC6UCUA 


2279 


UAGACGCC CUGAUGAG GC^5UUAGGC CGAA lUGGUCGU 


17587 


4678 


CCGGCGQC U AGAGGAUC 


2280 


GAUCCUGU r!UGAUGA6 GCCGUUAGGC CGAA TACGCCGG 


17568 


4681 


GCGUCUAC A GGAUCAUQ 


2281 


CAUGAUCC CUGAUGAG GCCGUUAGGC CGAA lUAGACGC 


17589 


4687 


ACAGGAUC A UGACQGGIT 


2282 


ACGA6UCA CUGAUGAG GCCGUUAGGC CGAA lAUCCUGU 


17590 


4692 


AUCATJGAC U CGUGGGCU 


2283 


AGCCCACG CUGAUGAG GCCGUUAGGC CGAA lUCAUGAU 


17591 


4700 


llCGUGCiGC U GnJCfiGC!A 


2284 


UGCCGAGC CtJGATTGAG GCCGUUAGGr CGAA TCCCACGA 


17592 


4703 


UGGGCUGC U CGGCAGUU 


2285 


AACUGCCG CUGAUGAG GCCGUUAGGC CGAA XCAGCCCA 


17593 


4708 


U6CUCG6C A GUt3AUCAA 


2286 


UUGAUAAC CUGAUGAG GCCGUUAGGC CGAA XCCGAGCA 


17594 


4715 


CARIJUMIC A ACC!AGCAS 


2287 


CUCCITGCTT CtTGAUGAG GCCGtmAGGC CGAA TAUAACTTn 


17595 


4719 


UAUCAAGC A GGAGCXSGG 


2288 


CCCGCUCC CUGAUGAG GCCGUUAGGC CGAA ICQUGAUA 


17596 


4750 


GUGUUUUC C ACACCCUU 


2289 


AAGGGUGU CUGAUGAG GCCGUUAGGC CGAA lAAAACAC 


17597 


4751 


UGUUUUCC A CACCCUUU 


2290 


AAAGGGUG CUGAUGAG GCCGUUAGGC CGAA IGAAAACA 


17598 


4753 


UUUUCCAC A CCCUUUGG 


2291 


CCAAAGGG CUGAUGAG GCCGUUAGGC CGAA lUGGAAAA 


17599 


4755 


UUCCACAC C CUUUGGCA 


2292 


UGCCAAAG CUGAUGAG GCCGUUAGGC CGAA lUGUGGAA 


17600 


4756 


UCCACACC C UUUGGCAU 


2293 


AUGCCAAA CUGAUGAG GCCGUUAGGC CGAA IGUGUGGA 


17601 


4757 


CCACACCC U UUGGCADA 


2294 


UAUGCCAA CUGAUGAG GCCGUUAGGC CGAA IGGUGUGG 


17602 


4763 


CCUUUGGC A UACAACAA 


2295 


UUGUUGUA CUGAUGAG GCCGUUAGGC CGAA tCCAAAGG 


17603 


4767 


UGGCAUAC A ACAAAAGG 


2296 


CCUUUUGU CUGAUGAG GCCGUUAGGC CGAA XUAUGCCA 


17604 


4770 


CAUACAAC A AAA6GAGC 


2297 


GCUCCUUU CUGAUGAG GCCGUUAGGC CGAA lUUGUAUG 


17605 


4779 


AAAGGAGC C GCUUUGAU 


2298 


AUCAAAGC CUGAUGAG GCCGUTIAGGC CGAA TCtTCCTTTlTT 


17606 


4782 




2299 


CUCAUCAA CUGATIGAG GCCGUITAGGC PRAA TCf3nrr7CC 


17607 


4801 




2300 


CtlCCAGGC CUGATIGAG GCCGTTTTAGCiC CGAA TPCPTTCTTC 


17608 


4804 


AGGGCCGC C UGGACCCA 


2301 


UGGGUCCA CUGAUGAG GCCGUUAGGC CGAA ICGGCCCU 


17609 


4805 


GGGCCGCC U GGACCCAU 


2302 


AUGGGUCC CUGAUGAG GCCGUUAGGC CGAA IGCGGCCC 


17610 


4810 


GCCUGGAC C CAXIACUGG 


2303 


CCAGUAU6 CUGAUGAG GCCGUUAGGC CGAA TUCCAGGC 


17611 


4811 


CCUGGACC C AUACUGGG 


2304 


CCCAGUAU CUGAUGAG GCCGUUAGGC CGAA IGUCCAGG 


17612 


4812 


C17G6ACCC A UAQTGGGG 


2305 


CCCCA6UA CUGAUGAG GCCGUUAGGC CGAA T(^aC€^G 


17613 


4816 


ACCCAUAC U GGGGCAGU 


2306 


ACUGCCCC CUGAUGAG GCCGUUAGGC CGAA lUAUGGGU 


17614 


4822 


ACUGGGGC A GUGUCAA6 


2307 


CUUGACAC CUGAUGAG GCCGUUAGGC CGAA TCCCCAGU 


17615 


4828 


GCAGU617C A A6GA6GAU 


2308 


AUCCUCCU CUGAUGAG GCCGUUAGGC CGAA lACACUGC 


17616 


4841 


GGAUCGAC U UUGUUACG 


2309 


CGUAACAA CUGAUGAG GCCGUUAGGC CGAA TUCGAUCC 


17617 


4856 


CG6AGGAC C CUGGAAAU 


2310 


AUUUCCAG CX}GAUGAG GCCGUUAGGC CGAA lUCCUCCG 


17618 


4857 


GGAGQACC C UGGAAAUU 


2311 


AAUUUCCA CUGAUGAG GCCGUUAGGC CGAA TGUCCUCC 


17619 


4856 


GAGGACCC U GGAAAXJUG 


2312 


CAAUUUCC CUGAUGAG GCCGUUAGGC CGAA IGGUCCUC 


17620 


4868 


GAAAUUGC A GCACAAGU 


2313 


ACUU6UGC CUGAUGAG GCCGUUAGGC CGAA ICAAUUUC 


17621 


4871 


AUUGCAGC A CAA6UGGA 


2314 


UCCACUUG CUGAUGAG GCCGUUAGGC CGAA ICUGCAAU 


17622 


4873 


UGCAGCAC A AGUGGAAC 


2315 


GUUCCACU CUGAUGAG GCCGUUAGGC CGAA lUGCUGCA 


17623 


4886 


GAACGGGC A GGAUGU^GG 


2316 


CCUCAUCC CUGAUGAG GCCGUUAGGC CGAA ICCCGUUC 


17624 


4898 


DGAGGUGC A GAUGAUUG 


2317 


CAAUCAUC CUGAUGAG GCCGUUAGGC CGAA ICACCUCA 


17625 


4916 


GGU6GAAC C UGGCAAGA 


2318 


UCUUGCCA CUGAUGAG GCCGUUAGGC CGAA lUUCCACC 


17626 


4917 


GUGGAACC U 6GCAAGAA 


2319 


UUCUUGCC CUGAUGAG GCCGUUAGGC CGAA TGTJUCCAC 


17627 


4921 


AACCUGGC A AGAACGUU 


2320 


AACGUUCU CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 


17628 


4939 


AGAACGUC C AGACGAAA 


2321 


UUUCGUCU CUGAUGAG GCCGUUAGGC CGAA lACGUUCU 


17629 


4940 


GAAC6UCC A GACGAAAC 


2322 


GUUUC6UC CUGAUGAG GCCGUUAGGC CGAA IGACGUUC 


17630 


4949 


GACGAAAC C AGGGGUGU 


2323 


ACACCCCU CUGAUGAG GCCGUUAGGC CGAA XUUUC6UC 


17631 


4950 


ACGAAACC A GGGGUGUU 


2324 


AACACCCC CUGAUGAG GCCGUUAGGC CGAA IGUUUCGU 


17632 


4960 


GGGUGUUC A AAACACCU 


2325 


AGGUGUUU CUGAUGAG GCCGUUAGGC CGAA lAACACCC 


17633 


4965 


UUCAAAAC A CCUGAAGG 


2326 


CCUUCAGG CUGAUGAG GCCGUUAGGC CGAA lUUUUGAA 


17634 


4967 


CAAAACAC C UGAAGGA6 


2327 


CUCCUUCA CUGAUGAG GCCGUUAGGC CGAA XUGUUUUG 


17635 


4968 


AAAACACC U GAA6GAGA 


2328 


UCUCCUUC CUGAUGAG GCCGUUAGGC CGAA XGUGUUUU 


17636 


4986 


AUCGGGGC C GUGACOUU 


2329 


AAAGUCAC CUGAUGAG GCCGUUAGGC CGAA ICCCCGAU 


17637 


4992 


GCCGUGAC U UUGGACUU 


2330 


AAGUCCAA CUGAUGAG GCCGUUAGGC CGAA lUCACGGC 


17638 
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4999 


CUUUGGAC U UCCCCACU 


2331 


AGUGGGGA CUGAUGAG 6CCGUUAGGC C6AA lUCCAAAG 


17639 


5002 


UGGACUUC C CCACUGGA 


2332 


UCCAGUGG CUGAUGAG GCCGUUAGGC CGAA lAAGUCCA 


17640 


5003 


GGACUUCC C CACUGGAA 


2333 


UUCCAGUG CUGAUGAG GCCGUUAGGC CGAA I6AAGUCC 


17641 


5004 


GACUUCCC C ACUGGAAC 


2334 


GUUCCAGU CUGAUGAG GCCGUUAGGC CGAA IGGAAGUC 


17642 


5005 


ACUUCCCC A CUGGAACA 


2335 


UGUUCCAG CUGAUGAG GCCGUUAGGC CGAA IGGGAAGU 


17643 


5007 


UUCCCCAC U GGftACAUC 


2336 


QAUGUUCC CUGAUGAG GCCGUUAGGC CGAA IU6GGGAA 


17644 


5013 


ACUGGAAC A UCAGGCaC 


2337 


GAGCCUGA CUGAUGAG GCCGUUAGGC CGAA lUUCCAGU 


17645 


5016 


GGAACAUC A GGCUCACC 


2338 


GGUGAGCC CUGAUGAG GCCGUUAGGC CGAA lAUGUUCC 


17646 


5020 


CAUCAG6C U CACCAAUA 


2339 


UAUUGGUG CUGAUGAG GCCGUUAGGC CGAA ICCUGAU6 


17647 


5022 


UCAGGCQC A CCAAUAGU 


2340 


ACUAUUGG CUGAUGAG GCCGUUAGGC CGAA lAGCCUGA 


17648 


5024 


AGGCUCAC C AAUAGUGG 


2341 


CCACUAUU CUGAUGAG GCCGUUAGGC CGAA lUGAGCCU 


17649 


5025 


GGCUCACC A AUAGUGGA 


2342 


UCCACUAU CUGAUGAG GCCGUUAGGC CGAA IGUGAGCC 


17650 


5035 


UA6UGGAC A AAAAOGGU 


2343 


ACCGUUUU CUGAUGAG GCCGUUAGGC CGAA lUCCACUA 


17651 


5057 


GAXJUGGGC U UUAUGGCA 


2344 


UGCCAUAA CUGAUGAG GCCGUUAGGC CGAA ICCCAAUC 


17652 


5065 


UUUAUGGC A AUGGA6UC 


2345 


GACUCCAU CUGAUGAG GCCGUUAGGC CGAA ICCAUAAA 


17653 


5074 


AUGGAGUC A UAAUGCCC 


2346 


GGGCAUUA CUGAUGAG GCCGUUAGGC CGAA lACUCCAU 


17654 


5081 


CAUAAUGC C CAACGGCU 


2347 


AGCCGUUG CUGAUGAG GCCGUUAGGC CGAA ICAUUAUG 


17655 


5082 


AUAAUGCC C AACGGCUC 


2348 


GAGCCGUU CUGAUGAG GCCGUUAGGC CGAA IGCAUUAU 


17656 


5083 


UAAUGCCC A ACGGCUCA 


2349 


UGAGCCGU CUGAUGAG GCCGUUAGGC CGAA IGGCAUUA 


17657 


5089 


CCAACGGC U CAUACAUA 


2350 


tJAUGUAUG CUGAUGAG GCCGUUAGGC CGAA ICCGUUGG 


17658 


5091 


AACGGCUC A UACAUAA6 


2351 


CUUAUGUA CUGAUGAG GCCGUUAGGC CGAA IA6CCGUU 


17659 


5095 


GCUCAUAC A UAAGCGCG 


2352 


CGCGCUUA CUGAUGAG GCCGUUAGGC CGAA lUAUGAGC 


17660 


5111 


GAUAGU6C A GGGUGAAA 


2353 


UUUCACCC CUGAUGAG GCCGUUAGGC CGAA ICACUAUC 


17661 


5132 


GGAUGA6C C AAUCCCAG 


2354 


CUGGGAUU CUGAUGAG GCCGUUAGGC CGAA ICUCAUCC 


17662 


5133 


GAUGA6CC A AUCCCAGC 


2355 


GCUGGGAU CUGAUGAG GCCGUUAGGC CGAA IGCUGAUC 


17663 


5137 


AGCCAAUC C CAGCCGGA 


2356 


UCCGGCUG CUGAUGAG GCCGUUAGGC CGAA lAUUGGCU 


17664 


5138 


GCCAAUCC C AGCCGGAU 


2357 


AUCCGGCU CUGAUGAG GCCGUUAGGC CGAA IGAUUGGC 


17665 


5139 


CCAAUCCC A GCC6GAUU 


2358 


AADCCG6C CUGAUGAG GCCGUUAGGC CGAA IGGAUUGG 


17666 


5142 


AUCCCAGC C GGAUUCGA 


2359 


UCGAAUCC CUGAUGAG GCCGUUAGGC CGAA ICUGGGAU 


17667 


5153 


AUUCGAAC C UGAGAUGC 


2360 


GCAUCUCA CUGAUGAG GCCGUUAGGC CGAA lUUCGAAU 


17668 


5154 


UUC6AACC U GAGAU6CU 


2361 


AGCAUCUC CUGAUGAG GCCGUUAGGC CGAA IGUUCGAA 


17669 


5162 


UGAGAUGC U GA6GAAAA 


2362 


UUUUCCUC CUGAUGAG GCCGUUAGGC CGAA ICAUCUCA 


17670 


5174 


GAAAAAAC A GAUCACUG 


2363 


CAGUGAUC CUGAUGAG GCCGUUAGGC CGAA lUUUUUUC 


17671 


5179 


AACA6AUC A CUGUACUG 


2364 J 


CAGUACAG CUGAUGAG GCCGUUAGGC CGAA lAUCUGUU 


17672 


5181 


CAGAUCAC U GUACUGGA 


2365 


UCCAGUAC CUGAUGAG GCCGUUAGGC CGAA lUGAUCUG 


17673 


5186 


CACUGUAC U GGAUCUCC 


2366 


GGAGAUCC CUGAUGAG GCCGUUAGGC CG7VA lUACAGUG 


17674 


5192 


ACUGGAUC U CCAUCCCG 


2367 


CGGGAUGG CUGAUGAG GCCGUUAGGC CGAA lAUCCAGU 


17675 


5194 


UGGAUCUC C AUCCCGGC 


2368 


GCCGGGAU CUGAUGAG GCCGUUAGGC CGAA lAGAUCCA 


17676 


5195 


GGAUCOCC A UCCCGGCG 


2369 


CGCCGGGA CUGAUGAG GCCGUUAGGC CGAA IGAGAUCC 


17677 


5198 


UCUCCAUC C CGGCGCCG 


2370 


CGGCGCCG CUGAUGAG GCCGUUAGGC CGAA lAUGGAGA 


17678 


5199 


CUCCAUCC C GGCGCCGG 


2371 


CCGGCGCC CUGAUGAG GCCGUUAGGC CGAA IGAUGGAG 


17679 


5205 


CCC6GC6C C GGUAAAAC 


2372 


GUUUUACC CUGAUGAG GCCGUUAGGC CGAA ICGCCGGG 


17680 


523^ 


GGUAAAAC A AGGAGGAU 


2373 


AUCCUCCU CUGAUGAG GCCGUUAGGC CGAA lUUUUACC 


17681 


5225 


GAGGAUUC U GCCACAGA 


2374 


UCUGUGGC CUGAUGAG GCCGUUAGGC CGAA lAAUCCUC 


17682 


5228 


GAUUCUGC C ACAGAUCA 


2375 


UGAUCUGU CUGAUGAG GCCGUUAGGC CGAA ICAGAAUC 


17683 


5229 


AUUCUGCC A CAGAUCAU 


2376 


AUGAUCUG CUGAUGAG GCCGUUAGGC CGAA IGCAGAAU 


17684 


5231 


UCUGCCAC A GAUCAUCA 


2377 


UGAUGAUC CUGAUGAG GCCGUUAGGC CGAA lUGGCAGA 


17685 


5236 


CACAGAUC A UCAAAGAG 


2378 


CUCUUUGA CUGAUGAG GCCGUUAGGC CGAA lAUCUGUG 


17686 


5239 


AGAUCAUC A AAGAGGCC 


2379 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA lAUSAUCU 


17687 


5247 


AAAGAG6C C AUAAACA6 


2380 


CUGUUUAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU 


17688 


5248 


AAGAGGCC A UAAACAGA 


2381 


UCUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


17689 


5254 


CCAUAAAC A GAAGACUG 


2382 


CAGUCUUC CUGAUGAG GCCGUUAGGC CGAA lUUUAUGG 


17690 


5261 


CAGAAGAC U GAGAACA6 


2363 


CU6UUCUC CUGAUGAG GCCGUUAGGC CGAA IUCUUCU6 


17691 


5268 


CUGAGAAC A GCC6UGCU 


2384 


AGCACGGC CUGAUGAG GCCGUUAGGC CGAA lUUCUCAG 


17692 


5271 


AGAACAGC C GUGCUAGC 


2385 


GCUAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUGUUCU 


17693 


5276 


AGCCGUGC U A6CACCAA 


2386 


UUGGUGCU CUGAUGAG GCCGUUAGGC CGAA ICACGGCU 


17694 


5280 


GUGCUAGC A CCAACCAG 


2387 


CUGGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAC 


17695 


5282 


GCUAGCAC C AACCAGGG 


2388 


CCCUGGUU CUGAUGAG GCCGUUAGGC CGAA lUGCUAGC 


17696 


5283 


CUAGCACC A ACCAGGGU 


2389 


ACCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUGCUAG 


17697 


5286 


6CACCAAC C AGG6UU6U 


2390 


ACAACCCU CUGAUGAG GCCGUUAGGC CGAA lUUGGUGC 


17698 


5287 


CACCAACC A GG6UD6U6 


2391 


CACAACCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUG 


17699 


5298 


GUU6UGGC U GCUGAGAU 


2392 


AUCUCAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


17700 
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5231 


UCUGCCAC A GAUCAUCA 


2377 


UGAUGAUC CUGAUGAG GCCGUUAGGC CGAA lUGGCAGA 


17685 


5236 


CACAGAUC A UCAAAGAG 


2378 


CUCUUUGA CUGAUGAG GCCGUUAGGC CGAA lAUCUGUG 


17686 


5239 


AGAUCAUC A AAGAGGCC 


2379 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA lAUGAUCU 


17687 


5247 


AAAGAGGC C AUAAACAG 


2380 


CUGUUUAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU 


17688 


5248 


AAGAGGCC A UAAACAGA 


2381 


UCUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


17689 


5254 


CCAUAAAC A GAAGACUG 


2382 


CAGUCUUC CUGAUGAG GCCGUUAGGC CGAA lUUUAUGQ 


17690 


5261 


CAGAAGAC U GAGAACAG 


2383 


CUGUUCUC CUGAUGAG GCCGUUAGGC CGAA lUCUUCUG 


17691 


5268 


CUGAGAAC A GCCGUGCU 


2384 


AGPVCGGC CUGAUGAG QCGGUUAGGC CGAA lUUCUCAG 


17692 


5271 


AGAACAGC C GUGCUAGC 


2385 


GCUAGCAC CUGAUGAG GCCGUUAGGC CGAA ICUGUUCU 


17693 


5276 


AGCCGUGC U AGCACCAA 


2386 


UUGGUGCU CUGAUGAG GCCGUUAGGC CGAA ICACGGCU 


17694 


5280 


GUGCUAGC A CCAACCAG 


2387 


CUGGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAC 


17695 


5282 


GCUAGCAC C AACCAGGG 


2388 


CCCUGGUU CUGAUGAG GCCGUUAGGC CGAA lUGCUAGC 


17696 


5283 


CUAGCACC A ACCAGGGU 


2389 


ACCCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUGCUAG 


17697 


5286 


GCACCAAC C AGGGUUGU 


2390 


ACAACCCU CUGAUGAG GCCGUUAGGC CGAA lUUGGUGC 


17698 


5287 


CACCAACC A GGGUUGUQ 


2391 


CACAACCC CUGAUGAG GCCGUUAGGC CGAA IGUUGGUG 


17699 


5298 


GUUGUGGC U GCUGAGAU 


2392 


AUCUCAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


17700 


5301 


GUGGCUGC U GAGAUGGC 


2393 


GCCAUCUC CUGAUGAG GCCGUUAGGC CGAA ICAGCCAC 


17701 


5310 


GAGAUGGC U GAAGCACU 


2394 


AGUGCUUC CUGAUGAG GCCGUUAGGC CGAA ICCAUCUC 


17702 


5316 


GCUGAAGC A CUGAGAGG 


2395 


CCUCUCAG CUGAUGAG GCCGUUAGGC CGAA ICUUCAGC 


17703 


5318 


X7GAAGCAC U GAGAGGAC 


2396 


GUCCUCUC CUGAUGAG GCCGUUAGGC CGAA lUGCUUCA 


17704 


5327 


GAGAGGAC U GCCCAUCC 


2397 


GGAUGGGC CUGAUGAG GCCGUUAGGC CGAA lUCCUCUC 


17705 


5330 


AGGACUGC C CAUCCGGU 


2398 


ACCGGAUG CUGAUGAG GCCGUUAGGC CGAA ICAGUCCU 


17706 


5331 


GGACUGCC C AUCCGGUA 


2399 


UACCGQAU CUGAUGAG GCCGUUAGGC CGAA IGCAGUCC 


17707 


5332 


GACUGCCC A UCCGGUAC 


2400 


GUACCGGA CUGAUGAG GCCGUUAGGC CGAA IGGCAGUC 


17708 


5335 


UGCCCAUC C GGUACCAG 


2401 


CUGGUACC CUGAUGAG GCCGUUAGGC CGAA lAUGGGCA 


17709 


5341 


UCCGGUAC C AGACAUCC 


2402 


GGAUGUCU CUGAUGAG GCCGUUAGGC CGAA lUACCGGA 


17710 


5342 


CCGGUACC A GACAUCCG 


2403 


CGGAUGUC CUGAUGAG GCCGUUAGGC CGAA IGUACCGG 


17711 


5346 


UACCA6AC A UCCGCAGU 


2404 


ACUGCGGA CUGAUGAG GCCGUUAGGC CGAA lUCUGGUA 


17712 


5349 


CAGACAUC C GCAGUGCC 


2405 


GGCACUGC CUGAUGAG GCCGUUAGGC CGAA lAUGUCUG 


17713 


5352 


ACAUCCGC A GUGCCCAG 


2406 


CUGGGCAC CUGAUGAG GCCGUUAGGC CGAA ICGGAUGU 


17714 


5357 


CGCAGUGC C CAGAGAAC 


2407 


GUUCUCUG CUGAUGAG GCCGUUAGGC CGAA ICACUGCG 


17715 


5358 


GCAGUGCC C AGAGAACA 


2408 


UGUUCUCU CUGAUGAG GCCGUUAGGC CGAA IGCACUGC 


17716 


5359 


CAGUGCCC A GAGAACAU 


2409 


AUGUUCUC CUGAUGAG GCCGUUAGGC CGAA IGGCACUG 


17717 


5366 


CAGAGAAC A UAAUGGAA 


2410 


UUCCAUUA CUGAUGAG GCCGUUAGGC CGAA ItJUCUCUG 


17718 


5392 


UUGAUGUC A UGUGUCAU 


2411 


AUGACACA CUGAUGAG GCCGUUAGGC CGAA lACAUCAA 


17719 


5399 


CAUGUGUC A UGCUACCC 


2412 


GGGUAGCA CUGAUGAG GCCGUUAGGC CGAA lACACAUG 


17720 


5403 


UGUCAUGC U ACCCUCAC 


2413 


GUGAGGGU CUGAUGAG GCCGUUAGGC CGAA ICAUGACA 


17721 


5406 


CAUGCUAC C CUCACCCA 


2414 


UGGGUGAG CUGAUGAG GCCGUUAGGC CGAA XUAGCAUG 


17722 


5407 


AUGCUACC C UCACCCAC 


2415 


GUGGGUGA CUGAUGAG GCCGUUAGGC CGAA I6UAGCAU 


17723 


5408 


UGCUACCC U CACCCACA 


2416 


UGUGGGUG CUGAUGAG GCCGUUAGGC CGAA IGGUAGCA 


17724 


5410 


CUACCCUC A CCCACAGG 


2417 


CCUGUGGG CUGAUGAG GCCGUUAGGC CGAA lAGGGUAG 


17725 


5412 


ACCCUCAC C CACAGGCU 


2418 


AGCCUGUG CUGAUGAG GCCGUUAGGC CGAA lUGAGGGU 


17726 


5413 


CCOJCACC C ACAGGCUG 


2419 


CAGCCUGU CUGAUGAG GCCGUUAGGC CGAA IGUGAGGG 


17727 


5414 


CCUCACCC A CAGGCUGA 


2420 


UCAGCCUG CUGAUGAG GCCGUUAGGC CGAA IGGUGAGG 


17728 


5416 


UCACCCAC A GQCUGAUG 


2421 


CAUCAGCC CUGAUGAG GCCGUUAGGC CGAA lUGGGUGA 


17729 


5420 


CCACAGGC U GAUGUCUC 


2422 


GAGACAUC CUGAUGAG GCCGUUAGGC CGAA ICCUGUGG 


17730 


5427 


CUGAUGUC U CCUCACAG 


2423 


CUGUGAGG CUGAUGAG GCCGUUAGGC CGAA lACAUCAG 


17731 


5429 


GAUGUCUC C UCACAGGG 


2424 


CCCUGUGA CUGAUGAG GCCGUUAGGC CGAA lAGACAUC 


17732 


5430 


AUGUCUCC U CACAGGGU 


2425 


ACCCUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGACAU 


17733 


5432 


6UCUCCUC A CAGGGUGC 


2426 


GCACCCUG CUGAUGAG GCCGUUAGGC CGAA lAGGAGAC 


17734 


5434 


CUCCUCAC A GG6UGCCG 


2427 


GGGCACCC CUGAUGAG GCCGUUAGGC CGAA lUQAGGAG 


17735 


5441 


CAGGQUQC C GAACUACA 


2428 


UGUAGUUC CUGAUGAG GCCGUUAGGC CGAA ICACCCUG 


17736 


5446 


UQCGGAAC U ACAACCUQ 


2429 


CAGGUUGU CUGAUGAG GCCGUUAGGC CGAA lUUCGGCA 


17737 


5449 


CGAACUAC A ACCUGUUC 


2430 


GAACAGGU CUGAUGAG GCCGUUAGGC CGAA lUAGUUCG 


17738 


5452 


ACUACAAC C UGUUCGUG 


2431 


CACGAACA CUGAUGAG GCCGUUAGGC CGAA lUUGUAGU 


17739 


5453 


CUACAACC U GUUCGUGA 


2432 


UCACGAAC CUGAUGAG GCCGUUAGGC CGAA IGUUGUAG 


17740 


5472 


GAUGAGGC U CAUUUCAC 


2433 


GUGAAAUG CUGAUGAG GCCGUUAGGC CGAA ICCUCAUC 


17741 


5474 


UGAGGCUC A UUUCACCQ 


2434 


CGGUGAAA CUGAUGAG GCCGUUAGGC CGAA lAGCCUCA 


17742 


5479 


CUCAUUUC A CCGACCCA 


2435 


UGGGUCGG CUGAUGAG GCCGUUAGGC CGAA lAAAUGAG 


17743 


5481 


CAUUUCAC C GACCCAGC 


2436 


GCUGGGUC CUGAUGAG GCCGUUAGGC CGAA XUGAAAUG 


17744 


5485 


UCACCGAC C CAGCUAGC 


2437 


GCUAGCUG CUGAUGAG GCCGUUAGGC CGAA lUCGGUGA 


17745 
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5486 


CACCGACC C AGCUAGCA 


2438 


UGCUAGCU CUGAUGAG GCCGUUAGGC CGAA IGUCGGUG 


17746 


5487 


ACCGACCC A GCaAGCAU 


2439 


AUGCUAGC CUGAUGAG GCCGUUAGGC CGAA IGGUCGGU 


17747 


5490 


GACCCAGC U AGCAUUGC 


2440 


GCAAUGCU CUGAUGAG GCCGUUAGGC CGAA ICUGGGUC 


17748 


5494 


CAGCUAGC A UUGCAGCA 


2441 


UGCUGCAA CUGAUGAG GCCGUUAGGC CGAA ICUAGCUG 


17749 


5499 


AGCAUUGC A GCAAGAGG 


2442 


CCUCUUGC CUGAUGAG GCCGUUAGGC CGAA ICAAUGCU 


17750 


5502 


AUUGCAGC A AGAGGUUA 


2443 


UAACCUCU CUGAUGAG GCCGUUAGGC CGAA ICUGCAAU 


17751 


5512 


GAGGUUAC A UUUCCACA 


2444 


UGUGGAAA CUGAUGAG GCCGUUAGGC CGAA lUAACCUC 


17752 


5517 


UACAUUUC C ACAAAGQU 


2445 


ACCUUUGU CUGAUGAG GCCGUUAGGC CGAA lAAAUGUA 


17753 


5518 


ACAUUUCC A CAAAG6UC 


2446 


GACCUUUG CUOAUOAG GCCGUUAGGC CGAA IGAAAUGU 


17754 


5520 


AUUUCCAC A AA66UCGA 


2447 


UCGACCUU CU6AXK3AG GCCGUUAGGC CGAA lUGGAAAU 


17755 


5531 


GGUCGAGC U A6GGGAG6 


2448 


CCUCCCCU CUGAUGAG GCCGUUAGGC CGAA ICUCGACC 


17756 


5547 


GCGGCGGC A AUAUUCAU 


2449 


AUGAAUAU CUGAUGAG GCCGUUAGGC CGAA ICCGCCGC 


17757 


5554 


CAAUAUUC A UGACAGCC 


2450 


GGCUGUCA CUGAUGAG GCCGUUAGGC CGAA lAAUAUUG 


17758 


5559 


UUCAUGAC A GCCACCCC 


2451 


C3GG(SOQGC CUGAUGAG GCCGUUAGGC CGAA lUCAUGAA 


17759 


5562 


AUGACAGC C ACCCCACC 


2452 


GGUGGGGU CUGAUGAG GCCGUUAGGC CGAA ICOGUCAU 


17760 


5563 


UGACAGCC A CCCCACCA 


2453 


UGGUGGGG CUGAUGAG GCCGUUAGGC CGAA IGCUGUCA 


17761 


5565 


ACAGCCAC C CCACCAGG 


2454 


CCUGGUGG CUGAUGAG GCCGUUAGGC CGAA lUGGCUGU 


17762 


5566 


CAGCCACC C CACCAGGC 


2455 


GCCUGGUG CUGAUGAG GCCGUUAGGC CGAA IGUGGCUG 


17763 


5567 


AGCCACCC C ACCAGGCA 


2456 


JJGCOJGGU CUGAUGAG GCCGUUAGGC CGAA IGGUGGCU 


17764 


5568 


GCCACCCC A CCAGGCAC 


2457 


GUGCCUGG CUGAUGAG GCCGUUAGGC CGAA IGGGUGGC 


17765 


5570 


CACCCCAC C AGGCACUU 


2458 


AA6UGCCU CUGAUGAG GCCGUUAGGC CGAA lUGGGGUG 


17766 


5571 


ACCCCACC A GGCACOUC 


2459 


GAAGUGCC CUGAUGAG GCCGUUAGGC CGAA IGUGGGGU 


17767 


5575 


CACCAGGC A CUUCAGAU 


2460 


AUCUGAAG CUGAUGAG GCCGUUAGGC CGAA ICCUGGUG 


17768 


5577 


CCAGGCAC V UCAGAUCC 


2461 


GGAUCUGA CUGAUGAG GCCGUUAGGC CGAA lUGCCUGG 


17769 


5580 


GGCACUUC A GAUCCAUU 


2462 


AAUGGAUC CUGAUGAG GCCGUUAGGC CGAA lAAGUGCC 


17770 


5585 


UUCAGAUC C AUUCCCAG 


2463 


CUGGGAAU CUGAUGAG GCCGUUAGGC CGAA lAUCUGAA 


17771 


5586 


UCAGAUCC A UUCCCAGA 


2464 


UCUGGGAA CUGAUGAG GCCGUUAGGC CGAA IGAUCUGA 


17772 


5590 


AUCCAUUC C CAGAGUCC 


2465 


GGACUCUG CUGAUGAG GCCGUUAGGC CGAA lAAUGGAU 


17773 


5591 


UCCAUUCC C AGAGUCCA 


2466 


UGGACUCa CUGAUGAG GCCGUUAGGC CGAA IGAAUGGA 


17774 


5592 


CCAUUCCC A GAGUCCAA 


2467 


UUGGACUC CUGAUGAG GCCGUUAGGC CGAA IGGAAUGG 


17775 


5598 


CCAGAGUC C AAUUCACC 


2468 


GGUGAAUU CUGAUGAG GCCGUUAGGC CGAA lACUCUGG 


17776 


5599 


CAGAGUCC A AUUCACCA 


2469 


UGGUGAAU CUGAUGAG GCCGUUAGGC CGAA IGACUCUG 


17777 


5604 


UCCAAUUC A CCAAUUUC 


2470 


GAAAUUGG CUGAUGAG GCCGUUAGGC CGAA lAAUUGGA 


17778 


5606 


CAAUUCAC C AAUUUOCG 


2471 


OGGAAAUU CUGAUGAG GCCGUUAGGC CGAA lUGAAUUG 


17779 


5607 


AAUUCACC A AUUUCCGA 


2472 


UCGGAAAU CUGAUGAG GCCGUUAGGC CGAA IGUQAAUU 


17780 


5613 


CCAAUUUC C QACUUACA 


2473 


UGUAAGUC CUGAUGAG GCCGUUAGGC CGAA lAAAUUGG 


17781 


5617 


UUUCCGAC U UACAGACU 


2474 


AGUCUGUA CUGAUGAG GCCGUUAGGC CGAA lUCGGAAA 


17782 


5621 


CGACUUAC A QACUGAGA 


2475 


UCUCAGUC CUGAUGAG GCCGUUAGGC CGAA lUAAGUCG 


17783 


5625 


UUACAGAC U GAGAUCCC 


2476 


GGGAUCUC CUGAUGAG GCCGUUAGGC CGAA lUCUGUAA 


17784 


5632 


CUGAGAUC C CGGAUCGA 


2477 


UCGAUCCG CUGAUGAG GCCGUUAGGC CGAA lAUCUCAG 


17785 


5633 


UCAGAUCC C GGAUCGA6 


2478 


CUCGAUCC CUGAUGAG GCCGUUAGGC CGAA IGAUCUCA 


17786 


5643 


GAUCGAGC U UGGAACUC 


2479 


GAGUUCCA CUGAUGAG GCCGUUAGGC CGAA ICUCGAUC 


17787 


5650 


CUUGGAAC U CUGGAUAC 


2480 


GUAUCCAG CUGAUGAG GCCGUUAGGC CGAA lUUCCAAG 


17788 


5652 


UGGAACUC U GGAUACGA 


2481 


UCGUAUCC CUGAUGAG GCCGUUAGGC CGAA lAGUUCCA 


17789 


5668 


AAUGGAUC A CAGAAUAC 


2482 


GUAUUCUG CUGAUGAG GCCGUUAGGC CGAA lAUCCAUU 


17790 


5670 


UGGAUCAC A GAAUACAC 


2483 


GUGUAUUC CUGAUGAG GCCGUUAGGC CGAA lUGAUCCA 


17791 


5677 


CAGAZVUAC A CCGGGAAG 


2484 


CUUCCCGG CUGAUGAG GCCGUUAGGC CGAA lUAUUCUG 


17792 


5679 


GAAUACAC C G6GAAGAC 


2485 


6UCUUCCC CUGAUGAG GCCGUUAGGC CGAA lUGUAUUC 


17793 


5702 


GOUUGUGC C UAGUGUCA 


2486 


UGACACUA CUGAUGAG GCCGUUAGGC CGAA ICACAAAC 


17794 


5703 


UUUGUGCC U AGUGUCAA 


2487 


UUGACACU CUGAUGAG GCCGUUAGGC CGAA IGCACAAA 


17795 


5710 


CUAGUGUC A AGAUGGGG 


2488 


CCCCAUCU CUGAUGAG GCCGUUAGGC CGAA lACACUAG 


17796 


5730 


GAGAUUGC C CUUUGCCU 


2489 


AGGCAAAG CUGAUGAG GCCGUUAGGC CGAA XCAAUCUC 


17797 


5731 


AGAUU6CC C UUUGCCUA 


2490 


UAGGCAAA CUGAUGAG GCCGUUAGGC CGAA XGCAAUCU 


17798 


5732 


GAUU6CCC u UuGCCUAC 


2491 


GUAGGCAA CUGAUGAG GCOGUUAGGC CGAA IGGCAAUC 


17799 


5737 


CCCUUUGC C UACAACGU 


2492 


ACGUUGUA CUGAUGAG GCCGUUAGGC CGAA ICAAAGGG 


17800 


5738 


CCUUUGCC U ACAACGUG 


2493 


CACGUUGU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGG 


17801 


5741 


UUGCCUAC A ACGUGCUG 


2494 


CAGCACGU CUGAUGAG GCCGUUAGGC CGAA lUAGGCAA 


- 17802 


5748 


CAACGUGC U GGAAAGAA 


2495 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA ICACGUUG 


17803 


5764 


AA6UAGUC C AAUUGAAC 


2496 


GUUCAAUU CUGAUGAG GCCGUUAGGC CGAA lACUACUU 


17804 


5765 


A6UAGUCC A AUUGAACA 


2497 


UGUUCAAU CUGAUGAG GCCGUUAGGC CGAA IGACUACU 


17805 


5773 


AAUUGAAC A GAAAGUCG 


2498 


CGACUUUC CUGAUGAG GCCGUUAGGC CGAA lUUCAAUU 


17806 
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5797 


C6GAGUAC C CAAAAUGU 


2499 


ACAUUUUG CUGAUGAG GCCGUUAGGC CGAA lUACUCOG 


17807 


5798 


GGAGUACC C AAAAUGUA 


2500 


UACAUUUU CUGAUGAG GCCGUUAGGC CGAA IGUACUCC 


17808 


5799 


GAGUACCC A AAAUGUAA 


2501 


UUACAUUU CUGAUGAG GCCGUUAGGC CGAA IGGUACUC 


17809 


5824 


AUUGGGAC U UUGUUAUC 


2502 


GAUAACAA CUGAUGAG GCCGUUAGGC CGAA lUCCCAAU 


17810 


5833 


UUGUUAUC A CAACAGAC 


2503 


GUCUGUUG CUGAUGAG GCCGUUAGGC CGAA lAUAACAA 


17811 


5835 


GUUAUCAC A ACAGACAU 


2504 


AUGUCUGU CUGAUGAG GCCGUUAGGC CGAA lUGAUAAC 


17812 


5838 


AUCACAAC A GACAUAUC 


2505 


GAUAUGUC CUGAUGAG GCCGUUAGGC CGAA lUUGUGAU 


17813 


5842 


CAACAGAC A UAUCUGAA 


2506 


UUCAGAUA CUGAUGAG GCCGUUAGGC CGAA lUCUGUJG 


17814 


5847 


GACAUAUC U GAAAUGGG 


2507 


CCCAUUUC CUGAUGAG GCCGUUAGGC CGAA lAUAUGUC 


17815 


5859 


AllC^GGGGC U AACUUCAA 


2508 


UUGAAGUU CUGAUGAG GCCGUUAGGC CGAA ICCCCCAU 


17816 


3 DO J 




2509 


CGCCUUGA CUGAUGAG GCCGUUAGGC CGAA lUUAGCCC 


17817 


3 O DO 




2510 


GCUCGCCU CUGAUGAG GCCGUUAGGC CGAA lAAGUUAG 


17818 


5875 


AGGCGAGC A GGGUGAUU 


2511 


AAUCACCC CUGAUGAG GCCGUUAGGC CGAA ICUCGCCU 


17819 


5887 


UGAUUGAC A QCCGGAAG 


2512 


CUUCCGGC CUGAUGAG GCCGUUAGGC CGAA lUCAAUCA 


17820 


5890 


UUC3ACAGC C GGAAGAGU 


2513 


ACUCUUCC CUGAUGAG GCCGUUAGGC CGAA ICUGUCAA 


17821 


5906 


UGUGAAAC C AACCAUCA 


2514 


UGAUGGUU CUGAUGAG GCCGUUAGGC CGAA lUUUCACA 


17822 


5907 


GUGAAACC A ACCAUCAU 


2515 


AUGAUGGU CUGAUGAG GCCGUUAGGC CGAA XGUUUCAC 


17823 


5910 


AAACCAAC C AUCAUAAC 


2516 


GUUAUGAU CUGAUGAG GCCGUUAGGC CGAA lUUGGUUU 


17824 


5911 


AACCAACC A UCAUAACA 


2517 


UGUUAUGA CUGAUGAG GCCGUUAGGC CGAA IGUUGGUU 


17825 


5914 


CAACCAUC A UAACAGAA 


2518 


UUCUGUUA CUGAUGAG GCCGUUAGGC CGAA lAUGGUUQ 


17826 


5919 


AUCAUAAC A GAAGGAGA 


2519 


UCUCCUUC CUGAUGAG GCCGUUAGGC CGAA lUUAUQAU 


17827 


5941 


GAGUGAUC C UGGGAGAA 


2520 


UUCUCCCA CUGAUGAG GCCGUUAGGC CGAA lAUCACUC 


17828 


5942 


AGUGAUCC U GGGAGAAC 


2521 


GUUCUCCC CUGAUGAG GCCGUUAGGC CGAA IGAUCACU 


17829 


5951 


GGGAGAAC C AUCU6CAG 


2522 


CUGCAGAU CUGAUGAG GCCGUUAGGC CGAA lUUCUCCC 


17830 


5952 


6GAGAACC A UCUGCAGU 


2523 


ACUGCAGA CUGAUGAG GCCGUUAGGC CGAA IGUUCUCC 


17831 


5955 


GAACCAUC U GCAGUGAC 


2524 


GUCACUGC CUGAUGAG GCCGUUAGGC CGAA lAUGGUUC 


17832 


5958 


CCAUCUGC A GUGACAGC 


2525 


GCUGUCAC CUGAUGAG GCCGUUAGGC CGAA ICAGAUGG 


17833 


5964 


GCAGUGAC A GCAGCUAG 


2526 


CUAGCUGC CUGAUGAG GCCGUUAGGC CGAA lUCACUGC 


17834 


5967 


GUGACAGC A GCUAGUGC 


2527 


GCACUAGC CUGAUGAG GCCGUUAGGC CGAA ICUGUCAC 


17835 


5970 


ACAGCAGC U AGUGCCGC 


2528 


GCGGCACU CUGAUGAG GCCGUUAGGC CGAA ICUGCUGU 


17836 


5976 


GCUAGUGC C GCCCASAfi 


2529 


CUCDGGGC CUGAUGAG GCCGUUAGGC CGAA ICACUAGC 


17837 


5979 


AGUGCCGC C CAGAGACG 


2530 


CGUCUCUO CUGAUGAG GCCGUUAGGC CGAA ICGGCACU 


17838 


5980 


GUGCCGCC C A6AGACGU 


2531 


ACGUCUCU CUGAUGAG GCCGUUAGGC CGAA IGCGGCAC 


17839 


5981 


UGCCGCCC A QAGACGUG 


2532 


CACGUCUC CUGAUGAG GCCGUUAGGC CGAA IGGCGGCA 


17840 


6008 


UAGAAAUC C GUCGCAAG 


2533 


CUUGCGAC CUGAUGAG GCCGUUAGGC CGAA lAUUUCUA 


17841 


6014 


UCCGUCGC A AGUUGGUG 


2534 


CACCAACU CUGAUGAG GCCGUUAGGC CGAA ICGACGGA 


17842 


6031 


AUGAGUAC U GUUAUGGG 


2535 


CCCAUAAC CUGAUGAG GCCGUUAGGC CGAA lUACUCAU 


17843 


6044 


UGGGGGGC A CACGAAUG 


2536 


CAUUCGUG CUGAUGAG GCCGUUAGGC CGAA ICCCCCCA 


17844 


6046 


GGGGGCAC A CGAAUGAA 


2537 


UUCAUUCG CUGAUGAG GCCGUUAGGC CGAA lUGCCCCC 


17845 


6061 


AAGACGAC U CGAACUUC 


2538 


GAAGUUCG CUGAUGAG GCCGUUAGGC CGAA lUCGUCUU 


17846 


6067 


ACUCGAAC U UCGCCCAU 


2539 


AUGGGCGA CUGAUGAG GCCGUUAGGC CGAA lUUCGAGU 


17847 


6072 


AACUUCGC C CAUUGGAC 


2540 


GUCCAAUG CUGAUGAG GCCGUUAGGC CGAA ICGAAGUU 


17848 


6073 


ACUUCGCC C AUUGGACU 


2541 


AGUCCAAU CUGAUGAG GCCGUUAGGC CGAA IGCGAAGU 


17849 


6074 


CUUCGCCC A UUGGACUG 


2542 


CAGUCCAA CUGAUGAG GCCGUUAGGC CGAA IGGCGAAG 


17850 


6081 


CAUUGGAC U QAGGCACG 


2543 


CGUGCCUC CUGAUGAG GCCGUUAGGC CGAA lUCCAAUG 


17851 


6087 


ACUGAGGC A CGAAUCAU 


2544 


AUQAUUCG CUGAUGAG GCCGUUAGGC CGAA ICCUCAGU 


17852 


6094 


CACGAAUC A UGCUGGAC 


2545 


GUCCAGCA CUGAUGAG GCCGUUAGGC CGAA lAUUCGUQ 


17853 


6098 


AAUCAUGC U GGACAACA 


2546 


UGUUGUCC CUGAUGAG GCCGUUAGGC CGAA ICAUGAUU 


17854 


6103 


UGCUGGAC A ACAUCAAC 


2547 


GUUGAUGU CUGAUGAG GCCGUUAGGC CGAA lUCCAGCA 


17855 


6106 


U6GACAAC A UCAACAUG 


2548 


CAUGUUGA CUGAUGAG GCCGUUAGGC CGAA lUUGUCCA 


17856 


6109 


ACAACAUC A ACAUGCCA 


2549 


UGGCAUGU CUGAUGAG GCCGUUAGGC CGAA lAUGUUGU 


17857 


6112 


ACAUCAAC A UGCCAAAC 


2550 


GUUUGGCA CUGAUGAG GCCGUUAGGC CGAA IUUGAU6U 


17858 


6116 


CAACAUGC C AAACGGAC 


2551 


GUCCGUUU CUGAUGAG GCCGUUAGGC CGAA ICAUGUUG 


17859 


6117 


AACAUGCC A AACGGACU 


2552 


AGUCCGUU CUGAUGAG GCCGUUAGGC CGAA IGCAUGUU 


17860 


6125 


AAACGGAC U GAUCGCUC 


2553 


GAGCGAUC CUGAUGAG GCCGUUAGGC CGAA lUCCGUUU 


17861 


6132 


CUGAUCGC U CT^UUCUA 


2554 


UAGAAUU6 CUGAUGAG GCCGUVAGGC CGAA ICGAUCAG 


17862 


6134 


GAUCGCUC A AUUCUACC 


2555 


GGUAGAAU CUGAUGAG GCCGUUAGGC CGAA lAGCGAUC 


17863 


6139 


CUCAAUUC U ACCAACCA 


2556 


UGGUUGGU CUGAUGAG GCCGUUAGGC CGAA lAAUUGAG 


17864 


6142 


AAUUCUAC C AACCAGAG 


2557 


CUCUGGUU CUGAUGAG GCCGUUAGGC CGAA lUAGAAUU 


17865 


6143 


AUUCUACC A ACCAGAGC 


2556 


GCUCUGGU CUGAUGAG GCCGUUAGGC CGAA IGUAGAAU 


17866 


6146 


CUACCAAC C AGAGCGUG 


2559 


CACGCUCU CUGAUGAG GCCGUUAGGC CGAA lUUGGUAG 


17867 
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6147 


UACCAACC A GA6C6UGA 


2560 


UCACGCUC CUGAI7GA6 GCGGUUAGGC CGAA IGUUGGUA 


17868 


6168 


GimUAUAC C AU6GAUGQ 


2561 


CCAUCCAU CUGAUGAG GCCGUUA6GC CGAA XUAUAUAC 


17869 


6169 


UAUAUACC A U6GAUGG6 


2562 


CCCAUCCA CUGAUGAG GCCGUUAGGC CGAA IGUAUAUA 


17870 


6164 


GGGAAUAC C GGCUCAGA 


2563 


UCUGAGCC CUGAUGAG GCCGUUAGGC CGAA lUAUUCCC 


17871 


6188 


AUACCGGC U CAGAGGAG 


2564 


CUCCUCUG CUGAUGAG GCCGUUAGGC CGAA ICCGGUAU 


17872 


6190 


ACCGGCUC A GAGGAGAA 


2565 


UUCUCCUC CUGAUGAG GCCGUUAGGC CGAA lAGCCGGU 


17873 


6211 


GAAAAAAC U UUCUGGAA 


2566 


UUCCAGAA CUGAUGAG GCCGUUAGGC CGAA lUUUUUUC 


17874 


6215 


AAACUUUC U GGAACUGU 


2567 


ACAGUUCC CUGAUGAG GCCGUUAGGC CGAA lAAAGUUU 


17875 


6221 


UCUGGAAC U GUUGA6GA 


2568 


UCCUCAAC CUGAUGAG GCCGUUAGGC CGAA lUUCCAGA 


17876 


6231 


UUGAGGAC U GCAGAUCU 


2569 


AGAUCUGC CUGAUGAG GCCGUUAGGC CGAA IUCCUC7VA 


17877 


6234 


AGGACUGC A GAUCUGCC 


2570 


GGCAQAUC CUGAUGAG GCCGUUAGGC CGAA ICAGUCCU 


17878 


6239 


UGCAGAUC U GCCAGUUU 


2571 


AAACUGGC CUGAUGAG GCCGUUAGGC CGAA lAUCUGCA 


17879 


6242 


AGAucaac c aguuuggc 


2572 


GCCAAACU CUGAUGAG GCCGUUAGGC CGAA ICAGAUCU 


17880 


6243 


GAUCUGCC A GUUUGGCU 


2573 


AGCCAAAC CUGAUGAG GCCGUUAGGC CGAA IGCAGAUC: 


1 7QQ1 


6251 


AGUUUGGC U GGCUUACA 


2574 


UGUAAGCC CUGAUGAG GCCGUUAGGC CGAA ICCAAACU 


X / o 


6255 


UGGCUGGC U UACAAGGU 


2575 


ACCUUGUA CUGAUGAG GCCGUUAGGC CGAA ICCAGCCA 


X / OOj 


6259 


uggcuuac a AGGUUGCA 


2576 


UGCAACCU CUGAUGAG GCCGUUAGGC CGAA lUAAGTrA 


X / 00** 


6267 


aagguugc a GCGGCUGG 


2577 


CCAGCCGC CUGAUGAG GCCGUUAGGC CGAA TCAAmTTT 




6273 


GCAGCGGC U GGAGUGUC 


2578 


GACACUCC CUGAUGAG GCCGUUAGGC CGAA ICCGCUGC 


17886 


6282 


GGAGUGUC a uaccacga 


2579 


UCGUGGUA CUGAUGAG GCCGUUAGGC CGAA lACACUCC 


17887 


6286 


ugucauac c acgaccgg 


2580 


CCGGUCGU CUGAUGAG GCCGUUAGGC CGAA lUAUGACA 


17888 


6287 


gucauacc a cgaccgga 


2581 


UCCGGUCG CUGAUGAG GCCGUUAGGC CGAA IGUAUGAC 


17889 


6292 


ACCACGAC C GGAGGUGG 


2582 


CCACCUCC CUGAUGAG GCCGUUAGGC CGAA lUCGUGGU 


17890 


6304 


gguggugc U UUGAUGGU 


2583 


ACCAUCAA CUGAUGAG GCCGUUAGGC CGAA ICACCACC 


17891 


6314 


UGAUGGUC C UAGGACAA 


2584 


UUGUCCUA CUGAUGAG GCCGUUAGGC CQAA lACCAUCA 


1 7ftOO 


6315 


GAUGGUCC U AGGACAAA 


2585 


UUUGUCCU CUGAUGAG GCCGUUAGGC CGAA IGACCAUC 


X / 09 J 


6321 


ccuaggac a aacacaau 


2586 


AUUGUGUU CUGAUGAG GCCGUUAGGC CGAA lUCCUAGG 


X / 09% 


6325 


GGACAAAC A CAAUUUUA 


2587 


UAAAAUUG CUGAUGAG GCCGUUAGGC CGAA lUUUGUCC 


1 7flQR 

X / OifO 


6327 


ACAAACAC A AUUUUAGA 


2588 


UCUAAAAU CUGAUGAG GCCGUUAGGC CGAA lUGUUUGU 


17896 


6340 


UAGAAGAC A ACAACGAA 


2589 


UUCGUUGU CUGAUGAG GCCGUUAGGC CGAA lUCUUCUA 


17897 


6343 


AAGACAAC A ACGAAGUG 


2590 


CACUUCGU CUGAUGAG GCCGUUAGGC CGAA lUUGUCUU 


1 7fl Qft 


6358 


UQGAAGUC A UCACGAAG 


2591 


CUUCGUGA CUGAUGAG GCCGUUAGGC CGAA TACTTTTPPa 


1 7ft Q Q 

X / 0 J I? 


6361 


AAGUCAUC A CGAAGCUU 


2592 


AAGCUUCG CUGAUGAG GCCGUUAGGC CGAA lAUGACUU 


17900 


6368 


CACGAA6C U UGGUGAAA 


2593 


UUUCACCA CUGAUGAG GCCGUUAGGC CGAA ICUUCGtJG 


X / 7 VX 


6386 


GAAGAUUC U GAGGCCGC 


2594 


GCGGCCUC CUGAUGAG GCCGUUAGGC CGAA lAAUCUUC 


X / 


6392 


UCUGAGGC C GCGCUGGA 


2595 


UCCAGCGC CUGAUGAG GCCGUUAGGC CGAA rCCIICAf!A 


1 7Qn*5 


6397 


GGCCGCGC U GGAUUGAC 


2596 


GUCAAUCC CUGAUGAG GCCGUUAGGC CGAA ICGCGGCC 


1 7Qnd 

X / 


6408 


AUUGACGC C AGGGUGUA 


2597 


UACACCCU CUGAUGAG GCCGUUAGGC CGAA ICGUCAAU 


1 7c»nt; 


6409 


UUGACGCC A GGGUGUAC 


2598 


GUACACCC CUGAUGAG GCCGUUAGGC CGAA I6CGUCAA 


X / 9UO 


6418 


G6C3UGUAC U CGGAUCAC 


2599 


GUGAUCCG CUGAUGAG GCCGUUAGGC CGAA lUACACCC 


1 7 Qn7 


6425 


CUCGGAUC A CCAGGCAC 


2600 


GUGCCUGG CUGAUGAG GCCGUUAGGC CGAA lAUCCGAG 


17908 


6427 


CGGAUCAC C AGGCACUA 


2601 


UAGUGCCU CUGAUGAG GCCGUUAGGC CGAA lUGAUCCG 


1 TQOQ 
X / 


6428 


GGAUCACC A GGCACUAA 


2602 


UUAGUGCC CUGAUGAG GCCGUUAGGC CGAA IGUGAUCP 


X f 7XU 


6432 


CACCAGGC A CUAAAGGC 


2603 


GCCUUUAG CUGAUGAG GCCGUUAGGC CGAA ICCiTGGIlt? 


1 7Q1 1 
X / 7XX 


6434 


CCAGGCAC U AAAGGCGU 


2604 


ACGCCUUU CUGAUGAG GCCGUUAGGC CGAA lUGCCUGG 


1 701 9 

X / 7X« 


6445 


AGGCGUUC A AGGACUUC 


2605 


GAAGUCCU CUGAUGAG GCCGUUAGGC CGAA lAACGCCU 


17913 


6451 


UCAAGGAC U UCGCCUCG 


2606 


CGAGGCGA CUGAUGAG GCCGUUAGGC CGAA lUCCUUGA 


17914 


6456 


GACUUCGC C UCGGGAAA 


2607 


UUUCCCGA CUGAUGAG GCCGUUAGGC CGAA ICGAAGUC 


1 701 »; 

X / 7X9 


6457 


ACUUCGCC U CGGGMAA 


2608 


UUUUCCCG CUGAUGAG GCCGUUAGGC CGAA IGCGAAGU 


1 701 

X r Z7XO 


6471 


AAACGUUC U CAGAUAGG 


2609 


CCUAUCUG CUGAUGAG GCCGUUAGGC CGAA lAACGUUU 


17917 


6473 


ACGUUCUC A GAUAGGGC 


2610 


GCCCUAUC CUGAUGAG GCCGUUAGGC CGAA lAGAACGU 


1 701 n 

X / 7XO 


6482 


GAUAGGGC U CAUUGAGG 


2611 


CCUCAAUG CUGAUGAG GCCGUUAGGC CGAA ICCCtTAUC 


1 7Q1 0 
X / 7X9 


6484 


UAGGGCUC A UUGAGGUU 


2612 


AACCUCAA CUGAUGAG GCCGUUAGGC CGAA lAGCCCUA 


1 709n 


6494 


UGAGGUUC U GGGAAAGA 


2613 


UCUUUCCC CUGAUGAG GCCGUUAGGC CGAA lAACCUCA 


17921 


6506 


AAAGAUGC C UGAGCACU 


2614 


A6UGCUCA CUGAUGAG GCCGUUAGGC CGAA ICAUCUUU 


17922 


6507 


AAGAUGCC U GAGCACUU 


2615 


AAGUGCUC CUGAUGAG GCCGUUAGGC CGAA IGCAUCUU 


17923 


6512 


GCCUGAGC A CUUCAUGG 


2616 


CCAUGAAG CUGAUGAG GCCGUUAGGC CGAA ICUCAGGC 


17924 


6514 


CUGAGCAC U UCAUGGGG 


2617 


CCCCAUGA CUGAUGAG GCCGUUAGGC CGAA lUGCUCAG 


17925 


6517 


AGGACUUC A UGGGGAAG 


2618 


CUUCCCCA CUGAUGAG GCCGUUAGGC CGAA lAAGUGCU 


17926 


6528 


GG6AAGAC A UGGGAAGC 


2619 


GCUUCCCA CUGAUGAG GCCGUUAGGC CGAA lUCUUCCC 


17927 


6537 


UGGGAAGC A CUUGACAC 


2620 


GUGUCAAG CUGAUGAG GCCGUUAGGC CQAA ICUUCCCA 


17928 
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6539 


GGAAGCAC U UGACACCA 


2621 


UGGUGUCA CUGAUGAG GCCGUUAGGC CGAA lUGCUUCC 


17929 


6544 


CACUUGAC A CCAUGUAC 


2622 


GUACAUGG CUGAUGAG GCCGUUAGGC CGAA lUCAAGUG 


17930 


6546 


CUUGACAC C AUGUACGU 


2623 


ACGUACAU CUGAUGAG GCCGUUAGGC CGAA lUGUCAAG 


17931 


6547 


UUGACACC A UGUACGUU 


2624 


AACGUACA CUGAUGAG GCCGUUAGGC CGAA IGUGUCAA 


17932 


6561 


GUUGUGGC C ACUGCAGA 


2625 


UCUGCAGU CUGAUGAG GCCGUUAGGC CGAA ICCACAAC 


17933 


6562 


UUGUGGCC A CUGCAGAG 


2626 


CUCUGCAG CUGAUGAG GCCGUUAGGC CGAA IGCCACAA 


17934 


6564 


GUGGCCAC U GCAGAGAA 


2627 


UUCUCUGC CUGAUGAG GCCGUUAGGC CGAA lUGGCCAC 


17935 


6567 


GCCACUGC A GAGAAAGG 


2628 


CCUUUCUC CUGAUGAG GCCGUUAGGC CGAA ICAGUGGC 


17936 


6585 


GGAAGAGC U CACAGAAtJ 


2629 


AOUCUGUG CUGAUOAO GCCGUUAGGC CGAA ICUCUUCC 


17937 


6587 


AAGAGCUC A CAGAAUG6 


2630 


CCAUUCUG CUGAUGAG GCCGUUAGGC CGAA lAGCUCUU 


17938 


6589 


GAGCUCAC A GAAUGGCC 


2631 


GGCCAUUC CUGAUGAG GCCGUUAGGC CGAA lUGAGCUC 


17939 


6597 


AGAAUGGC C CUGGAGGA 


2632 


UCCUCCAG CUGAUGAG GCCGUUAGGC CGAA ICCAUUCU 


17940 


6598 


GAAUGGCC C UGGAGGAA 


2633 


UUCCUCCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUUC 


17941 


6599 


AAUGGCCC U GGAGGAAC 


2634 


GUUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGCCAUU 


17942 


6608 


GGAGGAAC U GCCAGAUG 


2635 


CAUCUGGC CUGAUGAG GCCGUUAGGC CGAA lUUCCUCC 


17943 


5611 


GGAACUGC C AGAUGCUC 


2636 


GAGCAUCU CUGAUGAG GCCGUUAGGC CGAA ICAGUUCC 


17944 


6612 


GAACUGCC A GAUGCUCU 


2637 


AGAGCAUC CUGAUGAG GCCGUUAGGC CGAA IGCA6UUC 


17945 


6618 


CCAGAUGC U COUCAGAC 


2638 


GUCUGAAG CUGAUGAG GCCGUUAGGC CGAA ICAUCUG6 


17946 


6620 


AGAUGCUC U UCAGACAA 


2639 


UUGUCUGA CUGAUGAG GCCGUUAGGC CGAA lAGCAUCU 


17947 


6623 


UGCUCUUC A GACAAUUG 


2640 


CAAUUGUC CUGAUGAG GCCGUUAGGC CGAA lAAGAGCA 


17948 


6627 


CUUCAGAC A AUUGCCUU 


2641 


AAGGCAAD CUGAUGAG GCCGUUAGGC CGAA lUCUGAAG 


17949 


6633 


ACAAXJUGC C UUGAUUGC 


2642 


GCAAUCAA CUGAUGAG GCCGUUAGGC CGAA ICAAUUGU 


17950 


6634 


CAAUUGCC U UGAUUGCC 


2643 


GGCAAUCA CUGAUGAG GCCGUUAGGC CGAA IGCAAUUG 


17951 


6642 


UUGAUUGC C UUAUUGAG 


2644 


CUCAAUAA CUGAUGAG GCCGUUAGGC CGAA ICAAUCAA 


17952 


6643 


UGAUUGCC U UAUUGAGU 


2645 


ACUCAAUA CUGAUGAG GCCGUUAGGC CGAA IGCAAUCA 


17953 


6660 


GUGAUGAC C AUGGGAGU 


2646 


ACUCCCAU CUGAUGAG GCCGUUAGGC CGAA lUCAUCAC 


17954 


6661 


UGAUGACC A UGGGAGUA 


2647 


UACUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUCAUCA 


17955 


6673 


GAQUAUUC U UCCDCCUC 


2648 


GAGGAGGA CUGAUGAG GCCGUUAGGC CGAA lAAUACUC 


17956 


6676 


UAUUCUUC C UCCUCAUG 


2649 


CAUGAGGA CUGAUGAG GCCGUUAGGC CGAA lAAGAAUA 


17957 


6677 


AUUCUUCC U CCUCAUGC 


2650 


GCAUGAGG CUGAUGAG GCCGUUAGGC CGAA IGAAGAAU 


17958 


6679 


UCUUCCUC C UCAUGCAG 


2651 


CUGCAUGA CUGAUGAG GCCGUUAGGC CGAA lAGGAAGA 


17959 


6680 


CUUCCUCC U CAUGCAGC 


2652 


GCUGCAUG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAG 


17960 


6682 


UCCUCCUC A UGCAGCGG 


2653 


CCGCUGCA CUGAUGAG GCCGUUAGGC CGAA lAGGAGGA 


17961 


6686 


CCUCAUGC A GCGGAAGG 


2654 


CCUUCCGC CUGAUGAG GCCGUUAGGC CGAA ICAUGAGG 


17962 


6697 


GGAAGGGC A UUGGAAAG 


2655 


CUUUCCAA CUGAUGAG GCCGUUAGGC CGAA ICCCUUCC 


17963 


6723 


GGAGGC6C U 6UCUUGGG 


2656 


CCCAAGAC CUGAUGAG GCCGUUAGGC CGAA lOGCCUCC 


17964 


6727 


GCGCUGUC U UGGGAGUC 


2657 


GACUCCCA CUGAUGAG GCCGUUAGGC CGAA lACAGCGC 


17965 


6741 


GUCGCGAC C UUUUUCUG 


2656 


CAGAAAAA CUGAUGAG GCCGUUAGGC CGAA lUCGCGAC 


17966 


6742 


UCGCGACC U UUUUCUGU 


2659 


ACAGAAAA CUGAUGAG GCCGUUAGGC CGAA IGUCGCGA 


17967 


6748 


CCUUUUUC V GUUGGAUG 


2660 


CAUCCAAC CUGAUGAG GCCGUUAGGC CGAA lAAAAAGG 


17968 


6759 


UGGAUGGC U 6AAGUUCC 


2661 


GGAACUUC CUGAUGAG GCCGUUAGGC CGAA ICCAUCCA 


17969 


6767 


UGAA6UUC C A6GAACGA 


2662 


UCGUUCCU CUGAUGAG GCCGUUAGGC CGAA lAACUUCA 


17970 


6768 


GAAGUUCC A GGAACGAA 


2663 


UUCGUUCC CUGAUGAG GCCGUUAGGC CGAA IGAACUUC 


17971 


6783 


AAGAUCGC C GGAAUGUU 


2664 


AACAUUCC CUGAUGAG GCCGUUAGGC CGAA ICQAUCUU 


17972 


6794 


AAUGUUGC U GCUCUCCC 


2665 


GGGAGAGC CUGAUGAG GCCGUUAGGC CGAA ICAACAUU 


17973 


6797 


GUUGCOGC U OJCCCUUC 


2666 


GAAGGGAG CUGAUGAG GCCGUUAGGC CGAA ICAGCAAC 


17974 


6799 


UGCUGCUC U CCCOUCUC 


2667 


GAGAAGGG CUGAUGAG GCCGUUAGGC CGAA lAGCAGCA 


17975 


6801 


CUGCUCUC C COUCOCUU 


2668 


AAGAGAAG CUGAUGAG GCCGUUAGGC CGAA lAGAGCAG 


17976 


6802 


UGCUCaCC C UUCUCUUG 


2669 


CAAGAGAA CUGAUGAG GCCGUUAGGC CGAA IGAGAGCA 


17977 


6803 


GCUCUCCC U UCUCUUGA 


2670 


UCAAGAGA CUGAUGAG GCCGUUAGGC CGAA IGGAGAGC 


17978 


6806 


CUCCCUUC U CUUGAUGA 


2671 


UCAUCAAG CUGAUGAG GCCGUUAGGC CGAA lAAGGGAG 


17979 


6808 


CCCUUCUC U UGAUGAUU 


.2672 


AAUCAUCA CUGAUGAG GCCGUUAGGC CGAA lAGAAGGG 


17980 


6821 


GAUUGUGC U AAUUCCUG 


2673 


CAGGAAUU CUGAUGAG GCCGUUAGGC CGAA ICACAAUC 


17981 


6827 


GCUAAUUC C UGAGCCAG 


2674 


CUGGCUCA CUGAUGAG GCCGUUAGGC CGAA lAAUUAGC 


17982 


6828 


CUAAUUCC U 6AGCCAGA 


2675 


UCUGGCUC CUGAUGAG GCCGUUAGGC CGAA IGAAUUAG 


17983 


6833 


UCCUGAGC C AGAGAAGC 


2676 


GCUUCUCU CUGAUGAG GCCGUUAGGC CGAA ICUCAGGA 


17984 


6834 


CCUGAGCC A GA6AAGCA 


2677 


UGCUUCUC CUGAUGAG GCCGUUAGGC CGAA IGCUCAGG 


17985 


6842 


AGAGAAGC A ACGUUCGC 


2678 


GCGAACGU CUGAUGAG GCCGUUAGGC CGAA ICUUCUCU 


17986 


6851 


ACGUUCGC A GACAGACA 


2679 


UGUOJGUC CUGAUGAG GCCGUUAGGC CGAA ICGAACGU 


17987 


6855 


UCGCAGAC A GACAACCA 


2680 


UGGUU6UC CUGAUGAG GCCGUUAGGC CGAA lUCUGCGA 


17988 


6859 


A6ACA6AC A ACCAGCUA 


2661 


DAGCUGGU CUGAUGAG GCCGUUAGGC OGAA lUCUGUCU 


17989 
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6862 


CAGACAAC C AGCUAGCC 


2682 


GGCUAGCU CUGAUGAG GCCGUUAGGC CGAA lUUGUCUG 


17990 


6863 


AGACAACC A GCUAGCCG 


2683 


C66CUAGC CUGAUGAG GCCGUUAGGC CGAA XGUUGUCU 


17991 


6866 


CAACCAGC U AGCXXSUGU 


2684 


ACACG6CU CUGAUGAG GCCGUUAGGC CGAA ICUGGUUG 


17992 


6870 


CAGCUAGC C GUGDUCCU 


2685 


AGGAACAC CUGAUGAG GCCGUUAGGC CGAA ICUAGCUG 


17993 


6877 


CCGUGUUC C UGAUUUGa 


2686 


ACAAAUCA CUGAUGAG GCCGUUAGGC CGAA lAACACGG 


17994 


6878 


CGUGUUCC U GAUUUGUG 


2687 


CACAAAUC CUGAUGAG GCCGUUAGGC CGAA IGAACACG 


17995 


6889 


UUUGUGUC A U6ACCCUU 


2688 


AAGGGUCA CUGAUGAG GCCGUUAGGC CGAA lACACAAA 


17996 


6894 


GUCAUGAC C CUUGUGA6 


2689 


CUCACAAG CUGAUGAG GCCGUUAGGC CGAA lUCAUGAC 


17997 


6895 


UCAUOACC C UUGDQAGC 


2690 


GCUCACAA CUGAUGAG GCCGUUAGGC CGAA IGUCAUGA 


17998 


6896 


CAUGACCC U UGUGAGCG 


2691 


CGCUCACA CUGAUGAG GCCGUUAGGC CGAA IGGUCAUG 


•17999 


6906 


GUGAGCX5C A GUGGCAGC 


2692 


GCUGCCAC CUGAUGAG GCCGUUAGGC CGAA ICGCUCAC 


18000 


6912 


GCAGUGGC A GCCAACGA 


2693 


UCGUUGGC CUGAUGAG GCCGUUAGGC CGAA ICCACUGC 


18001 


6915 


GUGGCAGC C AACGAGAU 


2694 


AUCUCGUU CUGAUGAG GCCGUUAGGC CGAA ICUGCCAC 


18002 


6916 


UGGCAGCC A ACGAGAUG 


2695 


CAUCUCGU CUGAUGAG GCCGUUAGGC CGAA IGCUGCCA 


18003 


6932 


G66UUGGC U AGAUAAGA 


2696 


UCUUAUCU CUGAUGAG GCCGUUAGGC CGAA ICCAACCC 


18004 


6942 


GAUAAGAC C AAGA6UGA 


2697 


UCACUCUU CUGAUGAG GCCGUUAGGC CGAA lUCUUAUC 


18005 


6943 


AUAAGACC A AGAGUGAC 


2698 


GUCACUCU CUGAUGAG GCCGUUAGGC CGAA IGUCUUAU 


18006 


6952 


AGAGUGAC A UAAGCAGU 


2699 


ACUGCUUA CUGAUGM GCCGUUAGGC CGAA lUCACUCU 


18007 


6958 


ACAUAAGC A GUUUGUUU 


2700 


AAACAAAC CUGAUGAG GCCGUUAGGC CGAA ICUUAUGU 


18008 


6971 


GUUUGGGC A AAGAAUUG 


2701 


CAAUUCUU CUGAUGAG GCCGUUAGGC CGAA ICCCAAAC 


18009 


6985 


UUGAGGUC A AGGAGAAU 


2702 


AUUCUCCU CUGAUGAG GCCGUUAGGC CGAA lACCUCAA 


18010 


6997 


AGAAUUUC A GCAUGGGA 


2703 


UCCCAUGC CUGAUGAG GCCGUUAGGC CGAA lAAAUUCU 


18011 


7000 


AUUUCAGC A UGGGAGAG 


2704 


CUCUCCCA CUGAUGAG GCCGUUAGGC CGAA ICUGAAAU 


18012 


7013 


AGAGUUUC U UUUGGACU 


2705 


A6UCCAAA CUGAUGAG GCCGUUAGGC CGAA lAAACUCU 


18013 


7021 


UUUUGGAC U UGAGGCCG 


2706 


CGGCCUCA CUGAUGAG GCCGUUAGGC CGAA lUCCAAAA 


18014 


7028 


CUUGAGGC C GGCAACAG 


2707 


CUGUUGCC CUGAUGAG GCCGUUAGGC CGAA ICCUCAAG 


18015 


7032 


AGGCG66C A ACAGCCUG 


2708 


CAGGCUGU CUGAUGAG GCCGUUAGGC CGAA ICCGGCCU 


18016 


7035 


CCGGCAAC A GCCUGGUC 


2709 


GACCAGGC CUGAUGAG GCCGUUAGGC CGAA lUUGCCGG 


18017 


7038 


GCAACAGC C UGGUCACU 


2710 


AGUGACCA CUGAUGAG GCCGUUAGGC CGAA ICUGUUGC 


18018 


7039 


CAACAGCC U GGUCACUG 


2711 


CAGUGACC CUGAUGAG GCCGUUAGGC CGAA IGCUGUUG 


18019 


7044 


GCCUGGUC A CUGUACGC 


2712 


GCGUACAG CUGAUGAG GCCGUUAGGC CGAA lACCAGGC 


18020 


7046 


CUGGUCAC U GUACGCUG 


2713 


CAGCGUAC CUGAUGAG GCCGUUAGGC CGAA lUGACCAG 


18021 


7053 


CUGUACGC U GUGACAAC 


2714 


GUUGUCAC CUGAUGAG GCCGUUAGGC CGAA ICGUACAG 


18022 


7059 


GCUGUGAC A ACAGCG6U 


2715 


ACCGCUGU CUGAUGAG GCCGUUAGGC CGAA lUCACAGC 


16023 


7062 


GUGACAAC A GCGGUCCU 


2716 


AGGACCGC CUGAUGAG GCCGUUAGGC CGAA lUUGUCAC 


18024 


7069 


CAGCGGUC C UCACUCCA 


2717 


UGQAGUGA CUGAUGAG GCCGUUAGGC CGAA lACCGCUG 


18025 


7070 


A6CGGUCC U CACUCCAC 


2718 


GUGGAGUG CUGAUGAG GCCGUUAGGC CGAA IGACCGCU 


18026 


7072 


CQGVCCOC A CUCCACUG 


2719 


CAGUGGAG CUGAUGAG GCCGUUAGGC CGAA lAGGACCG 


18027 


7074 


GUCCUCAC U CCACUGCU 


2720 


AGCAGUGG CUGAUGAG GCCGUUAGGC CGAA lUGAGGAC 


18028 


7076 


CCUCACUC C ACUGCUAA 


2721 


UUAGCAGU CUGAUGAG GCCGUUAGGC CGAA lAGUGAGG 


18029 


7077 


CUCACUCC A CUGCUAAA 


2722 


UUUAGCAG CUGAUGAG GCCGUUAGGC CGAA XGAGUGAG 


18030 


7079 


CACUCCAC U GCUAAAGC 


2723 


GCUUUAGC CUGAUGAG GCCGUUAGGC CGAA lUGGAGUG 


16031 


7082 


UCCACUGC U AAAGCAUU 


2724 


AAUGCUUU CUGAUGAG GCCGUUAGGC CGAA ICAGUGGA 


18032 


7088 


GCUAAAGC A UUUGAUCA 


2725 


UGAUCAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUAGC 


18033 


7096 


AUUUGAUC A CGUCAGAU 


2726 


AUCUGACG CUGAUGAG GCCGUUAGGC CGAA lAUCAAAU 


18034 


7101 


AUCACGUC A GAUUACAU 


2727 


AUGUAAUC CUGAUGAG GCCGUUAGGC CGAA lACGUGAU 


18035 


7108 


CAGAUUAC A UCAACACC 


2728 


GGUGUUGA CUGAUGAG GCCGUUAGGC CGAA lUAAUCUG 


18036 


7111 


AUUACAUC A ACACCUCA 


2729 


UGAGGUGU CUGAUGAG GCCGUUAGGC CGAA lAUGUAAU 


18037 


7114 


ACAUCAAC A CCUCAUUG 


2730 


CAAUQAGG CUGAUGAG GCCGUUAGGC CGAA lUUGAUGU 


18038 


7116 


AUCAACAC C UCAUUGAC 


2731 


GUCAAUGA CUGAUGAG GCCGUUAGGC CGAA lUGUUGAU 


18039 


7117 


UCAACACC U CAUUGACC 


2732 


GGUCAAUG CUGAUGAG GCCGUUAGGC CGAA IGUGUUGA 


18040 


7119 


AACACCUC A UUGACCUC 


2733 


GA6GUCAA CUGAUGAG GCCGUUAGGC CGAA XAGGUGUU 


18041 


7125 


UCAUUGAC C UCAAUAAA 


2734 


UUUAUUGA CUGAUGAG GCCGUUAGGC CGAA lUCAAUGA 


18042 


7126 


CAUUGACC U CAAUAAAC 


2735 


GUUUAUUG CUGAUGAG GCCGUUAGGC CGAA IGUCAAUG 


18043 


7128 


UUGACCUC A AUAAACGU 


2736 


ACGUUUAU CUGAUGAG GCCGUUAGGC CGAA lAGGUCAA 


18044 


7139 


AAACGUUC A GGCAAGUG 


2737 


CACUUGCC CUGAUGAG GCCGUUAGGC CGAA lAACGUUU 


18045 


7143 


GUUCAGGC A AGUGCACU 


2738 


AGUGCACU CUGAUGAG GCCGUUAGGC CGAA ICCUGAAC 


18046 


7149 


GCAAGUGC A CUAUUCAC 


2739 


GUGAAUAG CUGAUGAG GCCGUUAGGC CGAA ICACUUGC 


18047 


7151 


AAGUGCAC U AUUCACAC 


2740 


GUGUGAAU CUGAUGAG GCCGUUAGGC CGAA lUGCACUU 


18048 


7156 


CACUAUUC A CACUCGCG 


2741 


CGCGAGUG CUGAUGAG GCCGUUAGGC CGAA ZAAUAGUG 


18049 


7158 


CUAUUCAC A CUCGCGCG 


2742 


CGCGCGAG CUGAUGAG GCCGUUAGGC CGAA lUQAAUAG 


18050 
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7160 


AUUCACAC U CGCGCGAG 


2743 


CUCGCGCG CUGAUGAG GCCGUUAGGC CGAA lUGUGAAU 


18051 


7171 


CGCGAGGC U UCCCCUUC 


2744 


GAAGGGGA CUGAUGAG GCCGUUAGGC CGAA ICCUCGCG 


18052 


7174 


GAGGCUUC C CCUUCGUC 


2745 


GACGAAGG CUGAUGAG GCCGUUAGGC CGAA lAAGCCUC 


18053 


7175 


AGGCUUCC C CUUCGUCXS 


2746 


L CGACGAAG CUGAUGAG GCCGUUAGGC CGAA IGAAGCCU 


18054 


7176 


GGCUUCCC C UUCGUCGA 


2747 


UCGACGAA CUGAUGAG GCCGUUAGGC CGAA IGGAAGCC 


18055 


1111 


GCUUCCCC U UCGUCGAU 


2748 


AUCGACGA CUGAUGAG GCCGUUAGGC CGAA IGGGAAGC 


18056 


7200 


GUGUCGGC U CUCCUGCU 


2749 


AGCAGGAG CUGAUGAG GCCGUUAGGC CGAA ICCGACAC 


18057 


7202 


GUOGGCUC U CCUGCUAG 


2750 


CUAGCAGG CUGAUGAG GCCGUUAGGC CGAA lAGCCGAC 


18058 


7204 


CXSGCUOJC C UGCUAGCA 


2751 


UGCUAGCA CUGAUGAG GCCGUUAGGC CGAA lAGAGCCG 


18059 


7205 


GGCUCUCC U GCUAGCAG 


2752 


CUGCUAGC CUGAUGAG GCCGUUAGGC CGAA IGAGAGCC 


18060 


7208 


UCUCCUGC U AGCAGCCG 


2753 


CGGCUGCU CUGAUGAG GCCGUUAGGC CGAA ICA6GAGA 


18061 


7212 


CUGCUAGC A GCCGGAUG 


2754 


CAUCCGGC CUGAUGAG GCCGUUAGGC CGAA ICUAGCAG 


18062 


7215 


CUAGCAGC C GGAUGCUG 


2755 


CAGCAUCC CUGAUGAG GCCGUUAGGC CGAA ICUGCUAG 


18063 


7222 


CCGGKUGC U GGGGACAA 


2756 


UUGUCCCC CUGAUGAG GCCGUUAGGC CGAA ICAUCCGG 


18064 


7229 


CUGGGGAC A AGUCACCC 


2757 


GGGUGACU CUGAUGAG GCCGUUAGGC CGAA XUCCCCAG 


18065 


7234 


GACAAGUC A CCCUCACC 


2758 


GGUGAGGG CUGAUGAG GCCGUUAGGC CGAA lACUUGUC 


18066 


7236 


CAAGUCAC C CUCACCGU 


2759 


ACGGUGAG CUGAUGAG GCCGUUAGGC CGAA lUGACUUG 


18067 


7237 


AAGUCACC C UCACCGUU 


2760 


AACGGUGA CUGAUGAG GCCGUUAGGC CG7\A IGUGACUU 


18068 


7238 


AGUCACCC U CACCGUUA 


2761 


UAACGGUG CUGAUGAG GCCGUUAGGC CGAA IGGUGACU 


18069 


7240 


UCACCCUC A CCGUUACG 


2762 


CGUAACGG CUGAUGAG GCCGUUAGGC CGAA lAGGGUGA 


18070 


7242 


ACCCUCAC C GUUACGGU 


2763 


ACCGUAAC CUGAUGAG GCCGUUAGGC CGAA lUGAGGGU 


18071 


7254 


ACGGUAAC A GCGGCAAC 


2764 


GUUGCCGC CUGAUGAG GCCGUUAGGC CGAA lUUACCGU 


18072 


7260 


ACAGCGGC A ACACUCCU 


2765 


AGGAGUGU CUGAUGAG GCCGUUAGGC CGAA ICCGCUGU 


18073 


7263 


GCGGCAAC A CUCCUUUU 


2766 


AAAAGGAG CUGAUGAG GCCGUUAGGC CGAA lUUGCCGC 


18074 


7265 


GGCAACAC U CCUUUUUU 


2767 


AAAAAAGG CUGAUGAG GCCGUUAGGC CGAA lUGUUGCC 


18075 


7267 


CAACACUC C UUUUUUGC 


2768 


GCAAAAAA CUGAUGAG GCCGUUAGGC CGAA lAGUGUUG 


18076 


7268 


AACACUCC U UUUUUGCC 


2769 


GGCAAAAA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUU 


18077 


7276 


VUUUUUGC C ACUAUGCC 


2770 


GGCAUAGU CUGAUGAG GCCGUUAGGC CGAA ICAAAAAA 


18078 


7277 


UUUUUGCC A CUAUGCCU 


2771 


AGGCAUAG CUGAUGAG GCCGUUAGGC CGAA IGCAAAAA 


18079 


7279 


UUUGCCAC U AUGCCUAC 


2772 


GUAGGCAU CUGAUGAG GCCGUUAGGC CGAA lUGGCAAA 


18080 


7284 


CACUAUGC C UACAUGGU 


2773 


ACCAUGUA CUGAUGAG GCCGUUAGGC CGAA ICAUAGUG 


18081 


7285 


ACUAUGCC U ACAUGGUU 


2774 


AACCAUGU CUGAUGAG GCCGUUAGGC CGAA IGCAUAGU 


18082 


7288 


AUGCCUAC A UGGUUCCC 


2775 


GGGAACCA CUGAUGAG GCCGUUAGGC CGAA lUAGGCAU 


18083 


7295 


CAUGGUUC C CGGUUGGC 


2776 


GCCAACCG CUGAUGAG GCCGUUAGGC CGAA lAACCAUG 


18084 


7296 


AUGGUUCC C GGUUGGCA 


2777 


UGCCAACC CUGAUGAG GCCGUUAGGC CGAA IGAACCAU 


18085 


7304 


CGGUUGGC A AGCUGAGG 


2778 


CCUCAGCU CUGAUGAG GCCGUUAGGC CGAA ICCAACCG 


18086 


7308 


UGGCAAGC U GAGGCAAU 


2779 


AUUGCCUC CUGAUGAG GCCGUUAGGC CGAA ICUUGCCA 


18087 


7314 


GCU6AGGC A AUGCGCUC 


2780 


GAGCGCAU CUGAUGAG GCCGUUAGGC CGAA ICCUCA0C 


18088 


7321 


CAAUGCGC U CAGCCCAG 


2781 


CUGGGCUG CUGAUGAG GCCGUUAGGC CGAA ICGCAUUG 


18089 


7323 


AUGCGCUC A GCCCAGCG 


2782 


CQCUGGGC CUGAUGAG GCCGUUAGGC CGAA lAGCGCAU 


18090 


7326 


CGOJCf^C C CAGCGGCG 


2783 


CGCCGCUG CUGAUGAG GCCGUUAGGC CGAA ICUGAGCG 


18091 


7327 


GCUCAGCC C AGCGGCGG 


2784 


CCGCCGCU CUGAUGAG GCCGUUAGGC CGAA IGCUGAGC 


18092 


7328 


CUCAGCCC A GCGGCGGA 


2785 


UCCGCCGC CUGAUGAG GCCGUUAGGC CGAA IGGCUGAG 


18093 


7338 


CGGCGGAC A GCGGCCGG 


2786 


CCGGCCGC CUGAUGAG GCCGUUAGGC CGAA lUCCGCCG 


18094 


7344 


ACAGCGGC C GGAAUCAU 


2787 


AUQAUUCC CUGAUGAG GCCGUUAGGC CGAA ICCGCUGU 


18095 


7351 


CCGGAAUC A UGAAGAAC 


2788 


GUUCUUCA CUGAUGAG GCCGUUAGGC CGAA lAUUCCGG 


18096 


7362 


AAGAACGC U GUAGUGGA 


2789 


UCCACUAC CUGAUGAG GCCGUUAGGC CGAA ICGUUCUU 


18097 


7375 


UGGAUGGC A UCGUGGCC 


2790 


GGCCACGA CUGAUGAG GCCGUUAGGC CGAA ICCAUCCA 


18098 


7383 


AUCGUGGC C ACGGACGU 


2791 


ACGUCCGU CUGAUGAG GCCGUUAGGC CGAA ICCACGAU 


18099 


7384 


UCGUGGCC A CGGACGUC 


2792 


GACGUCCG CUGAUGAG GCCGUUAGGC CGAA IQCCACGA 


18100 


7393 


CGGACGUC C CAGAAUUA 


2793 


UAAUUCUG CUGAUGAG GCCGUUAGGC CGAA lACGUCCG 


18101 


7394 


GGACGUCC C AGAAUUAG 


2794 


CUAAUUCU CUGAUGAG GCCGUUAGGC CGAA IGACGUCC 


18102 


7395 


GACGUCCC A GAAUUAGA 


2795 


UCUAAUUC CUGAUGAG GCCGUUAGGC CGAA IGGACGUC 


18103 


7408 


UAGA6CGC A CCACACCC 


2796 


GGGUGUGG CUGAUGAG GCCGUUAGGC CGAA XCGCUCUA 


18104 


7410 


GAGCGCAC C ACACCCAU 


2797 


AUGGGUGU CUGAUGAG GCCGUUAGGC CGAA lUGCGCUC 


18105 


7411 


AGCGCACC A CACCCAUC 


2798 


GAUGGGUG CUGAUGAG GCCGUUAGGC CGAA XGU6CGCU 


18106 


7413 


CGCACCAC A CCCAUCAU 


2799 


AUGAUGGG CUGAUGAG GCCGUOAGGC CGAA lUGGUGCG 


18107 


7415 


CACCACAC C CAUCAUGC 


2800 


GCAUGAUG CUGAUGAG GCCGUUAGGC CGAA lUGUGGUG 


18108 


7416 


ACCACACC C AUCAUGCA 


2801 


UGCAUGAU CUGAUGAG GCCGUUAGGC CGAA IGUGUGGU 


18109 


7417 


CCACACCC A UCAUGCAG 


2802 


CUGCAUGA CUGAUGAG GCCGUUAGGC CGAA IGGUGUGG 


18110 


7420 


CACCCAUC A UGCAGAAG 


2803 


CUUCUGCA CUGAUGAG GCCGUUAGGC CGAA lAUGGGUG 


18111 
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7424 


CAUCAUGC A GAAGAAAG 


2804 


CUUUCUUC CUGAUGAG GCCGUUAGGC CGAA ICAUGAUG 


18112 


7439 


AGUUGGAC A GAUCAUGC 


2805 


GCAUGAUC CUGAUGAG GCCGUUAGGC CGAA lUCCAACU 


18113 


7444 


GACAGAUC A UGCUGAUC 


2806 


GAUCAGCA CUGAUGAG GCCGUUAGGC CGAA lAUCUGUC 


18114 


7448 


GAUCAUGC U GAUCUUGG 


2807 


CCAAGAUC CUGAUGAG GCCGUUAGGC CGAA ICAUGAUC 


18115 


7453 


UGCUGAUC U UGGUGUCU 


2808 


AGACACCA CUGAUGAG GCCGUUAGGC CGAA lAUCAGCA 


18116 


7461 


UUGGUGUC U CUAGCUGC 


2809 


GCAGCUAG CUGAUGAG GCCGUUAGGC CGAA lACACCAA 


18117 


7463 


GGUGUCUC U AGCUGCAG 


2810 


CUGCAGCU CUGAUGAG GCCGUUAGGC CGAA lAGACACC 


18118 


7467 


UCUCUAGC U GCAGUAGU 


2811 


ACUACUGC CUGAUGAG GCCGUUAGGC CGAA ICUAGAGA 


18119 


7470 


CUAGCUGC A GUAGUAGU 


2812 


ACUACUAC CUGAUGAG GCCGUUAGGC CGAA ICAGCUAG 


18120 


7483 


UAGUGAAC C CGUCUGUG 


2813 


CACAGACG CUGAUGAG GCCGUUAGGC CGAA lUUCACUA 


18121 


7484 


AGUGAACC C GUCUGUGA 


2814 


UCACAGAC CUGAUGAG GCCGUUAGGC CGAA IGUUCACU 


18122 


7488 


AACCCGUC U GUGAAGAC 


2815 


GUCUUCAC CUGAUGAG GCCGUUAGGC CGAA lACGGGUU 


18123 


7497 


GUGAAGAC A GUACGAGA 


2816 


UCUCGUAC CUGAUGAG GCCGUUAGGC CGAA lUCUUCAC 


18124 


7509 


CGAGAAGC C GGAAUUUU 


2817 


AAAAUUCC CUGAUGAG GCCGUUAGGC CGAA ICUUCUCG 


18125 


7522 


UUUUGAUC A CGGCCGCA 


2818 


UGOGGCCG CUGAUGAG GCCGUUAGGC CGAA lAUCAAAA 


18126 


7527 


AUCACGGC C GCAGCGGU 


2819 


ACCGCUGC CUGAUGAG GCCGUUAGGC CGAA ICCGUGAU 


18127 


7530 


ACGGCCGC A GCGGU6AC 


2820 


GUCACCGC CUGAUGAG GCCGUUAGGC CGAA ICGGCCGU 


18128 


7541 


GGUGACGC U UUGGGAGA 


. 2821 


UCUCCCAA CUGAUGAG GCCGUUAGGC CGAA ICGUCACC 


18129 


7557 


AAUGGAGC A AGCUCUGU 


2822 


ACAGAGCU CUGAUGAG GCCGUUAGGC CGAA ICUCCAUU 


18130 


7561 


GAGCAAGC U CUGUUUGG 


2823 


CCAAACAG CUGAUGAG GCCGUUAGGC CGAA ICUUGCUC 


18131 


7563 


GCAAGCUC U GUUUGGAA 


2824 


UUCCAAAC CUGAUGAG GCCGUUAGGC CGAA lAGCUUGC 


18132 


7575 


UGGAACGC A ACAACUGC 


2825 


GCAGUUGU CUGAUGAG GCCGUUAGGC CGAA ICGUUCCA 


18133 


7578 


AACGCAAC A ACUGCCAU 


2826 


AUGGCAGU CUGAUGAG GCCGUUAGGC CGAA lUUGCGUU 


18134 


7581 


GCAACAAC U GCCAUCGG 


2827 


CCGAUGGC CUGAUGAG GCCGUUAGGC CGAA lUUGUUGC 


18135 


7584 


ACAACUGC C AUCGGACU 


2828 


AGUCCGAU CUGAUGAG GCCGUUAGGC CGAA ICAGUUGU 


18136 


7585 


CAACUGCC A UCGGACUC 


2829 


GAGUCCGA CUGAUGAG GCCGUUAGGC CGAA IGCAGUUG 


18137 


7592 


CAUCGGAC U CUGCCACA 


2830 


UGUGGCAG CUGAUGAG GCCGUUAGGC CGAA XUCCQAUG 


18138 


7594 


UCGGACUC U GCCACAUC 


2831 


6AUGUGGC CUGAUGAG GCCGUUAGGC CGAA lAGUCGGA 


18139 


7597 


GACUCUGC C ACAUCAUG 


2832 


CAUGAUGU CUGAUGAG GCCGUUAGGC CGAA ICAGAGUC 


18140 


7598 


ACUCUGCC A CAUCAUGC 


2833 


GCAUGAUG CUGAUGAG GCCGUUAGGC CGAA IGCAGAGU 


18141 


7600 


UCUGCCAC A UCAUGCGU 


2834 


ACGCAUGA CUGAUGAG GCCGUUAGGC CGAA lUGGCAGA 


18142 


7603 


GCCACAUC A UGCGUGGG 


2835 


CCCACGCA CUGAUGAG GCCGUUAGGC CGAA lAUGUGGC 


18143 


7623 


UGGUUGUC A UGUCUAUC 


2836 


GAUAGACA CUGAUGAG GCCGUUAGGC CGAA lACAACCA 


18144 


7628 


GUCAUGUC U AUCCAUAA 


2837 


UUAUGGAU CUGAUGAG GCCGUUAGGC CGAA lACAUGAC 


18145 


7632 


UGUCUAUC C AUAACAUG 


2838 


CAUGUUAU CUGAUGAG GCCGUUAGGC CGAA lAUAGACA 


18146 


7633 


6UCUAUCC A UAACAUGG 


2839 


CCAUGUUA CUGAUGAG GCCGUUAGGC CGAA IGAUAGAC 


18147 


7638 


UCCAUAAC A UGGACACU 


2840 


AGUGUCCA CUGAUGAG GCCGUUAGGC CGAA lUUAUGGA 


18148 


7644 


ACAUGGAC A CUCAUAAA 


2841 


UUUAUGAG CUGAUGAG GCCGUUAGGC CGAA lUCCAUGU 


18149 


7646 


AUGGACAC U CAUAAAGA 


2842 


UCUUUAUG CUGAUGAG GCCGUUAGGC CGAA lUGUCCAU 


18150 


7648 


GGACACUC A UAAAGAAC 


2843 


GUUCUUUA CUGAUGAG GCCGUUAGGC CGAA lAGUGUCC 


18151 


7657 


UAAAGAAC A UGGAAAAA 


2844 


UUUUUCCA CUGAUGAG GCCGUUAGGC CGAA lUUCUUUA 


18152 


7667 


GGAAAAAC C AGGACUAA 


2845 


UUAGUCCU CUGAUGAG GCCGUUAGGC CGAA lUUUUUCC 


18153 


7668 


GAAAAACC A GGACUAAA 


2846 


UUUAGUCC CUGAUGAG GCCGUUAGGC CGAA IGUUUUUC 


18154 


7673 


ACCAGGAC U AAAAAGAG 


2847 


CUCUUUUU CUGAUGAG GCCGUUAGGC CGAA lUCCUGGU 


18155 


7689 


GGUGGGGC A AAAGGACG 


2848 


C6UCCUUU CUGAUGAG GCCGUUAGGC CGAA ICCCCACC 


18156 


7699 


AAGGACGC A CCUUGGGA 


2849 


UCCCAAGG CUGAUGAG GCCGUUAGGC CGAA ICGUCCUU 


18157 


7701 


GGACGCAC C UUGGGAGA 


2050 


UCUCCCAA CUGAUGAG GCCGUUAGGC CGAA IU6CGUCC 


18158 


7702 


GACQCACC U UGGGAGAG 


2851 


CUCUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUGCGUC 


18159 


7727 


AGAAAGAC U CAACCAGA 


2852 


UCUGGUUG CUGAUGAG GCCGUUAGGC CGAA lUCUUUCU 


18160 


7729 


AT^GACUC A ACCAGAUG 


2853 


CAUCUGGU CUGAUGAG GCCGUUAGGC CGAA lAGUCUUU 


18161 


7732 


GACUCAAC C AGAUGACA 


2854 


UGUCAUCU CUGAUGAG GCCGUUAGGC CGAA lUUGAGUC 


18162 


7733 


ACUCAACC A GAUGACAA 


2855 


UUGUCAUC CUGAUGAG GCCGUUAGGC CGAA IGUUGAGU 


18163 


7740 


CAGAUGAC A AAAGAAGA 


2856 


UCUUCUUU CUGAUGAG GCCGUUAGGC CGAA lUCAUCUG 


18164 


7753 


AA6AGUUC A CUAGGUAC 


2857 


GUACCUAG CUGAUGAG GCCGUUAGGC CGAA lAACUCUU 


18165 


7755 


GAGUUCAC U AGGUACCG 


2858 


CGGUACCU CUGAUGAG GCCGUUAGGC CGAA lUGAACUC 


18166 


7762 


CUAGGUAC C GCAAAGAG 


2859 


CUCUUUGC CUGAUGAG GCCGUUAGGC CGAA lUACCUAG 


18167 


7765 


GGUACCGC A AAGAGGCC 


2860 


GGCCUCUU CUGAUGAG GCCGUUAGGC CGAA ICGGUACC 


18168 


7773 


AAAGAGGC C AUCAUCGA 


2861 


UCGAUQAU CUGAUGAG GCCGUUAGGC CGAA ICCUCUUU 


18169 


7774 


AAGAGGCC A UCAUCOAA 


2862 


UUCGAUQA. CUGAUGAG GCCGUUAGGC CGAA IGCCUCUU 


18170 


7777 


AGGCCAUC A UCGAAGUC 


2863 


GACUUCGA CUGAUGAG GCCGUUAGGC CGAA lAUGGCCU 


18171 


7792 


UCGAUCGC U CAGCGGCA 


2864 


UGCCGCUG CUGAUGAG GCCGUUAGGC CGAA ICGAUCGA 


18172 
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7794 


GAUCGCUC A GCGGCAAA 


2865 


UUUGCCGC CUGAUGAG GCCGUUAGGC CGAA lAGCGAUC 


18173 


7800 


UCAGCGGC A AAACACGC 


2666 


GCGUGUUU CUGAUGAG GCCGUUAGGC CGAA ICC6CUGA 


18174 


7805 


GGCMJiJiC A CGCCA6GA 


2867 


UCCUGGCG CUGAUGAG GCCGUUAGGC CGAA lUUUUGCC 


18175 


7809 


AAACACGC C AGGAAAGA 


2868 


UCUUUCCU CUGAUGAG GCCGUUAGGC CGAA ICGUGUUU 


18176 


7810 


AACACGCC A GGTU^AGAA 


2869 


UUCUUUCC CUGAUGAG GCCGUUAGGC CGAA IGCGUGUU 


18177 


7822 


AAGAAGGC A AUGUCACU 


2870 


AGUGACAU CUGAUGAG GCCGUUAGGC CGAA ICCUUCUU 


18178 


7828 


6CAAU6UC A OJGGAGGG 


2871 


CCCUCCAQ CUGAUQAQ GCCGUUAGGC CGAA lACAUUGC 


18179 


7830 


AAUGUCAC V G6A0G6CA 


2872 


UGCCCUCC CUGAUGAG GCCGUUAGGC CGAA lUGACAUU 


18180 


7838 


U66AG6GC A UCCAGUOJ 


2873 


AGACUGGA CUGAUGAG GCCGUUAGGC CGAA ICCCUCCA 


18181 


7841 


AGGGCAUC C AGUCUCUA 


2874 


UAGAGACU CUGAUGAG GCCGUUAGGC CGAA lAUGCCCU 


18182 


7842 


GGGGAUCC A GUCUCUA6 


2875 


CUAGAGAC CUGAUGAG GCCGUUAGGC CGAA IGAUGCCC 


18183 


7846 


AUCCAGUC V CUAGGGGC 


2876 


GCCCCUAG CUGAUGAG GCCGUUAGGC CGAA lACUGGAU 


18184 


7848 


CCAGUCUC U AGGGGCAC 


2877 


GUGCCCCU CUGAUGAG GCCGUUAGGC CGAA lAGACUGG 


18185 


7855 


CUAGGGGC A CAGCAAAA 


2878 


UUUUGCUG CUGAUGAG GCCGtJUAGGC CGAA ICCCCUA6 


18186 


7857 


AGGGGCAC A GCAAAACU 


2879 


AGUUUUGC CUGAUGAG GCCGUUAGGC CGPA lUGCCCCU 


18187 


7860 


GGCACAGC A AAACUGAG 


2880 


CUCAGUUU CUGAUGAG GCCGUUAGGC CGAA ICUGUGCC 


18188 


7865 


AGCAAAAC U GAGAUGGC 


2881 


GCCAUCUC CUGAUGAG GCCGUUAGGC CGAA lUUUUGCU 


18189 


7874 


GAGAUOGC U 6GUCGAAC 


2882 


GUUCGACC CUGAUGAG GCCGUUAGGC CGAA ICCAUCUC 


18190 


7892 


OAGGCJUUC IT OSAACCGG 


2883 


CCGGUUCG CUGAUGAG GCCGUUAGGC CGAA lAAACCUC 


18191 


7898 


UCUCOAAC C GGUCGGAA 


2884 


UUCCGACC CUGAUGAG GCCGUUAGGC CGAA lUUCGAGA 


18192 


7918 


UGAUUGAC C UUGGAUGU 


2885 


ACAUCCAA CUGAUGAG GCCGUUAGGC CGAA lUCAAUCA 


18193 


7919 


GAUUGACC U UGGAUGUG 


2886 


CACAUCCA CUGAUGAG GCCGUUAGGC CGAA IGUCAAUC 


18194 


7948 


GGUGUUAC U AUAUGGCA 


2887 


UGCCAUAU CUGAUGAG GCCGUUAGGC CGAA lUAACACC 


18195 


7956 


UAUAUGGC A ACCCT^AAA 


2868 


UUUUGGGU CUGAUGAG GCCGUUAGGC CGAA ICCAUAUA 


18196 


7959 


AUGGCAAC C CAAAAAAG 


2889 


CUUUUUUG CUGAUGAG GCCGUUAGGC CGAA lUUGCCAU 


18197 


7960 


UGGCAACC C AAAAAAGA 


2890 


UCUUUUUU CUGAUGAG GCCGUUAGGC CGAA IGUUGCCA 


18198 


7961 


GGCAACCC A AAAAAGAG 


2891 


CUCUUUUU CUGAUGAG GCCGUUAGGC CGAA IGGUUGCC 


18199 


7972 


AAAGAGUC C AAGAAGUC 


2892 


GACUUCUU CUGAUGAG GCCGUUAGGC CGAA lACUCUUU 


18200 


7973 


AAGA6UCC A A6AAGUCA 


2893 


UGACUUCU CUGAUGAG GCCGUUAGGC CGAA IGACUCUU 


18201 


7981 


AAGAAGUC A GAGGGUAC 


2894 


GUACCCUC CUGAUGAG GCCGUUAGGC CGAA lACUUCOU 


18202 


7990 


GAGGG0AC A CAAAGGGC 


2895 


GCCCUUUG CUGAUGAG GCCGUUAGGC CGAA lUACCCOC 


18203 


7992 


GGGUACAC A AAGGGCGG 


2896 


CCGCCCUU CUGAUGAG GCCGUUAGGC CGAA lUGUACCC 


18204 


8003 


GGGCGGUC C CGGACAUG 


2897 


CAUGUCCG CUGAUGAG GCCGUUAGGC CGAA lACCGCCC 


18205 


8004 


GGCGGUCC C GGACAUGA 


2898 


UCAUGUCC CUGAUGAG GCCGUUAGGC CG7VA IGACCGCC 


18206 


8009 


UCCCGGAC A UGAAGAGC 


2899 


GCUCUUCA CUGAUGAG GCCGUUAGGC CGAA lUCCGGGA 


18207 


8018 


UGAAGAGC C CCAACUAG 


2900 


CUAGUUGG CUGAUGAG GCCGUUAGGC CGAA ICUCUUCA 


18208 


8019 


GAAGAGCC C CAACUAGU 


2901 


ACUAGUUG CUGAUGAG GCCGUUAGGC CGAA IGCUCUUC 


18209 


8020 


AAGA6CCC C AACUA6UG 


2902 


CACUAGUU CUGAUGAG GCCGUUAGGC CGAA IGGCUCUU 


18210 


8021 


AGA6CCCC A ACUAGUGC 


2903 


GCACUAGU CUGAUGAG GCCGUUAGGC CGAA IGGGCUCU 


18211 


8024 


6CCCCAAC U AGUGCAAA 


2904 


UUUGCACU CUGAUGAG GCCGUUAGGC CGAA lUUGGGGC 


18212 


8030 


ACUAGUGC A AAGUUAUG 


2905 


CAUAACUU CUGAUGAG GCCGUUAGGC CGAA ICACUAGU 


18213 


8047 


GAUGGAAC A UUGUCACC 


2906 


GGUGACAA CUGAUGAG GCCGUUAGGC CGAA lUUCCAUC 


18214 


6053 


ACAUUGUC A CCAUGAAG 


2907 


CUUCAUGG CUGAUGAG GCCGUUAGGC CGAA lACAAUGU 


18215 


8055 


AUUGUCAC C AUGAAGAG 


2908 


CUCUUCAU CUGAUGAG GCCGUUAGGC CGAA lUGACAAU 


18216 


8056 


UUGUCACC A UGAAGAGU 


2909 


ACUCUUCA CUGAUGAG GCCGUUAGGC CGAA IGUGACAA 


18217 


8080 


AU6UGUUC U ACAGACCU 


2910 


AGGUCUGU CUGAUGAG GCCGUUAGGC CGAA lAACACAU 


18218 


8083 


UGUUCUAC A GACCUUCU 


2911 


AGAAGQUC CUGAUGAG GCCGUUAGGC CGAA lUAGAACA 


18219 


8087 


CUACAGAC C UUCUGAGU 


2912 


ACUCAGAA CUGAUGAG GCCGUUAGGC CGAA lUCUGUAG 


18220 


8088 


UACAGACC U UCUGAGUG 


2913 


CACUCAGA CUGAUGAG GCCGUUAGGC CGAA IGUCUGUA 


18221 


8091 


AGACCUUC U GAGUGUUG 


2914 


CAACAOJC CUGAUGAG GCCGUUAGGC CGAA lAAGGUCU 


18222 


8104 


GUUGUGAC A CCCUCCUU 


2915 


AAGGAGGG CUGAUGAG GCCGUUAGGC CGAA lUCACAAC 


18223 


8106 


UGUGACAC C CUCCUUUG 


2916 


CAAAGGAG CUGAUGAG GCCGUUAGGC CGAA lUGUCACA 


18224 


8107 


GUGACACC C UCCUUUGU 


2917 


ACAAAGGA CUGAUGAG GCCGUUAGGC CGAA IGUGUCAC 


18225 


8108 


UGACACCC U CCUUUGUG 


2918 


CACAAAGG CUGAUGAG GCCGUUAGGC CGAA IGGUGUCA 


18226 


8110 


ACACCCUC C UUUGUGAC 


2919 


GUCACAAA CUGAUGAG GCCGUUAGGC CGAA lAGGGUGU 


18227 


8111 


CACCCUCC U UUGUGACA 


2920 


UGUCACAA CUGAUGAG GCCGUUAGGC CGAA IGAGGGUG 


18228 


8119 


UUUGUGAC A UOGGAGA0 


2921 


CUCUCCGA CUGAUGAG GCCGUUAGGC CGAA lUCACAAA 


18229 


8130 


GGAGAGUC C UCGUCAAG 


2922 


CUUGACGA CUGAUGAG GCCGUUAGGC CGAA lACUCUCC 


18230 


8131 


GAGAGUCC U CGUCAAGU 


2923 


ACUUGACG CUGAUGAG GCCGUUAGGC CGAA IGACUCUC 


18231 


8136 


UCCUCGUC A AGUGCUGA 


2924 


UCAGCACU CUGAUGAG GCCGUUAGGC CGAA lACGAGGA 


18232 


8142 


UCAAGUGC U GAGGUUGA 


2925 


UCAACCUC CUGAUGAG GCCGUUAGGC CGAA ICACUUGA 


18233 
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8156 


UGAAGAGC A UAGGAC6A 


2926 


UCGUCCUA CUGAUGAG GCCGUUAGGC CGAA ICUCUUCA 


XOZi,}^ 


8X73 


UUCGGGUC C UUGAAA0G 


2927 


CAUUUCAA CUGAUGAG GCCGUUAGGC CGAA lACCraAA 


XO^ J3 


8174 


UCGGGUCC U UGAAAUGG 


2928 


CCAUUUCA CUGAUGAG GCCGUUAGGC CGAA IGACCCGA 


1 R0'^(^ 
XOa JO 


8191 


UUGAGGAC U GGCUGCAC 


2929 


GUGCAGCC CUGAUGAG GCCGUUAGGC CGAA lUCCtTPAA 


XO^J / 


8195 


GGACUGGC U GCACCGAG 


2930 


CUCGGUGC CUGAUGAG GCCGUUAGGC CGAA ICCAGUCC 


18238 


8198 


CUGGCUGC A CCGAGGGC 


2931 


GCCCUCGG CUGAUGAG GCCGUUAGGC CGAA ICAQCCAG 


18239 


8200 


GGCUGCAC C GAGGGCCA 


2932 


UGGCCCUC CUGAUGAG GCCGUUAGGC CGAA TTTQPAGCC 


18240 


8207 


CCGAGGGC C AAGGGAAU 


2933 


AUUCGCUU CUGAUGAG GCCGUUAGGC CG2^ TCCCITfYSG 


18241 


8208 


CGAGGGCC A AGGGAAUU 


2934 


AAUUCCCU CUGAUGAG GCCGUUAGGC CGAA TGCCCnCG 


xo^^« 


8231 


GAAGGUGC U CUGCCCCU 


2935 


AGGGGCAG CUGAUGAG GCCGUUAGGC CGAA TCAmTTTP 


1 fkOA'i 

XO^VJ 


8233 


AGGUGCUC U GCCCCUAC 


2936 


GUAGGGGC CUC3AUQAG fiCCRTTTTARRP mAft. TA<VarmT 


1 fl9AA 
XO^rt% 


8236 


UGCUCUGC C CCUACAUG 


2937 


CAUGUAGfi CTTfiAlTrJAri RPPnTTT T a ru^r* nnaa Tr'Jir'nnr'a 




8237 




2938 


W»**\JW\i#/WJ VrUVanUVanVJ 0\i.V^VjUU/\VjO^ XoLAvj/^oU 


1 QOAC 


8238 


CUCtJGCCC C UACAUGGC 


2939 




XOZ4 / 


8239 




2940 






8242 




2941 






8246 




2942 




1 a o 


8254 


CGAAAGUC A UAGAGAAG 


2943 






8270 


GAUGGAGC U GCUCCAAC 


2944 




1 fl9C9 


8273 


GGAGCUGC U CCAACGCC 


2 945 


GGCniJITfin PTTGATTGAG GPnGrTTTArSGr* PGAA TH^fimnn 


Xt54S3 J 


8275 


AGGUGCUC C AACGCCGG 


2946 


CCGGGGTTT7 PTTGATIGAG GrPnTTTTAGGP PGA A TAGPAr^PTT 




8276 


GCUGCUCC A ACGCCGGU 


2947 


ACCGGCGU CUGAUGAG GCPGITTTAGGP PGA A TGArZPAGP 




8281 


UCCAACGC C GGUAUGGG 


2948 


CCCAUACC CUGAUGAG GCCGTITTAGGP CGAA TPGTTTTGGA 


XO Z DO 


8297 


GGGGGQAC U GGUCAGAA 


2949 


UUCUGACP PTTGAITGAG GPPnTTITAGGP PGA A TT TPPPPPP 


Xa«D / 


8302 


GACUGGUC A GAAACCCA 


2950 


tTGGGUUUC CUGAUGAG GCnCTTTTAGGf' PGA A TAPPAGTTP 


1 OOCR 


8308 


UCAGAAAC C CACUCUCA 


2951 


ITGAGAGUG CfUiGAUGAG GPPGT7TTAGGP PGA A TTTntTPITGA 


Xo«D7 


8309 


CAGAAACC C ACUCUCAC 


2952 


GUGAGAGU CUGAUGAG GCPOT7TTAGGP PGAA TGTTITTTPTTG 


XO46DU 


8310 


AGAAACCC A CUCUCACG 


2953 


CGUQAGAG C?UGAUGAG GPPGTTTTAGGP PGAA TGGTTrTITPTT 


XdZDX 


8312 


AAACCCAC U CUCACGGA 


2954 


UCCGUGAG PUGAtlGAG GPPGTTTTAGGP PGAA TTTG/^HTTTTTTT 


XoZO^ 


8314 


ACCCACUC U CACGGAAU 


2955 


AUUCCGUG CUGAUGAG GCCGUUAGGC CGAA TAGTTGGGTI 


XOZD J 


8316 


CCACUCUC A CGGAAUUC 


2956 


GAAUUCCG CUGAUGAG GPCGtTTTAGGP PGAA TAGAGTTGG 


X 0 Z 


8325 


CGGAAUUC C ACGCACGA 


2957 


UCGUGCGU CUGAUGAG GCCGTTTTAGGP PGAA TAATTfTPPn 


XO^DD 


8326 


GGAAUUCC A GGCACGAG 


2958 


CUOGUGCG CUGAUGAG GPPGTTTTAGGP PGAA TGAATTITPP 


Xo^oo 


8330 


UUCCACGC A GGAGAUGU 


2959 


ACAUPITPG PTTGAITGAG GPPGTTTTAGGP fV3AA TPGTTPPaa 


1 0 0 C7 


8355 


AGUCGAGC U UCAGGCAA 


2960 


UUGPPTTGA PTTGAITGAG GPPGTTTTAGGP PGAA TPTTPPAPTT 


1 QOCQ 

Xozot} 


8358 


CGAGCUUC A GGCAAUGU 


2961 


APATTTTGPP PTTGAITGAG GPPGTTTTAGGP PGAA TAAPPTTPP 


18269 


8362 




2962 


UAPPAPATT PTTGAITGAG GPrVSriTTAGGP P/aaa TPPTiPaap 


Xo270 


8372 


UGUGGUAC A UUCAGUGA 


2963 


TTPAPTTGAA PTTGAITGAG GPPGTTTTAGGP PGAA TTTAPPana 


XtS^ /X 


8376 


GUACAUUC A GUGAAUAU 


2964 


AUAUtlPAP PTTGAITGAG GPPGTTTTAGGP PGAa TAATTTaiTaP 




8388 


AAUAUGAC C AGCCAGGU 


2965 


APPUGGPTI PTTGAITGAG GPPGTTTTAGGP PGAA TTTPaiTaTTTT 


XO« /.3 


8389 


AUAUGACC A QCCAGGUG 


2966 


CACCUGGP PUG AUG AG GPPGTFTAGGP PGAA TGTTPATTATT 


XDZ /4 


8392 


UGACCAGC C AGGUGCUC 


2967 


GAGCAPPTI PUGAIIGAG GPPGTTTTAGGP PGAA TPITrsrSTTPa 


XO^ /3 


8393 


GACCAGCC A GGUGCUCC 


2968 


GGAGCACC CUGAUGAG GCCGUUAGGP PGAA TGPTTGGTTP 


XO^ /o 


8399 


CCAGGUGC U CCUAGGAA 


2969 


UUCCUAGG CUGAUGAG GCCGUUAGGC CGAA TPAPPtlGG 


XD^ / r 


8401 


AGGUGCUC C UAGGAAGA 


2970 


UCUUCCUA CUGAUGAG GCCGTTTTAGGP fY^AA TAGPAPPTT 


xoz /a 


8402 


GGUGCUCC U AGGAAGAA 


2971 


UUCUUPCU CUGAUGAG GPPGTTTTAGGP PGAA TGAGPAPP 


XO^ /7 


8424 


AAAAGGAC C UGGAAGGG 


2972 


CCCUUPCA PUGAIIGAG GPPGTTTTAGGP PGAA TTTPPTTTTTTTT 


1 QO 0 n 

xo^ 0 u 


8425 


AAAGGACC U GGAAGGGA 


2973 


UCCCUTIPP PUGAIIGAG GPPGTTTTAGGP PGAA TfZTTPPTTTTTT 


Xo^ oX 


8435 


GAAGGGAC C CCAAUACG 


2974 


CGUAUIIGG CUGAUGAG GPPGTTTTAGGP PGAA TTIPPPTTTTP 


XO^ oz 


8436 


AAGGGACC C CAAUACGA 


2975 


UCGUAtlUG CUGAUGAG GPPGTTTTAGGP PGAA TGTTPPPTTTT 


X oz 0 J 


8437 


AGGGACCC C AAUACGAG 


2976 


CUCGUAUU CUGAUGAG GCCGUUAGGP PGAA TGGTTPPPTT 


18284 


8438 


GGGACCCC A AUAOGAGG 


2977 


CCUCGUAU CUGAUGAG GPPGITIIAGGP PGAA TGGGTTPPP 


XOZ 03 


8458 


AUGUAAAC U UQGGAAGU 


2978 


ACUUCCCA CUGAUGAG GCCGUUAGGC CGAA lUUUACAU 


16286 


8472 


AGUGGAAC C AGGGCGGU 


2979 


ACCGCCCU CUGAUGAG GCCGUUAGGC CGAA lUUCCACU 


18287 


8473 


GUGGAACC A GGGCGGUG 


2980 


CACCGCCC CUGAUGAG GCCGUUAGGC CGAA IGUUCCAC 


18288 


8489 


GGGAAAAC C CCUGCUCA 


2981 


UGAGCAGG CUGAUGAG GCCGUUAGGC CGAA lUUUUCCC 


18289 


8490 


GGAAAACC C CUGCUCAA 


2982 


UUGAGCAG CUGAUGAG GCCGUUAGGC CGAA IGUUUUCC 


18290 


8491 


GAAAACCC C UGCUCAAC 


2983 


GUUGAGCA CUGAUGAG GCCGUUAGGC CGAA IGGUUUUC 


18291 


8492 


AAAACCCC U GCUCAACU 


2984 


AGUUGAGC CUGAUGAG GCCGUUAGGC CGAA IGGGUUUU 


18292 


8495 


ACCCCUGC U CAACUCAG 


2985 


CUGAGUUG CUGAUGAG GCCGUUAGGC CGAA ICAGGGGU 


18293 


8497 


CCCUGCUC A ACUCAGAC 


2986 


6UCUGAGU CUGAUGAG GCCGUUAGGC CGAA lAGCAGGG 


18294 
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8500 


UGCUCAAC XJ CA6ACACC 


2987 


GGUGUCUG CUGAUGAG GCCGUUAGGC CGAA lUUGAGCA 


18295 


8502 


CUCAACUC A GACACCAG 


2988 


CUGGUGUC CUGAUGAG GCCGUUAGGC CGAA lAGUUGAG 


18296 


8506 


ACUCAGAC A CCAGUAAA 


2989 


UUUACUGG CUGAUGAG GCCGUUAGGC CGAA lUCUGAGU 


18297 


8508 


UCAGACAC C AGUAAAAU 


2990 


AUUUUACU CUGAUGAG GCCGUUAGGC CGAA lUGUCUGA 


18298 


8509 


CAOACACC A GOAAAAUC 


2991 


GAUUUUAC CUGAUGAG GCCGUUAGGC CGAA IGUGUCUG 


18299 


8518 


GUAAAAUC A AOAACAGG 


2992 


CCUGUUCU CUGAUGAG GCCGUUAGGC CGAA lAUUUUAC 


18300 


8524 


UCAAGAAC A GGAUUGAA 


2993 


UUCAAUCC CUGAUGAG GCCGUUAGGC CGAA lUUCUUGA 


18301 


8537 


UGAACGAC U CAGGCGUG 


2994 


CACGCCUG CUGAUGAG GCCGUUAGGC CGAA lUCGUUCA 


18302 


8539 


AACXSACUC A GGCGUGAQ 


2995 


CUCACGCC CUGAUGAG GCCGUUAGGC CGAA lAGUCGUU 


18303 


8551 


GUGAGUAC A GUUCGACG 


2996 


CGUCGAAC CUGAUGAG GCCGUUAGGC CGAA lUACUCAC 


18304 


8564 


GACGUGGC A CCACGAUG 


2997 


CAUCGUGG CUGAUGAG GCCGUUAGGC CGAA ICCACGUC 


18305 


8566 


CGUGGCAC C ACQAUGAG 


2998 


CUCAUCGU CUGAUGAG GCCGUUAGGC CGAA lUGCCACG 


18306 


8567 


GUGGCACC A CGAUGAGA 


2999 


UCUCAUCG CUGAUGAG GCCGUUAGGC CGAA IGUGCCAC 


18307 


8578 


AUGAGAAC C ACCCAUAU 


3000 


AUAUGGGU CUGAUGAG GCCGUUAGGC CGAA lUUCUCAU 


18308 


8579 


UGAGAACC A CCCAUAUA 


3001 


UAUAUGGG CUGAUGAG GCCGUUAGGC CGAA IGUUCUCA 


18309 


8581 


AGAACCAC C CAUAUAGA 


3002 


UCUAUAUG CUGAUGAG GCCGUUAGGC CGAA lUGGUUCU 


18310 


8582 


GAACCACC C AUAUAGAA 


3003 


UUCUAUAU CUGAUGAG GCCGUUAGGC CGAA IGUGGUUC 


18311 


8583 


AACCACCC A UAUAGAAC 


3004 


GUUCUAUA CUGAUGAG GCCGUUAGGC CGAA IGGUQGUU 


18312 


8592 


UAUAGAAC C UGGAACUA 


3005 


UAGUUCCA CUGAUGAG GCCGUUAGGC CGAA lUUCUAUA 


18313 


8593 


AUAGAACC U GGAACUAU 


3006 


AUAGUUCC CUGAUGAG GCCGUUAGGC CGAA IGUUCUAU 


18314 


8599 


CCUGGAAC U AUCACGGC 


3007 


GCCGUGAU CUGAUGAG GCCGUUAGGC CGAA lUUCCAGG 


18315 


8603 


GAACUAUC A CGGCAGUU 


3008 


AACUGCCG CUGAUGAG GCCGUUAGGC CGAA lAUAGUUC 


18316 


8608 


AUCACGGC A GUUAUGAU 


3009 


AUCAUAAC CUGAUGAG GCCGUUAGGC CGAA ICCGUGAU 


18317 


8624 


UGUGAAGC C CACAGGCU 


3010 


AGCCUGUG CUGAUGAG GCCGUUAGGC CGAA ICUUCACA 


18318 


8625 


GUGAAGCC C ACAGGCUC 


3011 


GAGCCUGU CUGAUGAG GCCGUUAGGC CGAA IGCUUCAC 


18319 


8626 


UGAAGCCC A CAGGCUCC 


3012 


GGAGCCUG CUGAUGAG GCCGUUAGGC CGAA IGGCUUCA 


18320 


8628 


AAGCCCAC A GGCUCCGC 


3013 


GCGGAGCC CUGAUGAG GCCGUUAGGC CGAA lUGGGCUU 


18321 


8632 


CCACAGGC U CCGCCAGU 


3014 


ACUGGOGG CUGAUGAG GCCGUUAGGC CGAA ICCUGUGG 


18322 


8634 


ACAGGCUC C GCCAGUUC 


3015 


GAACUGGC CUGAUGAG GCCGUUAGGC CGAA lAGCCUGU 


18323 


8637 


GGCUCCGC C AGUUCGCU 


3016 


AGCGAACU CUGAUGAG GCCGUUAGGC CGAA ICGGAGCC 


18324 


8638 


GCUCCGCC A GUUCGCUG 


3017 


CAGCGAAC CUGAUGAG GCCGUUAGGC CGAA IGCGGAGC 


18325 


8645 


CAGUUCGC U GGUCAAUG 


3018 


CAUUGACC CUGAUGAG GCCGUUAGGC CGAA ICGAACUG 


18326 


8650 


CGCUGGUC A AUGGA6UG 


3019 


CACUCCAU CUGAUGAG GCCGUUAGGC CGAA lACCAGCG 


18327 


8662 


GAGUGGUC A GGCUCCUC 


3020 


GAGGAGCC CUGAUGAG GCCGUUAGGC CGAA lACCACUC 


18328 


8666 


GGUCAQGC U CCUCaCAA 


3021 


UUGAQAGG CUGAUGAG GCCGUUAGGC CGAA ICCUGACC 


18329 


8668 


UCAGGCUC C UCUCAAAA ^ 


3022 


UUUUGAGA CUGAUGAG GCCGUUAGGC CGAA lAGCCUGA 


18330 


8669 


CAGGCaCC U CUCAAAAC 


3023 


GUUUUGAG CUGAUGAG GCCGUUAGGC CGAA IGAGCCUG 


18331 


8671 


GGCUCCUC U CAAAACCA 


3024 


UGGUUUUG CUGAUGAG GCCGUUAGGC CGAA lAGGAGCC 


18332 


8673 


CUCCUCUC A AAACCAUG 


3025 


CAUGGUUU CUGAUGAG GCCGUUAGGC CGAA lAGAGGAG 


18333 


8678 


CUCAAAAC C AUG6GACA 


3026 


UGUCCCAU CUGAUGAG GCCGUUAGGC CGAA lUUUUGAG 


16334 


8679 


UCAAAACC A UGGGACAC 


3027 


GUGUCCCA CUGAUGAG GCCGUUAGGC CGAA IGUUUUGA 


18335 


8686 


CAUGGGAC A CCAUCACG 


3028 


CGUGAUGG CUGAUGAG GCCGUUAGGC CGAA lUCCCAUG 


18336 


8688 


UGGGACAC C AUCACGAA 


3029 


UUCGUGAU CUGAUGAG GCCGUUAGGC CGAA lUGUCCCA 


18337 


6689 


GGGACACC A UCACGAAU 


3030 


^ AUUCGUGA CUGAUGAG GCCGUUAGGC CGAA IGUGUCCC 


18338 


8692 


ACACCAUC A CGAAUGUU 


3031 


AACAUUCG CUGAUGAG GCCGUUAGGC CGAA lAUGGUGU 


18339 


8703 


AAUGUUAC C ACCAUGGC 


3032 


GCCAUGGU CUGAUGAG GCCGUUAGGC CGAA lUAACAUU 


18340 


8704 


AUGUUACC A CCAUGGCC 


3033 


GGCCAUGG CUGAUGAG GCCGUUAGGC CGAA IGUAACAU 


18341 


8706 


GUUACCAC C AUGGCCAU 


3034 


AUGGCCAU CUGAUGAG GCCGUUAGGC CGAA lUGGUAAC 


18342 


8707 


UUACCACC A UGGCCAUG 


3035 


CAUGGCCA CUGAUGAG GCCGUUAGGC CGAA IGUGGUAA 


18343 


8712 


ACCAUGGC C AUGACUGA 


3036 


UCAGUCAU CUGAUGAG GCCGUUAGGC CGAA XCCAUGGU 


18344 


8713 


CCAUGGCC A UGACUGAC 


3037 


GUCAGUCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUGG 


18345 


8718 


GCCAUGAC U GACACUAC 


3038 


GUAGUGUC CUGAUGAG GCCGUUAGGC CGAA lUCAUGGC 


18346 


8722 


UGACUGAC A CUACUCCC 


3039 


GGGAGUAG CUGAUGAG GCCGUUAGGC CGAA lUCAGUCA 


18347 


8724 


ACUGACAC u Acncccnu 




iiAVjWjAVjU v^UVjiAULz/ib UuCbUlJAUCaL. VAzAA. XUGUCAGU 


18348 


8727 


GACACUAC U CCCUUCGG 


3041 


CCGAAGGG CUGAUGAG GCCGUUAGGC CGAA lUAGUGUC 


18349 


8729 


CAOJACUC C CUUCGGGC 


3042 


GCCCGAAG CUGAUGAG GCCGUUAGGC CGAA IAGUA6UG 


18350 


8730 


ACUACUCC C UUCGGGCA 


3043 


UGCCCGAA CUGAUGAG GCCGUUAGGC CGAA IGAGUAGU 


18351 


8731 


CUACUCCC U UCGGGCAG 


3044 


CUGCCCGA CUGAUGAG GCCGUUAGGC CGAA IGGAGUAG 


18352 


8738 


CUUCGGGC A GCAGCGAG 


3045 


CUCGCUGC CUGAUGAG GCCGUUAGGC CGAA ICCCGAAG 


18353 


8741 


CGGGCAGC A GCGAGUGU 


3046 


ACACUCGC CUGAUGAG GCCGUUAGGC CGAA ICUGCCCG 


18354 


8752 


GAGUGUUC A AAGAGAAG 


3047 


CUUCUCUD CUGAUGAG GCCGUUAGGC CGAA lAACACUC 


18355 
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p7o7 




3048 


AGCUUUCG CUGAUGAG GCCGUUAGGC CGAA lUCCACCU 


18356 


QT7C 




3049 


GGUUCAGG CUGAUGAG GCCGUUAGGC CGAA ICUUUCGU 


18357 


Oil/ 




3050 


GCGGUUCA CUGAUGAG GCCGUUAGGC CGAA lAGCUUUC 


18358 


QTTQ 

Otto 




3051 


GGCGGUUC CUGAUGAG GCCGUUAGGC CGAA IGAGCUUU 


18359 


8783 




3052 


CUUCUGGC CUGAUGAG GCCGUUAGGC CGAA lUUCAGGA 


18360 


8786 




3053 


CUCCUUCU CUGAUGAG GCCGUUAGGC CGAA ICGGUUCA 


18361 


8787 






APTTPPTTTTP PITaATTOAQ C5CPGUUAGGC CGAA TGCGGUtIC 


18362 


8807 


mTar'rtrwar' ti P&ATV3AnA 


3055 


TTPTTPATTTTG CUGAtTGAG GCCGUUAGGC CGAA ICACGDAC 


18363 


8809 


» r«r»TTinr»rTP a iVTW2A/2APf 


3056 


GGTIPUPAtT CUGAUGAG GCCGUUAGGC CGAA lAGCACGU 


18364 


8817 




jyJO t 


PAGnTTf3fiTT PTTGATTGAG GPPGtlTTARGP PGAA TtTPtlPATITT 


18365 


8818 


AUvaAuAUL. A u^.AACUiau 


3058 


PP AGTTTTriG PITGATTGAG GPCGtlTTAGGP PGAA IRIIPlTPAtJ 


18366 


8820 


\aAuA^«CAL. U AAuUvjV7uU 




AArpAnmi pttpattgag gppgttttaggp pgaa tttggttpttp 


18367 


8821 


Aj6A(.«UAUL A ACUooUULj 


O U O <J 




18368 


8824 


/^r*lV/^/*<7V Rr» IT /'2/*'T7TT/^TT/'2/2 

CuACLJ^Li U oVsUUoUoVj 




PPAPAAPP PtTGATTGAG GPPGTIUAGGP PGAA TTHTGGTTGG 


18369 


8844 


T tTTTTT TTT/^/lf* r» &/T!&/32VAAA 
UUUUUUviw L> AUAUAIvvi 




uuunpuprT citgaugag gccguitaggc cgaa tccaaaaa 


18370 


8845 


UUUUtioLL. A viAVaAAAHA 




TTTTTTTTTTPTTP PtTOATTGAG GPPGTTITAGRP PGAA TGPPAAAA 


18371 


8858 


AAAACGUC C CaGaAUQU 


30d4 


ar^aTTTTnnr* PTTPatTrtAR nppniTTTAnpp ppaa taprtttttttt 

ALaUUL.Uvj UUUAUvxAv? vjCUoUUAuuU U.uAA lAwVjUUUU 


XO J 1 ^ 


8859 


AAAC6UC.C C ACaAAUuUU 




PAPAT7TTPTT PTTriATW^JAG GPPGT7TTAf3GP PGAA TGAPGT7TTTT 


1 7"? 
XO J / o 


8860 


AACCjUwCC a uAAUuUuU 


•9UOO 


GPAPATTTTP PITGATTGAG GPPGTTfTAGGP PGAA TRRAPniTTl 


XOJ / 1 


8869 


GaaUGUGC U CUUGAvjAU 




PTTPTTPGAG PITGATTGAG GPfYSTlTTAGGP PGAA TPAPATTTTP 


X 03 / 9 


8871 


AUGUoLUt. U UL»AwiV3V3A 




T7PPTTPTTPG PT7GATTGAG GPPGTTTTAGGP PGAA TAGPAPATT 


18376 


8884 


TV/^r^TV RTTTTr* TV T TIV IV A JV JV ^ 

AbVoAAUULr A UAAvjAAAVj 




PTTT7TTPITTTA PTTGATTGAG GPPGTTTTAGnP PGAA TAATITTPPTT 


18377 


do ^0 


naAAirj/TTTr" & APARfAATl 


3070 


AUUGCUGU CUGAUGAG GCCGUUAGGC CGAA lACCUUUC 


18378 


8899 




3071 


TTGPATHTGP PITGATTGAG GPPGTTTTAGGP PGAA TITTIGACCQ 


18379 


6902 


UUAAUAuu A AUuiJAvjLrU 




AGPflGPATI PITGATTGAG GPPGIITTAGGP PGAA TPIIGUIIGA 


18380 


09U / 


A»wAAUVaL> A oCUUUouO 




CCPAAAGC CUGAUGAG GCCGUITAGGC CGAA XCAUUGCU 


18381 




AAimnAfiP TT TTTinrtfTTTOP 


3074 


GPACCCAA CUGAUGAG GCCGITIIAGGC CGAA TCUGCAUU 


18382 




TTTT/^/VTT/3/^ r» aTT/^Tf TIT/^ A 


J U / 3 


TTPAAAPATT PITGATTGAG GPPGIITTAGGP PGAA TPAPPPAA 

U«MiArVr>.V.<AU ^UVjaUVjaVj U>V>VmV3U UAVjVj^ \^\M\t\ X \.«A\tf \a>V«>nA 


18383 


892U 




o u / o 


ITTTPAAAPA PITGATTGAG GPPGTTTTAGGP PGAA TCiCACCCK 

UU\a>AAAV,»A V«UV3AU0AV3 v3V»V^V^U U AVJOV^ L^VJAA XV9V>>AV^V«V.A 


18384 




TTr«anr»anp a nAATTPAATT 


'1077 
jyj f t 


ATTTTGAITTTP PITGATTGAG GPPGTTTTAGGP PGAA TPTTPUTJPA 

AUVJVJAUUv» ^IJ13AUV3AvJI VJV>V,«\JUl^Av7V7v> V^VJArt X V.> U ^ U U >>i«A 


18385 


8939 


/30i40AaTT/^ TV jvTT^r^ariT'a 


imp 


TTPPTTPPATT PTTrSATTnAR GPPGTTTTAGGP PGAA TATTTTPTTGP 


18386 


8952 


Tv/v^ar'O^r' a/^ivr'aarT' 
AuGACsUuW. AvjALiAAIjU 


1 m Q ' 

J U / i7 


nPTTTTPTTPTT PTTnATTGAG GPPGTTTTAGGP PGAA TPGPTTPPTT 


18387 


8953 


/?!/>ivi"?/"Vsor' TV /^ar^aan/^a 
GiaAljCAiUL A UAuAAvjWi 


1 nan 


ITGPTTTTPITP PITGATTGAG GPPGTTTTAGGP PGAA TGPGPITPP 




8961 


AviAoAAuL. A \jUUuAAuA 


mm 


TTPITTTPAAP PITGATTGAG GPPGTTTTAGGP PGAA TPfTTTPTTPTl 




8972 


TTr«a ar'aiir' r* aaaaTTfTTTTT 


3 082 


AAAATTTTTTTT PITGATTGAG GPPGTTTTAGGP PGAA TATTPTTTTPA 


18390 


8973 


r'aanannn a aaaTTTTTUTm 
(sAAuAU^^w A AAAUUUUo 




PAAAATTTTTT PITGATTGAG GPPGTTTTAGGP PGAA TGATTPTTT7P 

^■jnAArVUUV^ V«V</V3lA<JV3AVJ V7V«^wU\JaV3VJw ^»VJnA ^\3t\\J\^\J\J\^ 


18391 




rvarviAfliiP a PATiPTTfilfVZ 




PGPAGATTG PITGATTGAG GPPGTTTTAGGP PGAA TPPTTPGPG 

UwwAvXAww ^WUaWV3AV3 V3V^^V,7UUaOOV^ V^VJAA XVa^Va^UV^V^V^V? 


18392 


oni 1 

9UX1 


pnAnnPAP a nmficciGCi 

(JuAuvUAU A UwUs>V.>V30V> 




PPPGPAGA PITGATTGAG GPPGTTTTAGGP PGAA TITGPPITPG 


18393 




rsnpAPATTP IT rtPRflrsmn 


3086 


CCCCO!nS/Cl CUGAtTGAG GCOGITUAGGC CGAA TAITGUGCC 


18394 




rtrtaaiT/TTir* a r'artiTTftPA 
vaUAAUvaU^ A IJAL.UUIjUa 


J uo / 


TTRPAAGTTG PITGATTGAG GPPGTTTTAGGP PGAA TAPATTTTPP 


X0^79 


9031 


a aTT/^TTOa a /^TTK^r^atTTT 
AAUurUvJAL. A UUUuiV-AUU 


J U D O 


AATTfSPAAR PITrtATTGAG GPPGTTTTAGGP PGAA TITGAPATTTT 
AAUV7V««AAk3 V^UuaUVjaVJ VjV«^A3U U aVjVjV^ v^vsma xuuav.»auu 


1 R'% 


yu J J 


TT/^ir'ar^a/^ tt TinnafTTiTTA 
UvjUUAvJA^ U UoUAUUUA 




TTAAATTfZPA PTTRATTGAG GPPGTTTTAGGP PGAA TTTGTTGAPA 
UaAaUVjvJA v,«UV9AUVjAo Ox^V^VaU wAovsv. V^VsAA XUVJWVJAV.^ 


1 R'^ 07 

XO J 7 / 


Qnn 

yuj / 


ar'a^TTTfsr' a TTTTTTAnAAP 




rSTlTTGTTAAA PITGATTGAG GPPGTTTTAGGP PGAA TPAAGTTGTT 


18398 


9U4 J 


/ar«aTTTTTTaP a APATinATTTS 


■J w7X 


PATTPATTGTT PITGATTGAG GPrV3TTTTAGGP PGAA TTTAAATTGP 


1 A*) QQ 

XO J 77 




TTTTTTAPAAP A TmATinnHA 




TTPPPATTPA PT1GATTGAG GPPGTTTTAGGP PGAA TTTITGIIAAA 


18400 


7U /X 


nAAAAAAP n PfVSAnAmT 

\3AAHAAAVtf ^ V^VjUn\3n»U 




APITPTTPPG PITGATTGAG GPPGTTTTAGGP PGAA TTTITTTTTITtTP 


X v/x 




AAAAAAPP P finAnAf^TTTT 




AAPTTPTTPP PITGATTGAG GPPGTTTTAGGP PGAA TGTTT TTTTTT TIT 


18402 


on on 


^^/^aaa/^fsn AArsrartAAf? 


J u ^ D 


PTTTTPPPTTTT PTTl^ATTGAG GPPGTTTTAGGP PGAA TPPTTTTTTPP 
V^UUVvWwUU V^UvsAUwAv? U^^VaUUAUOW V..UAA X^\»UULfV^^ 


1 RAn*) 

XO^U J 


QHQI 


OAAAnnpp A ArtnoAARP 


3 096 


GPTTTTPPPIT PITGATTGAG GPPGTTTTAGGP PGAA TGPPUUtlP 


18404 




Af3nf5AAf3P A nARPPATTTT 


J U J / 


AaiTGGPITP PITGATTGAG GPPGTTTTAGGP PGAA TPTTTTPPPTT 


18405 


QT OR 


ARPAfJARP P ATTTTTinniTTT 
AuV.«rVVjtriVjV_ AUUUVJvJUU 


U 7 O 


AAPPAAATT PTTGATTGAG GPPGTTTTAGGP PGAA TPTTPTTGPIT 
AAV«\.ArvriAU ^UoaUuAU uv^v^VSUUaVJVjV^ ^^jtArV XU>U^L/VJ^VJ 


XO^yJO 


7XUO 


rSPAf3ARPP A TTTTTTf3f3I7ITP 




r^aarr'aaa PiTr'aiTna^i ^PPGTTTTAfifiP PGAA TGPTTPTTGP 


1 RA n*? 

X04 u / 


Q1 1 Q 


TTrTTTfyZTTTTP A TTOTTfiftPITP 


J XULF 


naGPPAPA PTTrSATTGAG GPPGTTTTAGGP PGAA TAAPPAAA 




9122 


CAUC3UGGC U CGGAGCUC 


3101 


GAGCUCCG CUGAUGAG GCCGUUAGGC CGAA ICCACAUG 


18409 


9129 


CUCGGAGC U CX3CUUUCU 


3102 


AGAAAGCG CUGAUGAG GCCGUUAGGC CGAA ICUCCGAG 


18410 


9133 


6AGCU06C U UUCUGGA6 


3103 


CUCCAGAA CUGAUGAG GCCGUUAGGC CGAA ICGAGCUC 


18411 


9137 


UOGCUDUC U GGAGUUCG 


3104 


CGAACUCC CUGATTGAG GCCGUUAGGC CGAA lAAAGCGA 


18412 


9150 


tnXCXSAGGC U CUGGGUUU 


3105 


AAACCCAG CUGAUGAG GCCGUUAGGC CGAA ICCUCGAA 


18413 


9152 


CXSAGGOJC U GGGUUUUC 


3106 


GAAAACCC CUGAUGAG GCCGUUAGGC CGAA lAGCCUCG 


18414 


9161 


GGGUUUUC U CAAUGAAG 


3107 


CUUCAUUG CUGAUGAG GCCGUUAGGC CGAA lAAAACCC 


18415 


9163 


GUUUUCaC A AUQAAQAC 


3108 


GUCUUCAU CUGAUGAG GCCGUUAGGC CGAA lAGAAAAC 


18416 
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9172 


AUGAAGAC C ACUGGCUU 


3109 


AAGCCAGU CUGAUGAG GCCGUUAGGC CGAA lUCUUCAU 


18417 


9173 


UGAAGACC A CUGGCUUQ 


3110 


CAAGCCAG CUGAUGAG GCCX30UAGGC CGAA IGUCUUCA 


18418 


9175 


AAGACCAC U GGCUUGGA 


3111 


UCCAAGCC CUGAUGAG GCCGUUAGGC CGAA XUGGUCUU 


18419 


9179 


CCACUGGC U UGGAAGAA 


3112 


UUCUUCCA CUGAUGAG GCCGUUAGGC CGAA ICCAGUGG 


18420 


9193 


6AAAGAAC U CAGGAGGA 


3113 


UCCUCCUG CUGAXK3AG GCCGUUAGGC CGAA lUUCUUUC 


18421 


9195 


AAGAACUC A GGAGGAGG 


3114 


CCUCCUCC CUGAUGAG GCCGUUAGGC CGAA lAGUUCUU 


18422 


9214 


UCGAGGGC U UGGGCCUC 


3115 


GAGGCCCA CUGAUGAG GCCGUUAGGC CGAA ICCCUCGA 


18423 


9220 


GCUUGGGC C UCCAAAAA 


3116 


UUUUUGGA CUGAUGAG GCCGUUAGGC CGAA ICCCAAGC 


18424 


9221 


CUU666CC U CCAAAAAC 


3117 


GUUUUUGG CUGAUGAG GCCGUUAGGC CGAA IGCCCAAG 


18425 


9223 


U6QGCCUC C AAAAACUG 


3118 


CA6UUUUU CUGAXmG GCCGUUAGGC CGAA lAGGCCCA 


18426 


9224 


GGGCCUCC A AAAACUGG 


3119 


CCAGUUUU CUGAUGAG GCCGUUAGGC CGAA IGAGGCCC 


18427 


9230 


CCAAAAAC U GGGUUACA 


3120 


UGUAACCC CUGAUGAG GCCGUUAGGC CGAA lUUUUUGG 


18428 


9238 


UGGGUUAC A UCCUGCGU 


3121 


ACGCAGGA CUGAUGAG GCCGUUAGGC CGAA lUAACCCA 


18429 


9241 


GUUACAUC C UGCGaCAA 


3122 


UUCACGCA CUGAUGAG GCCGUUAGGC CGAA lAUGUAAC 


18430 


9242 


UUACAUCC U GCGUGAAG 


3123 


CUUCACGC CUGAUGAG GCCGUUAGGC CGAA IGAUGUAA 


18431 


9256 


AAGUUGGC A CCCG6CCU 


3124 


AGGCCGGG CUGAUGAG GCCGUUAGGC CGAA ICCAACUU 


18432 


9258 


GUUGGCAC C CGGCCUGG 


3125 


CCAGGCCG CUGAUGAG GCCGUUAGGC CGAA lUGCCAAC 


18433 


9259 


UUGGCACC C GGCCUGGG 


3126 


CCCAGGCC CUGAUGAG GCCGUUAGGC CGAA IGUGCCAA 


18434 


9263 


CACCCGGC C UGGGGGCA 


3127 


UGCCCCCA CUGAUGAG GCCGUUAGGC CGAA ICCGGGU6 


18435 


9264 


ACCC6GCC U GGGGGCAA 


3128 


UUGCCCCC CUGAUGAG GCCGUUAGGC CGAA XGCCGGGU 


18436 


9271 


CUGGGGGC A AGAUCUAU 


3129 


AUAGAUCU CUGAUGAG GCCGUUAGGC CGAA ICCCCCAG 


18437 


9277 


GCAAGAUC U AUGCUGAU 


3130 


AUCAGCAU CUGAUGAG GCCGUUAGGC CGAA lAUCUUGC 


18438 


9282 


AUCUAUGC U GAUGACAC 


3131 


GUGUCAUC CUGAUGAG GCCGUUAGGC CGAA ICAUAGAU 


18439 


9289 


CUGAUGAC A CAGCUGGC 


3132 


GCCAGCUG CUGAUGAG GCCGUUAGGC CGAA lUCAUCAG 


18440 


9291 


GAUGACAC A GCUGGCUG 


3133 


CAGCCAGC CUGAUGAG GCCGUUAGGC CGAA lUGUCAUC 


18441 


9294 


GACACAGC U GGCUGGGA 


3134 


UCCCAGCC CUGAUGAG GCCGUUAGGC CGAA ICUGUGUC 


18442 


9298 


CAGCUGGC U GGGACACC 


3135 


GGUGUCCC CUQAUQAG GCCGUUAGGC CGAA ICCAGCUG 


18443 


9304 


GCUGGGAC A CCCGCAUC 


3136 


GAUGC6GG CUGAUGAG GCCGUUAGGC CGAA lUCCCAGC 


18444 


9306 


UGQGACAC C CGCAUCAC 


3137 


GUGAUGCG CUGAUGAG GCCGUUAGGC CGAA lUGUCCCA 


18445 


9307 


GGGACACC C GCAUCACG 


3138 


CGUGAUGC CUGAUGAG GCCGUUAGGC. CGAA IGUGUCCC 


18446 


9310 


ACACCCGC A UCACGAGA 


3139 


UCUCGUGA CUGAUGAG GCCGUUAGGC CGAA ICGGGUGU 


18447 


9313 


CCCGCAUC A CGAGAGCU 


3140 


AGCUCUCG CUGAUGAG GCCGUUAGGC CGAA lAUGCGGG 


18448 


9321 


ACGAGAGC U GACUUGGA 


3141 


UCCAAGUC CUGAUGAG GCCGUUAGGC CGAA ICUCUCGU 


18449 


9325 


GAGCUGAC U UGGAAAAU 


3142 


AUUUUCCA CUGAUGAG GCCGUUAGGC CGAA lUCAGCUC 


18450 


9339 


AAUGAAGC U AAGGUGCU 


3143 


AGCACCUU CUGAUGAG GCCGUUAGGC CGAA ICUUCAUU 


18451 


9347 


UAAGGUGC U U6AGCUGC 


3144 


GCAGCUCA CUGAUGAG GCCGUUAGGC CGAA ICACCUUA 


18452 


9353 


GCUUGAGC U GCUUGAUG 


3145 


CAUCAAGC CUGAUGAG GCCGUUAGGC CGAA ICUCAAGC 


18453 


9356 


UGAGCUGC U UGAUGGGG 


3146 


CCCCAUCA CUGAUGAG GCCGUUAGGC CGAA ICAGCUCA 


18454 


9368 


UGGGGAAC A UCGGCGUC 


3147 


GACGCCGA CUGAUGAG GCCGUUAGGC CGAA lUUCCCCA 


18455 


9377 


VCGGCGVC U UGCCAGGG 


3148 


CCCUGGCA CUGAUGAG GCCGUUAGGC CGAA lACGCCGA 


18456 


9381 


CGUCUUGC C AGGGCCAU 


3149 


AUGGCCCU CUGAUGAG GCCGUUAGGC CGAA ICAAGACG 


18457 


9382 


GUCUUGCC A GGGCCAUC 


3150 


GAUGGCCC CUGAUGAG GCCGUUAGGC CGAA IGCAAGAC 


18458 


9387 


GCCAGGGC C AUCAUUGA 


3151 


UCAAUGAU CUGAUGAG GCCGUUAGGC CGAA ICCCUGGC 


18459 


9388 


CCAGGGCC A UCAUUGAG 


3152 


CUCAAUGA CUGAUGAG GCCGUUAGGC CGAA IGCCCUGG 


18460 


9391 


GGGCCAUC A UUGAGCUC 


3153 


GAGCUCAA CUGAUGAG GCCGUUAGGC CGAA- lAUGGCCC 


18461 


9398 


CAUUGAGC U CACCUAUC 


3154 


GAUAGGUG CUGAUGAG GCCGUUAGGC CGAA ICUCAAUG 


18462 


9400 


UUGAGCUC A CCUAUCGU 


3155 


ACGAUAGG CUGAUGAG GCCGUUAGGC CGAA lAGCUCAA 


18463 


9402 


GAGCUGAC C UAUCGUCA 


3156 


UGACGAUA CUGAUGAG GCCGUUAGGC CGAA lUGAGCUC 


18464 


9403 


AGCUCACC U AUCGUCAC 


3157 


GUGACGAU CUGAUGAG GCCGUUAGGC CGAA IGUGAGCU 


18465 


9410 


CUAUCGUC A CAAA6UUG 


3158 


CAACUUUG CUGAUGAG GCCGUUAGGC CGAA lACGAUAG 


18466 


9412 


AUCGUCAC A AAGUUGUG 


3159 


CACAACUU CUGAUGAG GCCGUUAGGC CGAA lUGACGAU 


18467 


9433 


UGAUGCGC C CGGCUGCU 


3160 


AGCAGCCG CUGAUGAG GCCGUUAGGC CGAA ICGCAUCA 


18468 


9434 


GAUGCGCC C GGCUGCUG 


3161 


CAGCAGCC CUGAUGAG GCCGUUAGGC CGAA IGCGCAUC 


18469 


9438 


CGCCCGGC U GCUOAUGG 


3162 


CCADCAGC CUGAUGAG GCCGUUAGGC CGAA ICCGGGCG 


18470 


9441 


CCGGCUGC U GAUGGAAG 


3163 


CUUCCAUC CUGAUGAG GCCGUUAGGC CGAA ICAGCCGG 


18471 


9453 


GGAAGAAC C GUCAUGGA 


3164 


UCCAUGAC CUGAUGAG GCCGUUAGGC CGAA lUUCUUCC 


18472 


9457 


GAACCGUC A UGGAUGUU 


3165 


AACAUCCA CUGAUGAG GCCGUUAGGC CGAA lACGGUUC 


18473 


9469 


AUGUUAUC U CCAGAGAA 


3166 


UUCUCUGG CUGAUGAG GCCGUUAGGC CGAA lAUAACAU 


18474 


9471 


GUUAUCUC C AGAGAAGA 


3167 


UCUUCUCU CUGAUGAG GCCGUUAGGC CGAA lAGAUAAC 


18475 


9472 


UUAUCUCC A GAGAAGAU 


3168 


AUCUUCUC CUGAUGAG GCCGUUAGGC CGAA IGAGAUAA 


18476 


9482 


AGAAGAUC A GAGGGGGA 


3169 


UCCCCCUC CUGAUGAG GCCGUUAGGC CGAA lAUCUUCU 


18477 
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9497 


GA6U6GAC A AGUUGUCA 


3170 


UGACAACU CUGAUGAG GCCGUUAGGC CGAA lUCCACUC 


18478 


9505 


AAGUUGUC A CCUACX3CC 


3171 


GGCGUAGG CUGAUGAG GCCGUUAGGC CGAA lACAACUU 


18479 


9507 


GUUGUCAC C tIACGCCCU 


3172 


AGGGCGUA CUGAUGAG GCCGUUAGGC CGAA lUGACAAC 


18480 


9508 


UUGUCACC U ACGCCCUA 


3173 


UAGGGCGU CUGAUGAG GCCGUUAGGC CGAA IGUGACAA 


18481 


9513 


ACCUACGC C CUAAACAC 


3174 


GUGUUUAG CUGAUGAG GCCGUUAGGC CGAA ICGUAGGU 


18482 


9514 


CCUAOGCC C UAAACACU 


3175 


AGUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGCGUAGG 


18483 


9515 


CUACGCCC U AAACACUU 


3176 


AAGUGUUU CUGAUGAG GCCGUUAGGC CGAA XGGC6UAG 


18484 


9520 


CCCUAAAC A CUUUCACC 


3177 


G6UGAAAG COGAUQAG GCCGUUAGGC CGAA lUUUAGGG 


X84B5 


9522 


CQAAACAC U UUCACCAA 


3178 


XH7GGUQAA CUGAUGAG GCCGUUAGGC CGAA XUGUUUA6 


18486 


9526 


ACACUUUC A CCAACCaO 


3179 


CAGGUUGG CUGAUGAG GCCGUUAGGC CGAA IAAA6UGU 


18487 


9528 


ACUUUCAC C AACOJGGC 


3180 


GCCAGGUU CUGAUGAG GCCGUUAGGC CGAA lUGAAAGU 


18488 


9529 


CUUUCACC A ACCUGGCC 


3181 


GGCCAGGU CUGAUGAG GCCGUUAGGC CGAA IGUGAAAG 


18489 


9532 


UCACCAAC C UGGCCGUC 


3182 


GACGGCCA CUGAUGAG GCCGUUAGGC CGAA lUUGGUGA 


18490 


9533 


CACCAACC U GGCCGUCC 


3183 


GGACGGCC CUGAUGAG GCCGUUAGGC CGT^ IGUUGGUG 


18491 


9537 


AACCUGGC C GUCCAGCU 


3184 


AGCUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUU 


18492 


9541 


UGGCCGUC C AGCUGGUG 


3185 


CACCAGCU CUGAUGAG GCCGUUAGGC CGAA lACGGCCA 


18493 


9542 


GGCCGUCC A GCUGGUGA 


3186 


UCACCAGC CUGAUGAG GCCGUUAGGC CGAA IGACGGCC 


18494 


9545 


CGUCCAGC U GGUGAGGA 


3187 


UCCUCACC CUGAUGAG GCCGUUAGGC CGAA ICUGGACG 


18495 


9580 


UGAUUGGC C CAGAUGAU 


3188 


AUCAUCU6 CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


18496 


9581 


QAUUQGCC C AGAUQAUG 


3189 


CAUCAUCU CUGAUGAG GCCGUUAGGC CGAA IGCCAAUC 


18497 


9582 


AUUG6CCC A GAUGAUGU 


3190 


ACAUCAUC CUGAUGAG GCCGUUAGGC CGAA IGGCCAAU 


18498 


9599 


GGAGAAAC U CACAAAAG 


3191 


CUUUUGUG CUGAUGAG GCCGUUAGGC CGAA lUUUCUCC 


18499 


9601 


AGAAACUC A CAAAAGGG 


3192 


CCCUUUUG CUGAUGAG GCCGUUAGGC CGAA lAGUUUCU 


18500 


9603 


AAACUCAC A AAAGGGAA 


3193 


UUCCCUUU CUGAUGAG GCCGUUAGGC CGAA lUGAGUUU 


18501 


9617 


GAAAGGAC C CAAAGUCA 


3194 


UGACUUUG CUGAUGAG GCCGUUAGGC CGAA lUCCUUUC 


18502 


9618 


AAAGGACC C AAAGUCAG 


3195 


CUGACUUU CUGAUGAG GCCGUUAGGC CGAA IGUCCUUU 


18503 


9619 


AAGGACCC A AAGUCAGG 


3196 


CCUGACUU CUGAUGAG GCCGUUAGGC CGAA IGGUCCUU 


18504 


9625 


CCAAAGUC A GGACCUGG 


3197 


CCAGGUCC CUGAUGAG GCCGUUAGGC CGAA lACUUUGG 


18505 


9630 


GUCAGGAC C UGGCUGUU 


3198 


AACAGCCA CUGAUGAG GCCGUUAGGC CGAA lUCCUGAC 


18506 


9631 


UCAGGACC U GGCUGUUU 


3199 


AAACAGCC CUGAUGAG GCCGUUAGGC CGAA IGUCCUGA 


18507 


9635 


GACCUGGC U GUUUGAGA 


3200 


UCUCAAAC CUGAUGAG GCCGUUAGGC CGAA ICCAGGUC 


18508 


9659 


AGAAAGAC U CAGCCGCA 


3201 


UGCGGCUG CUGAUGAG GCCGUUAGGC CGAA lUCUUUCU 


18509 


9661 


AAAGACUC A GCCGCAUG 


3202 


CAUGCGGC CUGAUGAG GCCGUUAGGC CGAA lAGUCUUU 


18510 


9664 


GACUCAGC C GCAUGGCU 


3203 


AGCCAUGC CUGAUGAG GCCGUUAGGC CGAA ICUGAGUC 


18511 


9667 


UCAGCCGC A UGGCUGUC 


3204 


GACAGCCA CUGAUGAG GCCGUUAGGC CGAA ICGGCUGA 


18512 


9672 


CGCAUGGC U GUCAGUGG 


3205 


CCACUGAC CUGAUGAG GCCGUUAGGC CGAA ICCAUGCG 


18513 


9676 


UGGCUGUC A GUGGAGAU 


3206 


AUCUCCAC CUGAUGAG GCCGUUAGGC CGAA lACAGCCA 


18514 


9688 


GAGAUGAC U GUGUGGUA 


3207 


UACCACAC CUGAUGAG GCCGUUAGGC CGAA lUCAUCUC 


18515 


9701 


GGUAAAGC C CCUGGAC6 


3208 


GGUCCAGG CUGAUGAG GCCGUUAGGC CGAA ICUUUACC 


18516 


9702 


6UAAA6CC C CUG6ACGA 


3209 


UCGUCCAG CUGAUGAG GCCGUUAGGC CGAA IGCUUUAC 


18517 


9703 


UAAAGCCC C UGGACGAU 


3210 


AUCGUCCA CUGAUGAG GCCGUUAGGC CGAA IGGCUUUA 


18518 


9704 


AAAGCCCC U GGACGAUC 


3211 


GAUCGUCC CUGAUGAG GCCGUUAGGC CGAA IGGGCUUU 


18519 


9715 


ACGAUCGC U UUGCCACC 


3212 


GGUGGCAA CUGAUGAG GCCGUUAGGC CGAA ICGAUCGU 


18520 


9720 


CGCUUUGC C ACCUCGCU 


3213 


AGCGAGGU CUGAUGAG GCCGUUAGGC CGAA ICAAAGCG 


18521 


9721 


GCUUUGCC A CCUCGCUC 


3214 


GAGCGAGG CUGAUGAG GCCGUUAGGC CGAA IGCAAAGC 


18522 


9723 


UUUGCCAC C UCGCUCCA 


3215 


UGGAGCGA CUGAUGAG GCCGUUAGGC CGAA lUGGCAAA 


18523 


9724 


UUGCCACC U CGCUCCAC 


3216 


GUGGAGCG CUGAUGAG GCCGUUAGGC CGAA IGUGGCAA 


18524 


9728 


CACCUCGC U CCACUUCC 


3217 


GGAAGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAGGU6 


18525 


9730 


CCUCGCUC C ACUUCCUC 


3218 


GAGGAAGU CUGAUGAG GCCGUUAGGC CGAA lAGCGAGG 


18526 


9731 


CUCGCUCC A CUUCCUCA 


3219 


UGAGGAAG CUGAUGAG GCCGUUAGGC CGAA IGAGCGAG 


18527 


9733 


CGCUCCAC U UCCUCAAU 


3220 


AUU6AGGA CUGAUGAG GCCGUUAGGC CGAA ZUGGAGCG 


18528 


9736 


UCCACUUC C UCAAUGCU 


3221 


A6CAUUGA CUGAUGAG GCCGUUAGGC CGAA IAAGUG6A 


18529 


9737 


CCACUUCC U CAAUGCUA 


3222 


UAGCAUUG CUGAUGAG GCCGUUAGGC CGAA IGAAGUGG 


18530 


9739 


ACUUCCUC A AUGCUAUG 


3223 


CAUAGCAU CUGAUGAG GCCGUUAGGC CGAA lAGGAAGU 


18531 


9744 


CUCAAUGC U AUGUCAAA 


3224 


UUUGACAU CUGAUGAG GCCGUUAGGC CGAA ICAUUGAQ 


18532 


9750 


GCUAUGUC A AAGGUUCG 


3225 


CGAACCUU CUGAUGAG GCCGUUAGGC CGAA lACAUAGC 


18533 


9760 


AGGUUCGC A AAGACAUC 


3226 


GAUGUCUU CUGAUGAG GCCGUUAGGC CGAA ICGAACCU 


18534 


9766 


GCAAAGAC A UCCAAGA0 


3227 


CUCUUGGA CUGAUGAG GCCGUUAGGC CGAA lUCUUUGC 


18535 


9769 


AAGACAUC C AAGAGUGG 


3228 


CCACUCUU CUGAUGAG GCCGUUAGGC CGAA lAUGUCUU 


18536 


9770 


AGACAUCC A AGAGUG6A 


3229 


UCCACUCU CUGAUGAG GCCGUUAGGC CGAA IGAUGUCU 


18537 


9782 


GUGGAAAC C 6UCAACUG 


3230 


CAGUUGAC CUGAUGAG GCCGUUAGGC CGAA lUUUCCAC 


18538 
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9786 


AAACCQUC A ACUGGAUG 


3231 


CAUCCAQU CUGAUGAG GCCGUUAGGC CGAA lACGGUUU 


18539 


9789 


CCOaCAAC U GQAUGGUA 


3232 


UACCAUCC CUGAUGAG GCCGUUAGGC CGAA lUUGACGG 


18540 


9806 


UQAUUGGC A GCAGGUUC 


3233 


GAACCUGC CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


18541 


9809 


UUGGCAGC A GGUUCCAU 


3234 


AUQGAACC CUGAUGAG GCCGUUAGGC CGAA ICUGCCAA 


18542 


9815 


GCAGGUUC C AUUUUGCU 


3235 


AGCAAAAU CUGAUGAG GCCGUUAGGC CGAA lAACCUGC 


18543 


9816 


CAGGUUCC A UUUUGCUC 


3236 


GAGCAAAA CUGAUGAG GCCGUUAGGC CGAA IGAACCUG 


18544 


9823 


CAUUUUGC U CAAACCAU 


3237 


AUGGUUUG CUGAUGAG GCCGUUAGGC CGAA ICAAAAUG 


18545 


9825 


UUUUGCUC A AACCAUUU 


3238 


AAAUG6UU CUGAUGAG GCCGUUAGGC CGAA lAGCAAAA 


18546 


9829 


GCUCAAAC C AtTUUCACU 


3239 


AGUGAAAU CUGAUGAG GCCGUUAGGC CGAA lUUUGAGC 


18547 


9830 


CUCAAACC A UUUCACU6 


3240 


CAGUGAAA CUGAUGAG GCCGUUAGGC CGAA IGUUUGAG 


18548 


9835 


ACCAUUUC A OJGAAUUG 


3241 


CAAUUCAG CUGAUGAG GCCGUUAGGC CGAA lAAAUGGU 


18549 


9837 


CAUUUCAC U GAAUUGAU 


3242 


AUCAAUUC CUGAUGAG GCCGUUAGGC CGAA lUGAAAUG 


18550 


9847 


AAUUGAUC A UGAAAGAU 


3243 


AUCUUUCA CUGAUGAG GCCGUUAGGC CGAA lAUCAAUU 


18551 


9864 


GGAAGAAC A CUGGUG6U 


3244 


ACCACCAG CUGAUGAG GCCGUUAGGC CGAA lUUCUUCC 


18552 


9866 


AAGAACAC U GGUGGUUC 


3245 


GAACCACC CUGAUGAG GCCGUUAGGC CGAA lUGUUCUU 


18553 


9875 


GGUGGUUC C AUGCCGAG 


3246 


CUCGGCAU CUGAUGAG GCCGUUAGGC CGAA XAACCACC 


18554 


9876 


GUGGUUCC A UGCCGAGG 


3247 


CCUCGGCA CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


18555 


9880 


XJUCCAUGC C GAGGACAG 


3248 


CUGUCCUC CUGAUGAG GCCGUUAGGC CGAA ICAUGGAA 


18555 


9887 


CGGAGGAC A GGAUGAAU 


3249 


AUUCAUCC CUGAUGAG GCCGUUAGGC CGAA lUCCUCGG 


18557 


9904 


UGGUAGGC A GAGCUCGC 


3250 


GCGAGCUC CUGAUGAG GCCGUUAGGC CGAA ICCUACCA 


18558 


9909 


GGCAGAGC U GGCAUAUC 


3251 


GAUAUGCG CUGAUGAG GCCGUUAGGC CGAA ICUCUGCC 


18559 


9913 


GAGCUCGC A UAUCUCCA 


3252 


UGGAGAUA CUGAUGAG GCCGUUAGGC CGAA ICGAGCUC 


18560 


9918 


CGCAUAUC U CCAGGGGC 


3253 


GCCCCUGG CUGAUGAG GCCGUUAGGC CGAA lAUAUGCG 


18561 


9920 


CAUAUCUC C AGGGGCCG 


3254 


CGGCCCCU CUGAUGAG GCCGUUAGGC CGAA lAGAUAUG 


18562 


9921 


AUAUCUCC A GGGGCCGG 


3255 


CCGGCCCC CUGAUGAG GCCGUUAGGC CGAA IGAGAUAU 


18563 


9927 


CCAGGGGC C GGAUGGAA 


3256 


UUCCAUCC CUGAUGAG GCCGUUAGGC CGAA ICCCCUGG 


18564 


9940 


GGAACGUC C GCGACACU 


3257 


AGUGUCGC CUGAUGAG GCCGUUAGGC CGAA lACGUUCC 


18565 


9946 


UCCGCGAC A CUGCUUGU 


3258 


ACAAGCAG CUGAUGAG GCCGUUAGGC CGAA lUCGCGGA 


18566 


9948 


CGCGACAC U GCUUGUCU 


3259 


AGACAAGC CUGAUGAG GCCGUUAGGC CGAA lUGUCGCG 


18567 


9951 


GACACUGC U UGUCUGGC 


3260 


GCCAGACA CUGAUGAG GCCGUUAGGC CGAA ICAGUGUC 


18568 


9956 


UGCUUGUC U GGCUAAGU 


3261 


ACUUAGCC CUGAUGAG GCCGUUAGGC CGAA lACAAGCA 


18569 


9960 


UGUCUGGC U AAGUCUUA 


3262 


UAAGACUU CUGAUGAG GCCGUUAGGC CGAA ICCAGACA 


18570 


9966 


GCUAAGUC U UAUGCCCA 


3263 


UGGGCAUA CUGAUGAG GCCGUUAGGC CGAA lACUUAGC 


18571 


9972 


UCUUAUGC C CAGAUGUG 


3264 


CACAUCUG CUGAUGAG GCCGUUAGGC CGAA ICAUAAGA 


18572 


9973 


CUUAUGCC C AGAUGUGG 


3265 


CCACAUCU CUGAUGAG GCCGUUAGGC CGAA IGCAUAAG 


18573 


9974 


UUAUGCCC A GAUGUGGC 


3266 


GCCACAUC CUGAUGAG GCCGUUAGGC CGAA IGGCAUAA 


18574 


9983 


GAUGUGGC U GCUUCUGU 


3267 


ACAQAAGC CUGAUGAG GCCGUUAGGC CGAA ICCACAUC 


18575 


9986 


GUGGCU6C U UCU6UACU 


3268 


AGUACAGA CUGAUGAG GCCGUUAGGC CGAA ICAGCCAC 


18576 


9989 


GCUGCUUC U GUACUUCC 


3269 


GGAAGUAC CUGAUGAG GCCGUUAGGC CGAA lAAGCAGC 


18577 


9994 


UUCUGUAC U UCCACAGA 


3270 


UCUGUGGA CUGAUGAG GCCGUUAGGC CGAA lUACAGAA 


18578 


9997 


UGUACUUC C ACAGAAGA 


3271 


UCUUCUGU CUGAUGAG GCCGUUAGGC CGAA lAAGUACA 


18579 


9998 


GUACUUCC A CAGAAGAG 


3272 


CUCUUCUG CUGAUGAG GCCGUUAGGC CGAA IGAAGUAC 


18580 


10000 


ACUUCCAC A GAAGAGAC 


3273 


GUCUCUUC CUGAUGAG GCCGUUAGGC CGAA lUGGAAGU 


18581 


10009 


GAAGAGAC C UGCGGCUC 


3274 


GAGCCGCA CUGAUGAG GCCGUUAGGC CGAA lUCUCUUC 


18582 


10010 


AAGAGACC U GCGGCUCA 


3275 


UGAGCCGC CUGAUGAG GCCGUUAGGC CGAA IGUCUCUU 


18583 


10016 


CCUGCGGC U CAUGGCCA 


3276 


UGGCCAUG CUGAUGAG GCCGUUAGGC CGAA ICCGCAGG 


18584 


10018 


UGCGGCUC A UGGCCAAC 


3277 


GUUGGCCA CUGAUGAG GCCGUUAGGC CGAA lAGCCGCA 


18585 


10023 


CUCAUGGC C AACGCCAU 


3278 


AUGGCGUU CUGAUGAG GCCGUUAGGC CGAA ICCAUGAG 


18586 


10024 


UCAUGGCC A ACGCCAUU 


3279 


AAUGGCGU CUGAUGAG GCCGUUAGGC CGAA IGCCAUGA 


18587 


10029 


GCCAACGC C AOUUGCUC 


3280 


GAGCAAAU CUGAUGAG GCCGUUAGGC CGAA ICGUUGGC 


18588 


10030 


CCAACGCC A UtTUGCUCC 


3281 


GGAGCAAA CUGAUGAG GCCGUUAGGC CGAA IGC6UUGG 


18589 


10036 


CCAUUU6C U CCGCUOUC 


3282 


GACAGCGG CUGAUGAG GCCGUUAGGC CGAA ICAAAU6G 


18590 


10038 


AUUUGCUC C GCUGUCCC 


3283 


GGGACAGC CUGAUGAG GCCGUUAGGC CGAA lAGCAAAU 


18591 


10041 


UGCUCCGC U GUCCCUGU 


3284 


ACAGGGAC CUGAUGAG GCCGUUAGGC CGAA ICGGAGCA 


18592 


10045 


CCGCUGUC C CUGUGAAU 


3285 


AUUCACAG CUGAUGAG GCCGUUAGGC CGAA lACAGCGG 


18593 


10046 


CGCUGUCC C UGUQAAUU 


3286 


AAUUCACA CUGAUGAG GCCGUUAGGC CGAA IGACAGCG 


18594 


10047 


GCUGUCCC U GUGAAUU6 


3287 


CAAUUCAC CUGAUGAG GCCGUUAGGC CGAA IGGACAGC 


18595 


10060 


AUUGGOUC C CUACCGGA 


3288 


UCCGGUAG CUGAUGAG GCCGUUAGGC CGAA lACCCAAU 


18596 


10061 


UUGGGUCC C UACCGGAA 


3289 


UUCCGGUA CUGAUGAG GCCGUUAGGC CGAA IGACCCAA 


18597 


10062 


UGGGUCCC U ACCGGAAG 


3290 


CUUCCGGU CUGAUGAG GCCGUUAGGC CGAA IGGACCCA 


18598 


10065 1 GUCCCUAC C 6GAAGAAC 


3291 


GUUCUUCC CUGAUGAG GCCGUUAGGC CGAA lUAGGGAC 


18599 
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10074 


GGAAGAAC C ACGUGGUC 


3292 


GACCAGGU CUGAUGAG GCCGUUAG6C CGAA lUUCOUCC 


18600 


10075 


GAAGAACC A CGUGQUCC 


3293 


GGACCACG CUGAUGAG GCCGUUA6GC CGAA IGUUCUUC 


18601 


10083 


ACGUGGUC C AUCCAUGC 


3294 


GCAUGGAU CUGAUGAG GCCGUUAGGC CGAA lACCACGU 


18602 


10084 


CGUGQUCC A UCCAUGCA 


3295 


UGCAUGGA CUGAUGAG GCCGUUAGGC CGAA IGACCACG 


18603 


10087 


GGUCCAQC C AUGCAGGA 


3296 


UCCUGCAU CUGAUGAG GCCGUUAGGC CGAA lAUGGACC 


16604 


10088 


GUCCAUCC A UGCAGGAG 


3297 


CUCCUGCA CUGAUGAG GCCGUUAGGC CGAA IGAUGGAC 


18605 


10092 


AUCCAUGC A GGAGGAGA 


3298 


UCUCCUCC CUGAUGAG GCCGUUAGGC CGAA ICAUGGAU 


18606 


10110 


UGGAUGAC A ACAGAGGA 


3299 


UCCUCUGU CUGAUGAG GCCGUUAGGC CGAA lUCAUCCA 


18607 


10113 


AUGACAAC A GAGGACAU 


3300 


AUGUCCUC CUGAUGAG GCCGUUAGGC CGAA lUUGUCAU 


18608 


10120 


CAGAGGAC A UGUUGGAG 


3301 


CUCCAACA CUGAUGAG GCCGUUAGGC CGAA lUCCUCUG 


18609 


10132 


VGGAGGUC U GGAACCGU 


3302 


ACGGUUCC CUGAUGAG GCCGUUAGGC CGAA lACCUCCA 


18610 


10138 


UCUGGAAC C GUGUUUGG 


3303 


CCATUICAC CUGAUGAG GCCGUUAGGC CGAA lUUCCAGA 


18611 


10174 


UGGAAGAC A AAACCCCA 


3304 


UGGG6UUU CUGAUGAG GCCGUUAGGC CGAA lUCUUCCA 


18612 


10179 


GACAAAAC C CCAGUGGA 


3305 


UCCACUGG CUGAUGAG GCCGUUAGGC CGAA IUUUU6UC 


18613 


10180 


ACAAAACC C CAGUGGAG 


3306 


CUCCACUG CUGAUGAG GCCGUUAGGC CGAA IGU0UU6U 


18614 


10181 


CAAAACCC C AGUGGAGA 


3307 


UCUCCACU CUGAUGAG GCCGUUAGGC CGAA IGGUUUUG 


18615 


10182 


AAAACCCC A GUGGAGAA 


3308 


UUCUCCAC CUGAUGAG GCCGUUAGGC CGAA IGGGUUUU 


18616 


10204 


GUGACGUC C CAUAUUCA 


3309 


UGAAUAUG CUGAUGAG GCCGUUAGGC CGAA lACGUCAC 


18617 


10205 


UGACGUCC C AUAUUCAG 


3310 


CUGAAUAU CUGAUGAG GCCGUUAGGC CGAA IGACGUCA 


18618 


10206 


GACGUCCC A UAUUCAGG 


3311 


CCUGAAUA CUGAUGAG GCCGUUAGGC CGAA IGGACGUC 


18619 


10212 


CCAUAUUC A GGAAAACG 


3312 


CGUUUUCC CUGAUGAG GCCGUUAGGC CGAA lAAUAUGG 


18620 


10228 


GAGAGGAC A UCUGGUGU 


3313 


ACACCAGA CUGAUGAG GCCGUUAGGC CGAA lUCCUCUC 


18621 


10231 


AGGACAUC U GGUGUGGC 


3314 


GCCACACC CUGAUGAG GCCGUUAGGC CGAA lAUGUCCU 


18622 


10240 


GGUGUGGC A GCCUGAUU 


3315 


AAUCAGGC CUGAUGAG GCCGUUAGGC CGAA ICCACACC 


18623 


10243 


GUGGCAGC C UGAUUGGC 


3316 


GCCAAUCA CUGAUGAG GCCGUUAGGC CGAA ICUGCCAC 


18624 


10244 


UGGCAGCC U GAUUGGCA 


3317 


UGCCAAUC CUGAUGAG GCCGUUAGGC CGAA IGCUGCCA 


16625 


10252 


UGAUUGGC A CAAGAGCC 


3318 


GGCUCUUG CUGAUGAG GCCGUUAGGC CGAA ICCAAUCA 


18626 


10254 


AUUGGCAC A AGAGCCCG 


3319 


CGGGCUCU CUGAUGAG GCCGUUAGGC CGAA lUGCCAAU 


18627 


10260 


ACAAGAGC C CGAGCCAC 


3320 


GUGGCUCG CUGAUGAG GCCGUUAGGC CGAA ICUCUUGU 


18628 


10261 


CAAGAGCC C GAGCCACG 


3321 


CGUGGCUC CUGAUGAG GCCGUUAGGC CGAA IGCUCUUG 


18629 


10266 


GCCCGAGC C ACGUGGGC 


3322 


GCCCACGU CUGAUGAG GCCGUUAGGC CGAA ICUCGGGC 


18630 


10267 


CCCGAGCC A CGUGGGCA 


3323 


UGCCCACG CUGAUGAG GCCGUUAGGC CGAA IGCUCGGG 


18631 


10275 


ACGUGGGC A GAAAACAU 


3324 


AUGUUUUC CUGAUGAG GCCGUUAGGC CGAA ICCCACGU 


18632 


10282 


CAGAAAAC A UCCAGGUG 


3325 


CACCUGGA CUGAUGAG GCCGUUAGGC CGAA lUUUUCUG 


18633 


10285 


AAAACAUC C AGGUGGCU 


3326 


AGCCACCa CUGAUGAG GCCGUUAGGC CGAA lAUGUUUU 


18634 


10286 


AAACAUCC A GGUGGCUA 


3327 


UAGCCACC CUGAUGAG GCCGUUAGGC CGAA IGAUGUUU 


18635 


10233 


CAGGUGGC U AUCAACCA 


3328 


UGGUUGAU CUGAUGAG GCCGUUAGGC CGAA ICCACCUG 


18636 


10297 


UGGCUAUC A ACCAAGUC 


3329 


GACUUGGU CUGAUGAG GCCGUUAGGC CGAA lAUAGCCA 


18637 


10300 


CUAUCAAC C AAGUCAGA 


3330 


UCUGACUU CUGAUGAG GCCGUUAGGC CGAA lUUGAUAG 


18638 


10301 


UAUCAACC A AGUCAGAG 


3331 


CUCUGACU CUGAUGAG GCCGUUAGGC CGAA IGUUGAUA 


18639 


10306 


ACCAAGUC A GAGCAAUC 


3332 


GAUUGCUC CUGAUGAG GCCGUUAGGC CGAA lACUUGGU 


18640 


10311 


GUCAGAGC A AUCAUCGG 


3333 


CCGAUGAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGAC 


18641 


10315 


GAGCAAUC A UCGGAGAU 


3334 


AUCUCCGA CUGAUGAG GCCGUUAGGC CGAA lAXJUGCUC 


18642 


10342 


UGGAUUAC A UGAGUUCA 


3335 


UGAACUCA CUGAUGAG GCCGUUAGGC CGAA lUAAUCCA 


18643 


10350 


AUGAGUUC A CUAAAGAG 


3336 


CUCUUUAG CUGAUGAG GCCGUUAGGC CGAA lAACUCAU 


18644 


10352 


GAGUUCAC U AAAGAGAU 


3337 


AUCUCUUU CUGAUGAG GCCGUUAGGC CGAA lUGAACUC 


18645 


10369 


AUGAAGAC A CAACUUUG 


3338 


CAAAGUUG CUGAUGAG GCCGUUAGGC CGAA lUCUUCAU 


18646 


10371 


GT^GACAC A ACUUUGGU 


3339 


ACCAAAGU CUGAUGAG GCCGUUAGGC CGAA lUGUCUUC 


18647 


10374 


GACACAAC U UUGGUU6A 


3340 


UCAACCAA CUGAUGAG GCCGUUAGGC CGAA lUUGUGUC 


18648 


10387 


UUGAGGAC A CAGUACUG 


3341 


CAGUACUG CUGAUGAG GCCGUUAGGC CGAA lUCCUCAA 


18649 


10389 


GAGGACAC A GUACUGUA 


3342 


UACAGUAC CUGAUGAG GCCGUUAGGC CGAA lUGUCCUC 


18650 


10394 


CACAGUAC U GUAGAUAU 


3343 


AUAUCUAC CUGAUGAG GCCGUUAGGC CQAA lUACUGUG 


18651 


10409 


AUUUAAUC A AUUGUAAA 


3344 


UUUACAAU CUGAUGAG GCCGUUAGGC CGAA lAUUAAAU 


18652 


10423 


AAAUAGAC A AUAUAAGU 


3345 


ACUUAUAU CUGAUGAG GCCGUUAGGC CGAA lUCUAUUU 


18653 


10436 


AAGUAUGC A UAAAAGUG 


3346 


CACUUUUA CUGAUGAG GCCGUUAGGC CGAA ICAUACUU 


18654 


10509 


AGAAAGUC A GGCCGGGA 


3347 


UCCCGGCC CUGAUGAG GCCGUUAGGC CGAA lACUUUCU 


18655 


10513 


AGUCAGGC C GGGAAGUU 


3348 


AACUUCCC CUGAUGAG GCCGUUAGGC CGAA ICCUGACU 


18656 


10523 


GGAAGUUC C CGCCACCG 


3349 


CGGUGGCG CUGAUGAG GCCGUUAGGC CGAA lAACUUCC 


18657 


10524 


GAA6UUCC C GCCACCGG 


3350 


CCGGUGGC CUGAUGAG GCCGUUAGGC CGAA IGAACUUC 


18658 


10527 


GUUCCC6C C ACCGGAAG 


3351 


CUUCCGGU CUGAUGAG GCCGUUAGGC CGAA ICGGGAAC 


18659 


10528 


UUCCCGCC A CCGGAA6U 


3352 


ACUUCCGG CUGAUGAG GCCGUUAGGC CGAA IGCGGGAA 


18660 
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10530 


CCCGCCAC C GQAAGUUG 


3353 


CAACUUCC CUGAUGAG 6CCGUUAGGC CGAA lUGGCGGG 


18661 


10551 


GACGGUGC U GCCUGCGA 


3354 


UCGCAGGC CUGAUGAG GCCGUUAGGC CGAA ICACCGUC 


18662 


10554 


GGU6CU6C C UGCGaCUC 


3355 


GAGUCGCA CUGAUGAG GCCGUUAGGC CGAA ICAGCACC 


18663 


10555 


GUGCUGCC U 6GGACUCA 


3356 


UGAGUCQC CUGAUGAG GCCGUUAGGC CGAA IGCAGCAC 


18664 


10561 


CCUGCGAC U CAACCCCA 


3357 


UGGGGUUG CUGAUGAG GCCGUUAGGC CGAA lUCGCAGG 


18665 


10563 


UGCGACUC A ACCCCA6G 


3358 


CCUGGGGU CUGAUGAG GCCGUUAGGC CGAA lAGUCGCA 


16666 


10566 


GACUCAAC C CCAGGAGG 


3359 


CCUCCUGG CUGAUGAG GCCGUUAGGC CGAA lUUGAGUC 


18667 


10567 


ACUCAACC C CAGGAGGA 


3360 


UCCUCCUG CUGAUGAG GCCGUUAGGC CGAA IGUUGAGU 


18668 


10568 


OJCAACCC C AGGAGGAC 


3361 


GUCCUCCU CUGAUGAG GCCGUUAGGC CGAA IGGUUGAG 


18669 


10569 


UCAACCCC A GGAGGACU 


3362 


AGUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGGUUGA 


18670 


10577 


AGGAGGAC U GGGUGAAC 


3363 


GUUCACCC CUGAUGAG GCCGUUAGGC CGAA lUCCUCCU 


18671 


10586 


GGGUGAAC A AAGCCGCG 


3364 


CGCGGCUU CUGAUGAG GCCGUUAGGC CGAA lUUCACCC 


18672 


10591 


AACAAAGC C GCGAAGUG 


3365 


CACUUOGC CUGAUGAG GCCGUUAGGC CGAA ICUUUGUU 


18673 


10603 


AAGUGAUC C AUGUAAGC 


3366 


GCUUACAU CUGAUGAG GCCGUUAGGC CGAA lAUCACUU 


18674 


10604 


AGUGAUCX: A UGUAA6CC 


3367 


GGCUUACA CUGAUGAG GCCGUUAGGC CGAA IGAUCACU 


18675 


10612 


AUGUAAGC C CUCAGAAC 


3368 


GUUCUGAG CUGAUGAG GCCGUUAGGC CGAA ICUUACAU 


18676 


10613 


U6UAAGCC C UCAGAACC 


3369 


GGUUCUGA CUGAUGAG GCCGUUAGGC CGAA IGCUUACA 


18677 


10614 


GUT^GCCC U CAGAACCG 


3370 


CGGUUCU6 CUGAUGAG GCCGUUAGGC CGAA I6GCUUAC 


18678 


10616 


AAGCCCUC A GAACCGUC 


3371 


GACGGUUC CUGAUGAG GCCGUUAGGC CGAA lAGGGCUU 


18679 


10621 


CUCAGAAC C GUCUCGGA 


3372 


UCCGAGAC CUGAUGAG GCCGUUAGGC CGAA lUUCUGAG 


18680 


10625 


GAACCGUC U CGGAAGGA 


3373 


UCCUUCCG CUGAUGAG GCCGUUAGGC CGAA lACGGUUC 


18681 


10638 


AGGAGGAC C CCACAUGU 


3374 


ACAUGUGG CUGAUGAG GCCGUUAGGC CGAA lUCCUCCU 


18682 


10639 


GGAGGACC C CACAUGUU 


3375 


AACAUGUG CUGAUGAG GCCGUUAGGC CGAA I6UCCUCC 


18683 


10640 


6AGGAC0C C ACAUGUUG 


3376 


CAACAUGU CUGAUGAG GCCGUUAGGC CGAA IGGUCCUC 


18684 


10641 


AGGACCCC A CAUGUUGU 


3377 


ACAACAUG CUGAUGAG GCCGUUAGGC CGAA I6GGUCCU 


18685 


10643 


GACCCCAC A UGUUGUAA 


3378 


UUACAACA CUGAUGAG GCCGUUAGGC CGAA lUGGGGUC 


18686 


10653 


GUUGUAAC U UCAAAGCC 


3379 


GGCUUUGA CUGAUGAG GCCGUUAGGC CGAA lUUACAAC 


18687 


10656 


GUAACUUC A AAGCCCAA 


3380 


UUGGGCUU CUGAUGAG GCCGUUAGGC CGAA lAAGUUAC 


18688 


10661 


UUCAAAGC C CAAUGUCA 


3381 


UGACADUG CUGAUGAG GCCGUUAGGC CGAA ICUUUGAA 


18689 


10662 


UCAAAGCC C AAUGUCAG 


3382 


CUGACAUU CUGAUGAG GCCGUUAGGC CGAA IGCUUUGA 


18690 


10663 


CAAM3CCC A AUGUCAGA 


3383 


UCUGACAU CUGAUGAG GCCGUUAGGC CGAA XGGCUUUG 


18691 


10669 


CCAAUGUC A GACCACGC 


3384 


GCGUGGUC CUGAUGAG GCCGUUAGGC CGAA lACAUUGG 


18692 


10673 


UGUCAGAC C ACGCUACG 


3385 


CGUAGCGU CUGAUGAG GCCGUUAGGC CGAA lUCUGACA 


18693 


10674 


GUCAGACC A CGCUACGG 


3386 


CCGUAGCG CUGAUGAG GCCGUUAGGC CGAA IGUCUGAC 


18694 


10678 


gaccacxk: u aoggcguo 


3387 


CACGCCGU CUGAUGAG GCCGUUAGGC CGAA XCGUG6UC 


18695 


10688 


CX5GCGUGC U ACUCUGCX3 


3388 


CGCAGAGU CUGAUGAG GCCGUUAGGC CGAA ICACGCCG 


18696 


10691 


CGUGCUAC U CUGCGGAG 


3389 


CUCCGCAG CUGAUGAG GCCGUUAGGC CGAA lUAGCACG 


18697 


10693 


UGCUACUC U GCGGAGAG 


3390 


CUCUCCGC CUGAUGAG GCCGUUAGGC CGAA lAGUAGCA 


18698 


10705 


GAGAGUGC A GUCUGCGA 


3391 


UCGCAGAC CUGAUGAG GCCGUUAGGC CGAA ICACUCUC 


18699 


10709 


GUGCAGUC U GCGAUAGU 


3392 


ACUAUCGC CUGAUGAG GCCGUUAGGC CGAA lACUGCAC 


18700 


10720 


GAUAGUGC C CCAGGAGG 


3393 


CCUCCUGG CUGAUGAG GCCGUUAGGC CGAA ICACUAUC 


18701 


10721 


AUA6UGCC C CAGGAGGA 


3394 


UCCUCCUG CUGAUGAG GCCGUUAGGC CGAA IGCACUAU 


18702 


10722 


tX?lGU6CCC C AGGAGGAC 


3395 


GUCCUCCU CUGAUGAG GCCGUUAGGC CGAA ZGGCACUA 


18703 


10723 


AGUGCCCC A GGAGGACU 


3396 


AGUCCUCC CUGAUGAG GCCGUUAGGC CGAA IGGGCACU 


18704 


10731 


AGGAGGAC U GGGUUAAC 


3397 


GUUAACCC CUGAUGAG GCCGUUAGGC CGAA lUCCUCCU 


18705 


10740 


GGGUUAAC A AAGGCAAA 


3398 


UUUGCCUU CUGAUGAG GCCGUUAGGC CGAA lUUAACCC 


18706 


10746 


ACAAAGGC A AACCAACG 


3399 


CGUUGGUU CUGAUGAG GCCGUUAGGC CGAA ICCUUUGU 


18707 


10750 


AGGCAAAC C AACGCCCC 


3400 


GGGGCGUU CUGAUGAG GCCGUUAGGC CGAA lUUUGCCU 


18708 


10751 


GGCAAACC A ACGCCCCA 


3401 


UGGGGCGU CUGAUGAG GCCGUUAGGC CGAA IGUUUGCC 


18709 


10756 


ACCAACGC C CCACGCGG 


3402 


CCGCGUGG CUGAUGAG GCCGUUAGGC CGAA ICGUUGGU 


18710 


10757 


CCAACGCC C CACGCGGC 


3403 


GCCGCGUG CUGAUGAG GCCGUUAGGC CGAA IGCGUUGG 


18711 


10758 


CAACGCCC C ACGCGGCC 


3404 


GGCCGCGU CUGAUGAG GCCGUUAGGC CGAA IGGCGUUG 


18712 


10759 


AACGCCCC A CGCGGCCC 


3405 


GGGCCGCG CUGAUGAG GCCGUUAGGC CGAA IGGGCGUU 


18713 


XKJ too 




J4Uo 


GGGGCuAG CUGAUGAG GCCGUUAGGC CGAA XCC6CGUG 


16714 


10767 


ACGCGGCC C UAGCCCC6 


3407 


CGGGGCUA CUGAUGAG GCCGUUAGGC CGAA IGCCGCGU 


18715 


10768 


CGCGGCCC U AGCCCCGG 


3408 


CCGGGGCU CUGAUGAG GCCGUUAGGC CGAA IGGCCGCG 


18716 


10772 


GCCCUAGC C CCGGUAAU 


3409 


AUUACCGG CUGAUGAG GCCGUUAGGC CGAA ICUAGGGC 


18717 


10773 


CCCUAGCC C CGGUAAUG 


3410 


CAUUACCG CUGAUGAG GCCGUUAGGC CGAA IGCUAGGG 


18718 


10774 


CCUAGCCC C GGUAAUGG 


3411 


CCAUUACC CUGAUGAG GCCGUUAGGC CGAA IGGCUAGG 


18719 


10790 


GUGUUAAC C AGGGCGAA 


3412 


UUCGCCCU CUGAUGAG GCCGUUAGGC CGAA lUUAACAC 


18720 


10791 


UGUUAACC A GGGCGAAA 


3413 


UUUCGCCC CUGAUGAG GCCGUUAGGC CGAA IGUUAACA 


18721 
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10804 


GAAAiGGAC U AGAG6UUA 


3414 


UAACCUCU.CUGAUGAG GCCGUUAGGC CGAA lUCCUUUC 


18722 


10821 


GAGGAGAC C CCGCGGOU 


3415 


AACCGCGG CUGAUQAG GCC6U0AGGC CGAA lUCUCCUC 


18723 


10822 


AGGAGACC C CGCGGUUU 


3416 


AAACCGCG CUGAUGAG GCCGUUAGGC CGAA IGUCUCCU 


18724 


10823 


GGAGACCX: C GCGGUUUA 


3417 


UAAACCGC CUGAUGAG GCCGUUAGGC CGAA IGGUCUCC 


18725 


10838 


UAAAGUGC A CGGCCCAG 


3418 


CUGGGCCG CUGAUGAG GCCGUUAGGC CGAA ICACUUUA 


18726 


10843 


UGCACGGC C CAGCCUGA 


3419 


UCAGGCUG CUGAUGAG GCCGUUAGGC CGAA ICCGUGCA 


18727 


10844 


GCACGGCC C AGCCUGAC 


3420 


GUCAGGCU CUGAUGAG GCCGUUAGGC CGAA IGCCGUGC 


18728 


10845 


CACGGCCC A GCCUGACa 


3421 


AGUCAGGC CUGAUGAG GCCGUUAGGC CGAA IGGCCGUG 


18729 


1084B 


GGCCCAGC C UGACUGAA 


3422 


UUCAGUCA CUGAUGAG GCCGUUAGGC CGAA ICUGGGCC 


18730 


10849 


6CCCAGCC U GACUGAAG 


3423 


CUUCAGUC CUGAUGAG GCCGUUAGGC CGAA IGCUGGGC 


18731 


10853 


AGCCUGAC U GAAGCUGU 


3424 


ACAGCUUC CUGAUGAG GCCGUUAGGC CGAA lUCAGGCU 


18732 


10859 


ACUGAAGC U GUAGGUCA 


3425 


UGACCUAC CUGAUGAG GCCGUUAGGC CGAA ICUUCAGU 


18733 


10867 


UGUAGGUC A GGGGAAGG 


3426 


CCUUCCCC CUGAUGAG GCCGUUAGGC CGAA lACCUACA 


18734 


10878 


GGAAG6AC U AGAGGUUA 


3427 


UAACCUCU CUGAUGAG GCCGUUAGGC CGAA lUCCUUCC 


18735 


10895 


GU6GAGAC C CCGUGCCA 


3428 


UGGCACGG CUGAUGAG GCCGUUAGGC CGAA lUCUCCAC 


18736 


10896 


UGGAGACC C CGUGCCAC 


3429 


6UGGCACG CUGAUGAG GCCGUUAGGC CGAA IGUCUCCA 


18737 


10897 


GGAGACCC C GUGCCACA 


3430,^ 


UGUGGCAC CUGAUGAG GCCGUUAGGC CGAA IGGUCUCC 


18738 


10902 


CCCCGUGC C ACAAAACA 


3431 


UGUUUUGU CUGAUGAG GCCGUUAGGC CGAA ICACGGGG 


18739 


10903 


CCCGUGCC A CAAAACAC 


3432 


GUGUUUUG CUGAUGAG GCCGUUAGGC CGAA IGCACGGG 


18740 


10905 


CGUGCCAC A AAACACCA 


3433 


UGGUGUUU CUGAUGAG GCCGUUAGGC CGAA lUGGCACG 


18741 


10910 


CACAAAAC A CCACAACA 


3434 


UGUUGUGG CUGAUGAG GCCGUUAGGC CGAA lUUUUGUQ 


18742 


10912 


CAAAACAC C ACAACAAA 


3435 


UUU6UUGU CUGAUGAG GCCGUUAGGC CGAA lUGUUUUG 


18743 


10913 


AAAACACC A CAACAAAA 


3436 


UUUUGUUG CUGAUGAG GCCGUUAGGC CGAA IGUGUUUU 


18744 


10915 


AACACCAC A ACAAAACA 


3437 


UGUUUUGU CUGAUGAG GCCGUUAGGC CGAA lUGGUGUU 


18745 


10918 


ACCACAAC A AAACAGCA 


3438 


UGCUGUUU CUGAUGAG GCCGUUAGGC CGAA IUUGUG6U 


18746 


10923 


AACAAAAC A GCAUAUUG 


3439 


CAAUAUGC CUGAUGAG GCCGUUAGGC CGAA lUUUUGUU 


18747 


10926 


AAAACAGC A UAIJUGACA 


3440 


UGUCAAUA CUGAUGAG GCCGUUAGGC CGAA ICUGUUUU 


18748 


10934 


AUAUQGAC A CCUGGGAU 


3441 


AUCCCAGG CUGAUGAG GCCGUUAGGC CGAA lUCAAUAU 


18749 


10936 


AUUGACAC C UGG6AUAG 


3442 


CUAUCCCA CUGAUGAG GCCGUUAGGC CGAA lUGUCAAU 


18750 


10937 


UUGACACC U GGGAUAGA 


3443 


UCUAUCCC CUGAUGAG GCCGUUAGGC CGAA IGUGUCAA 


18751 


10947 


GGAXJAGAC U AGGAGAUC 


3444 


GAUCUCCU CUGAUGAG GCCGUUAGGC CGAA lUCUAUCC 


18752 


10956 


AGGAGAUC U UCUGCUCU 


3445 


AGAGCAGA CUGAUGAG GCCGUUAGGC CGAA lAUCUCCU 


18753 


10959 


AGA0CUUC U GCUCUGCA 


3446 


UGCAGAGC CUGAUGAG GCCGUUAGGC CGAA XAAGAUCU 


18754 


10962 


aCUUOJGC U CUGCACAA 


3447 


UUGUGCAG CUGAUGAG GCCGUUAGGC CGAA ICAGAAGA 


18755 


10964 


XKJCaGCUC U GCACAACC 


3448 


GGUUGUGC CUGAUGAG GCCGUU?^C CGAA lAGCAGAA 


18756 


10967 


UGCUCUGC A CAACCAGC 


3449 


GCUGGUUG CUGAUGAG GCCGUUAGGC CGAA ICAGAGCA 


18757 


10969 


CUCUGCAC A ACCAGCCA 


3450 


UGGCUGGU CUGAUGAG GCCGUUAGGC CGAA lUGCAGAG 


18758 


10972 


UGCACAAC C AGCCACAC 


3451 


GUGUGGCU CUGAUGAG GCCGUUAGGC CGAA lUUGUGCA 


18759 


10973 


GCACAACC A GCCACACG 


3452 


CGUGUGGC CUGAUGAG GCCGUUAGGC CGAA IGUUGUGC 


18760 


10976 


CAACCAGC C ACACGGCA 


3453 


UGCCGUGU CUGAUGAG GCCGUUAGGC CGAA ICUGGUUG 


18761 


10977 


AACCAGCC A CACGGCAC 


3454 


GUGCCGUG CUGAUGAG GCCGUUAGGC CGAA IGCUGGUU 


18762 


10979 


CCAGCCAC A CG6CACAG 


3455 


CUGUGCCG CUGAUQAG GCCGUUAGGC CGAA lUGGCUGG 


18763 


10984 


CACACGGC A CAGUGCGC 


3456 


GCGCACUG CUGAUGAG GCCGUUAGGC CGAA ICCGUGUG 


18764 


10986 


CACGGCAC A GUGCGCCG 


3457 


CGGCGCAC CUGAUGAG GCCGUUAGGC CGAA lUGCCGUG 


18765 


10993 


CAGUGCGC C GACAAUGG 


3458 


CCAUUGUC CUGAUGAG GCCGUUAGGC CGAA ICGCACUG 


18766 


10997 


GCGCCGAC A AUGGUGGC 


3459 


GCCACCAU CUGAUGAG GCCGUUAGGC CGAA lUCGGCGC 


18767 


11006 


AUGGUGGC U GGUGGUGC 


3460 


GCACCACC CUGAUGAG GCCGUUAGGC CGAA ICCACCAU 


18768 


11021 


GCGAGAAC A. CAGGAUCU 


3461 


AGAUCCIK^ CUGAUGAG GCCGUUAGGC CGAA lUUCUCGC 


18769 



Input Sequence « AF196835. Cut Site = CH/. 

Arm Length = 8. Core Sequence = CUGAUGAG X CGAA (X = GCCGUUAGGC or other stem II) 
AF196835 West Nile virus strain Ny99-flamingo382-99, complete genome 
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CCAUCCC3G GCCGAAAGGCGAC3UGAGGUCU CCC:UGGAG | 


GUCGCGGA GCCGAAAGGCGAGUGAGGUCU GUUCCAUC 
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AUGGACCA GCCGAAAGGCGAGUGAGGUCU GUGGUUCU | 
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CUCCAGGG Q CCGGAUGG 1 
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FOS 


Stibstrate 


Seq ID 


DNAzyme Sequence 


Seq ID 


142 


CUGUCAAU A UGCUAAAA 


20 


TTTTAGCA GGCTAGCTACAACGA ATTGACAG 


20025 


IBS 


AGAGGGCa A UGUUGAGC 


26 


GCTCAACA GGCTAGCTACAACGA AGCCCTCT 


20026 


228 


GGGCCAAU A CGAUUUGU 


29 


ACAAATCG GGCTAGCTACAACGA ATTGGCCC 


20027 


3 79 


CCAGUGCU A UCAAUCGG 


53 


CCGATTGA GGCTAGCTACAACGA AGCACTGG 


20028 


469 


GAGCAGUU A CCCUCUCU 


63 


AGAGAGGG GGCTAGCTACAACGA AACTGCTC 


20029 


514 


UAAAUGCU A CUGACGUC 


70 


GACGTCAG GGCTAGCTACAACGA AGCATTTA 


20030 


564 


AAGAACCU A U6CAUUGU 


76 


ACAATGCA GGCTAGCTACAACGA AGGTTCTT 


20031 


593 


UGUGGGAU A CAUGUGCG 


79 


CGCACATG GGCTAGCTACAACGA ATCCCACA 


20032 


607 


GCGAUGAU A CUAUCACU 


80 


AGTGATAG GGCTAGCTACAACGA ATCATCGC 


20033 


610 


AUGAUACU A UCACUUAU 


81 


ATAAGTGA GGCTAGCTACAACGA AGTATCAT 


20034 


617 


UAUCACUU A UGAAUGCC 


84 


GGCATTCA GGCTAGCTACAACGA AAGTGATA 


20035 


689 


AGCAGUCU A CGaCAGGQ 


92 


ACCTGACG GGCTAGCTACAACGA AGACTGCT 


20036 


698 


CGUCAGGU A UGGAAGAU 


94 


ATCTTCCA GGCTAGCTACAACGA ACCTGACG 


20037 


824 


CACAAGGU A UUUGGUAA 


101 


TTACCAAA GGCTAGCTACAACGA ACCTTGTG 


20038 


866 


CCCUGGAU A UGCCCUGG 


108 


CCAGGGCA GGCTAGCTACAACGA ATCCAGGG 


20039 


939 


GUCGUGCU A UUGCUUUU 


117 


AAAAGCAA GGCTAGCTACAACGA AGCACGAC 


20040 


962 


CCCAGCUa A CAGCUUCA 


123 


TGAAGCTG GGCTAGCTACAACGA AAGCTGGG 


20041 


1063 


GCGUGACU A UCAUGUCU 


136 


AGACATGA GGCTAGCTACAACGA AGTCACGC 


20042 


1084 


ACAAGCCU A CCAUCGAU 


140 


ATCGATGG GGCTAGCTACAACGA AGGCTTGT 


20043 


1108 


UGAUGAAU A UGGAGGCG 


142 


CGCCTCCA GGCTAGCTACAACGA ATTCATCA 


20044 


1142 


CCGCAGUU A UUGCUAUU 


146 


AATAGCAA GGCTAGCTACAACGA AACTGCGG 


20045 


1148 


UUAUUGCU A UUUGGCUA 


148 


TAGCCAAA GGCTAGCTACAACGA AGCAATAA 


20046 


1156 


AUUUGGCU A CCGUCAGC 


151 


GCTGACGG GGCTAGCTACAACGA AGCCAAAT 


20047 


1287 


UGC66AUU A UUUGGCAA 


161 


TTGCCAAA GGCTAGCTACAACGA AATCCGCA 


20048 


1333 


CCUGCUCU A CCAAGGCA 


168 


TGCCTTGG GGCTAGCTACAACGA AGAGCAGG 


20049 


1369 


AAGAGAAU A UCAAGUAC 


172 


GTACTTGA GGCTAGCTACAACGA ATTCTCTT 


20050 


1376 


UAUCAAGU A CGAAGUGQ 


174 


CCACTTCG GGCTAGCTACAACGA ACTTGATA 


20051 


1408 


GACCAACU A CUGUGGAG 


180 


CTCCACAG GGCTAGCTACAACGA TIGTTGGTC 


20052 


1430 


CGGAAACU A CUCCACAC 


182 


GTGTGGAG GGCTAGCTACAACGA AGTTTCCG 


20053 


1493 


GCCUUCAU A CACACUAA 


192 


TTAGTGTG GGCTAGCTACAACGA ATQAAGGC 


20054 


1514 


UGGA6AAU A UGGAGAGG 


195 


CCTCTCCA GGCTAGCTACAACGA ATTCTCCA 


20055 


1568 


CAAUGCAU A CUACGUGA 


198 


TCACGTAG GGCTAGCTACAACGA ATGCATTG 


20056 


1571 


UGCAUACU A CGUGAUGA 


199 


TCATCACG GGCTAGCTACAACGA AGTATGCA 


20057 


1657 


CUGGAAGU A CUGUGUGG 


211 


CCACACAG GGCTAGCTACAACGA ACTTCCAG 


20058 


1871 


AACAACCU A UGGC6UCU 


239 


AGACGCCA GGCTAGCTACAACQA AGGTTGTT 


20059 


1952 


AUUGCAGU A CACUGGCA 


254 


TGCCAGTG GGCTAGCTACAACGA ACTGCAAT 


20060 


1984 


AAGUUCCU A UCUC6UCA 


258 


TGACGAGA GGCTAGCTACAACGA AGGAACTT 


20061 


2114 


AGACUCAU A CAUAGUGG 


282 


CCACTATG GGCTAGCTACAACGA ATGAGTCT 


20062 


2191 


AAGCCUUU A CAACCACC 


291 


GGTGGTTG GGCTAGCTACAACGA AAAGGCTT 


20063 


2532 


GUGUUCAU A CACAAUGA 


343 


TCATTGTG GGCTAGCTACAACGA ATGAACAC 


20064 


2564 


GGACCGGU A CAAGUAUU 


345 


AATACTTG GGCTAGCTACAACGA ACCGGTCC 


20065 


2570 


GUACAAGU A UUACCCUG 


346 


CAGGGTAA GGCTAGCTACAACGA ACTTGTAC 


20066 


2573 


CAAGUAUD A CCOJGAAA 


346 


TTTCAGGG GGCTAGCTACAACQA AATACTTG 


20067 


2640 


UGCGGUCU A CGAUCAGU 


356 


ACTGATCG GGCTAGCTACAACQA AGACCGCA 


20068 


2759 


GGGAAUGU A CAAGUCAG 


370 


CTGACTTG GGCTAGCTACAACGA ACATTCCC 


20069 


2833 


GAAAGAGU A UUUUAUUU 


376 


AAATAAAA GGCTAGCTACAACGA ACTCTTTC 


20070 


2838 


AGUAUUUU A UUDQCACC 


380 


GGTGCAAA GGCTAGCTACAAGGA AAAATACT 


20071 


3068 


CCUGUCCa A UUGGAUUG 


413 


CAATCCAA GGCTAGCTACAACGA AGQACAGG 


20072 


3094 


UCAAUGAtr A CGOGGAAG 


417 


CTTCCACG GGCTAGCTACAACGA ATCATTGA 


20073 


3139 


AAUCAUGU A CGUGGCCU 


423 


AGGCCACG GGCTAGCTACAACGA ACATGATT 


20074 


3157 


AGACGCAU A CCUUGUGG 


424 


CCACAAGG GGCTAGCTACAACGA ATGCGTCT 


20075 


3198 


UUGAUAAU A CCAGUCAC 


430 


GTGACTGG GGCTAGCTACAACGA ATTATCAA 


20076 


3248 


ACCUGGGU A CAAGACAC 


434 


GTGTCTTG GGCTAGCTACAACGA ACCCAGGT 


20077 


3305 


CUUCGAUU A CUGCCCAQ 


440 


CTGGGCAG GGCTAGCTACAACGA AATCGAAG 


20078 


3319 


CAGGAACU A CGGUCACC 


441 


GGTGACCG GGCTAGCTACAACGA AGTTCCTG 


20079 


3423 


UGCACCUU A CCACCACU 


448 


AGTGGTGG GGCTAGCTACAACGA AAGGTGCA 


20080 


3437 


ACUGCGCU A CCAAACUG 


449 


CAGTTTGG GGCTAGCTACAACGA AGCGCAGT 


20081 


3461 


OJGUUGGU A UQ6UAU6G 


451 


CCATACCA GGCTAGCTACAACGA ACCAACAO 


20082 
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3466 


GGUAUGGU A UGGAGAUC 


452 


GATCTCCA GGCTAGCTACAACGA ACCATACC 


20083 


3527 


GT^UGCUU A UAAUGCUG 


457 


CAGCATTA GGCTAGCTACAACGA AAGCATTC 


20084 


3538 


AUGCUGAU A UGAUUGAC 


459 


GTCAATCA GGCTAGCTACAACGA ATCAGCAT 


20085 


3634 


UGCCAGCU A UACUGAUU 


476 


AATCAGTA GGCTAGCTACAACGA AGCTGGCA 


20086 


3636 


CCAGCUAU A CUGAtlUGC 


477 


GCAATCAG GGCTAGCTACAACGA ATAGCTGG 


20087 


3673 


GGGGCAUU A CUUACACU 


485 


AGTGTAAG GGCTAGCTACAACGA AATGCCCC 


20088 


3677 


CAUUACUU A CACUGAUG 


487 


CATCAGTG GGCTAGCTACAACGA AAGTAATG 


20089 


3690 


GAUGUGUU A C6CUAUGU 


489 


ACATAGCG GGCTAGCTACAACGA AACACATC 


20090 


3695 


GUDACGOJ A UGUCAUCa 


490 


AGATGACA GGCTAGCTACAACGA AGCGTAAC 


20091 


3750 


GACGUGGU A CACOUGGC 


501 


GCCAAGTG GGCTAGCTACAACGA ACCACGTC 


20092 


3780 


UUCAAGAU A CAACCAGa 


506 


ACTGGTTG GGCTAGCTACAACGA ATCTTGAA 


20093 


3793 


CAGUGUUU A UGGUGGCA 


509 


TGCCACCA GGCTAGCTACAACGA AAACACTG 


20094 


3878 


AAUGGCUU A UCACGAUG 


528 


CATCGTGA GGCTAGCTACAACGA AAGCCATT 


20095 


3951 


UGGAUGAU A CUGAGAGC 


539 


GCTCTCAG GGCTAGCTACAACGA ATCATCCA 


20096 


4046 


GGAUGUGU A CAGGAUAC 


551 


GTATCCTG GGCTAGCTACAACGA ACACATCC 


20097 


4053 


UACAG6AU A CUGOJGUU 


552 


AACAGCAG GGCTAGCTACAACGA ATCCTGTA 


20098 


4134 


AGUCUGCU A UGCUUGGC 


559 


GCCAAGCA GGCTAGCTACAACGA AGCAGACT 


20099 


4321 


CAAUGACU A UCGCGGGG 


584 


CCCCGCGA GGCTAGCTACAACGA AGTCATTG 


20100 


4372 


CAACAGAU A UGUGGAtJU 


596 


AATCCACA GGCTAGCTACAACGA ATCTGTTG 


20101 


4423 


CAGAAAUU A CAGGCUCG 


602 


CGAGCCTG GGCTAGCTACAACGA AATTTCTG 


20102 


4509 


UGGAAGAU A UGGAUGCU 


611 


AGCATCCA GGCTAGCTACAACGA ATCTTCCA 


20103 


4547 


UAGUGCGU A CACCCCCU 


618 


AGGGGGTG GGCTAGCTACAACGA ACGCACTA 


20104 


4601 


UCUCCAAU A CACAAAGA 


630 


TCTTTGTG GGCTAGCTACAACGA ATTGGAGA 


20105 


4649 


AAAGGAGU A CAAAAAGG 


634 


CCTTTTTG GGCTAGCTACAACGA ACTCCTTT 


20106 


4679 


CGGCX3UCU A CAGGAUCA 


636 


TGATCCTG GGCTAGCTACAACGA AGACGCCG 


20107 


4712 


CGGCAGUU A UCAAGCAG 


641 


CTGCTTGA GGCTAGCTACAACGA AACTGCCG 


20108 


4765 


UUUGGCAU A CAACAAAA 


650 


TTTTGTTG GGCTAGCTACAACGA ATGCCAAA 


20109 


4814 


GGACCCAU A CUGGGGCA 


653 


TGCCCCAG GGCTAGCTACAACGA ATGGGTCC 


20110 


4847 


ACUUU6UU A CG6AGGAC 


659 


GTCCTCCG GGCTAGCTACAACGA AACAAAGT 


20111 


5060 


UGGGCUUU A UGGCAAUG 


678 


CATTGCCA GGCTAGCTACAACGA AAAGCCCA 


20112 


5093 


CGGCUCAU A CAUAAGCG 


682 


CGCTTATG GGCTAGCTACAACGA ATGAGCCG 


20113 


5184 


AUCACUGU A CUGGAUCU 


689 


AGATCCAG GGCTAGCTACAACGA ACAGTGAT 


20114 


5339 


CAUCCGGU A CCAGACAU 


702 


ATGTCTGG GGCTAGCTACAACGA ACCGGATG 


20115 


5404 


GUCAUGCU A CCCUCACC 


709 


GGTGAGGG GGCTAGCTACAACGA AGCATGAC 


20116 


5447 


6CCGAACU A CAACOJGU 


714 


ACAGGTTG GGCTAGCTACAACGA AGTTCGGC 


20117 


5510 


AAGAGGUU A CAUUUCCA 


724 


TGGAAATG GGCTAGCTACAACGA AACCTCTT 


20118 


5550 


GCGGCAAU A UUCAUGAC 


730 


GTCATGAA GGCTAGCTACAACGA ATTGCCGC 


20119 


5619 


UCCGACUU A CAGACUGA 


745 


TCAGTCTG GGCTAGCTACAACGA AAGTCGGA 


20120 


5657 


CUCUGGAU A CGAAUGGA 


750 


TCCATTCG GGCTAGCTACAACGA ATCCAGAG 


20121 


5675 


CACAGAAU A CACCGGGA 


752 


TCCCGGTG GGCTAGCTACAACGA ATTCTGTG 


20122 


5739 


CUUUGCCU A CAACGUGC 


762 


GCACGTTG GGCTAGCTACAACGA AGGCAAAG 


20123 


5783 


AAAGUCGU A CX3AGACGG 


767 


CCGTCTCG GGCTAGCTACAACGA ACGACTTT 


20124 


5795 


GACGGAGU A CCCAAAAU 


768 


ATTTTGGG GGCTAGCTACAACGA ACTCCGTC 


20125 


5830 


ACUUUGUU A UCACAACA 


774 


TGTTGTGA GGCTAGCTACAACGA AACAAAGT 


20126 


5844 


ACAGACAU A UCUGAAAU 


776 


ATTTCAGA GGCTAGCTACAACGA ATGTCTGT 


20127 


5995 


GUGGACOa A UCGGUAGIA 


787 


TCTACCGA GGCTAGCTACAACGA ACGTCCAC 


20128 


€029 


UGAUGAGU A CUGUUAUG 


793 


CATAACAO GGCTAGCTACAACGA ACTCATCA 


20129 


6035 


GOACUGUU A UGGGGGGC 


795 


GCCCCCCA GGCTAGCTACAACGA AACAGTAC 


20130 


6140 


UCAAUUCU A CCAACCAG 


806 


CTGGTTGG GGCTAGCTACAACGA AGAATTGA 


20131 


6162 


GAGAAGGU A UAUACCAU 


807 


ATGGTATA GGCTAGCTACAACGA ACCTTCTC 


20132 


6164 


GAAGGUAU A UACCAUGG 


BOB 


CCATGGTA GGCTAGCTACAACGA ATACCTTC 


20133 


6166 


AGGUAUAU A CCAUGGAU 


809 


ATCCATGG GGCTAGCTACAACGA ATATACCT 


20134 


6182 


UGGGGAAU A CCGGCUCA 


810 


TGAGCCGG GGCTAGCTACAACGA ATTCCCCA 


20135 


6257 


GCUGGCUU A CAAGGUUG 


820 


CAACCTTG GGCTAGCTACAACGA AAGCCAGC 


20136 


6284 


AGUGUCAU A CCACGACC 


823 


GGTCGTGG GGCTAGCTACAACGA ATGACACT 


20137 


6416 


CAGGGUGU A CUCGGAUC 


838 


GATCCGAG GGCTAGCTACAACGA ACACCCTG 


20138 


6551 


CACCAUGU A CGUUGUGG 


858 


CCACAACG GGCTAGCTACAACGA ACATGGTG 


20139 


6645 


AUUOCCUU A UUGAGOGU 


868 


ACACTCAA GGCTAGCTACAACGA AAGGCAAT 


20140 


6669 


AUGGGAG17 A UUCUUCCU 


870 


AGGAAGAA GGCTAGCTACAACGA ACTCCCAT 


20141 


7049 


GUCACUGU A CGCUGUGA 


934 


TCACAGCG GGCTAGCTACAACGA ACAGTGAC 


20142 


7106 


GUCAGAUU A CAUCAACA 


944 


TGTTGATG GGCTAGCTACAACGA AATCTGAC 


20143 


7152 


AGUGCACU A UUCACACU 


952 


AGTGTGAA GGCTAGCTACAACGA AGTGCACT 


20144 
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7246 


UCACCGUU A CGGUAACA 


969 


TGTTACCG GGCTAGCTACAACGA AACGGTGA 


20145 


7280 


UUGCCACU A UGCCUACA 


977 


TGTAGGCA GGCTAGCTACAACGA AGTGGCAA 


20146 


7286 


OJAUQCCa A CAUGGUUC 


978 


QAACCATG GGCTAGCTACAACGA AGGCATAG 


20147 


7S00 


AAGACA0U A CGA6AAGC 


1000 


GCTTCTCG GGCTAGCTACAACGA ACTGTCTT 


20148 


7629 


UCAUGUCa A DCCAtlAAC 


1017 


GTTATGGA GGCTAGCTACAACGA AGACATGA 


20149 


7760 


CACUAGGU A CCGCAAAG 


1030 


CTTTGCGG GGCTAGCTACAACGA ACCTAGTG 


20150 


7946 


UUGGUGUU A CUAUAUGG 


1051 


CCATATAG GGCTAGCTACAACGA AACACCAA 


20151 


7949 


GUGUUACU A UAUGGCAA 


1052 


TTGCCATA GGCTAGCTACAACGA AGTAACAC 


20152 


7951 


GOUACUAU A UGGCAACC 


1053 


GGTTGCCA GGCTAGCTACAACGA ATAGTAAC 


20153 


7988 


CAGAGGGU A CACAAAGG 


1056 


CCTTTGTG GGCTAGCTACAACGA ACCCTCTG 


20154 


8036 


GCAAAGUU A UGGAUGGA 


1060 


TCCATCCA GGCTAGCTACAACGA AACTTTGC 


20155 


8081 


UGUGUUCU A CAGACCUU 


1065 


AAGGTCTG GGCTAGCTACAACGA AGAACACA 


20156 


8240 


CUGCCCCU A CAUGCCGA 


1087 


TCGGCATG GGCTAGCTACAACGA AGGGGCAG 


20157 


8285 


ACGCCGGU A UGGGGGGG 


1091 


CCCCCCCA GGCTAGCTACAACGA ACCGGCGT 


20158 


8339 


OGAQAUGU A UUGGGUQA 


1097 


TCACCCAA GGCTAGCTACAACGA ACATCTC6 


20159 


8370 


AAUGUGGU A CAUUCAGU 


1102 


ACTGAATG GGCTAGCTACAACGA ACCACATT 


20160 


8383 


CAGUGAAU A UQACCAGC 


1105 


GCTGGTCA GGCTAGCTACAACGA ATTCACTG 


20161 


8441 


ACCCCAAU A CGAGGAAG 


1108 


CTTCCTCG GGCTAGCTACAACGA ATTGGGGT 


20162 


8549 


GCGUGAGU A CAGUUCGA 


1117 


TCGAACTG GGCTAGCTACAACGA ACTCACGC 


20163 


8565 


CCACCCAU A UAGAACCU 


1120 


AGGTTCTA GGCTAGCTACAACGA ATGGGTGG 


20164 


8600 


CUGGAACU A UCACGGCA 


1122 


TGCCGTGA GGCTAGCTACAACGA AGTTCCAG 


20165 


8612 


CGGCAGUU A UGAUGUGA 


1125 


TCACATCA GGCTAGCTACAACGA AACTGCCG 


20166 


8701 


CGAAUGUIX A CCACCAUG 


1136 


CATGGTGG GGCTAGCTACAACGA AACATTCG 


20167 


8725 


CUQACACa A CUCCCUUC 


1137 


GAAGGGAG GGCTAGCTACAACGA AGTGTCAG 


20168 


8801 


AGUGAAGU A CGUGCUCA 


1144 


TGAGCACG GGCTAGCTACAACGA ACTTCACT 


20169 


9041 


UUGCAUUU A CAACAUGA 


1173 


TCATGTTG GGCTAGCTACAACGA AAATGCAA 


20170 


9236 


ACUGGGUU A CAUCCUGC 


1199 


• GCAGGATG GGCTAGCTACAACGA AACCCAGT 


20171 


9278 


CAAGAUCU A UGOJGAUG 


1203 


CATCAGCA GGCTAGCTACAACGA AGATCTTG 


20172 


9404 


GOJCACCU A UCGUCACA 


1215 


TGTGACGA GGCTAGCTACAACGA AGGTOAGC 


20173 


9466 


UGGAUGUU A UCUCCAGA 


1221 


TCTGGAGA GGCTAGCTACAACGA AACATCCA 


20174 


9509 


UGUCACCU A CX3CCCUAA 


1227 


TTAGGGCG GGCTAGCTACAACGA AGGTGACA 


20175 


9745 


UCAAUGCU A UGUCAAAG 


1249 


CTTTGACA GGCTAGCTACAACGA AGCATTGA 


20176 


9797 


UGGAUGGU A UGAUUGGC 


1255 


GCCAATCA GGCTAGCTACAACGA ACCATCCA 


20177 


9915 


GCUCGCAU A UOJCCAGG 


1273 


CCTGGAGA GGCTAGCTACAACGA ATGCGAGC 


20178 


9968 


UAAGUCUa A UGCCCAGA 


1282 


TCTGGGCA GGCTAGCTACAACGA AAGACTTA 


20179 


9992 


GCUaCUGU A CDUCCACA 


1285 


TGTGGAAG GGCTAGCTACAACGA ACAGAAGC 


20180 


10063 


GGGUCCCU A CCGGAAGA 


1295 


TCTTCCGG GGCTAGCTACAACGA AGGGACCC 


20181 


10208 


CGUCCCAU A UUCAGGAA 


1304 


TTCCTGAA GGCTAGCTACAACGA ATGGGACG 


20182 


10294 


AGGUGGCU A UCAACCAA 


1310 


TTGGTTGA GGCTAGCTACAACGA AGCCACCT 


20183 


10331 


UGAGAAGU A UGUGGAUU 


1315 


AATCCACA GGCTAGCTACAACGA ACTTCTCA 


20184 


10340 


UGUGGAUU A CAUGAGUU 


1317 


AACTCATG GGCTAGCTACAACGA AATCCACA 


20185 


10361 


AAAGAGAU A UGAAGACA 


1321 


TGTCTTCA GGCTAGCTACAACGA ATCTCTTT 


20186 


10392 


GACACAGU A CUGUAGAU 


1325 


ATCTACAG GGCTAGCTACAACGA ACTGTGTC 


20187 


10401 


CUGUAGAU A XJUUAAUCA 


1327 


TGATTAAA GGCTAGCTACAACGA ATCTACAG 


20188 


10426 


UAGACAAU A UAAGUAUG 


1335 


CATACTTA GGCTAGCTACAACGA ATTGTCTA 


20189 


10432 


AUAUAAGU A UGCAUAAA 


1337 


TTTATGCA GGCTAGCTACAACGA ACTTATAT 


20190 


10452 


GUAGUUUU A UAGUAGUA 


1343 


TACTACTA GGCTAGCTACAACGA AAAACTAC 


20191 


10460 


AUAGUAGU A UUUAGUGG 


1346 


CCACTAAA GGCTAGCTACAACGA ACTACTAT 


20192 


10679 


ACCACGCU A CGGCGUGC 


1375 


GCACGCCG GGCTAGCTACAACGA AGCGTGGT 


20193 


10689 


GGCGUGCU A CUCUGCGG 


1376 


CCGCAGAG GGCTAGCTACAACGA AGCACGCC 


20194 


10928 


AACAGCAU A UUQACACC 


1397 


GGTGTCAA GGCTAGCTACAACGA ATGCTGTT 


20195 


63 


CAAOUAAC A CAGUGCGA 


1412 


TCGCACTG GGCTAGCTACAACGA GTTAATTG 


20196 


85 


UUCUUAGC A CGAAGAUC 


1416 


GATCTTCG GGCTAGCTACAACGA GCTAAGAA 


20197 


265 


UCAGGUaC A CA6CAAUU 


1445 


AATTGCTG GGCTAGCTACAACGA GAACCT6A 


20198 


335 


6ADGAAAC A CCUaCUGA 


1457 


TCAGAAGG GGCTAGCTACAACGA GTTTCATC 


20199 


436 


UUGCAGUC A UGAUUGGC 


1473 


GCCAATCA GGCTAGCTACAACGA GACTGCAA 


20200 


523 


CUGACGUC A CAGAUGUC 


1489 


GACATCTG GGCTAGCTACAACGA GACGTGAG 


20201 


532 


CAQAUGUC A UCACGAUU 


1491 


AATCGTGA GGCTAGCTACAACGA GACATCTG 


20202 


535 


AUGUCAUC A CGAUUCCA 


1492 


TGGAATCG GGCTAGCTACAACGA GATGACAT 


20203 


568 


ACCUAUGC A UUGUCAGA 


1500 


TCTGACAA GGCTAGCTACAACGA GCATAGGT 


20204 


595 


UGGGAUAC A UGUGCGAU 


1503 


ATCGCACA GGCTAGCTACAACGA GTATCCCA 


20205 


613 


AUAiCUAUC A CUUAUGAA 


1505 


TTCATAAG GGCTAGCTACAACGA GATAGTAT 


20206 
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658 


CAGAAGAC A UCGACUGU 


1514 


ACAGTCGA GGCTAGCTACAACGA GTCTTCT6 


20207 


673 


6UU66U6C A CAAA6UCA 


1516 


TGACTTTG GGCTAGCTACAACGA GCACCAAC 


20206 


709 


6AAGAUGC A CCAA6ACA 


1522 


TGTCTTGG GGCTAGCTACAACGA 6CATCTTC 


20209 


717 


ACCAAGAC A CGCCACUC 


1525 


GAGTGGCG GGCTAGCTACAACGA GTCTTGGT 


20210 


722 


GACACGCC A CUCAAGAC 


1527 


GTCTTGAG GGCTAGCTACAACGA GGCGTGTC 


20211 


744 


CGGAGGUC A CUGACAGU 


1531 


ACTGTCAG GGCTAGCTACAACGA GACCTCCG 


20212 


759 


GUGCAGAC A CACGGAGA 


1535 


TCTCCGTG GGCTAGCTACAACGA GTCTGCAC 


20213 


761 


GCAGACAC A CGGAGAAA 


1536 


TTTCTCCG GGCTAGCTACAACGA GTGTCTGC 


20214 


772 


GAGAAAGC A CUCUAGCQ 


1537 


C6CTAGAG GGCTAGCTACAACGA GCTTTCTC 


20215 


808 


UGGACAGC A CCAAGGCC 


1543 


GGCCTTGG GGCTAGCTACAACGA GCTGTCCA 


20216 


817 


CCAAGGCC A CAAGGUAU 


1547 


ATACCTTG GGCTAGCTACAACGA GGCCTTGG 


20217 


843 


ACAGAAUC A UGQAUCUU 


1550 


AAGATCCA GGCTAGCTACAACGA GATTCTGT 


20218 


886 


CAGCC6UC A UUGGUUGG 


1560 


CCAACCAA GGCTAGCTACAACGA GACGGCTG 


20219 


910 


GGA6CAAC A CCAUGCAG 


1563 


CTGCATGG GGCTAGCTACAACGA GTTGCTCC 


20220 


913 


GCAACACC A UGCAGAGA 


1565 


TCTCTGCA GGCTAGCTACAACGA GGTGTTGC 


20221 


1023 


GGAGCAAC A UGGGUGGA 


1586 


TCCACCCA GGCTAGCTACAACGA GTTGCTCC 


20222 


1066 


UGACUAUC A UGUCUAAG 


1591 


CTTAGACA GGCTAGCTACAACGA GATAGTCA 


20223 


1087 


AGCCUACC A UCGAUGUG 


1597 


CACATCGA GGCTAGCTACAACGA GGTAGGCT 


20224 


1174 


AUCUCUCC A CCAAAGCU 


1611 


AGCTTTGG GGCTAGCTACAACGA GGAGAGAT 


20225 


1195 


GCCCGACC A UGGGAGAA 


1618 


TTCTCCCA GGCTAGCTACAACGA GGTCGGGC 


20226 


1208 


AGAAGCUC A CAAUGACA 


1620 


TGTCATTG GGCTAGCTACAACGA GAGCTTCT 


20227 


1303 


AAGGAAGC A UUGACACA 


1635 


TGTGTCAA GGCTAGCTACAACGA GCTTCCTT 


20228 


1309 


GCAUUGAC A CAUGCGCC 


1636 


GGCGCATG GGCTAGCTACAACGA GTCAATGC 


20229 


1311 


AUUGACAC A UGCGCCAA 


1637 


TTGGCGCA GGCTAGCTACAACGA GTGTCAAT 


20230 


1354 


GAAGAACC A UCUUGAAA 


1648 


TTTCAAGA GGCTAGCTACAACGA GGTTCTTC 


20231 


1387 


AAGUGGCC A UUUUUGUC 


1652 


GACAAAAA GGCTAGCTACAACGA GGCCACTT 


20232 


1397 


UUUUGUCC A UGGACCAA 


1654 


TTGGTCCA GGCTAGCTACAACGA GGACAAAA 


20233 


1421 


GGAGUCGC A C66AAACU 


1659 


AGTTTCCG GGCTAGCTACAACGA GCGACTCC 


20234 


1435 


ACUACUCC A CACAG6UU 


1663 


AACCTGTG GGCTAGCTACAACGA GGAGTAGT 


20235 


1437 


UACUCCAC A CAGGUUGG 


1664 


CCAACCTG GGCTAGCTACAACGA GTGGAGTA 


20236 


1450 


UUGGAGCC A CUCAGGCA 


1667 


TGCCTGAG GGCTAGCTACAACGA GGCTCCAA 


20237 


1471 


GAUaCAGC A UCACUCCU 


1672 


AGGAGTGA GGCTAGCTACAACGA GCTGAATC 


20238 


1474 


UCAGCAUC A CUCCUGOG 


1673 


CGCAGGAG GGCTAGCTACAACGA GATGCTGA 


20239 


1491 


GCGCCUUC A UACACACU 


1679 


AGTGTGTA GGCTAGCTACAACGA GAAGGCGC 


20240 


1495 


CUUCAUAC A CACUAAAG 


1680 


CTTTAGTG GGCTAGCTACAACGA GTATGAAG 


20241 


1497 


UCAUACAC A CUAAAGCU 


1681 


AGCTTTAG GGCTAGCTACAACGA GTGTATGA 


20242 


1542 


UGUGAACC A CGGUCAGG 


1687 


CCTGACCG GGCTAGCTACAACGA GGTTCACA 


20243 


1558 


GGAUUGAC A CCAAUGCA 


1689 


TGCATTGG GGCTAGCTACAACGA GTCAATCC 


20244 


1566 


ACCAAUGC A UACUACGU 


1692 


ACGTAGTA GGCTAGCTACAACGA GCATTGGT 


20245 


1607 


CUUGGUCC A UCGUGA6U 


1698 


ACTCACGA GGCTAGCTACAACGA GGACCAAG 


20246 


1621 


AOaGGUUC A UGGACCUC 


1699 


GAGGTCCA GGCTAGCTACAACGA GAACCACT 


20247 


1701 


GAGGAACC A CACGCCAC 


1713 


GTGGCGTG GGCTAGCTACAACGA GGTTCCTC 


20248 


1703 


GGAACCAC A CGCCACGA 


1714 


TCGTGGCG GGCTAGCTACAACGA GTGGTTCC 


20249 


1708 


GACACGCC A CGAAGCAG 


1716 


CTGCTTCG GGCTAGCTACAACGA GGCGTGTG 


20250 


1728 


GUGAUAGC A UUGGGCUC 


1719 


GAGCCCAA GGCTAGCTACAACGA GCTATGAC 


20251 


1737 


UUGGGCUC A CAAGAGGG 


1721 


CCCTCTTG GGCTAGCTACAACGA GAGCCCAA 


20252 


1754 


AGCUCUGC A UCAAGCUU 


1725 


AAGCTTGA GGCTAGCTACAACGA GCAGAGCT 


20253 


1774 


COGGAGCC A UUCCUGUG 


1730 


CACAGGAA GGCTAGCTACAACGA GGCTCCAG 


20254 


1798 


CAAGCAAC A CUGUCAAG 


1735 


CTTGACAG GGCTAGCTACAACGA GTTGCTTG 


20255 


1820 


GUCGGGUC A UUUGAAQU 


1738 


ACTTCAAA GGCTAGCTACAACGA GACCCGAC 


20256 


1918 


CCGCAGAC A CAOGaCAC 


1752 


GTGACCTG GGCTAGCTACAACGA GTCTGCGG 


20257 


1925 


CACAGG17C A C6GCACUG 


1754 


CAGTGCCG GGCTAGCTACAACGA GACCTGTG 


20258 


1930 


GUCACGGC A CUGUGGUG 


1755 


CACCACAG GGCTAGCTACAACGA GCCGTGAC 


20259 


1954 


UGCAGUAC A CUGGCACG 


1758 


CGTGCCAG GGCTAGCTACAACGA GTACTGCA 


20260 


1960 


ACACUGGC A CGGAUGGA 


1760 


TCCATCCG GGCTAGCTACAACGA GCCAGTGT 


20261 


2001 


GUGGCUUC A UUGAACGA 


1769 


TCGTTCAA GGCTAGCTACAACGA GAAGCCAC 


20262 


2035 


GAUUGGUC A CUGUCAAC 


1775 


GTTGACAG GGCTAGCTACAACGA GACCAATC 


20263 


2062 


CAGUGGCC A CGGCCAAC 


1783 


GTTGGCCG GGCTAGCTACAACGA GGCCACTG 


20264 


2097 


UUGGAACC A CCCUUUGG 


1790 


CCAAAGGG GGCTAGCTACAACGA GGTTCCAA 


20265 


2112 


GGAGACUC A OACAUAGU 


1795 


ACTATGTA GGCTAGCTACAACGA GAGTCTCC 


20266 


2116 


ACUCAUAC A aAGUGGUCS 


1796 


CACCACTA GGCTAGCTACAACGA GTATGAGT 


20267 


2150 


GAUCAAUC A CCAUUGGC 


1801 


GCCAATGG GGCTAGCTACAACGA GATTGATC 


20268 
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2153 


CAAUCACC A UUGGCACA 


1803 


TGTGCCAA GGCTAGCTACAACGA GGTGATTG 


20269 


2159 


CCAXJUGGC A CAAGUCUG 


1804 


CAGACTTG GGCTAGCTACAACGA GCCAATGG 


20270 


2176 


GAAGCAGC A UUGGCAAA 


1808 


TTTGCCAA GGCTAGCTACAACGA GCTGCTTC 


20271 


2197 


UUACAACC A CCCUCAAA 


1814 


TTTGAGGG GGCTAGCTACAACGA GGTTGTAA 


20272 


2236 


UAGGAGAC A CAGCUUGG 


1824 


CCAAGCTG GGCTAGCTACAACGA GTCTCCTA 


20273 


2272 


GGGUGUUC A CCUCAGUU 


1829 


AACTGAGG GGCTAGCTACAACGA GAACACCC 


20274 


2294 


GGCUGUCC A UCAAGUGU 


1835 


ACACTTGA GGCTAGCTACAACGA GGACAGCC 


20275 


2313 


GGAGGAGC A UUCCGCUC 


1837 


GAGCGGAA GGCTAGCTACAACGA GCTCCTCC 


20276 


2322 


UUCOGCUC A cacuuosQ 


1840 


CCGAAGA6 GGCTAGCTAGAAOGA 6AGCGQAA 


20277 


2335 


UC66AGGC A UGUCCOGG 


1842 


CCAGGACA GGCTAGCTACAACGA GCCTCCGA 


20278 


2386 


GGAUGGGC A UCAAUGCU 


1851 


AGCATTGA GGCTAGCTACAACGA GCCCATCC 


20279 


2407 


AUAGGUCC A UAGCUCUC 


1855 


GAGAGCTA GGCTAGCTACAACGA GGACCTAT 


20280 


2416 


UAGCUCUC A CX3UUUCUC 


1858 


GAGAAACG GGCTAGCTACAACGA GAGAGCTA 


20281 


2465 


GAACGUGC A CGCUGACA 


1868 


TGTCAGCG GGCTAGCTACAACGA GCACGTTC 


20282 


2473 


ACGCUGAC A CUGGGUGU 


1870 


ACACCCAG GGCTAGCTACAACGA GTCAGCGT 


20283 


24B5 


GGUGUGCC A UAGACAUC 


1873 


GATGTCTA GGCTAQCTACAACGA GGCACACC 


20284 


2491 


CCAUAGAC A UCAGCCGG 


1874 


CCGGCTGA GGCTAGCTACAACGA GTCTATGG 


20285 


2530 


GAGUGUUC A UACACAAU 


1879 


ATTGTGTA GGCTAGCTACAACGA GMCACTC 


20286 


2534 


GUUCAUAC A CAAU6AUG 


1880 


CATCATTG GGCTAGCTACAACGA GTATGAAC 


20287 


2586 


GAAACGCC A CAAGGCCU 


1889 


AGGCCTTG GGCTAGCTACAACGA GGCGTTTC 


20288 


2605 


CCAAGAUC A UUCAOAAA 


1895 


TTTCTGAA GGCTAGCTACAACGA GATCTTGG 


20289 


2618 


GAAAGOJC A UAAG6AAG 


1898 


CTTCCTTA GGCTAGCTACAACGA GAGCTTTC 


20290 


2663 


ACUGGAGC A UCAAAUGU 


1904 


ACATTTGA GGCTAGCTACAACGA GCTCCAGT 


20291 


2698 


AGCUGAAC A CUCUUUUG 


1908 


CAAAAGAG GGCTAGCTACAACGA GTTCAGCT 


20292 


2769 


AAGUCAGC A CCUAAACG 


1916 


CGTTTAGG GGCTAGCTACAACGA GCTGACTT 


20293 


2782 


AACGCCUC A CCGCCACC 


1921 


GGTGGCGG GGCTAGCTACAACGA GAGGCGTT 


20294 


2788 


UCACCGCC A CCACGGAA 


1924 


TTCCGTGG GGCTAGCTACAACGA GGCQQTGA 


20295 


2791 


CC!6CCACC A CGGAAAAA 


1926 


TTTTTCCG GGCTAGCTACAACGA GGTGGCGG 


20296 


2844 


UUAUUUGC A CCAGAACU 


1930 


AGTTCTGG GGCTAGCTACAACGA GCAAATAA 


20297 


2863 


CCAACAAC A CCUUUGUG 


1937 


CACAAAGG GGCTAGCTACAACGA GTTGTTGG 


20298 


2956 


UUGGUCUC A CCAGCACU 


1949 


AGTGCTGG GGCTAGCTACAACGA GAGACCAA 


20299 


2962 


UCACCAGC A CUCGGAUG 


1952 


CATCCGAG GGCTAGCTACAACGA GCTGGTGA 


20300 


2995 


AGAGCAAC A CAACU6AA 


1958 


TTCAGTTG GGCTAGCTACAACGA GTTGCTCT 


20301 


3019 


CGAAGAUC A UUGGAACG 


1962 


CGTTCCAA GGCTAGCTACAACGA GATCTTGG 


20302 


3053 


GGCGAUCC A CAGUGACC 


1968 


GGTCACTG GGCTAGCTACAACGA GGATCGCC 


20303 


3135 


GUCAAAUC A UGUACGUG 


1981 


CACGTACA GGCTAGCTACAACGA GATTTGAC 


20304 


3155 


UQAGACX3C A UACCUUGU 


1984 


ACAAGGTA GGCTAGCTACAACGA GCGTCTCA 


20305 


3205 


UACCAGUC A CACUGGCG 


1992 


CGCCAGTG GGCTAGCTACAACGA GACTGGTA 


20306 


3207 


CCAOUCAC A CUGGCGGG 


1993 


CCCGCCAG GGCTAGCTACAACGA GTGACTGG 


20307 


3219 


GGGGGACC A CQAAGCAA 


1996 


TTGCTTC6 GGCTAGCTAGAAOQA GGTCCCGC 


20308 


3230 


AAGCAAUC A CAAUCGGA 


1998 


TCCGATTG GGCTAGCTACAACGA GATTGCTT 


20309 


3255 


UACAAGAC A CAAAACCA 


2003 


TGGTTTTG GGCTAGCTACAACGA GTCTTGTA 


20310 


3270 


CAGGGCCC A UGGGACGA 


2009 


TCGTCCCA GGCTAGCTACAACGA GGGCCCTG 


20311 


3325 


CUACGGUC A CCCUGAGU 


2017 


ACTCAGGG GGCTAGCTACAACGA GACCGTAG 


20312 


3347 


CUGCGGAC A CCGUGGAC 


2022 


GTCCACGG GGCTAGCTACAACGA GTCCGCAG 


20313 


3361 


GACCUGCC A CUC3GCACC 


2027 


GGTGCGAG GGCTAGCTACAACGA GGCAGGTC 


20314 


3367 


CCACUCGC A CCACCACA 


2029 


TGTGGTGG GGCTAGCTACAACGA GCGAGTGG 


20315 


3370 


CUCGCACC A CCACAGAG 


2031 


CTCTGTGG GGCTAGCTACAACGA GGTGCGAG 


20316 


3373 


GCACCACC A CAGAGAGC 


2033 


GCTCTCTG GGCTAGCTACAACGA GGTGGTGC 


20317 


3418 


GGAGCUGC A CCUUACCA 


2039 


TGGTAAGG GGCTAGCTACAACGA GCAGCTCC 


20318 


3426 


ACCUUACC A CCACUGCG 


2043 


CGCAGTGG GGCTAGCTACAACGA GGTAAGGT 


20319 


3429 


UUACCACC A CUGCGCUA 


2045 


TAGCGCAG GGCTAGCTACAACGA GGTGGTAA 


20320 


3480 


AUCAGACC A CAGAGACA 


2055 


TGTCTCTG GGCTAGCTACAACGA GGTCTGAT 


20321 


3488 


ACAGAGAC A UGAUGAAA 


2057 


TTTCATCA GGCTAGCTACAACGA GTCTCTGT 


20322 


3513 


6UGCA6UC A CAAGUGAA 


2062 


TTCACTTG GGCTAGCTACAACGA GACTGCAC 


20323 


3583 


UCUUGGCC A CCCAGQAG 


2075 


CTCCTGGG GGCTAGCTACAACGA GGCCAAGA 


20324 


3625 


AGAUCAGC A UGCCAGCU 


2086 


AGCTGGCA GGCTAGCTACAACGA GCTGATCT 


20325 


3670 


UUGGGGGC A UUACUOAC 


2096 


GTAAGTAA GGCTAGCTACAACGA GCCCCCAA 


20326 


3679 


UUACUUAC A CUGAUGUG 


2098 


CACATCAG GGCTAGCTACAACGA GTAAGTAA 


20327 


3700 


GCUAUGUC A UCUUGGUG 


2101 


CACCAAGA GGCTAGCTACAACGA GACATAGC 


20328 


3752 


CGUGGUAC A CUUGGCGC 


2107 


GCGCCAAG GGCTAGCTACAACGA GTACCACG 


20329 


3763 


UGGCGCUC A UGGCGACC 


2110 


GGTCGCCA GGCTAGCTACAACGA GAGCGCCA 


20330 
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3801 


AUGGUGGC A UCGUUUCU 


2117 


AGAAACGA GGCTAGCTACAACGA GCCACCAT 


20331 


3838 


AGGAGAAC A UUUUGUUG 


2124 


CAACAAAA GGCTAGCTACAACGA GTTCTCCT 


20332 


3881 


G6CUUAUC A CGAUGCCC 


2129 


GGGCATCG GGCTAGCTACAACGA GATAAGCC 


20333 


3930 


UUGAAUUC A CUGGCGGU 


2140 


ACCGCCAG GGCTAGCTACAACGA GAATTCAA 


20334 


3961 


UGAGAGCC A UAACAUUC 


2145 


GAATGTTA GGCTAGCTACAACGA GGCTCTCA 


20335 


3966 


GCCAUAAC A UUCACAAC 


2146 


GTTGTGAA GGCTAGCTACAACGA GTTATGGC 


20336 


3970 


UAACAUUC A CAACGACA 


2147 


TGTCGTTG GGCTAGCTACAACGA GAATGTTA 


20337 


3978 


ACAACGAC A UCAAACGU 


2149 


ACGTTTGA GGCTAGCTACAACGA GTCGTTGT 


20338 


4014 


CUGCUAAC A CCCGGGCU 


2158 


AGCCCGGG GGCTAGCTACAACGA GTTAGCAG 


20339 


4171 


UCAACCCC A UGMJCCUU 


2188 


AAGOATCA GGCTAGCTACAACGA 6GGQTTGA 


20340 


4197 


CUGAUUGC A UG0GAUCC 


2194 


GGATCACA GGCTAGCTACAACGA GCAATCAG 


20341 


4267 


UGUUU6CC A UCGUCGGA 


2208 


TCCGACGA GGCTAGCTACAACGA GGCAAACA 


20342 


4294 


AGCUUGAC A UUGACUCC 


2212 


GGAGTCAA GGCTAGCTACAACGA GTCAAGCT 


20343 


4303 


UUGACUCC A UGGCCAUU 


2215 


AATGGCCA GGCTAGCTACAACGA GGAGTCAA 


20344 


4309 


CCAUGGCC A UUCCAAUG 


2217 


CATTGGAA GGCTAGCTACAACGA GGCCATGG 


20345 


4333 


• CX3GGGCUC A UQUUUGCU 


2222 


AGCAAACA GGCTAGCTACAACGA GAGCCCCG 


20346 


4396 


CGGCGGAC A UUUCCUGG 


2228 


CCAGGAAA GGCTAGCTACAACGA GTCCGCCG 


20347 


4480 


UCCAGCUC A UGAAUGAU 


2239 


ATCATTCA GGCTAGCTACAACGA GAGCTGGA 


20348 


4497 


CCAGGAGC A CCUUGGAA 


2242 


TTCCAAGG GGCTAGCTACAACGA GCTCCTGG 


20349 


4549 


GUGCGUAC A CCCCCUGG 


2249 


CCAGGGGG GGCTAGCTACAACGA GTACGCAC 


20350 


4603 


UCCAAUAC A CAAAGAGA 


2265 


TCTCTTTG GGCTAGCTACAACGA GTATTGGA 


20351 


4630 


UGUQGGAC A CUCCCUCA 


2267 


TQAGGGA6 GGCTAGCTACAACGA GTCCCACA 


20352 


4638 


ACUCCCUC A CCAAAGGA 


2272 


TCCTTTGG GGCTAGCTACAACGA GAGGGAGT 


20353 


4663 


AG6GGGAC A CGACCACC 


2276 


GGTGGTCG GGCTAGCTACAACGA GTCCCCCT 


20354 


4669 


ACACGACC A CCGGCGUC 


2278 


GACGCCGG GGCTAGCTACAACGA GGTCGTGT 


20355 


4687 


ACAGGAUC A UGACUCGU 


2282 


ACGAGTCA GGCTAGCTACAACGA GATCCTGT 


20356 


4751 


UGUUUUCC A CACCCUUU 


2290 


AAAGGGTG GGCTAGCTACAACGA GGAAAACA 


20357 


4753 


UUUUCCAC A CCCUUUGG 


2291 


CCAAAGGG GGCTAGCTACAACGA GTGGAAAA 


20358 


4763 


CCUUUGGC A UACAACAA 


2295 


TTGTTGTA GGCTAGCTACAACGA GCCAAAGG 


20359 


4812 


CUGGACCC A UACU6GGG 


2305 


CCCCAGTA GGCTAGCTACAACGA GGGTCCAG 


20360 


4871 


AUUGCAGC A CAAGUGGA 


2314 


TCCACTTG GGCTAGCTACAACGA GCTGCAAT 


20361 


4965 


UUCAAAAC A CCUGAAGG 


2326 


CCTTCAGG GGCTAGCTACAACGA GTTTTGAA 


20362 


5005 


ACUUCCCC A CUGGAACA 


2335 


TGTTCCAG GGCTAGCTACAACGA GGGGAAGT 


20363 


5013 


ACUGGAAC A UCAGGCUC 


2337 


GAGCCTGA GGCTAGCTACAACGA GTTCCAGT 


20364 


5022 


UCAGGCUC A CCAAUA6U 


2340 


ACTATTGG GGCTAGCTACAACGA GAGCCTGA 


20365 


5074 


AUGGAGUC A UAAUGCCC 


2346 


GGGCATTA GGCTAGCTACAACGA GACTCCAT 


20366 


5091 


AACGGCUC A UACAUAAG 


2351 


CTTATGTA GGCTAGCTACAACGA GAGCCGTT 


20367 


5095 


GCUCAUAC A UAAGCGCG 


2352 


CGCGCTTA GGCTAGCTACAACGA GTATGAGC 


20368 


5179 


AACAQAUC A CUGUACUG 


2364 


CAGTACAG GGCTAGCTACAACGA GATCTGTT 


20369 


5195 


GGAOCUCC A UCCCGGCG 


2369 


CGCCGGGA GGCTAGCTACAACGA GGAGATCC 


20370 


5229 


AUUCUGCC A CAGAUCAU 


2376 


ATGATCTG GOCTAGCTACAAGGA GGCAGAAT 


20371 


5236 


CACA6AUC A UCAAAGAG 


2378 


CTCTTTGA GGCTAGCTACAACGA GATCTGTG 


20372 


5248 


AAGAGGCC A UAAACAGA 


2381 


TCTGTTTA GGCTAGCTACAACGA GGCCTCTT 


20373 


5280 


GUGCUAGC A CCAACCAG 


2387 


CTGGTTGG GGCTAGCTACAACGA GCTAGCAC 


20374 


5316 


GOJGAAGC A CUGAGAGG 


2395 


CCTCTCAG GGCTAGCTACAACGA GCTTCAGC 


20375 


5332 


GACUGCCC A UCCGGUAC 


2400 


GTACCGGA GGCTAGCTACAACGA GGGCAGTC 


20376 


5346 


UACCAGAC A UCCGCAGU 


2404 


ACTGCGGA GGCTAGCTACAACGA GTCTGGTA 


20377 


5366 


CAGAGAAC A UAAUGGAA 


2410 


TTCCATTA GGCTAGCTACAACGA GTTCTCTG 


20378 


5392 


UUGAUGUC A UGUGUCAU 


2411 


ATGACACA GGCTAGCTACAACGA GACATCAA 


20379 


5399 


CAUGUGUC A UGCUACCC 


2412 


GGGTAGCA GGCTAGCTACAACGA GACACATG 


20380 


5410 


CUACCCUC A CCCACAGG 


2417 


CCTGTGGG GGCTAGCTACAACGA GAGGGTAG 


20381 


5414 


CCUCACCC A CAGGCUGA 


2420 


TCAGCCTG GGCTAGCTACAACGA GGGTGAGG 


20382 


5432 


GUCUCCUC A CAGG6UGC 


2426 


GCACCCTG GGCTAGCTACAACGA GAGGAGAC 


20383 


5474 


UGAGGCUC A UUUCACCG 


2434 


CGGTGAAA GGCTAGCTACAACGA GAGCCTGA 


20384 


5479 


CUCAT3UUC A CCGACCCA 


2435 


TGGGTC6G GGCTAGCTACAACGA GAAATGAG 


20385 


5494 


CAGCUAGC A UUGCAGCA 


2441 


TGCTGCAA GGCTAGCTACAACGA GCTAGCTG 


20386 


5512 


GAGGUUAC A UUUCCACA 


2444 


TGTGGAAA GGCTAGCTACAACGA GTAACCTC 


20387 


5518 


ACAUUUCC A CAAAGGUC 


2446 


GACCTTTG GGCTAGCTACAACGA GGAAATGT 


20388 


5554 


CAAUAUUC A UGACAGCC 


2450 


GGCTGTCA GGCTAGCTACAACGA GAATATTG 


20389 


5563 


UGAGAGCC A CCCCACCA 


2453 


TGGTGGGG GGCTAGCTACAACGA GGCTGTCA 


20390 


5568 


GCCACCCC A CCAGGCAC 


2457 


GTGCCTGG GGCTAGCTACAACGA GGGGTGGC 


20391 


5575 


CACCAGGC A CUUCAGAU 


2460 


ATCTGAAG GGCTAGCTACAACGA GCCTGGTG 


20392 



156 



wo 02/068637 



Table VI 



PCTAJSOl/48350 



5586 


UCAGAUCC A UUCCCAGA 


2464 


TCTGGGAA GGCTAGCTACAACGA GGATCTGA 


20393 


5604 


UCCAAUUC A CCAAUUUC 


2470 


GAAATTGG GGCTAGCTACAACGA GAATTGGA 


20394 


5668 


AAUGGAUC A CAGAAUAC 


2482 


GTATTCTG GGCTAGCTACAACGA GATCCATT 


20395 


5677 


CAGAAUAC A CCGGGAAG 


2484 


CTTCCCGG GGCTAGCTACAACGA GTATTCTG 


20396 


5833 


UUGUUAUC A CAACAGAC 


2503 


GTCTGTTG GGCTAGCTACAACGA 6ATAACAA 


20397 


5842 


CAACAGAC A UAUCUGAA 


2506 


TTCAGATA GGCTAGCTACAACGA GTCTGTTG 


20398 


5911 


AACCAACC A UCAIXAACA 


2517 


TGTTATGA GGCTAGCTACAACGA GGTTGGTT 


20399 


5914 


CAACCAUC A UAACAGAA 


2518 


TTCTGTTA GGCTAGCTACAACGA GATGGTTG 


20400 


5952 


GGAGAACX: A UCUGCAGQ 


2523 


ACTGCAGA GGCTAOCTACAAOGA GGTTCTCC 


20401 


6044 


XK36GGGGC A CACGAAU6 


2536 


CATTOGTG GGCTAGCTACAACGA GCCCCCCA 


20402 


6046 


GGGGGCAC A CX3AAUGAA 


2537 


TTCATTCG GGCTAGCTACAACGA GTGCCCCC 


20403 


6074 


CUUCGCCC A UUGGACUG 


2542 


CAGTCCAA GGCTAGCTACAACGA GGGCGAAG 


20404 


6087 


ACUGAGGC A CGAAUCAU 


2544 


ATGATTCG GGCTAGCTACAACGA GCCTCAGT 


20405 


6094 


CACGAAUC A UGCUGGAC 


2545 


GTCCAGCA GGCTAGCTACAACGA GATTCGTG 


20406 


6106 


UGGACAAC A UCAACAUG 


2548 


CATGTTGA GGCTAGCTACAACGA GTTGTCCA 


20407 


6112 


ACAUCAAC A UGCCAAAC 


2550 


GTTTGGCA GGCTAGCTACAACGA GTTGATGT 


20408 


6169 


UAUAUACC A UGGAUGGG 


2562 


CCCATCCA GGCTAGCTACAACGA GGTATATA 


20409 


6282 


GGAGUGUC A UACCACGA 


2579 


TCGTGGTA GGCTAGCTACAACGA 6ACACTCC 


20410 


6287 


GUCAtJACC A CGACCGGA 


2581 


TCCGGTCG GGCTAGCTACAACGA GGTATGAC 


20411 


6325 


GGACAAAC A CAAUUUUA 


2587 


TAAAATTG GGCTAGCTACAACGA GTTTGTCC 


20412 


6358 


UGGAA6UC A UCACGAAG 


2591 


CTTCGTGA GGCTAGCTACAACGA GACTTCCA 


20413 


6361 


AAGUCAUC A CX3AAGCUU 


2592 


AAGCTTCG GGCTAGCTACAACGA GATGACTT 


20414 


6425 


CUCGGAUC A CCAGGCAC 


2600 


GTGCCTGG GGCTAGCTACAACGA GATCCGAG 


20415 


6432 


CACCAGGC A CUAAAGGC 


2603 


GCCTTTAG GGCTAGCTACAACGA GCCTGGTG 


20416 


6484 


UAGGGCUC A UUGAGGUU 


2612 


AACCTCAA GGCTAGCTACAACGA GAGCCCTA 


20417 


6512 


GCCUGAGC A CUUCAUGG 


2616 


CCATGAAG GGCTAGCTACAACGA GCTCAGGC 


20418 


6517 


AGCACUUC A UGGGGAAG 


2618 


CTTCCCCA GGCTAGCTACAACGA GAAGTGCT 


20419 


6528 


GGGAAGAC A UG06AAGC 


2619 


GCTTOCCA GGCTAGCTACAACGA GTCTTCCC 


20420 


6537 


UGGGAAGC A CUUGACAC 


2620 


GTGTCAAG GGCTAGCTACAACGA GCTTCCCA 


20421 


6544 


CACUUGAC A CCAUGUAC 


2622 


GTACATGG GGCTAGCTACAACGA GTCAAGTG 


20422 


6547 


UUGACACC A UGUACGUU 


2624 


AACGTACA GGCTAGCTACAACGA GGTGTCAA 


20423 


6562 


tJUGUGGCC A CUGCAGAG 


2626 


CTCTGCAG GGCTAGCTACAACGA GGCCACAA 


20424 


6587 


AAGAGCUC A CAGAAUGG 


2630 


CCATTCTG GGCTAGCTACAACGA GAGCTCTT 


20425 


6661 


UGAUGACC A UGGGAGUA 


2647 


TACTCCCA GGCTAGCTACAACGA GGTCATCA 


20426 


6682 


UCCUCOJC A UGCAGCGG 


2653 


CCGCTGCA GGCTAGCTACAACGA GAGGAGGA 


20427 


6697 


GGAAGGGC A UtTGGAAAG 


2655 


CTTTCCAA GGCTAGCTACAACGA GCCCTTCC 


20428 


6889 


UUUGUGUC A UGACCCUU 


2688 


AAGGGTCA GGCTAGCTACAACGA GACACAAA 


20429 


6952 


AGAGUGAC A UAAGCAGU 


2699 


ACTGCTTA GGCTAGCTACAACGA GTCACTCT 


20430 


7000 


AUUUCAGC A UGGGAGAG 


2704 


CTCTCCCA GGCTAGCTACAACGA GCTGAAAT 


20431 


7044 


GCCUGGUC A CUGUACGC 


2712 


6CGTACAG GGCTAGCTACAACGA GACCAGGC 


20432 


7072 


OGGUccuc A caccAcao 


2719 


CAGTGGAG GGCTAGCTACAACGA GAGGACCG 


20433 


7077. 


CUCACUCC A CUGCUAAA 


2722 


TTTAGCAG GGCTAGCTACAACGA GGAGTGAG 


20434 


7088 


GCUAAAGC A UUUGAUCA 


2725 


TGATCAAA GGCTAGCTACAACGA GCTTTAGC 


20435 


7096 


AUUUGAUC A CX3UCAGAU 


2726 


ATCTGACG GGCTAGCTACAACGA GATCAAAT 


20436 


7108 


CAGAUUAC A UCAACACC 


2728 


GGTGTTGA GGCTAGCTACAACGA GTAATCTG 


20437 


7114 


ACAUCAAC A CCUCAUU6 


2730 


CAATGAGG GGCTAGCTACAACGA GTTGATGT 


20438 


7119 


AACACCUC A UUGACCUC 


2733 


GAGGTCAA GGCTAGCTACAACGA GAGGTGTT 


20439 


7149 


GCAA6UGC A CUAUUCAC 


2739 


GTGAATAG GGCTAGCTACAACGA GCACTTGC 


20440 


7156 


CACUAUUC A CACUCGCG 


2741 


CGCGAGTG GGCTAGCTACAACGA GAATAGTG 


20441 


7158 


CUAUUCAC A CUCGCGCG 


2742 


CGCGCGAG GGCTAGCTACAACGA GTGAATAG 


20442 


7234 


GACAAGUC A CCCUCACC 


2758 


GGTGAGGG GGCTAGCTACAACGA 6ACTTGTC 


20443 


7240 


UCACCCUC A CCGUUACG 


2762 


CGTAACGG GGCTAGCTACAACGA GAGGGTGA 


20444 


7263 


GCGGCAAC A CUCCUUUU 


2766 


AAAAGGAG GGCTAGCTACAACGA GTTGCCGC 


20445 


7277 


UUUUUGCC A CUAUGCCU 


2771 


AGGCATAG GGCTAGCTACAACGA GGCAAAAA 


20446 


7288 


AUGCCUAC A UGGUUCCC 


2775 


GGGAACCA GGCTAGCTACTACGA GTAGGCAT 


20447 


7351 


CCGGAAUC A UGAAGAAC 


2788 


GTTCTTCA GGCTAGCTACAACGA GATTCCGG 


20448 


7375 


UGGAUGGC A UCGUGGCC 


2790 


GGCCACGA GGCTAGCTACAACGA GCCATCCA 


20449 


7384 


UCGUGGCC A CGOACGUC 


2792 


GACGTCCG GGCTAGCTACAACGA GGCCACGA 


20450 


7408 


UAGAGCGC A CCACACCC 


2796 


G6GTGTGG GGCTAGCTACAACGA GCGCTCTA 


20451 


7411 


AGCGCACC A CACCCAUC 


2798 


GATGGGTG GGCTAGCTACAACGA GGTGCGCT 


20452 


7413 


CGCACCAC A CCCAUCAU 


2799 


ATGATGGG GGCTAGCTACAACGA GTGGTGCG 


20453 


7417 


CCACACCC A UCAUGCAG 


2802 


CTGCATGA GGCTAGCTACAACGA GGGTGTGG 


20454 
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7420 


CACCCAUC A UGCAGAA6 


2803 


CTTCTGCA GGCTAGCTACAACGA GATGGGTG 


20455 


7444 


GACAGAUC A UGCUGAUC 


2806 


GATCAGCA GGCTAGCTACAACGA GATCTGTC 


20456 


7522 


UUUUGAUC A CG6CCGCA 


2818 


TGCGGCCG GGCTAGCTACAACGA GATCAAAA 


20457 


7585 


CAAOJGCC A UCGGACUC 


2829 


GAGTCCGA GGCTAGCTACAACGA GGCAGTTG 


20458 


7598 


ACUCUGCC A CAUCAU6C 


2833 


GCATGATG GGCTAGCTACAACGA GGCAGAGT 


20459 


7600 


UCUGCCAC A UCAUGCGU 


2834 


ACGCATGA GGCTAGCTACAACGA GTGGCAGA 


20460 


7603 


GCCACAUC A UGCGUGGG 


2835 


CCCACGCA GGCTAGCTACAACGA GATGTGGC 


20461 


7623 


UGGUUCaC A UGUCUAUC 


2836 


GATA6ACA G0CTA6CTACAACGA GACAACCA 


20462 


7633 


6UCUAUCC A UAACAUGG 


2839 


CCATGTXA GGCTAGCTACAACGA GGATAGAC 


20463 


7638 


UCCAUAAC A UGGACACU 


2840 


AGTGTCCA GGCTAGCTACAACGA GTTAT6GA 


20464 


7644 


ACAUGGAC A CUCAUAAA 


2841 


TTTATGAG GGCTAGCTACAACGA GTCCATGT 


20465 


7648 


GGACACUC A UAAAGAAC 


2843 


GTTCTTTA GGCTAGCTACAACGA GAGTGTCC 


20466 


7657 


UAAAGAAC A UGGAAAAA 


2844 


TTTTTCCA GGCTAGCTACAACGA GTTCTTTA 


20467 


7699 


AAGGACGC A CCUUGGGA 


2849 


TCCCAAGG GGCTAGCTACAACGA GCGTCCTT 


20468 


7753 


AAGAGUUC A CUAGGUAC 


2857 


GTACCTAG GGCTAGCTACAACGA GAACTCTT 


20469 


7774 


AAGAGGCC A UCAUCGAA 


2862 


TTCGATGA GGCTAGCTACAACGA GGCCTCTT 


20470 


7777 


AGGCCAUC A UCGAAGUC 


2863 


GACTTCGA GGCTAGCTACAACGA GATGGCCT 


20471 


7805 


GGCAAAAC A CGCCAGGA 


2867 


TCCTGGCG GGCTAGCTACAACGA GTTTTGCC 


20472 


7828 


GCAAUGUC A CUGGAGGG 


2871 


CCCTCCAG GGCTAGCTACAACGA GACATTGC 


20473 


7838 


UGGAGGGC A UCCA6UCU 


2873 


AGACTGGA GGCTAGCTACAACGA GCCCTCCA 


20474 


7855 


CUAG6GGC A CAGCAAAA 


2878 


TTTTGCTG GGCTAGCTACAACGA GCCCCTAG 


20475 


7990 


GA6G6UAC A CAAAGGGC 


2895 


GCCCTTTG GGCTAGCTACAACGA GTACCCTC 


20476 


8009 


UCCCGGAC A UGAAGAGC 


2899 


GCTCTTCA GGCTAGCTACAACGA GTCCGGGA 


20477 


8047 


GAUGGAAC A UUGUCACC 


2906 


GGTGACAA GGCTAGCTACAACGA GTTCCATC 


20478 


8053 


ACAUUGUC A CCAUGAAG 


2907 


CTTCATGG GGCTAGCTACAACGA GACAATGT 


20479 


8056 


UUGUCACC A UGAAGAGU 


2909 


ACTCTTCA GGCTAGCTACAACGA GGTGACAA 


20480 


8104 


GUUGUGAC A CCCUCCUU 


2915 


AAGGAGGG GGCTAGCTACAACGA GTCACAAC 


20481 


8119 


UUUGUGAC A UCGGAGAG 


2921 


CTCTCCGA GGCTAGCTACAACGA GTCACAAA 


20482 


8156 


UGAAGAGC A UAGGACGA 


2926 


TCGTCCTA GGCTAGCTACAACGA GCTCTTCA 


20483 


8198 


CUGGCUGC A CCGAGGGC 


2931 


GCCCTCGG GGCTAGCTACAACGA GCAGCCAG 


20484 


8242 


GCCCCUAC A UGCCGAAA 


2941 


TTTCGGCA GGCTAGCTACAACGA GTAGGGGC 


20485 


8254 


CGAAAGUC A UAGAGAAG 


2943 


CTTCTCTA GGCTAGCTACAACGA GACTTTCG 


20486 


8310 


AGAAACCC A CUCUCACG 


2953 


CGTGAGAG GGCTAGCTACAACGA GGGTTTCT 


20487 


8316 


CCACUCUC A CGGAAUUC 


2956 


GAATTCCG GGCTAGCTACAACGA GAGAGTGG 


20488 


8326 


GGAAUUCC A CGCACGAG 


2958 


CTCGTGCG GGCTAGCTACAACGA GGAATTCC 


20489 


8330 


UUCCACGC A CGAGAUGU 


2959 


ACATCTCG GGCTAGCTACAACGA GCGTGGAA 


20490 


8372 


UGUGGUAC A UUCAGUGA 


2963 


TCACTGAA GGCTAGCTACAACGA GTACCACA 


20491 


8506 


ACUCAGAC A CCAGUAAA 


2989 


TTTACTGG GGCTAGCTACAACGA GTCTGAGT 


20492 


8564 


GACGUGGC A CCACGAUG 


2997 


CAT06TGG GGCTAGCTACAACGA GCCACGTC 


20493 


8567 


GUGGCACC A C6AUGAGA 


2999 


TCTCATCG GGCTAGCTACAACGA GGTGCCAC 


20494 


8579 


UGAGAACC A CCCAUAUA 


3001 


TATATGGG GGCTAGCTACAACGA GGTTCTCA 


20495 


8583 


AACCACCC A UAUAGAAC 


3004 


GTTCTATA GGCTAGCTACAACGA GGGTGGTT 


20496 


8603 


GAACUAUC A CGGCAGUU 


3008 


AACTGCCG GGCTAGCTACAACGA GATAGTTC 


20497 


8626 


UGAAGCCC A CAGGCUCC 


3012 


GGAGCCTG GGCTAGCTACAACGA GGGCTTCA 


20498 


8679 


UCAAAACC A UGGGACAC 


3027 


GTGTCCCA GGCTAGCTACAACGA GGTTTTGA 


20499 


8686 


CAUGGGAC A CCAUCA06 


3028 


CGTGATGG GGCTAGCTACAACGA GTCCCATG 


20500 


8689 


GGGACACC A UCACGAAU 


3030 


ATTCGTQA GGCTAGCTACAACGA GGTGTCCC 


20501 


8692 


ACACCAUC A CGAAUGUU 


3031 


AACATTCG GGCTAGCTACAACGA GATGGTGT 


20502 


8704 


AUGUUACC A CCAUGGCC 


3033 


GGCCATGG GGCTAGCTACAACGA GGTAACAT 


20503 


8707 


UUACCACC A UGGCCAUG 


3035 


CATGGCCA GGCTAGCTACAACGA GGTGGTAA 


20504 


8713 


CCAUGGCC A UGACUQAC 


3037 


GTCAGTCA GGCTAGCTACAACGA GGCCATGG 


20505 


8722 


UGAOJGAC A CUACUCCC 


3039 


GGGAGTAG GGCTAGCTACAACGA GTCAGTCA 


20506 


8767 


AGGUGGAC A CGAAAGCU 


3048 


AGCTTTCO GGCTAGCTACAACGA GTCCACCT 


20507 


8818 


AUGAGACC A CCAACUGG 


3058 


CCAGTTGG GGCTAGCTACAACGA GGTCTCAT 


20508 


8884 


AGGAAUUC A UAAGAAAG 


3069 


CTTTCTTA GGCTAGCTACAACGA GAATTCCT 


20509 


8920 


UGGGUGCC A UGUUUGAA 


3076 


TTCAAACA GGCTAGCTACAACGA GGCACCCA 


20510 


9009 


CGCGAGGC A CAUCUGCG 


3084 


CGCAGATG GGCTAGCTACAACGA QCCTCGCG 


20511 


9011 


CGAGGCAC A UCUG0GG6 


3085 


CCCGCAGA GGCTAGCTACAACGA GTGCCTCG 


20512 


9029 


GGAAUGUC A CACUUGCA 


3087 


TGCAAGTG GGCTAGCTACAACGA GACATTCC 


20513 


9031 


AAUGUCAC A CUUQCAUU 


3088 


AATGCAAG GGCTAGCTACAACGA GTGACATT 


20514 


9037 


ACACUUGC A UUUACAAC 


3090 


GTTGTAAA GGCTAGCTACAACGA GCAAGTGT 


20515 


9046 


UUUACAAC A UGAUGGGA 


3092 


TCCCATCA GGCTAGCTACAACGA GTTGTAAA 


20516 
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9106 


GCAGAGCC A UUUGGUUC 


3099 


GTACCAAA GGCTAGCTACAACGA GGCTCTGC 


20517 


9115 


UUUGGXJUC A UGUGGCUC 


3100 


QAGCCACA GGCTAGCTACAACGA 6AACCAAA 


20518 


9173 


UGAAGACC A CUGGCUUQ 


3110 


CAAGCGAG GGCTAGCTACAACGA GGTCTTCA 


20519 


9238 


UGGGUUAC A UCCUGCGU 


3121 


AC6CAGGA GGCTAGCTACAACGA GTAACCCA 


20520 


9256 


AAGtJUGGC A CCCGGCOT 


3124 


AGGCCGGQ GGCTAGCTACAACGA GCCAACTT 


20521 


9289 


CUGAUGAC A CAGCUGGC 


3132 


GCCAGCTG GGCTAGCTACAACGA GTCATCAG 


20522 


9304 


GCUGGGAC A CCCGCAUC 


3136 


GATGCGGG GGCTAGCTACAACGA GTCCCAGC 


20523 


9310 


ACACCCGC A UCACX5AGA 


3139 


TCTCGTGA GGCTAGCTACAACGA GCGGGTGT 


20524 


9313 


CCCX3CAUC A CGAGAGCU 


3140 


AGCTCTCG GGCTAGCTACAACGA GATGCGGG 


20525 


9368 


UGGGGAAC A UCGGOGUC 


3147 


GACGCCGA GGCTAGCTACAACOA GTTCCCCA 


20526 


9388 


CCAGGGCC A UCAUUGAG 


3152 


CTCAATGA GGCTAGCTACAACGA GGCCCTGG 


20527 


9391 


GGGCCAUC A UUGAGCUC 


3153 


GAGCTCAA GGCTAGCTACAACGA GATGGCCC 


20528 


9400 


UUGAGCUC A CCUAUCGU 


3155 


ACGATAGG GGCTAGCTACAACGA GAGCTCAA 


20529 


9410 


CUAUCGUC A CAAAGUUG 


3158 


CAACTTTG GGCTAGCTACAACGA GACGATAG 


20530 


9457 


GAACC6UC A UGGAU6UU 


3X65 


AACATCCA GGCTAGCTACAACGA GACGGTTC 


20531 


9505 


AAGUUGDC A CCUAC6CC 


3171 


GGCGTAGG GGCTAGCTACAACGA GACAACTT 


20532 


9520 


CCCUAAAC A CUUUCACC 


3177 


GGTGAAAG GGCTAGCTACAACGA GTTTAGGG 


20533 


9526 


ACACUUUC A CCAACCUG 


3179 


CAGGTTGG GGCTAGCTACAACGA GAAAGTGT 


20534 


9601 


AGAAACUC A CAAAAGGG 


3192 


CCCTTTTG GGCTAGCTACAACGA GAGTTTCT 


20535 


9667 


UCAGCCGC A UGGOJGUC 


3204 


. GACAGCCA GGCTAGCTACAACGA GCGGCTGA 


20536 


9721 


GCUUUGCC A CCUCGCUC 


3214 


GAGCGAGG GGCTAGCTACAACGA GGCAAAGC . 


20537 


9731 


CUCGCUCC A CUUCCUCA 


3219 


TGAGGAAG GGCTAGCTACAACGA GGAGC6AG 


20538 


9766 


GCAAAGAC A UCCAAGA6 


3227 


CTCTTGGA GGCTAGCTACAACGA GTCTTT6C 


20539 


9816 


CAGGUUCC A IKJUUGOJC 


3236 


GAGCAAAA GGCTAGCTACAACGA GGAACCTG 


20540 


9830 


CUCAAACC A UUUCACUG 


3240 


CAGTGAAA GGCTAGCTACAACGA GGTTTGAG 


20541 


9835 


ACCAUUUC A CUGAAUUG 


3241 


CAATTCAG GGCTAGCTACAACGA GAAATGGT 


20542 


9847 


AAUUGAUC A X>GAAAGAU • 


3243 


ATCTTTCA GGCTAGCTACAACGA GATCAATT 


20543 


9864 


GGAAGAAC A CUGGUGGU 


3244 


ACCACCAG GGCTAGCTACAACGA GTTCTTCC 


20544 


9876 


GUGGUUCC A UGCCGAGG 


3247 


CCTCGGCA GGCTAGCTACAACGA GGAACCAC 


20545 


9913 


GAGCUCGC A UAUCUCCA 


3252 


TGGAGATA GGCTAGCTACAACGA GCGAGCTC 


20546 


9946 


UCCGCGAC A CUGCUUGU 


3258 


ACAAGCAG GGCTAGCTACAACGA GTCGCGQA 


20547 


9998 


GUACUUCC A CAGAAGAG 


3272 


CTCTTCTG GGCTAGCTACAACGA GGAAGTAC 


20548 


10018 


UGCGGCUC A UGGCCAAC 


3277 


GTTGGCCA GGCTAGCTACAACGA GAGCCGCA 


20549 


10030 


CCAACX5CC A UUUGCaCC 


3281 


GGAGCAAA GGCTAGCTACAACGA GGCGTTGG 


20550 


10075 


GAAGAACC A GGUGGUCC 


3293 


GGACCACG GGCTAGCTACAACGA QGTTCTTC 


20551 


10084 


CGUGGUCC A UCCAUGCA 


3295 


TGCATGGA GGCTAGCTACAACGA GGACCACG 


20552 


10088 


GUCCAUCC A UGCAGQAG 


3297 


CTCCTGCA GGCTAGCTACAACGA GGATGGAC 


20553 


10120 


CAGAGGAC A UGUUGGAG 


3301 


CTCCAACA GGCTAGCTACAACGA GTCCTCTG 


20554 


10206 


GACGUCCC A UAUUCAGG 


3311 


CCTGAATA GGCTAGCTACAACGA GGGACGTC 


20555 


10228 


GAGAGGAC A UCUGGUGU 


3313 


ACACCAGA GGCTAGCTACAACGA GTCCTCTC 


20556 


10252 


UGAUUGGC A CAAGAGCC 


3318 


GGCTCTTG GGCTAGCTACAACGA GCCAATCA 


20557 


10267 


CCCGAGCC A CC3UQG0CA 


3323 


TGCCCAC6 GQCTAGCTACAACGA GGCTC6GG 


20558 


10282 


CAGAAAAC A UCCAG6UG 


3325 


CACCTGGA GGCTAGCTACAACGA GTTTTCTG 


20559 


10315 


GAGCAAUC A UCGGAGAU 


3334 


ATCTCCGA GGCTAGCTACAACGA GATTGCTC 


20560 


10342 


UGGAUUAC A UGAGUUCA 


3335 


TGAACTCA GGCTAGCTACAACGA GTAATCCA 


20561 


10350 


AUGAGUUC A CUAAA6AG 


3336 


CTCTTTAG GGCTAGCTACAACGA GAACTCAT 


20562 


10369 


AUGAAGAC A CAACUUU6 


3338 


CAAAGTTG GGCTAGCTACAACGA GTCTTCAT 


20563 


10387 


UUGAGGAC A CAGUACUQ 


3341 


CAGTACTG GGCTAGCTACAACGA GTCCTCAA 


20564 


10436 


AAGUAUGC A UAAAAOUG 


3346 


CACTTTTA GGCTAGCTACAACGA GCATACTT 


20565 


10528 


UUCCCGCC A CCGGAAGU 


3352 


ACTTCCGG GGCTAGCTACAACGA GGCGGGAA 


20566 


10604 


AGUGAUCC A UGUAAGCC 


3367 


GGCTTACA GGCTAGCTACAACGA GGATCACT 


20567 


10641 


AGGACCCC A CAUGUUGU 


3377 


ACAACATG GGCTAGCTACAACGA GGGGTCCT 


20568 


10643 


6ACCCCAC A UGUUGUAA 


3378 


TTACAACA GGCTAGCTACAACGA 6TGGGGTC 


20569 


10674 


GUCAGACC A CGCUACGG 


3386 


CCGTAGCG GGCTAGCTACAACGA GGTCTGAC 


20570 


10759 


AAOGCCCC A CGCX3GCCC 


3405 


GGGCCGCQ GGCTAGCTACAACGA GGGOCGTT 


20571 


10838 


UAAAGUGC A CGGCCCAG 


3418 


CTGGGCCG GGCTAGCTACAACGA GCACTTTA 


20572 


10903 


CCCGUGCC A CAAAACAC 


3432 


GTGTTTTG GGCTAGCTACAACGA GGCACGGG 


20573 


10910 


CACAAAAC A CCACAACA 


3434 


TGTTGTGG GGCTAGCTACAACGA GTTTTGTG 


20574 


10913 


AAAACACC A CAACAAAA 


3436 


TTTTGTTG GGCTAGCTACAACGA GGTGTTTT 


20575 


10926 


AAAACAGC A UAUUGACA 


3440 


TGTCAATA GGCTAGCTACAACGA GCTGTTTT 


20575 


10934 


AUAUUGAC A CCUGGGAU 


3441 


ATCCCAGG GGCTAGCTACAACGA GTCAATAT 


20577 


10967 


UGCUCUGC A CAACCAGC 


3449 


GCTGGTTG GGCTAGCTACAACGA GCAGAOCA 


20578 
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10977 


AACCAGCC A CACGGCAC 


3454 


GTGCCGTG GGCTAGCTACAACGA GGCTGGTT 


20579 


10979 


CCAGCCAC A CGGCACAS 


3455 


CTGTGCCG GGCTAGCTACAACGA GTGGCTGG 


20580 


10984 


CACACGGC A CAGUGCXSC 


3456 


GCGCACTG GGCTAGCTACAACGA GCC6TGTG 


20581 


11021 


GCQAGAAC A CAGGAUCU 


3461 


A6ATCCTQ GGCTAGCTACAACGA GTTCTCGC 


20582 


9 


AGUAGUUC G CCUGUGaO 


3462 


CACACAGG GGCTAGCTACAACGA QAACTACT 


20583 


13 


GUUCGCCU G UGUGAGCU 


3463 


AGCTCACA GGCTAGCTACAACGA AGGCQAAC 


20584 


15 


UCGCCUGU G UGAGCUGA 


3464 


TCAGCTCA GGCTAGCTACAACGA ACAGGCGA 


20585 


19 


CUGOGUGA G CUOACAAA 


3465 


TTTGTCAG GGCTAGCTACAACGA TCACACAG 


20586 


32 


CAAAOJUA G UA6UGUUU 


3466 


AAACACTA GGCTAGCTACAACGA TAAGTTTG 


20587 


35 


ACUUA6UA G U6UUU6UG 


3467 


CACAAACA GGCTAGCTACAACGA TACTAAGT 


20588 


37 


inJAGUAGU G UUITGUGAG 


3468 


CTCACAAA GGCTAGCTACAACGA ACTACTAA 


20589 


41 


UAGUGUUU G UGAGGAUU 


3469 


AATCCTCA GGCTAGCTACAACGA AAACACTA 


20590 


66 


UUAACACA G UGCGAGCU 


3470 


AGCTCGCA GGCTAGCTACAACGA TGTGTTAA 


20591 


68 


AACACAGU G CGAGCUGU 


3471 


ACAGCTCG GGCTAGCTACAACGA ACTGTGTT 


20592 


72 


CAGUGCGA G CUGUUUCU 


3472 


AGAAACAG GGCTAGCTACAACGA TCGCACTG 


20593 


75 


UGCGAGCU G UUUCUUAG 


3473 


CTAAGAAA GGCTAGCTACAACGA AGCTCGCA 


20594 


83 


GUUUCUUA G CACGAAG& 


3474 


TCTTCGTG GGCTAGCTACAACGA TAAGAAAC 


20595 


99 


AUCUCGAU G UCUAAGAA 


3475 


TTCTTAGA GGCTAGCTACAACGA ATCGA6AT 


20596 


117 


CCAGGAGG G CCCGGCAA 


3476 


TTGCCGG6 GGCTAGCTACAACGA CCTCCTGG 


20597 


122 


AGGGCCCG G CAAGAGCC 


3477 


GGCTCTTG GGCTAGCTACAACGA CGGGCCCT 


20598 


128 


CGGCAAGA G CCGGGCUG 


3478 


CAGCCCGG GGCTAGCTACAACGA TCTTGCCG 


20599 


133 


AGAGCCGG G CUGUCAAU 


3479 


ATTGACAG GGCTAGCTACAACGA CCGGCTCT 


20600 


136 


GCCGGGCU G UCAAUAUO 


3480 


CATATTGA GGCTAGCTACAACGA AGCCCGGC 


20601 


144 


GUCAAUAU G CUAAT^CG 


3481 


CGTTTTAG GGCTAGCTACAACGA ATATTGAC 


20602 


152 


GCUAAAAC G CGGAAUGC 


3482 


GCATTCCG GGCTAGCTACAACGA GTTTTAGC 


20603 


159 


CGCGGAAU G CCCCGCGU 


3483 


ACGCGGGG GGCTAGCTACAACGA ATTCCGCG 


20604 


164 


AAUGCCCC G CGUGUUGU 


3484 


ACAACACG GGCTAGCTACAACGA GGGGCATT 


20605 


166 


UGCCCCGC G uGuuoacc 


3485 


GGACAACA GGCTAGCTACAACGA GCGGGGCA 


20606 


168 


CCCCGCGU G UUGUCCUU 


3486 


AAGGACAA GGCTAGCTACAACGA ACGCGGGG 


20607 


171 


CGCGUGUU G UCCUUGAU 


3487 


ATCAAGGA GGCTAGCTACAACGA AACACGCG 


20608 


193 


UGAAGAGG G CUAUGUUG 


3488 


CAACATAG GGCTAGCTACAACGA CCTCTTCA 


20609 


198 


AGGGCUAU G UUGAGCCU 


3489 


AGGCTCAA GGCTAGCTACAACGA ATAGCCCT 


20610 


203 


UAUGUUGA G CCUGAUCG 


3490 


CGATCAGG GGCTAGCTACAACGA TCAACATA 


20611 


215 


GAUCGACG G CAAGGGGC 


3491 


GCCCCTTG GGCTAGCTACAACGA CGTOGATC 


20612 


222 


GGCAAGGG G CCAAUACG 


3492 


CGTATTGG GGCTAGCTACAACGA CCCTT6CC 


20613 


235 


UACGAUUU G UGUUGGCU 


3493 


AGCCAACA GGCTAGCTACAACGA AAATCGTA 


20614 


237 


CGAUUUGU G UUGGCUCU 


3494 


AGAGCCAA GGCTAGCTAC/U^CGA ACAAATCG 


20615 


241 


UUGUGUUG G CUCUCUUG 


3495 


CAAGAGAG GGCTAGCTACAACGA CAACACAA 


20616 


250 


CUCUCUUG G CGUUCUUC 


3496 


QAAGAACG GGCTAGCTACAACGA CAAGAGAG 


20617 


252 


CUCUUGGC G UUCUUCAG 


3497 


CTGAAGAA GGCTAGCTACAACGA 6CCAAGAG 


20618 


261 


UUCUUCAG 6 UUCACAGC 


3498 


GCTGTGAA GGCTAGCTACAACGA CTGAAGAA 


20619 


268 


GGUUCACA G CAAUUGCU 


3499 


AGCAATTG GGCTAGCTACAACGA TGTGAACC 


20620 


274 


CAGCAAUU G CUCCQACC 


3500 


GGTCGGAG GGCTAGCTACAACGA AATTGCTG 


20621 


286 


CGACCCGA G CAGUGCU6 


3501 


CAGCACTG GGCTAGCTACAACGA TCGGGTCG 


20622 


289 


CCCGAGCA G UGCUGGAU 


3502 


ATCCAGCA GGCTAGCTACAACGA TGCTCGGG 


20623 


291 


CQASCAOU O CUGQAUCG 


3503 


OGATCCAG GGCTAGCTACAACGA ACTGCTCG 


20624 


308 


AUGGAQAG G UGUGAACA 


3504 


TGTTCACA GGCTAGCTACAACGA CTCTCCAT 


20625 


310 


GGAGAGGU G UGAACAAA 


350S 


TTTGTTCA GGCTAGCTACAACGA ACCTCTCC 


20626 


325 


AACAAACA G CGAUGAAA 


3506 


TTTCATCG GGCTAGCTACAACGA TGTTTGTT 


20627 


344 


CCUUCUGA G UUUUAAGA 


3507 


TCTTAAAA GGCTAGCTACAACGA TCAGAAGG 


20628 


374 


CUUGACCA G UGCUAUCA 


3508 


TGATAGCA GGCTAGCTACAACGA TGGTCAAG 


20629 


376 


UGACCAGU G CUAUCAAU 


3509 


ATTGATAQ GGCTAGCTACAACGA ACTGGTCA 


20630 


387 


AUCAAUCG G CGGAGCUC 


3510 


GAGCTCCG GGCTAGCTACAACGA CGATTGAT 


20631 


392 


UCGGCGGA G CUCAAAAC 


3511 


GTTTTGAG GGCTAGCTACAACGA TCCGCCGA 


20632 


430 


CCGGAAOU 6 CAGUCAU6 


3512 


CATQACTG GGCTAGCTACAACGA AATTCCGG 


20633 


433 


GAAUUGCA G UCAUGAUU 


3513 


AATCATGA GGCTAGCTACAACGA TGCAATTC 


20634 


443 


CAUGAUUG G CCUGAUCG 


3514 


CGATCAGG GGCTAGCTACAACGA CAATCATG 


20635 


451 


GCCUQAUC G CCAGCGUA 


3515 


TACGCTGG GGCTAGCTACAACGA GATCAGGC 


20636 


455 


GAUCGCCA G CGUAGGAG 


3516 


CTCCTACG GGCTAGCTACAACGA TGGCGATC 


20637 


457 


UCGCCAGC G UAGGAGCA 


3517 


TGCTCCTA GGCTAGCTACAACGA GCTGGCGA 


20638 


463 


GCGUA(K3A G CAGUUACC 


3518 


GGTAACTG GGCTAGCTACAACGA TCCTACGC 


20639 


466 


UAGGAt3CA G UUACCCUC 


3519 


GAGGGTAA GGCTAGCTACAACGA TGCTCCTA 


20640 
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493 


AAGGGAAO G UGAUGAUG 


3520 


CATCATCA GGCTAGCTACAACGA CTTCCCTT 


20641 


SOS 


UGAUGACG G UAAAOGCU 


3521 


AGCATTTA GGCTAGCTACAACGA CGTCATCA 


20642 


511 


CGGUAAAU G CUACUGAC 


3522 


GTCAGTAG GGCTAGCTACAACGA ATTTACCG 


20643 


520 


CUACUGAC G UCACAGAU 


3523 


ATCTGTGA GGCTAGCTACAACGA GTCAGTAG 


20644 


529 


UCACAGAU G UCAUCACG 


3524 


CGTGATGA GGCTAGCTACAACGA ATCTGTGA 


20645 


547 


UUCCAACA G CUGCUGGA 


3525 


TCCAGCAG GGCTAGCTACAACGA TGTTGGAA 


20646 


550 


CAACAGCU G CUGQAAAG 


3526 


CTTTCCAG GGCTAGCTACAACGA AGCTGTTG 


20647 


566 


GAACCUAU G CAUUGUCA 


3527 


TGACAATG GGCTAGCTACAACGA ATAGGTTC 


20648 


571 


UAUGGAUU G UCAGAGCA 


3526 


TGCTCTGA GGCTAGCTACAACGA AATGCATA 


20649 


577 


UUGUCAGA G CAAUGGAU 


3529 


ATCCATTG GGCTAGCTACAACGA TCTGACAA 


20650 


586 


CAAUGGAU G UGGGAUAC 


3530 


GTATCCCA GGCTAGCTACAACGA ATCCATTG 


20651 


597 


GGAUACAU G UGCGAUGA 


3531 


TCATCGCA GGCTAGCTACAACGA ATGTATCC 


20652 


599 


AUACAUGU G CGAUGAUA 


3532 


TATCATCG GGCTAGCTACAACGA ACATGTAT 


20653 


623 


UUAUGAAU G CCCAGUGC 


3533 


GCACTGGG GGCTAGCTACAACGA ATTCATAA 


20654 


628 


AAUGCCCA G UGCUGUCQ 


3534 


CGACAGCA GGCTAGCTACAACGA TGGGCATT 


20655 


630 


UGCCCAGU G CUGUCX3GC 


3535 


GCCGACAG GGCTAGCTACAACGA ACTGGGCA 


20656 


633 


CCAGUGCU G UCGGCUGG 


3536 


CCAGCCGA GGCTAGCTACAACGA AGCACTGG 


20657 


637 


UGCUGUCG G CUGGUAAU 


3537 


ATTACCAG GGCTAGCTACAACGA CGACAGCA 


20658 


641 


GUCGGCUG G UAAUGAUC 


3538 


GATCATTA GGCTAGCTACAACGA CAGCCGAC 


20659 


665 


CAUCGACU G UUGGUGCA 


3539 


TGCACCAA GGCTAGCTACAACGA AGTCGATG 


20660 


669 


GACUGUUG G UGCACAAA 


3540 


TTTGTGCA GGCTAGCTACAACGA CAACAGTC 


20661 


671 


CUGUUGGU G CACAAAGU 


3541 


ACTTTGTG GGCTAGCTACAACGA ACCAACAG 


20662 


678 


UGCACAAA G UCAGCAGU 


3542 


ACTGCTGA GGCTAGCTACAACGA TTTGTGCA 


20663 


682 


CAAAGUCA G CAGUCUAC 


3543 


GTAGACTG GGCTAGCTACAACGA TGACTTTG 


20664 


685 


AGUCAGCA G UCUACGUC 


3544 


GACGTAGA GGCTAGCTACAACGA TGCTGACT 


20665 


691 


CAGUCUAC G UCAGGUAU 


3545 


ATACCTGA GGCTAGCTACAACGA GTAGACTG 


20666 


696 


UACGUCAG G UAUGGAAG 


3546 


CTTCCATA GGCTAGCTACAACGA CTGACGTA 


20667 


707 


UGGAAGAU G CACCAAGA 


3547 


TCTTGGTG GGCTAGCTACAACGA ATCTTCCA 


20668 


719 


CAAGACAC G CCACUCAA 


3548 


TTGAGTGG GGCTAGCTACAACGA GTGTCTTG 


20669 


731 


CUCAAGAC G CAGUCGGA 


3549 


TCCGACTG GGCTAGCTACAACGA GTCTTGAG 


20670 


734 


AAGACGCA G UCGGAGGU 


3550 


ACCTCCGA GGCTAGCTACAACGA TGCGTCTT 


20671 


741 


AGUCGGAG G UCACUGAC 


3551 


GTCAGTGA GGCTAGCTACAACGA CTCCGACT 


20672 


751 


CACUGACA G UGCAGACA 


35S2 


TGTCTGCA GGCTAGCTACAACGA TGTCAGTG 


20673 


753 


CUGACAGU G CAGACACA 


3553 


TGTGTCTG GGCTAGCTACAACGA ACTGTCAQ 


20674 


770 


CGGAGAAA G CACUCUAG 


3554 


CTAGAGTG GGCTAGCTACAACGA TTTCTCCG 


20675 


778 


GCACUCUA G CGAACAAG 


3555 


CTTGTTCG GGCTAGCTACAACGA TAGAGTGC 


20676 


793 


AGAAGGGG G CUUGGAUG 


3556 


CATCCAAG GGCTAGCTACAACGA CCCCTTCT 


20677 


806 


GAUGGACA G CACCAAGG 


3557 


CCTTGGTG GGCTAGCTACAACGA TGTCCATC 


20678 


814 


GCACCAAG G CCACAAGG 


3558 


CCTTGTGQ GGCTAGCTACAACGA CTTG6TGC 


20679 


822 


GCCACAAG G UAUUUGGU 


3559 


ACCAAATA GGCTAGCTACAACGA CTTGTGGC 


20680 


829 


GGUAUUUG G UAAAAACA 


3560 


TGTTTTTA GGCTAGCTACAACGA CAAATACC 


20681 


868 


CUGGAUAU G CCCUGGUG 


3561 


CACCAGGG GGCTAGCTACAACGA ATATCCAG 


20682 


874 


AUGCCCUG G UGGCAGCC 


3562 


GGCTGCCA GGCTAGCTACAACGA CAGGGCAT 


20683 


877 


CCCUGGUG G CAGCCGUC 


3563 


GACGGCTG GGCTAGCTACAACGA CACCAGGG 


20684 


880 


UGGUGGCA G CCGUCAUU 


3564 


AATGACGG GGCTAGCTACAACGA TGCCACCA 


20685 


883 


UGGCAGCC G UCAUUGGU 


3565 


ACCAATGA GGCTAGCTACAACGA GGCTGCCA 


20686 


890 


CGUCAUUG G UUGGAUGC 


3566 


GCATCCAA GGCTAGCTACAACGA CAATGACG 


20687 


897 


GGUUGGAU G CUUGGGAG 


3567 


CTCCCAAG GGCTAGCTACT^CGA ATCCAACC 


20668 


905 


GCUUGGGA G CAACACCA 


3568 


TGGTGTTG GGCTAGCTACAACGA TCCCAAGC 


20689 


915 


AACACCAU G CAGAGAGU 


3569 


ACTCTCTG GGCTAGCTACAACGA ATGGTGTT 


20690 


922 


UGCAGAGA G UUGUGUUU 


3570 


AAACACAA GGCTAGCTACAACGA TCTCTGCA 


20691 


925 


AGAGA6CIU G UGUUUGUC 


3571 


GACAAACA GGCTAGCTACAACGA AACTCTCT 


20692 


927 


AGAGUUGU G UUUGUCGU 


3572 


ACGACAAA GGCTAGCTACAACGA ACAACTCT 


20693 


931 


UUGUGUUU G UCGUGCUA 


3573 


TAGCACGA GGCTAGCTACAACGA AAACACAA 


20694 


934 


UGUUUGUC G UGCUAUUG 


3574 


CAATAGCA GGCTAGCTACAACGA GACAAACA 


20695 


936 


UUUGUCGU G CUAUUGCU 


3575 


AGCAATAG GGCTAGCTACAACGA ACGACAAA 


20696 


942 


GUGCUAUU G CUUUUGGU 


3576 


ACCAAAAG GGCTAGCTACAACGA AATAGCAC 


20697 


949 


UGCUUOUG G UGGCCCCA 


3577 


TGGGGCCA GGCTAGCTACAACGA CAAAAGCA 


20698 


952 


UUUUGGUG G CCCCAGCU 


3578 


AGCTGGGG GGCTAGCTACAACGA CACCAAAA 


20699 


958 


UGGCCCCA G CUOACAGC 


3579 


GCTGTAAG GGCTAGCTACAACGA TGGGGCCA 


20700 


965 


AGCUUACA G CUUCAACU 


3580 


AGTTGAAG GGCTAGCTACAACGA TGTAAGCT 


20701 


974 


CUUCAACU G CCUUGGAA 


3581 


TTCCAAGG GGCTAGCTACAACGA AGTTGAAG 


20702 
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986 


U6QAAUGA G CAACAGAG 


3582 


CTCTGTTG GGCTAGCTACAACGA TCATTCCA 


20703 


1009 


UG6AAGGA G UGUCQOGA 


3583 


TCCAGACA GGCTAGCTACAACGA TCCTTCCA 


20704 


1011 


QAAOGAGa G UCUGGAOC 


3584 


GCTCCAGA GGCTAGCTACAACGA ACTCCTTC 


20705 


1018 


UGUCUQQA G CAACAUGG 


3585 


CCATGTTG GGCTAGCTACAACGA TCCAGACA 


20706 


1027 


CAACAUGG G UGGAUUUG 


3586 


CAAATCCA GGCTAGCTACAACGA CCATGTTG 


20707 


1036 


UGGAUUUG G UUCUCGAA 


3587 


TTCGAGAA GGCTAGCTACAACGA CAAATCCA 


20708 


1046 


UOJCGAAG G CGACAGCU 


3588 


AGCTGTCG GGCTAGCTACAACGA CTTCGAGA 


20709 


1052 


AGGCQACA G CUGCGUGA 


3589 


TCACGCAG GGCTAGCTACAACGA TGTCGCCT 


20710 


1055 


CGACAGCU G CGUGACDA 


3590 


TAGTCACG GGCTAGCTACAACGA AGCTGTCG 


20711 


1057 


ACAGCUGC G UGACUAUC 


3591 


GATAGTCA GGCTAGCTACAACGA GCAGCTGT 


20712 


1068 


ACUAUCAU G UCUAAGGA 


3592 


TCCTTAGA GGCTAGCTACAACGA ATGATAGT 


20713 


1080 


AAGGACAA G CCOACCAU 


3593 


ATGGTAGG GGCTAGCTACAACGA TTGTCCTT 


20714 


1093 


CCAUCGAU G UGAAGAUG 


3594 


CATCTTCA GGCTAGCTACAACGA ATCGATGG 


20715 


1114 


AUAUGGAG G CGGUCAAC 


3595 


GTTGACCG GGCTAGCTACAACGA CTCCATAT 


20716 


1117 


UGGAGGCG G UCAACCaG 


3596 


CAGGTTGA GGCTAGCTACAACGA CGCCTCCA 


20717 


1126 


UCAACCUG G CAGAGGUC 


3597 


GACCTCTG GGCTAGCTACAACGA CAGGTTGA 


20718 


1132 


tTGGCAGAG G UCCGCAGUT 


3598 


ACTGCGGA GGCTAGCTACAACGA CTCTGCCA 


20719 


1136 


AGAGGUCC G CAGUUAUU 


3599 


AATAACTG GGCTAGCTACAACGA GGACCTCT 


20720 


1139 


GGUCCGCA G XJUAUUGCU 


3600 


AGCAATAA GGCTAGCTACAACGA TGCGGACC 


20721 


1145 


CAGUUAUU G CUAXJUUGG 


3601 


CCAAATAG GGCTAGCTACAACGA AATAACTG 


20722 


1153 


GCUAUUUG G CUACCGUC 


3602 


GACGGTAG GGCTAGCTACAACGA CAAATAGC 


20723 


1159 


UGGCUACC G UCAGOGAU 


3603 


ATOGCTGA GGCTAGCTACAACGA GGTAGCCA 


20724 


1163 


UACCGUCA G CGAUCUCU 


3604 


AGAGATCG GGCTAGCTACAACGA TGACGGTA 


20725 


1180 


CCACCAAA G CUGCGUGC 


3605 


GCACGCAG GGCTAGCTACAACGA TTTGGTGG 


20726 


1183 


CCAAAGCU G CGUGCCCG 


3606 


CGGGCACG GGCTAGCTACAACGA AGCTTTGG 


20727 


1185 


AAAGCUGC G UGCCCGAC 


3607 


GTCGGGCA GGCTAGCTACAACGA GCAGCTTT 


20728 


1187 


AGCUGCGU G CCCGACCA 


3608 


TGGTCGGG GGCTAGCTACAACGA ACGCAGCT 


20729 


1204 


UGGGAGAA G CUCACAAU 


3609 


ATTGTGAG GGCTAGCTACAACGA TTCTCCCA 


20730 


1220 


UGACAAAC G UGCUGACC 


3610 


GGTCAGCA GGCTAGCTACAACGA GTTTGTCA 


20731 


1222 


ACAAACGU G CUGACCCA 


3611 


TGGGTCAG GGCTAGCTACAACGA ACGTTTGT 


20732 


1231 


CUGACCCA G CUUUUGUG 


3612 


CACAAAAG GGCTAGCTACAACGA TGGGTCAG 


20733 


1237 


CAGCUUUU G UGUGCAGA 


3613 


TCTGCACA GGCTAGCTACAACGA AAAAGCTG 


20734 


1239 


GCUUUUGU G UGCAGACA 


3614 


TGTCTGCA GGCTAGCTACAACGA ACAAAAGC 


20735 


1241 


UUUUGUGU G CAGACAAG 


3615 


CTTGTCTQ GGCTAGCTACAACGA ACACAAAA 


20736 


1252 


GACAAGGA G UGGUGGAC 


3616 


GTCCACCA GGCTAGCTACAACGA TCCTTGTC 


20737 


1255 


AAGGAGUG G UG6ACAGG 


3617 


CCTGTCCA GGCTAGCTACAACGA CACTCCTT 


20738 


1265 


GGACAGGG G CUGGGGCA 


3618 


TGCCCCAG GGCTAGCTACAACGA CCCTGTCC 


20739 


1271 


GGGCUGGG G CAACGGCU 


3619 


AGCCGTTG GGCTAGCTACAACGA CCCAGCCC 


20740 


1277 


GGGCAACG G CUGCGGAU 


3620 


ATCCGCAG GGCTAGCTACAACGA CGTTGCCC 


20741 


1280 


CAACGGCU G CGGADUAU 


3621 


ATAATCCG GGCTAGCTACAACGA AGCCGTTG 


20742 


1292 


AUUAUUUG G CAAAGGAA 


3622 


TTCCTTTG GGCTAGCTACAACGA CAAATAAT 


20743 


1301 


CAAAGGAA G CAUUGACA 


3623 


TGTCAATG GGCTAGCTACAACGA TTCCTTTG 


20744 


1313 


UGACACAU G CGCCAAAU 


3624 


ATTTGGCG GGCTAGCTACAACGA ATGTGTCA 


20745 


1315 


ACACAUGC G CCAAAUUU 


3625 


AAATTTGG GGCTAGCTACAACGA GCATGTGT 


20746 


1324 


CCAAAUUU G CCUGCUCU 


3626 


AGAGCAGG GGCTAGCTACAACGA AAATTTGG 


20747 


1328 


AUUUGCCU G CUCUACCA 


3627 


TGGTAGAG GGCTAGCTACAACGA AGGCAAAT 


20748 


1339 


CUACCAAG G CAAUAGGA 


3628 


TCCTATTG GGCTAGCTACAACGA CTTGGTAG 


20749 


1374 


AAUAUCAA G UACGAAGU 


3629 


ACTTCGTA GGCTAGCTACAACGA TTGATATT 


20750 


1381 


AGUACGAA G UGGCCAUU 


3630 


AATGGCCA GGCTAGCTACAACGA TTCGTACT 


20751 


1384 


ACGAAGUG G CCAUUUUU 


3631 


AAAAATGG GGCTAGCTACAACGA CACTTCGT 


20752 


1393 


CCAUUUUU G UCCAUGGA 


3632 


TCCATGGA GGCTAGCTACAACGA AAAAATGG 


20753 


1411 


CAACUACU G UGGAGUCG 


3633 


CGACTCCA GGCTAGCTACAACGA AGTAGTTG 


20754 


1416 


ACUGUGGA G UCGCACGG 


3634 


CCGTGCGA GGCTAGCTACAACGA TCCACAGT 


20755 


1419 


GUGGAGUC 6 CACX3GAAA 


3635 


TTTCCGTG GGCTAGCTACAACGA GACTCCAC 


20756 


1441 


CCACACAG G X7UGGA6CC 


3636 


GGCTCCAA GGCTAGCTACAACGA CTGTGTGG 


20757 


1447 


AGGUUGGA G CCACUCAG 


3637 


CTGAGTGG GGCTAGCTACAACGA TCCAACCT 


20758 


1456 


CCACUCAG G CAGGGAGA 


3638 


TCTCCCTG GGCTAGCTACAACGA CTGAGTGG 


20759 


1469 


GAGAUUCA G CAUCACUC 


3639 


GAGTGATG GGCTAGCTACAACGA TGAATCTC 


20760 


1480 


UCACUCCU G CGGCGCCU 


3640 


AGGCGCCG GGCTAGCTACAACGA AGGAGTGA 


20761 


1463 


CUCCUGCG G CGCCUUCA 


3641 


TGAAGGCG GGCTAGCTACAACGA CGCAGGAG 


20762 


1485 


CCUGCGGC 6 CCUUCAUA 


3642 


TATGAAGG GGCTAGCTACAACGA GCCGCAGG 


20763 


1503 


ACACUAAA G CUUGGAGA 


3643 


TCTCCAAG GGCTAGCTACAACGA TTTAGTGT 


20764 
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1522 


AUGGAGAG 0 UGACAGUG 


3644 


CACTGTCA GGCTAGCTACAACX3A CTCTCCAT 


20765 


1528 


AGGUGACA G UGGACUGU 


3645 


ACAGTCCA GGCTAGCTACAACGA TGTCACCT 


20766 


1535 


AGUGGACU G UGAACCAC 


3646 


GTGGTTCA GGCTAGCTACAACGA AGTCCACT 


20767 


1545 


6AACCACX3 G UCAGG6AU 


3647 


ATCCCTGA GGCTAGCTACAACGA CGTGGTTC 


20768 


1564 


ACACCAAU 6 CAOACUAC 


3648 


GTAGTATG GGCTAGCTACAACGA ATTGGTGT 


20769 


1573 


CAUACUAC G UGAUGACU 


3649 


AGTCATCA GGCTAGCTACAACGA GTAGTATG 


20770 


1582 


UGAUGACU G tJUGGAACA 


3650 


TGTTCCAA GGCTAGCTACAACGA AGTCATCA 


20771 


1596 


ACAAA6AC G UUCUUGGU 


3651 


ACCAAGAA GGCTAGCTACAACGA GTCTTTGT 


20772 


1603 


CGUUCUUG G UCCAUCGU 


3652 


ACGATG6A GGCTAGCTACAACGA CAAGAACG 


20773 


1610 


6GUCCAUC G UGAGUGGU 


3653 


ACCACTCA GGCTAGCTACAACGA GATGGACC 


20774 


1614 


CAUCGUGA G UGGUUCAU 


3654 


ATGAACCA GGCTAGCTACAACGA TCACGATG 


20775 


1617 


CGUGAGUG G UUCAUGGA 


3655 


TCCATGAA GGCTAGCTACAACGA CACTCACG 


20776 


1643 


CCCUUGGA G CAGUGCUG 


3656 


CAGCACTG GGCTAGCTACAACGA TCCAAGGG 


20777 


1646 


UUGGAGCA G UGCUGGAA 


3657 


TTCCAGCA GGCTAGCTACAACGA TGCTCCAA 


20778 


1648 


GGA6CAGU 6 CUGGAAGU 


3658 


ACTTCCAG GGCTAGCTACAACGA ACTGCTCC 


20779 


1655 


UGCUGGAA G XmCUGUGU 


3659 


ACACAGTA GGCTAGCTACAACGA TTCCAGCA 


20780 


1660 


GAAGUACU G UGUGGAGG 


3660 


CCTCCACA GGCTAGCTACAACGA AGTACTTC 


20781 


1662 


AGUACUGU G UGGAGGAA 


3661 


TTCCTCCA GGCTAGCTACAACGA ACAGTACT 


20782 


1680 


AGAGAGAC G UUAAUGGA 


3662 


TCCATTAA GGCTAGCTACAACGA GTCTCTCT 


20783 


1689 


UUAAUGGA G UUUGAGGA 


3663 


TCCTCAAA GGCTAGCTACAACGA TCCATTAA 


20784 


1705 


AACCACAC G CCACGAAG 


3664 


CTTCGTGG GGCTAGCTACAACGA GTGTGGTT 


20785 


1713 


GCCACGAA G CAGUCUGU 


3665 


ACAGACTG GGCTAGCTACAACGA TTCGTGGC 


20786 


1716 


ACGAAGCA G UCUGUGAU 


3666 


ATCACAGA GGCTAGCTACAACGA TGCTTCGT 


20787 


1720 


AGCAGUCU G UGAUAGCA 


3667 


TGCTATCA GGCTAGCTACAACGA AGACTGCT 


20788 


1726 


CUGUGAUA G CAUUGGGC 


3668 


GCCCAATG GGCTAGCTACAACGA TATCACAG 


20789 


1733 


AGCAUUGG G CUCACAAG 


3669 


CTTGTGAG GGCTAGCTACAACGA CCAATGCT 


20790 


1747 


AAGAGGGA G CUCUGCAU 


3670 


ATGCAGAG GGCTAGCTACAAOQA TCCCTCTT 


20791 


1752 


GGAGCUCU G CAUCAAGC 


3671 


GCTTGATG GGCTAGCTACAACGA AGAGCTCC 


20792 


1759 


UGCAUCAA G CUUUGGCU 


3672 


AGCCAAAG GGCTAGCTACAACGA TTGATGCA 


20793 


1765 


AAGCUUUG G CUGGAGCC 


3673 


GGCTCCAG GGCTAGCTACAACGA CAAAGCTT 


20794 


1771 


UGGCUGGA G CCAUUCCU 


3674 


AGGAATGG GGCTAGCTACAACGA TCCAGCCA 


20795 


1780 


CCAUUCCU G UGQAAUUU 


3675 


AAATTCCA GGCTAGCTACAACGA AGGAATGG 


20796 


1793 


AUUUUCAA G CAACACUG 


3676 


CAGTGTTG GGCTAGCTACAACGA TTGAAAAT 


20797 


1801 


GCAACACU G UCAAGUUG 


3677 


CAACTTGA GGCTAGCTACAACGA AGTGTTGC 


20798 


1806 


ACUGUCAA G UUGACGUC 


3678 


GACGTCAA GGCTAGCTACAACGA TTGACAGT 


20799 


1812 


AAGUUGAC G UCX3GGUCA 


3679 


TGACCCGA GGCTAGCTACAACGA GTCAACTT 


20800 


1817 


GACGUCGG G UCAUUUGA 


3680 


TCAAATGA GGCTAGCTACAACGA CCGACGTC 


20801 


1827 


CAUUUGAA G UGUAGAGU 


3681 


ACTCTACA GGCTAGCTACAACGA TTCAAATG 


20802 


1829 


UUUGAAGU G UAGAGUGA 


3682 


TCACTCTA GGCTAGCTACAACGA ACTTCAAA 


20803 


1834 


AGUGUAGA G UGAAGAUG 


3683 


CATCTTCA GGCTAGCTACAACGA TCTACACT 


20804 


1851 


GAAAAAUU G CAGUUGAA 


3684 


TTCAACTG 60CTAGCTACAACGA AATTTTTC 


20805 


1854 


AAAUUGCA G UUGAAGGG 


3685 


CCCTTCAA GGCTAGCTACAACGA TGCAATTT 


20806 


1874 


AACOIAUG G CGUOJGUU 


3686 


AACAGACG GGCTAGCTACAACGA CATAGGTT 


20807 


1876 


CCUAUGGC G UCUGUUCA 


3687 


TGAACAGA GGCTAGCTACAACGA GCCATAGG 


20808 


1880 


UGGCGUCU G UUCAAAGG 


3688 


CCTTTGAA GGCTAGCTACAACGA AGACGCCA 


20809 


1888 


GUUCAAAG G CUUUCAAG 


3689 


CTTGAAAG GGCTAGCTACAACGA CTTTGAAC 


20810 


1896 


GCUUUCAA G UUUCUUGG 


3690 


CCAAGAAA GGCTAGCTACAACGA TTGAAAGC 


20811 


1912 


GGACUCCC G CAGACACA 


3691 


TGTGTCTG GGCTAGCTACAACGA GGGAGTCC 


20812 


1922 


AGACACAG G UCACGGCA 


3692 


TGCCGTGA GGCTAGCTACAACGA CTGTGTCT 


20813 


1928 


AGGUCACG G CACUGUGG 


3693 


CCACAGTG GGCTAGCTACAACGA CGTGACCT 


20814 


1933 


ACX3GCACU G UGGUGUUG 


3694 


CAACACCA GGCTAGCTACAACGA AGTGCCGT 


20815 


1936 


GCACUGUG G UGUUGGAA 


3695 


TTCCAACA GGCTAGCTACAACGA CACAGTGC 


20816 


1938 


ACOGUGGU G UUGGAAUU 


3696 


AATTCCAA GGCTAGCTACAACGA ACCACAGT 


20817 


1947 


UUGGAAUU G CAGUACAC 


3697 


GTGTACTG GGCTAGCTACAACGA AATTCCAA 


20818 


1950 


GAAUUGCA G UACACUGG 


3698 


CCAGTGTA GGCTAGCTACAACGA TGCAATTC 


20819 


1958 


GUACACUG G CACGGAUG 


3699 


CATCCGTG GGCTAGCTACAACGA CAGTGTAC 


20820 


1973 


UGGACCUU G CAAAGUUC 


3700 


GAACTTTG GGCTAGCTACAACGA AAGGTCCA 


20821 


1978 


CUUGCAAA G UUCCUAUC 


3701 


GATAGGAA GGCTAGCTACAACGA TTTGCAAG 


20822 


1989 


CCUAUCUC G UCAGUGGC 


3702 


GCCACTQA 6GCTAQCTACAACGA GAGATAGG 


20823 


1993 


UCUCGUCA G UGGCUUCA 


3703 


TGAAGCCA GGCTAGCTACAACGA TGACGAGA 


20824 


1996 


CGUCAGUG G CUUCAUUG 


3704 


CAATGAAG GGCTAGCTACAACGA CACTGACG 


20825 


2016 


GACCUAAC G CCAGUGGG 


3705 


CCCACTGG GGCTAGCTACAACGA GTTAGGTC 


20826 
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2020 


OAACGCCA G UGGGCAGA 


3706 


TCTGCCCA GGCTAGCTACAACGA TGGCGTTA 


20827 


2024 


GCCAGUGG G CAQAUUGG 


3707 


CCAATCTG GGCTAGCTACAACGA CCACTGGC 


20828 


2032 


GCAGAUUG G UCACUGUC 


3708 


GACAGTGA GGCTAGCTACAACGA CAATCTGC 


20829 


2038 


UGGUCACU G UCAACCCU 


3709 


AGGGTTGA GGCTAGCTACAACGA AGTGACCA 


20830 


2050 


ACCCmJUU G UUUCAGUG 


3710 


. CACTGAAA GGCTAGCTACAACGA AAAAGGGT 


20831 


2056 


UUGUUUCA G UGGCCACG 


3711 


CGTGGCCA GGCTAGCTACAACGA TGAAACAA 


20832 


2059 


UUUCAGUG G CCACGGCC 


3712 


QGCCGTGG GGCTAGCTACAACGA CACTGAAA 


20833 


2065 


UGGCC2^CX3 G CCAAGGCU 


3713 


AGCGTTGG GGCTAGCTACAACGA CGTGGCCA 


20834 


207X 


CX36CCAAC G CUAAGGUC 


3714 


GACCTTA6 GGCTAGCTACAACGA OTTGGCCG 


20835 


2077 


ACGCUAAG G UCCUGAUU 


3715 


AATCAGGA GGCTAGCTACAACGA CTTAGCGT 


20836 


2119 


CAUACAUA G UGGUGGGC 


3 716 


GCCCACCA GGCTAGCTACAACGA TATGTATG 


20837 


2122 


ACAUAGUG G UGGGCAGA 


3717 


TCTGCCCA GGCTAGCTACAACGA CACTATGT 


20838 


2126 


AGUGGUGG G CAGAGGAG 


3718 


CTCCTCTG GGCTAGCTACAACGA CCACCACT 


20839 


2157 


CACCAUUG G CACAAGUC 


3719 


GACTTGTG GGCTAGCTACAACGA CAATGGTG 


20840 


2163 


UGGCACAA G UCUGGAAG 


3720 


CTTCCAGA GGCTAGCTACAACGA TTGTGCCA 


20841 


2171 


GUCUGGAA G CAGCAUUG 


3721 


CAATGCTG GGCTAGCTACAACGA TTCCAGAC 


20842 


2174 


UGGAAGCA G CAUUGGCA 


3722 


TGCCAATG GGCTAGCTACAACGA TGCTTCCA 


20843 


2180 


CAGCAUUG G CAAAGCCU 


3723 


AGGCTTTG GGCTAGCTACAACGA CAATGCTG 


20844 


2185 


UUGGCAAA G CCUUUACA 


3724 


TGTAAAGG GGCTAGCTACAACGA TTTGCCAA 


20845 


2209 


UCAAAGGA G CGCAGAGA 


3725 


TCTCTGCG GGCTAGCTACAACGA TCCTTTGA 


20846 


2211 


AAAGGAGC G CAGAGACU 


3726 


AGTCTCTG GGCTAGCTACAACGA GCTCCTTT 


20847 


2221 


AGAGACUA G CC6CUCUA 


3727 


TAGAGCGG GGCTAGCTACAACGA TAGTCTCT 


20848 


2224 


GACUAGCC G CUCUAGGA 


3728 


TCCTAGAG GGCTAGCTACAACGA GGCTAGTC 


20849 


2239 


GAGACACA G CUUGGGAC 


3729 


GTCCCAAG GGCTAGCTACAACGA TGTGTCTC 


20850 


2257 


UUGGAUCA G UUGGAGGG 


3730 


CCCTCCAA GGCTAGCTACAACGA TGATCC7VA 


20851 


2266 


UUGGAGGG G UGUUCACC 


3731 


GGTGAACA GGCTAGCTACAACGA CCCTCCAA 


20852 


2268 


GGA6GGGU G UUCACCUC 


3732 


GAGGTGAA GGCTAGCTACAACGA ACCCCTCC 


20853 


2278 


UCACCUCA G UUGGGAAS 


3733 


CTTCCCAA GGCTAGCTACAACGA TGA6GTGA 


20854 


2287 


UUGGGAA6 G CUGUCCAU 


3734 


ATGGACAG GGCTAGCTACAACGA CTTCCCAA 


20855 


2290 


GGAAGGCU G UCCAUCAA 


3735 


TTGATGGA GGCTAGCTACAACGA AGCCTTCC 


20856 


2299 


UCCAUCAA G UGUUCGGA 


3736 


TCCGAACA GGCTAGCTACAACGA TTGATGGA 


20857 


2301 


CAUCAAGU G UUCGGAGG 


3737 


CCTCCGAA GGCTAGCTACAACGA ACTTGATG 


20858 


2311 


UCGGAGGA G CAUUCCGC 


3738 


GCGGAATG GGCTAGCTACAACGA TCCTCCGA 


20859 


2318 


AGCAUUCC G CUCACUGU 


3739 


ACAGTGAG GGCTAGCTACAACGA GGAATGCT 


20860 


2325 


CGCUCACU G UUCGGAGG 


3740 


CCTCCGAA GGCTAGCTACAACGA AGTGAGCG 


20861 


2333 


GUUCGGAG G CAUGUCCU 


3741 


AGGACATG GGCTAGCTACAACGA CTCCGAAC 


20862 


2337 


GGAGGCAU G UCCUGGAU 


3742 


ATCCAGGA GGCTAGCTACAACGA ATGCCTCC 


20863 


2349 


UGGAUAAC G CAAGGAUU 


3743 


AATCCTTG GGCTAGCTACAACGA GTTATCCA 


20864 


2358 


CAAGGAUU G CUGGGGGC 


3744 


GCCCCCA6 GGCTAGCTACAACGA AATCCTTG 


20865 


2365 


UGCUGGGG G CUCUCCUG 


3745 


CAGGAGAG GGCTAGCTACAACGA CCCCAGCA 


20866 


2373 


GCUCUCCU G UUGUGQAU 


3746 


ATCCACAA GGCTAGCTACAACGA AGGAGAGC 


20867 


2376 


CUCCUGUU G UGGAUGG6 


3747 


CCCATCCA GGCTAGCTACAACGA AACAGGAG 


20868 


2364 


GUGGAUGG G CAUCAAUG 


3748 


CATTGATG GGCTAGCTACAACGA CCATCCAC 


20869 


2392 


GCAUCAAU G CUCGUGAU 


3749 


ATCACGAG GGCTAGCTACAACGA ATTGATGC 


20870 


2396 


CAAUGCUC G UGAUAGGU 


3750 


ACCTATCA GGCTAGCTACAACGA GAGCATTG 


20871 


2403 


CGUGAUAG G UCCAUA6C 


3751 


GCTATGGA GGCTAGCTACAACGA CTATCACG 


20872 


2410 


GGUCCAOA O CUCUCACG 


3752 


CGTQAGAG GGCTAGCTACAACGA TATGGACC 


20873 


2418 


GCUCUCAC G UUUCUCGC 


3753 


GCGAGAAA GGCTAGCTACAACGA GTGAGAGC 


20874 


2425 


CGUUUCUC G CAGUUGGA 


3754 


TCCAACTG GGCTAGCTACAACGA GAGAAACG 


20875 


2428 


UUCUCGCA G UUGGAGGA 


3755 


TCCTCCAA GGCTAGCTACAACGA TGCQAGAA 


20876 


2437 


UUGGAGGA G UUCUGCUC 


3756 


GAGCAGAA GGCTAGCTACAACGA TCCTCCAA 


20877 


2442 


GGAGUUCU G CUCUUCCU 


3757 


AGGAAGAG GGCTAGCTACAACGA AGAACTCC 


20878 


2455 


UCCUCUCC G UGAACGUG 


3758 


CACGTTCA GGCTAGCTACAACGA GGAGAGGA 


20879 


2461 


CCGUGAAC G UGCACGCU 


3759 


AGCQTQCA GGCTAGCTACAACGA QTTCACGG 


20880 


2463 


6UGAACGU G CACGCUGA 


3760 


TCAGCGTG GGCTAGCTACAACGA ACGTTCAC 


20881 


2467 


ACGUGCAC G CUGACACU 


3761 


AGTGTCAG GGCTAGCTACAACGA GTGCACGT 


20882 


2478 


GACACUGG 6 UGUGCCAU 


3762 


AXX3GCACA GGCTAGCTACAACGA CCAGTGTC 


20883 


2480 


CACUGGGU G UGCCAUAG 


3763 


CTATGGCA GGCTAGCTACAACGA ACCCAGTG 


20884 


2482 


CUGGGUGU G CCAUAGAC 


3764 


GTCTATGG GGCTAGCTACAACGA ACACCCAG 


20885 


2495 


AGACAUCA G CCGGCAAG 


3765 


CTTGCCGG GGCTAGCTACAACGA TGATGTCT 


20886 


2499 


AUCAGCCG G CAAGAGCU 


3766 


AGCTCTTG GGCTAGCTACAACGA CGGCTGAT 


20887 


2505 


CGGCAAGA G CUGAGAUG 


3767 


CATCTCAG GGCTAGCTACAACGA TCTTGCCX3 


20888 
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2513 


GCUGA6AU G UGGA7V5UG 


3768 


CACTTCCA GGCTAGCTACAACGA ATCTCAGC 


20889 


2519 


AUGUGG7VA G UGGAGUGU 


3769 


ACACTCCA GGCTAGCTACAACGA TTCCACAT 


20890 


2524 


GAAGUGGA G UGUUCAXJA 


3770 


TATGAACA GGCTAGCTACAACGA TCCACTTC 


20891 


2526 


AOaGQAGU G UUCAUACA 


3771 


TGTATGAA GGCTAGCTACAACGA ACTCCACT 


20892 


2542 


ACAAUGAU G UGGAGGCU 


3772 


AGCCTCCA GGCTAGCTACAACGA ATCATTGT 


20893 


2548 


AUGUGGAG G CUUGGAUG 


3773 


CATCCAAG GGCTAGCTACAACGA CTCCACAT 


20894 


2562 


AUGGACCG G UACAAGUA 


3774 


TACTTGTA GGCTAGCTACAACGA CGGTCCAT 


20895 


2568 


CGGOACAA 6 UAUIJACCC 


3775 


GGGTAATA GGCTAGCTACAACGA TTGTACCG 


20896 


2583 


CXnJGAAAC G CCACAAG6 


3776 


CCTTGTGG GGCTAGCTACAACGA CTTTCAGG 


20897 


2591 


GCCACAAG 0 CCUAGCCA 


3777 


TGGCTAGG GGCTAGCTACAACGA CTTGTGGC 


20898 


2596 


AAGGCCUA G CCAAGAUC 


3778 


GATCTTGG GGCTAGCTACAACGA TAGGCCTT 


20899 


2614 


UUCAGAAA G CUCAUAAG 


3779 


CTTATGAG GGCTAGCTACAACGA TTTCTGAA 


20900 


2629 


AG6AAGGA G UGUGCGGU 


3780 


ACCGCACA GGCTAGCTACAACGA TCCTTCCT 


20901 


2631 


GAAGGAGU G UGCGGUCU 


3781 


AGACCGCA GGCTAGCTACAACGA ACTCCTTC 


20902 


2633 


AGGAGUGU G CGGUCUAC 


3782 


GTAGACCG GGCTAGCTACAACGA ACACTCCT 


20903 


2636 


AGUGUGCG G UCUACGAU 


3783 


ATCGTAGA GGCTAGCTACAACGA OGCACACT 


20904 


2647 


UACGAUCA G XJUUCCRGA 


3784 


TCT6GAAA GGCTAGCTACAACGA TGATOOTA 


20905 


2661 


AGACUGGA G CAUCAAAU 


3785 


ATTTGATG GGCTAGCTACAACGA TCCAGTCT 


20906 


2670 


CAUCAAAU G UGGGAAGC 


3786 


GCTTCCCA GGCTAGCTACAACGA ATTTGATG 


20907 


2677 


UGUGGGAA G CAGUGAAG 


3787 


CTTCACTG GGCTAGCTACAACGA TTCCCACA 


20908 


2680 


GGGAAGCA G UGAAGGAC 


3788 


GTCCTTCA GGCTAGCTACAACGA TGCTTCCC 


20909 


2691 


AAGGAGGA 6 CUGAACAC 


3789 


GTGTTCAG GGCTAGCTACAACGA TCGTCCTT 


20910 


2717 


GGAGAAUG G UGUGGACC 


3790 


GGTCCACA GGCTAGCTACAACGA CATTCTCC 


20911 


2719 


AGAAUGGU G UGGACCUU 


3791 


AAGGTCCA GGCTAGCTACAACGA ACCATTCT 


20912 


2729 


GGACCUUA G UGUCGUGG 


3792 


CCACGACA GGCTAGCTACAACGA TAAGGTCC 


20913 


2731 


ACCUUAGU G UCGUGGUU 


3793 


AACCACGA GGCTAGCTACAACGA ACTAAGGT 


20914 


2734 


UUAGUGUC G UGGUUGAG 


3794 


CTCAACCA GGCTAGCTACAACGA GACACTAA 


20915 


2737 


GU6UCGUG G UUGAGAAA 


3795 


TTTCTCAA GGCTAGCTACAACGA CACGACAC 


20916 


2757 


GAGGGAAU G UACAAGUC 


3796 


GACTTGTA GGCTAGCTACAACGA ATTCCCTC 


20917 


2763 


AUGUACAA G UCAGCACC 


3797 


GGTGCTGA GGCTAGCTACAACGA TTGTACAT 


20918 


2767 


ACAAGUCA G CACCUAAA 


3798 


TTTAGGTG GGCTAGCTACAACGA TGACTTGT 


20919 


2777 


ACCUAAAC G CCUCACCG 


3799 


CGGTGAGG GGCTAGCTACAACGA GTTTAGGT 


20920 


2785 


GCCUCACC G CCACCACG 


3800 


CGTGGTGG GGCTAGCTACAACGA GGTGAGGC 


20921 


2810 


GGAAAUUG G CUGGAAGG 


3801 


CCTTCCAG GGCTAGCTACAACGA CAATTTCC 


20922 


2818 


GCUGGAAG G CCUGGGGA 


3802 


TCCCCAGG GGCTAGCTACAACGA CTTCCAGC 


20923 


2831 


GGGAAAGA G UAUUUUAU 


3803 


ATAAAATA GGCTAGCTACAACGA TCTTTCCC 


20924 


2842 


UUUUAUUU G CACCAGAA 


3804 


TTCTGGTG GGCTAGCTACAACGA AAATAAAA 


20925 


2854 


CAGAACUC G CCAACAAC 


3805 


GTTGTTGG GGCTAGCTACAACGA GAGTTCTG 


20926 


2869 


ACACCUUU G UGGUUGAU 


3606 


ATCAACCA GGCTAGCTACAACGA AAAGGTGT 


20927 


2872 


CCUUUGUG G UUGAUGGU 


3807 


ACCATCAA GGCTAGCTACAACGA CACAAAGQ 


20928 


2879 


GGUUGAUG G UCCGGAGA 


3808 


TCTCCGGA GGCTAGCTACAACGA CATCAACC 


20929 


2897 


CAAGGAAU 6 UCCGACUC 


3809 


6AGTCGGA GGCTAGCTAC7ACGA ATTCCTTG 


20930 


2912 


UCAGAAUC G CGCUUGGA 


3810 


TCCAAGCG GGCTAGCTACAACGA GATTCTGA 


20931 


2914 


AGAAUCX3C G CUUGGAAU 


3811 


ATTCCAAG GGCTAGCTACAACGA GCGATTCT 


20932 


2924 


UUGGAAUA G CUUAGAAG 


3812 


CTTCTAAG GGCTAGCTACAACGA TATTCCAA 


20933 


2932 


GCUUAGAA 6 UGGAGGAU 


3813 


ATCCTCCA GGCTAGCTACAACGA TTCTAAGC 


20934 


2951 


UGGAUUUG 6 UCUCACCA 


3814 


TGGTGAGA GGCTAGCTACAACGA CAAATCCA 


20935 


2960 


UCUCACCA G CACUCGGA 


3815 


TCCGAGT6 GGCTAGCTACAACGA TGGTGAGA 


20936 


2970 


ACUCGGAU G UUCOJGAA 


3816 


TTCAGGAA GGCTAGCTACAACGA ATCCGAGT 


20937 


2980 


UCCUGAAG G UCAGAGAG 


3817 


CTCTCTGA GGCTAGCTACAACGA CTTCAGGA 


2093B 


2990 


CAGAGAGA G CAACACAA 


3818 


TTGTGTTG GGCTAGCTACAACGA TCTCTCTG 


20939 


3005 


AACUGAAU G UGACUCGA 


3819 


TCGAGTCA GGCTAGCTACAACGA ATTCAGTT 


20940 


3028 


UUGGAACG G CU6UCAAG 


3820 


CTTGACAG GGCTAGCTACAACGA CGTTCCAA 


20941 


3031 


GAACGGCU 6 UCAAGAAC 


3821 


GTTCTTGA GGCTAGCTACAACGA AGCCGTTC 


20942 


3046 


ACAACUUG G CGAUCCAC 


3822 


GTGGATCG GGCTAGCTACAACGA CAAGTTGT 


20943 


3056 


GAUCCACA G UGACCUGU 


3823 


ACAGGTCA- GGCTAGCTACAACGA TGTGGATC 


20944 


3063 


AGaGACCU G UCCUAUUG 


3824 


CAATAGGA GGCTAGCTACAACGA AGGTCACT 


20945 


3080 


GAUUGAAA G CAGGCUCA 


3825 


TGA6CCTG GGCTAGCTACAACGA TTTCAATC 


20946 


3084 


GAAAGCAG G CUCAAUGA 


3826 


TCATTGA6 GGCTAGCTACAACGA CTGCTTTC 


20947 


3096 


AAUGAXJAC G UGGAAGCU 


3827 


AGCTTCCA GGCTAGCTACAACGA CTATCATT 


20948 


3102 


ACGUG^AA G CUUGAAAG 


3828 


CTTTCAAG GGCTAGCTACAACGA TTCCACGT 


20949 


3112 


UUGAAAGG G CAGUUCUG 


3829 


CAGAACTQ GGCTAGCTACAACGA CCTTTCAA 


20950 
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3115 


AAAGGGCA G UUCUGGGU 


3830 


ACCCAGAA GGCTAGCTACAACGA TGCCCTTT 


20951 


3122 


AGUUCUGG G UGAAGUCA 


3831 


TGACTTCA GGCTAGCTACAACGA CCAGAACT 


20952 


3127 


UGGGUGAA G UCAAAUCA 


3832 


TGATTTGA GGCTAGCTACAACGA TTCACCCA 


20953 


3137 


CAAAUCAU 6 UACX3UGGC 


3833 


GCCACGTA GGCTAGCTACAACGA ATGATTTG 


20954 


3141 


UCAUGUAC G UGGCCUGA 


3834 


TCAGGCCA GGCTAGCTACAACGA GTACAT6A 


20955 


3144 


UGUACGUG G CCUGAGAC 


3835 


GTCTCAGG GGCTAGCTACAACGA CACGTACA 


20956 


3153 


CCUQAGAC G CAUACCUU 


3836 


AAGGTATG GGCTAGCTACAACGA GTCTCAGG 


20957 


3162 


CAUACCUU G UGGGGCGA 


3837 


TCGCCCCA GGCTAGCTACAACGA AAGGTATG 


20958 


3167 


CUUGU6GG G C6AUGGAA 


3838 


TTCCATGG GGCTAGCTACAACGA CCCACAA6 


20959 


3185 


CX:QUGAGA 6 UGACUUGA 


3839 


TCAAGTCA GGCTAGCTACAACGA TCTCAAGG 


20960 


3202 


UAAUACCA G UCACACUG 


3840 


CAGTGTGA GGCTAGCTACAACGA TGGTATTA 


20961 


3211 


UCACAOJG G CGGGACCA 


3841 


TGGTCCCG GGCTAGCTACAACGA CAGTGTGA 


20962 


3224 


ACCACGAA G CAAUCACA 


3842 


TGTGATTG GGCTAGCTACAACGA TTCGTGGT 


20963 


3246 


AGACCUGG G UACAAGAC 


3843 


GTCTTGTA GGCTAGCTACAACGA CCAGGTCT 


20964 


3266 


AAACCAGG G CCCAUGGG 


3844 


CCCATGGG GGCTAGCTACAACGA CCTGGTTT 


20965 


3281 


GGACX3AA0 G CCGGGUAG 


3845 


CTACCCGG GGCTAGCTACAACGA CTTCGTCC 


20966 


3286 


AAGGCCGG G UAGAGAUU 


3846 


AATCTCTA GGCTAGCTACAACGA CCGGCCTT 


20967 


3308 


CGAUUACU G CCCAGGAA 


3847 


TTCCTGGG GGCTAGCTACAACGA AGTAATCG 


20968 


3322 


GAACUACG G UCACCCUG 


3848 


CAGGGTGA GGCTAGCTACAACGA CGTAGTTC 


20969 


3332 


CACCCUGA G 0GAGAGCU 


3849 


AGCTCTCA GGCTAGCTACAACGA TCAGGGTG 


20970 


3338 


GAGUGAGA G CUGCGGAC 


3850 


GTCCGCAG GGCTAGCTACAACGA TCTCACTC 


20971 


3341 


UGAGAGCU G CGGACACC 


3851 


GGTGTCCG GGCTAGCTACAACGA AGCTCTCA 


20972 


3350 


CGGACACC G UGGACOJG 


3852 


CAGGTCCA GGCTAGCTACAACGA GGTGTCCG 


20973 


3358 


GUGGACCU G CGACUCGC 


3853 


GCGAGTGG GGCTAGCTACAACGA AGGTCCAC 


20974 


3365 


UGCCACUC G CACCACCA 


3854 


TGGTGGTG GGCTAGCTACAACGA GAGTGGCA 


20975 


3380 


CACAGAGA G CGGAAAGU 


3855 


ACTTTCCG GGCTAGCTACAACGA TCTCTGTG 


20976 


3387 


AGCGGAAA 6 UUGAUAAC 


3856 


GTTATCAA GGCTAGCTACAACGA TTTCCGCT 


20977 


3402 


ACAQAUUG G UGCUGCAO 


3857 


CTGCAGCA GGCTAGCTACAACGA CAATCTGT 


20978 


3404 


AGAUUGGU G CUGCAGGA 


3858 


TCCTGCAG GGCTAGCTACAACGA ACCAATCT 


20979 


3407 


UUGGUGCU G CAGGAGCU 


3859 


AGCTCCTG GGCTAGCTACAACGA AGCACCAA 


20980 


3413 


CUGCAGGA G CUGCACCU 


3860 


AGGTGCAG GGCTAGCTACAACGA TCCTGCAG 


20981 


3416 


CAGGAGCU G CACCUUAC 


3861 


GTAAGGTG GGCTAGCTACAACGA AGCTCCTG 


20982 


3432 


CCACCACU G CGCUACCA 


3862 


TGGTAGCG GGCTAGCTACAACGA AGTGGTGG 


20983 


3434 


ACCACUGC G CUACCAAA 


3863 


TTTGGTAG GGCTAGCTACAACGA GCAGTGGT 


20984 


3449 


AACUGACA G CGGCUGUU 


3864 


AACAGCCG GGCTAGCTACAACGA TGTCAGTT 


20985 


3452 


UGACAGCG G COGOUGGU 


3865 


ACCAACAG GGCTAGCTACAACGA CGCTGTCA 


20986 


3455 


CAGCGGCU G UUGGUAUG 


3866 


CATACCAA GGCTAGCTACAACGA AGCCGCTG 


20987 


3459 


GGCUGUUG G UAUGGUAU 


3867 


ATACCATA GGCTAGCTACAACGA CAACAGCC 


20988 


3464 


UUGGUAUG G UAUGGAGA 


3868 


TCTCCATA GGCTAGCTACAACGA CATACCAA 


20989 


3505 


AGACCCUC G UGCAGUCA 


3869 


TGACTGCA GGCTAGCTACAACGA GAQGGTCT 


20990 


3507 


ACCCUCGU G CAGUCACA 


3870 


TGTGACTG GGCTAGCTACAACGA AOGAGGGT 


20991 


3510 


CUCGUGCA G UCACAAGU 


3871 


ACTTGTGA GGCTAGCTACAACGA TGCACGAG 


20992 


3517 


AGUCACAA G UGAAUGCU 


3872 


AGCATTCA GGCTAGCTACAACGA TTGTGACT 


20993 


3523 


AAGUGAAU G CUUAUAAU 


3873 


ATTATAAG GGCTAGCTACAACGA ATTCACTT 


20994 


3532 


CUUAUAAU G CUGAUAUG 


3874 


CATATCAG GGCTAGCTACAACGA ATTATAAG 


20995 


3555 


CCUUUUCA G UUGGGCCU 


3875 


AGGCCCAA GGCTAGCTACAACGA TGAAAAGG 


20996 


3560 


UGAGUUGG G CCUUCUGG 


3876 


CCAGAAGG GGCTAGCTACAAOQA CCAACTQA 


20997 


3568 


GCCUUCUG G UCGUGUUC 


3877 


GAACACGA GGCTAGCTACAACGA CAGAAGGC 


20998 


3571 


UUCUGGUC G UGUUCUUG 


3878 


CAAGAACA GGCTAGCTACAACGA GACCAGAA 


20999 


3573 


CUGGUCGU G UUCUUGGC 


3879 


GCCAAGAA GGCTAGCTACAACGA ACGACCAG 


21000 


3580 


UGUUCUUG G CCACCCAG 


3880 


CTGGGTGG GGCTAGCTACAACGA CAAGAACA 


21001 


3592 


CCCAGGAG G UCCUUCGC 


3881 


GCGAAGGA GGCTAGCTACAACGA CTCCTGGG 


21002 


3599 


GGUCCUUC G CAAGAGGU 


3882 


ACCTCTTG GGCTAGCTACAACGA GAAGGACC 


21003 


3606 


C6CAAGAG G UGGACAGC 


3883 


GCTGTCCA GGCTAGCTACAACGA CTCTTGCG 


21004 


3613 


GGUGGACA G CCAAGAUC 


3884 


GATCTTGG GGCTAGCTACAACGA TGTCCACC 


21005 


3623 


CAAGAUCA G CAUGCCAG 


3885 


CTGGCATG GGCTAGCTACAACGA TGATCTTG 


21006 


3627 


AUCAGCAU G CCAGCUAU 


3886 


ATAGCTGG GGCTAGCTACAACGA ATGCTGAT 


21007 


3631 


GCAUGCCA G CUAUACUG 


3887 


CAGTATA6 GGCTAGCTACAACGA TGGCATGC 


21008 


3643 


UACUGAUU G CUCUGCUA 


3888 


TAGCAGAG GGCTAGCTACAACGA AATCAGTA 


21009 


3648 


AUUGCUCU G CUAGUCCU 


3889 


AGGACTAG GGCTAGCTACAACGA AGAGCAAT 


21010 


3652 


CUCUGCUA G UCCUGGUG 


3890 


CACCAGGA GGCTAGCTACAACGA TAGCAGAG 


21011 


3658 


UAGUCCUG G UGUUUGGG 


3891 


CCCAAACA GGCTAGCTACAACGA CAGGACTA 


21012 
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3660 


GUCCUGGU G UUUGGGGG 


3892 


CCCCCAAA GGCTAGCTACAACGA ACCAGGAC 


21013 


3668 


GUUUGGGG G CAUUACUU 


3693 


AAGTAATG GGCTAGCTACAACGA CCCCAAAC 


21014 


3685 


ACACUGAU G UGUUACGC 


3894 


GCGTAACA GGCTAGCTACAACGA ATCAGTGT 


21015 


3687 


ACUGAUGU G UUACGCUA 


3B95 


TAGCGTAA GGCTAGCTACAACGA ACATCAGT 


21016 


3692 


UGUGUUAC a CUAUGUCA 


3896 


TGACATAG GGCTAGCTACAACGA GTAACACA 


21017 


3697 


UACGCUAU G UCAUCUUG 


3897 


CAAGATGA GGCTAGCTACAACGA ATAGCGTA 


21018 


3706 


UCAUCUUG G UGGGGGCA 


3898 


TGCCCCCA GGCTAGCTACAACGA CAAGATGA 


21019 


3712 


UGGUGGGG G CAGCUUUC 


3899 


GAAAGCTG GGCTAGCTACAACGA CCCCACCA 


21020 


3715 


UGGGGGCA G CUDUC6CA 


3900 


TGCGAAAG GGCTAGCTACAACGA TGCCCCCA 


21021 


3721 


CAGCUUUC G CAGAAUCU 


3901 


AGATTCTG 6GCTAQCTACAACGA GAAAGCTG 


21022 


3745 


GAGGAGAC G UGGUACAC 


3902 


GTGTACCA GGCTAGCTACAACGA GTCTCCTC 


21023 


3748 


GA6ACGUG G UACACUUG 


3903 


CAAGTGTA GGCTAGCTACAACGA CAC6TCTC 


21024 


3757 


UACACUUG G CGOJCAUG 


3904 


CATGAGOG GGCTAGCTACAACGA CAAGTGTA 


21025 


3759 


CACUUGGC G CUCAUGGC 


3905 


GCCATGAG GGCTAGCTACAACGA GCCAAGTG 


21026 


3766 


CGCUCAUG G CGACCUUC 


3906 


GAAGGTCG GGCTAGCTACAACGA CAT6AGCG 


21027 


3787 


UACAACCA G UGUUUAUG 


3907 


CATAAACA GGCTAGCTACAACGA TGGTTGTA 


21028 


3789 


CAACCAGU G UUUAUGGU 


3908 


ACCATAAA GGCTAGCTACAACGA ACTGGTTG 


21029 


3796 


UGUUUAUG 6 UGGCAUCG 


3909 


CGATGCCA GGCTAGCTACAACGA CATAAACA 


21030 


3799 


UUAUGGUG G CAUCGUUU 


3910 


AAACGATG GGCTAGCTACAACGA CACCATAA 


21031 


3804 


GUGGCAUC G UUUCUCAA 


3911 


TTGAGAAA GGCTAGCTACAACGA GATGCCAC 


21032 


3814 


UUCUCAAA G CGAGAUGG 


3912 


CCATCTCG GGCTAGCTACAACGA TTTGAGAA 


21033 


3843 


AACAUUUU G UUGAUGUU 


3913 


AACATCAA GGCTAGCTACAACGA AAAATGTT 


21034 


3849 


UUGUUGAU G VUGGCGGC 


3914 


GCCGCCAA GGCTAGCTACAACGA ATCAACAA 


21035 


3853 


UGAUGUUG G CGGCUGUU 


3915 


AACAGCCG GGCTAGCTACAACGA CAACATCA 


21036 


3856 


UGUUGGCG G CUGUUUUC 


3916 


GAAAACAG GGCTAGCTACAACGA CGCCAACA 


21037 


3859 


UGGCGGCU G UUUUCUUU 


3917 


AAAGAAAA GGCTAGCTACAACGA AGCCGCCA 


21038 


3874 


UUCAAAUG G CUUAUCAC 


3918 


GTGATAAG GGCTAGCTACAACGA CATTTGAA 


21039 


3886 


AUCACGAU G CCCGCCAA 


3919 


TTGGCGGG GGCTAGCTACAACGA ATCGTGAT 


21040 


3890 


CGAUGCCC G CCAAAUUC 


3920 


GAATTTGG GGCTAGCTACAACGA GGGCATCG 


21041 


3900 


CAAAUUCU G CUCUGGGA 


3921 


TCCCA6AG GGCTAGCTACAACGA AGAATTTG 


21042 


3919 


UCCCUGAU G UGUUGAAU 


3922 


ATTCAACA GGCTAGCTACAACGA ATCAGGGA 


21043 


3921 


CCUGAUGU G UUGAAUUC 


3923 


GAATTCAA GGCTAGCTACAACGA ACATCAGG 


21044 


3934 


AUUCACUG G CGGUAGCU 


3924 


AGCTACCG GGCTAGCTACAACGA CAGTGAAT 


21045 


3937 


CACUGGCG G UAGCUUGG 


3925 


CCAAGCTA GGCTAGCTACAACGA CGCCAGTG 


21046 


3940 


UGGCGGUA G CUUGGAUG 


3926 


CATCCAAG GGCTAGCTACAACGA TACCGCCA 


21047 


3958 


UACUGAGA G CCAUAACA 


3927 


TGTTATGG GGCTAGCTACAACGA TCTCAGTA 


21048 


3985 


CAUCAAAC 6 UGGUUGUU 


3928 


AACAACCA GGCTAGCTACAACGA 6TTTGATG 


21049 


3988 


CAAACGUG G UUGUUCCG 


3929 


CGGAACAA GGCTAGCTACAACGA CACGTTTG 


21050 


3991 


ACGUGGUU G UUCCGCUG 


3930 


CAGCGGAA GGCTAGCTACAACGA AACCACGT 


21051 


3996 


GUUGUUCC G CUGCUAGC 


3931 


GCTAGCAG GGCTAGCTACAACGA GGAACAAC 


21052 


3999 


GUUCCGCU G CUAGCCCU 


3932 


A6GGCTAG GGCTAGCTACAACGA AGCGGAAC 


21053 


4003 


CGCUGCUA G CCCUGCUA 


3933 


TAGCAGGG GGCTAGCTACAACGA TAGCA6CG 


21054 


4008 


CUAGCCCU G CUAACACC 


3934 


GGTGTTAG GGCTAGCTACAACGA AGGGCTAG 


21055 


4020 


ACACCCGG G CUGAGAUG 


3935 


CATCTCAG GGCTAGCTAC7WVCGA CCGGGTGT 


21056 


4028 


GCUGAGAU G CUUGAAUC 


3936 


GATTCAAG GGCTAGCTACAACGA ATCTCAGC 


21057 


4042 


AUCUGGAU G UGUACAGG 


3937 


CCTGTACA GGCTAGCTACAACGA ATCCAGAT 


21058 


4044 


CUGGAUGU G UACAGQAU 


3938 


ATCCTGTA GGCTAGCTACAACGA ACATCCAG 


21059 


4056 


AGGAUACU 6 CUGUUQAU 


3939 


ATCAACAG GGCTAGCTACAACGA AGTATCCT 


21060 


4059 


AUACUGCU G UUGAUGGU 


3940 


ACCATCAA GGCTAGCTACAACGA AGCAGTAT 


21061 


4066 


UGUUGAUG G UCGGAAUA 


3941 


TATTCCGA GGCTAGCTACAACGA CATCAACA 


21062 


4076 


CGGAAUAG G CAGCUUGA 


3942 


TCAAGCTG GGCTAGCTACAACGA CTATTCCG 


21063 


4079 


AAUAGGCA G CUUGAUCA 


3943 


T6ATCAAG GGCTAGCTACAACGA T6CCTATT 


21064 


4100 


GAAGAGGA G UGCAGCUG 


3944 


CAGCTGCA GGCTAGCTACAACGA TCCTCTTC 


21065 


4102 


AGAGGAGU G CAGCUOCA 


3945 


TGCAGCTG GGCTAGCTACAACGA ACTCCTCT 


21066 


4105 


GGAGUGCA G CUGCAAAA 


3946 


TTTTQCAG GGCTAGCTACAACGA TGCACTCC 


21067 


4108 


GUGCAGCU G CAAAAAAG 


3947 


CTTTTTTG GGCTAGCTACAACGA AGCTGCAC 


21068 


4123 


AGAAAGGA G CAAGUCUG 


3948 


CAGACTTG GGCTAGCTACAACGA TCCTTTCT 


21069 


4127 


AGGAGCAA G UCUGCUAU 


3949 


ATAGCAGA GGCTAGCTACAACGA TTGCTCCT 


21070 


4131 


GCAAGOOJ G CUAUGCUU 


3950 


AAGCATAG GGCTAGCTACAACGA AGACTTGC 


21071 


4136 


UCUGCUAU G CUUGGCUC 


3951 


GAGCCAAG GGCTAGCTACAACGA ATAGCAGA 


21072 


4141 


UAUGCOUQ G CUCUAGCC 


3952 


GGCTAGAG GGCTAGCTACAACGA CAAGCATA 


21073 


4147 


UGGCUCUA G CCUCAACA 


3953 


TGTTGAGG GGCTAGCTACAACGA TAGAGCCA 


21074 
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41B0 


UGAUCCUU G CUGCUGGA 


3954 


tccagcag ggctagctacaacga aaggatca 


21075 


4183 


UCCUUGCU G CUGGACUG 


3955 


cagtccag ggctagctacaacga agcaagga 


21076 


4195 


GACUGAUU G CAUGUGAU 


3956 


atcacatg ggctagctacaacga aatcagtc 


21077 


4199 


GAUUGCAU G UGAUCCOl 


3957 


TGGGATCA GGCTAGCTACAACGA ATGCAATC 


21078 


4211 


UCCCAACC Q UAAACGCG 


3958 


cgcgttta ggctagctacaacga ggttggga 


21079 


4217 


CCGUAAAC G CGGAUGGC 


3959 


GCCATCCG GGCTAGCTACAACGA GTTTACGG 


21080 


4224 


CGCGGAUG G CCCGCAAC 


3960 


gttgcggg ggctagctacaacga CATCCGCG 


21081 


4228 


GAUGGCCC G CAACUQAA 


3961 


ttcagttg ggctagctacaacga GGGCCATC 


21082 


4237 


CAACUGAA G UGMUGACA 


3962 


tgtcatca ggctagctacaacga ttcagttg 


21083 


4246 


UGAUGACA G CUGUCGGC 


3963 


GCCGACAG ggctagctacaacga TGTCATCA 


21084 


4249 


UGACAGCU G UCGGCCUA 


3964 


TAGGCCGA GGCTAGCTACAACGA AGCTGTCA 


21085 


4253 


AGCUGUCG G CCUAAUGU 


3965 


ACATTAGG GGCTAGCTACAACGA CGACAGCT 


21086 


42G0 


GGCCUAAU G UUUGCCAU 


3966 


ATGGCAAA GGCTAGCTACAACGA ATTAGGCC 


21087 


4264 


UAAUGUUU G CCAUCGUC 


3967 


GACGATGG GGCTAGCTACAACGA AAACATTA 


21088 


4270 


UUGCCAUC G UOGOAGGG 


3968 


CCCTCCGA GGCTASCTACAAOGA GATGGCAA 


21089 


4278 


GUCGGAGG G CUGGCAGA 


3969 


TCTGCCA6 GGCTAGCTACAACGA CCTCCGAC 


21090 


4282 


GAGGGCUG G CAGAGCUU 


3970 


AAGCTCTG GGCTAGCTACAACGA CAGCCCTC 


21091 


4287 


CUGGCAGA G CUUGACAU 


3971 


ATGTCAAG GGCTAGCTACAACGA TCTGCCAG 


21092 


4306 


ACUCCAUG G CCAUUCCA 


3972 


TGGAATGG GGCTAGCTACAACGA CATGGAGT 


21093 


4324 


UGACUAUC G CGGGGCUC 


3973 


GAGCCCCG GGCTAGCTACAACGA GATAGTCA 


21094 


4329 


AUCGCGGG G CUCAUGIKJ 


3974 


AACATGAG GGCTAGCTACAACGA CCCGCGAT 


21095 


4335 


GGGCUCAU G UUUGCUGC 


3975 


GCAGCAAA GGCTAGCTACAACGA ATGAGCCC 


21096 


4339 


UCAUGUUU G CUGCUUUC 


3976 


GAAAGCAG GGCTAGCTACAACGA AAACATGA 


21097 


4342 


UGUUUGCU G CUUUCGU6 


3977 


CACGAAAG GGCTAGCTACAACGA AGCAAACA 


21098 


4348 


CUGCUUUC G UGAUUUCU 


3978 


AGAAATCA GGCTAGCTACAACGA GAAAGCAG 


21099 


4374 


ACAGAUAU G UGGAUUGA 


3979 


TCAATCCA GGCTAGCTACAACGA ATATCTGT 


21100 


4390 


AGAGAACG G OGGACAUU 


3980 


AATGTCCG GGCTAGCTACAACGA CGTTCTCT 


21101 


4409 


CUGGGAAA 6 UGAUGCAG 


3981 


CTGCATCA GGCTAGCTACAACGA TTTCCCAG 


21102 


4414 


AAA6UGAU Q CAGAAAUU 


3982 


AATTTCTO GGCTAGCTACAACGA ATCACTTT 


21103 


4427 


AAUUACAG G CUCGAGCG 


3983 


CGCTCGAG GGCTAGCTACAACGA CTGTAATT 


21104 


4433 


AGGCUCGA G CGAAAGAG 


3984 


CTCTTTCG GGCTAGCTACAACGA TCGAGCCT 


21105 


4441 


GCGAAAGA G UUGAUGUG 


3985 


CACATCAA GGCTAGCTACAACGA TCTTTCGC 


21106 


4447 


GAGUUGAU G UGCGGCUU 


3986 


AAGCCGCA GGCTAGCTACAACGA ATCAACTC 


21107 


4449 


GUUGAUGU G CGGCUUGA 


3987 


TCAAGCCG GGCTAGCTACAACGA ACATCAAC 


21108 


4452 


GAU6UGCG G CUUGAUGA 


3988 


TCATCAAG GGCTAGCTACAACGA CGCACATC 


21109 


4476 


AACUUCCA G CaCAUGAA 


3989 


TTCATGAG GGCTAGCTACAACGA TGGAAGTT 


21110 


4495 


AUCCAGGA G CACCUUGG 


3990 


CCAAGGTG GGCTAGCTACAACGA TCCTGGAT 


21111 


4515 


AUAUGGAU G CUCAGAAU 


3991 


ATTCTGAG GGCTAGCTACAACGA ATCCATAT 


21112 


4525 


UCAGAAUG G UCUGUCUC 


3992 


GAGACAGA GGCTAGCTACAACGA CATTCTGA 


21113 


4529 


AAUGGUCU G UCUCGCGA 


3993 


TCGCGAGA GGCTAGCTACAACGA AGACCATT 


21114 


4534 


UCUGUCUC G CGAUUAGU 


3994 


ACTAATCG GGCTAGCTACAACGA GAGACAGA 


21115 


4541 


CGCGAUUA G UGCGUACA 


3995 


TGTACGCA GGCTAGCTACAACGA TAATCGCG 


21116 


4543 


CGAUUAGU G CGUACACC 


3996 


GGTGTACQ GGCTAGCTACAACGA ACTAATCG 


21117 


4545 


AUUAGUGC G UACACCCC 


3997 


GGGQTGTA GGCTAGCTACAACGA GCACTAAT 


21118 


4558 


CCCCCUGG G CAAUCOUG 


3998 


CAAGATTG GGCTAGCTACAACGA CCAGGGGG 


21119 


4566 


GCAAUCUU G CCCUCAGU 


3999 


ACTGAGGG GGCTAGCTACAACGA AAOATTQC 


21120 


4573 


UGCCCUCA G UAGUUGGA 


4000 


TCCAACTA GGCTAGCTACAACGA TGAGGGCA 


21121 


4576 


CCUCAGUA G UUGGAUUU 


4001 


AAATCCAA GGCTAGCTACAACGA TACTGAGG 


21122 


4616 


GAGAGGAG G CGUGUUGU 


4002 


ACAACACG GGCTAGCTACAACGA CTCCTCTC 


21123 


4618 


GAGGAGGC G UGUUGUGG 


4003 


CCACAACA GGCTAGCTACAACGA GCCTCCTC 


21124 


4620 


GGAGGCGU G UUGUGGGA 


4004 


TCCCACAA GGCTAGCTACAACGA ACGCCTCC 


21125 


4623 


GGCGUGUU G UGGQACAC 


4005 


GTGTCCCA GGCTAGCTACAACGA AACACGCC 


21126 


4647 


CCAAAGGA G XXACAAAAA 


4006 


TTTTTGTA GGCTAGCTACAACGA TCCTTTGG 


21127 


4673 


GACCACCG G CX3UC0ACA 


4007 


TGTAGACG GGCTAGCTACAACGA CGGTGGTC 


21128 


4675 


CCACCGGC G UCUACAGG 


4008 


CCTGTAGA GGCTAGCTACAACGA GCCGGTGG 


21129 


4694 


CAUGACUC G UGGGCUGC 


4009 


GCAGCCCA GGCTAGCTACAACGA GAGTCATG 


21130 


4698 


ACUCGUGG G CUGCUCGG 


4010 


CCGAGCAG GGCTAGCTACAACGA CCACGAGT 


21131 


4701 


CGUGGGCU G CUCGGCAG 


4011 


CTGCCGAG GGCTAGCTACAACGA AGCCCACG 


21132 


4706 


GCUGCUCG G CAGUUAUC 


4012 


GATAACTG GGCTAGCTACAACGA CGAGCA6C 


21133 


4709 


GCUCGGCA G UUAUCAAG 


4013 


CTTGATAA GGCTAGCTACAACGA TGCC6AGC 


21134 


4717 


GUUAUCAA G CAGGAGCG 


4014 


CGCTCCTG GGCTAGCTACAACGA TTGATAAC 


21135 


4723 


AAGCAOGA g cgggcgug 


4015 


CACGCCCG GGCTAGCTACAACGA TCCTGCTT 


21136 
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4727 


AGGAGCGG G CGUGAUGG 


4016 


CCATCACG GGCTAGCTACAACGA CCGCTCCT 


21137 


4729 


GAGCGGGC G UGAUGGUU 


4017 


AACCATCA GGCTAGCTACAACGA GCCCGCTC 


21138 


4735 


GCGUGAUG G UUGAAGGU 


4018 


ACCTTCAA GGCTAGCTACAACGA CATCACGC 


21139 


4742 


66UUGAAG 6 U6UUUUCC 


4019 


GGAAAACA GGCTAGCTACAACGA CTTCAACC 


21140 


4744 


UUGAAGGU G UUUUCCAC 


4020 


GTGGAAAA GGCTAGCTACAACGA ACCTTCAA 


21141 


4761 


ACCCUUUG G CAUACAAC 


4021 


GTTGTATG GGCTAGCTACAACGA CAAAGGGT 


21142 


^111 


CAAAAGGA G CCGCUUUG 


4022 


CAAAGCGG GGCTAGCTACAACGA TCCTTTTG 


21143 


4780 


AAGQA6CC G CUUUGAUG 


4023 


CATCAAAG GGCTAGCTACAACGA GGCTCCTT 


21144 


4790 


UUUGAUGA G CGGAGAGG 


4024 


CCTCTCCG GGCTAGCTACAACGA TCATCAAA 


21145 


4799 


CXSOAGAGG G COGCCUGG 


4025 


CCAGGOGG GGCTAGCTACAACGA CCTCTCCG 


21146 


4602 


AGAGGGCC G CCUGGACC 


4026 


GGTCCAGG GGCTAGCTACAACGA GGCCCTCT 


21147 


4820 


AUACUGGG G CAGUGUCA 


4027 


TGACACTG GGCTAGCTACAACGA CCCAGTAT 


21148 


4823 


CUGGGGCA G UGUCAAGG 


4028 


CCTTGACA GGCTAGCTACAACGA TGCCCCAG 


21149 


4825 


GGGGCAGU G UCAAGGAG 


4029 


CTCCTTGA GGCTAGCTACAACGA ACTGCCCC 


21150 


4844 


UCGACUUU G UUACX3GAG 


4030 


CTCG6TAA GGCTAGCTACAACGA AAAGTCGA 


21151 


4866 


UGGI^UU G CAGCACAA 


4031 


TTGTGCTG GGCTAGCTACAACGA AATTTCCA 


21152 


4869 


AAAUUGCA G CACAA6UG 


4032 


CACTTGTG GGCTAGCTACAACGA TGCAATTT 


21153 


4875 


CAGCACAA G UGGAACGG 


4033 


CCGTTCCA GGCTAGCTACAACGA TTGTGCTG 


21154 


4884 


UGGAACGG G CAGGAUGA 


4034 


TCATCCTG GGCTAGCTACAACGA CCGTTCCA 


21155 


4894 


AGGAUGAG G UGCAGAUG 


4035 


CATCTGCA GGCTAGCTACAACGA CTCATCCT 


21156 


4896 


GAUGAGGIT G CAGAUGAU 


4036 


ATCATCTG GGCTAGCTACAACGA ACCTCATC 


21157 


4906 


AQAUGAUU G UGGUGGAA 


4037 


TTCCACCA GGCTAGCTACAACGA AATCATCT 


21158 


4909 


VGmJGUG G UGGAACOJ 


4038 


AGGTTCCA GGCTAGCTACAACGA CACAATCA 


21159 


4919 


GGAACCUG G CAAGAACG 


4039 


CGTTCTTG GGCTAGCTACAACGA CAGGTTCC 


21160 


4927 


GCAAGAAC Q UUAAGAAC 


4040 


GTTCTTAA GGCTAGCTACAACGA GTTCTTGC 


21161 


4936 


UUAAGAAC G UCCAGACG 


4041 


CGTCTGGA GGCTAGCTACAACGA GTTCTTAA 


21162 


4954 


AACCAGGG G UGUUCAAA 


4042 


TTTGAACA GGCTAGCTACAACGA CCCTGGTT 


21163 


4956 


CCAGGGGU G UUCAAAAC 


4043 


GTTTTGAA GGCTAGCTACAACGA ACCCCTGG 


21164 


4984 


AAAUCGGG G CCGUGACU 


4044 


AGTCACGG GGCTAGCTACAACGA CCCGATTT 


21165 


4987 


UCGGGGCC G UGACUUUG 


4045 


CAAAGTCA GGCTAGCTACAACGA GGCCCC6A 


21166 


5018 


7ACAUCAG G CUCACCAA 


4046 


TTGGTGAG GGCTAGCTACAACGA CTQATGTT 


21167 


5029 


CACCAAUA 6 UGGACAAA 


4047 


TTTGTCCA GGCTAGCTACAACGA TATTGGTG 


21168 


5042 


CAAAAACG G UGAUGUGA 


4048 


TCACATCA GGCTAGCTACAACGA CGTTTTTG 


21169 


5047 


ACGGUGAU G UGAUUGGG 


4049 


CCCAATCA GGCTAGCTACAACGA ATCACCGT 


21170 


5055 


GUGAUUGG G CUUUAUGG 


4050 


CCATAAAG GGCTAGCTACAACGA CCAATCAC 


21171 


5063 


GCUUUAUO G CAAUGGAG 


4051 


CTCCATTG GGCTAGCTACAACGA CATAAAGC 


21172 


5071 


GCAAUGGA G UCAUAAUG 


4052 


CATTATGA GGCTAGCTACAACGA TCCATTGC 


21173 


5079 


GUCAUAAU G CCCAACGG 


4053 


CCGTTGGG GGCTAGCTACAACGA ATTATGAC 


21174 


5087 


GCCCAACG G CUCAUACA 


4054 


TGTATGAG GGCTAGCTACAACGA CGTTGGGC 


21175 


5099 


AUACAUAA G CGCGAUAG 


4055 


CTATCGCG GGCTAGCTACAACGA TTATGTAT 


21176 


5101 


ACAUAAGC G CGAUAGUG 


4056 


CACTATCG GGCTAGCTACAACGA GCTTATGT 


21177 


5107 


GCGCGAUA G UGCAGGGU 


4057 


ACCCTGCA GGCTAGCTACAACGA TATCGCGC 


21178 


5109 


GCGAUAGU G CAGGGUGA 


4058 


TCACCCTG GGCTAGCTACAACGA ACTATCGC 


21179 


5114 


AGUGCAGG G UGAA7VGGA 


4059 


TCCTTTCA GGCTAGCTACAACGA CCTGCACT 


21180 


5130 


AUGGAUGA G CCAAUCCC 


4060 


GGGATTGG GGCTAGCTACAACGA TCATCCAT 


21181 


5140 


CAAUCCCA G CCGGAUUC 


4061 


GAATCCG6 GGCTAGCTACAACGA TGGGATTG 


21182 


5160 


CCUGAGAU G CUGAGGAA 


4062 


TTCCTCAG GGCTAGCTACAACGA ATCTCAGG 


21183 


5182 


AGAUCACU G UACUGGAU 


4063 


ATCCAGTA GGCTAGCTACAACGA AGTGATCT 


21184 


5201 


CCAUCCCG G CGCCGGUA 


4064 


TACCGGCG GGCTAGCTACAACGA CGGGATGG 


21185 


5203 


AUCCCGGC G CCGGUAAA 


4065 


TTTACCGG GGCTAGCTACAACGA GCCGGGAT 


21186 


5207 


CGGCGCCG G UAAAACAA 


4066 


TTGTTTTA GGCTAGCTACAACGA CGGCGCCG 


21187 


5226 


AGGAUUCU G CCACAGAU 


4067 


ATCTGTGG GGCTAGCTACAACGA AGAATCCT 


21188 


5245 


UCAAAGAG G CXAUAAAC 


4068 


GTTTATGG GGCTAGCTACAACGA CTCTTTGA 


21189 


5269 


UGAGAACA G COGUGCUA 


4069 


TAGCACGG GGCTAGCTACAACGA TGTTCTCA 


21190 


5272 


GAACAGCC 6 UGCUAGCA 


4070 


TGCTAGCA GGCTAGCTACAACGA GGCTGTTC 


21191 


5274 


ACAGCCGU G CUAGCACC 


4071 


GGTGCTAG GGCTAGCTACAACGA ACGGCTGT 


21192 


5278 


CCGUGCUA G CACCAACC 


4072 


GGTTGGTG GGCTAGCTACAACGA TAGCACGG 


21193 


5290 


CAACCAGG G UUGUGGCU 


4073 


AGCCACAA GGCTAGCTACAACGA CCTGGTTG 


21194 


5293 


CCAGGGUU G UGGOJGCU 


4074 


AGCAGCCA GGCTAGCTACAACGA AACCCTGG 


21195 


5296 


GGGUUGUO G CUGCUGAG 


4075 


CTCAGCAG GGCTAGCTACAACGA CACAACCC 


21196 


5299 


UUGUGGCU G CUGAGAUG 


4076 


CATCTCAG GGCTAGCTACAACGA AGCCACAA 


21197 


5308 


CUGAGAUG G CUGAAGCA 


4077 


TGCTTCAG GGCTAGCTACAACGA CATCTCAG 


21198 
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5314 


UGGCUQAA G CACUGAGA 


4078 


TCTCAGTG GGCTAGCTACAACGA TTCAGCCA 


21199 


5328 


AGAGGACU Q CCCAtJCCG 


4079 


OGGATGGG GGCTAGCTACAACGA AGTCCTCT 


21200 


5337 


CCCAUCCG G UACCAGAC 


4080 


GTCTGQTA GGCTAGCTACAACGA CGGATGGG 


21201 


5350 


A6ACAUCC G CAGUGCCC 


4031 


GGGCACTO QOCTAGCTACAACQA GGATGTCT 


21202 


5353 


CAUCCGCA S UGCCCAGA 


4082 


TCTGGGCA GGCTAGCTACAACGA TGCGGATG 


21203 


5355 


UCCGCAGU G CCCAGAGA 


4083 


TCTCTGGG GGCTAGCTACAACGA ACTGCGGA 


21204 


5383 


AUGAGAUU G UUGAUGUC 


4084 


GACATCAA GGCTAGCTACAACGA AATCTCAT 


21205 


5389 


UUGUUGAJ 6 UCAUGUGU 


4085 


ACACATGA GGCTAGCTACAACGA ATCAACAA 


21206 


5394 


GAUGUCAU G UGUCAUGC 


4086 


GCATGACA GGCTAGCTACAACGA ATGACATC 


21207 


5396 


UGUCAUGU G UCAUGCOA 


4087 


TAGCATGA GGCTAGCTACAACGA ACATGACA 


21208 


5401 


UGU6UCAU G CUACCCCrC 


4088 


GAGGGTAG GGCTAGCTACAACGA ATGACACA 


21209 


5418 


ACCCACAG G CUGAUGaC 


4089 


GACATCAG GGCTAGCTACAACGA CTGTGGGT 


21210 


5424 


AGGCUGAU G UCUCCUCA 


4090 


TGAGGAGA GGCTAGCTACAACGA ATCAGCCT 


21211 


5437 


CUCACAGG G UGCCGAAC 


4091 


GTTCGGCA GGCTAGCTACAACGA CCTGTGAG 


21212 


5439 


CACAGGGU G CCGAACUA 


4092 


TAGTTGGG GGCTAGCTACAACGA ACCCTGTG 


21213 


5454 


UACAACCU G UUOGUGAU 


4093 


ATCACQAA GGCTAGCTACAACGA AGGTTGTA 


21214 


5458 


ACCUGUUC G UGAUGGAU 


4094 


ATCCATCA GGCTAGCTACAACGA GAACAGGT 


21215 


5470 


UGGAUGAG G CUCAUUUC 


4095 


GAAATGAG GGCTAGCTACAACGA CTCATCCA 


21216 


5488 


CCGACCCA Q CUAGCAUU 


4096 


AATGCTAG GGCTAGCTACAACGA TGGGTCGG 


21217 


5492 


CCCAGCUA G CAIKJGCAG 


4097 


CTGCAATG GGCTAGCTACAACGA TAGCTGGG 


21218 


5497 


CUAGCAUU G CAGCAAGA 


4098 


TCTTGCTG GGCTAGCTACAACGA AATGCTAG 


21219 


5500 


GCAUUGCA G CAAGAGGU 


4099 


ACCTCTTG GGCTAGCTACAACGA TGCAATGC 


21220 


5507 


AGCAAGAG G UUACAUUU 


4100 


AAATGTAA GGCTAGCTACAACGA CTCTTGCT 


21221 


5524 


CCACAAAG G UCGAGCUA 


4101 


TAGCTCGA GGCTAGCTACAACGA CTTTGTGG 


21222 


5529 


AAGGUCGA G CUAGGGGA 


4102 


TCCCCTAG GGCTAGCTACAACGA TCGACCTT 


21223 


5539 


UAGGGGAG G CGGCGGCA 


4103 


TGCCGCCG GGCTAGCTACAACGA CTCCCCTA 


21224 


5542 


GGGAGGCG G CGGCAAUA 


4104 


TATTGCCG GGCTAGCTACAACGA CGCCTCCC 


21225 


5545 


AGGCX3GCG G CAAUAUUC 


4105 


GAATATTG GGCTAGCTACAACGA CGCCGCCT 


21226 


5560 


UCAUGACA G CCACCCCA 


4106 


TGGGQTGG GGCTAGCTACAACGA TGTCATGA 


21227 


5573 


CCCACCAG G CACUUCAG 


4107 


CTGAAGTG GGCTAGCTACAACGA CTGGTGGG 


21228 


5595 


UUCCCAGA G UCCAAUUC 


4108 


GAATTGGA GGCTAGCTACAACGA TCTGGGAA 


21229 


5641 


CGGAUCGA G CUUGGAAC 


4109 


GTTCCAAG GGCTAGCTACAACGA TCGATCCG 


21230 


5689 


GGAAGACX3 G UUU6GUUU 


4110 


AAACCAAA GGCTAGCTACAACGA CGTCTTCC 


21231 


5694 


ACGGUUUG G UUUGU6CC 


4111 


GGCACAAA GGCTAGCTACAACGA CAAACCGT 


21232 


5698 


UUUGGUUU G UGCCUAGU 


4112 


ACTAGGCA GGCTAGCTACAACGA AAACCAAA 


21233 


5700 


UGGUUUGU G CCXJAGUGU 


4113 


ACACTAGG GGCTAGCTACAACGA ACAAACCA 


21234 


5705 


UGUGCCUA G UGUCAAGA 


4114 


TCTTGACA GGCTAGCTACAACGA TAGGCACA 


21235 


5707 


UGCCUAGU G UCAAGAUG 


4115 


CATCTTGA GGCTAGCTACAACGA ACTAGGCA 


21236 


5728 


AUGAGAUU G CCCUUUGC 


4116 


GCAAAGGG GGCTAGCTACAACGA AATCTCAT 


21237 


5735 


UGCCCUUU G CCUACAAC 


4117 


GTTGTAGG GGCTAGCTACAACGA AAAGGGCA 


21238 


5744 


CCUACAAC G UGCUGGAA 


4118 


TTCCAGCA GGCTAGCTACAACGA GTTGTAGG 


21239 


5746 


UACAACGU G CUGGAAAG 


4119 


CTTTCCAG GGCTAGCTACAACGA ACGTTGTA 


21240 


5758 


GAAAGAAA G UAGUCCAA 


4120 


TTGGACTA GGCTAGCTACAACGA TTTCTTTC 


21241 


5761 


AGAAAGUA G UCCAAUUG 


4121 


CAATTGGA GGCTAGCTACAACGA TACTTTCT 


21242 


5778 


AACAGAAA G UCGUACGA 


4122 


TCQTACGA GGCTAGCTACAACGA TTTCTGTT 


21243 


5781 


AGAAAGUC G UACGAGAC 


4123 


GTCTOGTA GGCTAGCTACAACGA QACTTTCT 


21244 


5793 


GAGACG6A G UACCC/VAA 


4124 


TTTGGGTA GGCTAGCTACAACGA TCCGTCTC 


21245 


5804 


CCCAAAAU G UAAGAAC6 


4125 


CGTTCTTA GGCTAGCTACAACGA ATTTTGGG 


21246 


5827 


GGGACUUU G UUAUCACA 


4126 


TGTGATAA GGCTAGCTACAACGA AAAGTCCC 


21247 


5857 


A7AUGGGG G CUAACUUC 


4127 


GAAGTTAG GGCTAGCTACAACGA CCCCATTT 


21248 


5869 


ACUUCAAG G CGAGCAGG 


4128 


CCTGCTCG GGCTAGCTACAACGA CTTGAAGT 


21249 


5873 


CAAGGCGA G CAGGGUGA 


4129 


TCACCCTG GGCTAGCTACAACGA TCGCCTTG 


21250 


5878 


CGAGCAGG G UGAUUGAC 


4130 


GTCAATCA GGCTAGCTACAACGA CCTGCTCG 


21251 


5888 


GAUUGACA G CCGGAAGA 


4131 


TCTTCCGG GGCTAGCTACAACGA TGTCAATC 


21252 


5897 


CCGGAAGA G UGUGAAAC 


4132 


GTTTCACA GGCTAGCTACAACGA TCTTCCGG 


21253 


5899 


GGAAGAGU G UGAAACCA 


4133 


TGGTTTCA GGCTAGCTACAACGA ACTCTTCC 


21254 


5935 


AAGGQAGA G UQAUCCUG 


4134 


CAGGATCA GGCTAGCTACAACGA TCTCCCTT 


21255 


5956 


AACCAUCU G CAGUGACA 


4135 


TOTCACTG GGCTAGCTACAACGA AGATOQTT 


21256 


5959 


CAUCUGCA G UGACAGCA 


4136 


TGCTQTCA GGCTAGCTACAACGA TGCAGATG 


21257 


5965 


CAGUGACA G CAGCUAGU 


4137 


ACTAGCTG GGCTAGCTACAACGA TGTCACTG 


21258 


5968 


UGACAGCA G CUAGUGCC 


4138 


GGCACTAG GGCTAGCTACAACGA TGCTGTCA 


21259 


5972 


AGCAGCUA G UGCCGCCC 


4139 


GGGCGGCA GGCTAGCTACAACGA TAGCTGCT 


21260 
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5974 


CAGCUAGU G CCGCCCAG 


4140 


CTGGGCGG GGCTAGCTACAACGA ACTAGCTG 


21261 


5977 


CUAGUGCC G CCCAQAGA 


4141 


TCTCTGGG GGCTAGCTACAACGA GGCACTAG 


21262 


5987 


CCAGAGAC G UGGACGUA 


4142 


TACGTCCA GGCTAGCTACAACGA GTCTCTGG 


21263 


5993 


ACGUGGAC 6 UAUCGGUA 


4143 


TACCGATA GGCTAGCTACAACGA GTCCACGT 


21264 


5999 


ACGOAUCG 6 UAGAAAUC 


4144 


GATTTCTA GGCTAGCTACAACGA CGATACGT 


21265 


6009 


AGAAAUCC 6 UCGCAAGU 


4145 


ACTTGCGA GGCTAGCTACAACGA GGATTTCT 


21266 


6012 


AAUCCGUC G CAAGUUGG 


4146 


CCAACTTG GGCTAGCTACAACGA GACGGATT 


21267 


6016 


C6UC6CAA 6 UUQGUGAU 


4147 


ATCACCAA GGCTAGCTACAACGA TTGOGACG 


21268 


6020 


GCAAGOUG G UGAXX3AG17 


4148 


ACTCATGA GGCTAGCTACAACGA CAACTTGC 


21269 


6027 


GGUGATJGA G UACUGUUA 


4149 


TAACAGTA GGCTAGCTACAACGA TCATCACC 


21270 


6032 


UGAGUAOJ G UaAUGGGG 


4150 


CCCCATAA GGCTAGCTACAACGA AGTACTCA 


21271 


6042 


UAUGGGGG G .CACACGAA 


4151 


TTCGTGTG GGCTAGCTACAACGA CCCCCATA 


21272 


6070 


CGAACUUC G CCCAUUGG 


4152 


CCAATGGG GGCTAGCTACAACGA GAAGTTCG 


21273 


6085 


GGACUGAG G CACGAAUC 


4153 


GATTCGTG GGCTAGCTACAACGA CTCAGTCC 


21274 


6096 


CGAAUCAU G CUGGACAA 


4154 


TTGTCCAG GGCTAGCTACAACGA ATGATTCG 


21275 


6114 


AUCAACAU G CCAAACGG 


4155 


CCGTTTGG GGCTAGCTACAACGA ATGTTQAT 


21276 


6130 


GACUGAUC 6 CUCAAUUC 


4156 


GAATTGAG GGCTAGCTACAACGA GATCAGTC 


21277 


6150 


CAACCAGA G CGUGAGAA 


4157 


TTCTCACG GGCTAGCTACAACGA TCTGGTTG 


21278 


6152 


ACCAGAGC G UGAGAAGG 


4158 


CCTTCTCA GGCTAGCTACAACGA GCTCTGGT 


21279 


6160 


GUGAGAAG G UAUAUACC 


4159 


GGTATATA GGCTAGCTACAACGA CTTCTCAC 


21280 


6186 


GAAUACCG G CUCAGAGG 


4160 


CCTCTGAG GGCTAGCTACAACGA CGGTATTC 


21281 


6222 


CUGGAAOJ G UUGAGQAC 


4161 


GTCCTCAA GGCTAGCTACAACGA AGTTCCAO 


21282 


6232 


UGAGGACU G CAGAUCUG 


4162 


CAGATCTG GGCTAGCTACAACGA AGTCCTCA 


21283 


6240 


GCAGAUCU G CCAGUUUG 


4163 


CAAACTGG GGCTAGCTACAACGA AGATCTGC 


21284 


6244 


AUCUGCCA G UUUGGCUG 


4164 


CAGCCAAA GGCTAGCTACAACGA TGGCAGAT 


21285 


6249 


CCAGtJUUG 6 CUGGCUUA 


4165 


TAAGCCAG GGCTAGCTACAACGA CAAACTGG 


21286 


6253 


UUUGGCUG G CUUACAAG 


4166 


CTTGTAA6 GGCTAGCTACAACGA CAGCCAAA 


21287 


6262 


CUUACAA6 G UUGCAGCX3 


4167 


CGCTGCAA GGCTAGCTACAACGA CTTGTAAG 


21288 


6265 


ACAAGGUU 6 CAGCGGCU 


4168 


AGCCGCTG GGCTAGCTACAACGA AACCTTGT 


21289 


6268 


AGGUUGCA G CGGCUGGA 


4169 


TCCAGCCG GGCTAGCTACAACGA TGCAACCT 


21290 


6271 


UUGCAGCG G CUGGAGUG 


4170 


CACTCCAG GGCTAGCTACAACGA CGCTGCAA 


21291 


6277 


CGGCUGGA G UGUCAUAC 


4171 


GTATGACA GGCTAGCTACAACGA TCCAGCCG 


21292 


6279 


GCUGGAGU G UCAUACCA 


4172 


TGGTATGA GGCTAGCTACAACGA ACTCCAGC 


21293 


6297 


GACCGGAG G UGGUGCUU 


4173 


AAGCACCA GGCTAGCTACAACGA CTCCGGTC 


21294 


6300 


C6GAGGUG 6 UGCUUUGA 


4174 


TCAAAGCA GGCTAGCTACAACGA CACCTCCG 


21295 


6302 


6AGGUG6U G CUUUGAUG 


4175 


CATCAAAG GGCTAGCTACAACGA ACCACCTC 


21296 


6311 


CUUUGAUG G UCCUAGGA 


4176 


TCCTAGGA GGCTAGCTACAACGA CATCAAAG 


21297 


6349 


ACAACX3AA G UGGAAGUC 


4177 


GACTTCCA GGCTAGCTACAACGA TTCGTTGT 


21298 


6355 


AAGUGGAA G UCAUCACG 


4178 


CGTGATGA GGCTAGCTACAJWX3A TTCCACTT 


21299 


6366 


AUCACGAA G CUUGGUGA 


4179 


TCACCAAG GGCTAGCTACAACGA TTCGTGAT 


21300 


6371 


GAAGCUUG G UGAAAGGA 


4180 


TCCTTTCA GGCTAGCTACAACGA CAAGCTTC 


21301 


6390 


AUUCUGAG G CCGCGCUG 


4181 


CAGCGCGG GGCTAGCTACAACGA CTCAGAAT 


21302 


6393 


CUGAGGCC G CGCUGGAU 


4182 


ATCCAGCG GGCTAGCTACAACGA GGCCTCAG 


21303 


6395 


GAGGCCGC G CUGGAUUG 


4183 


CAATCCAG GGCTAGCTACAACGA GCGGCCTC 


21304 


6406 


GGAUUGAC G CCAGGGUG 


4184 


CACCCTGG GGCTAGCTACAACGA GTCAATCC 


21305 


6412 


ACGCCAGG G UGUACUOG 


4185 


GGAGTACA GGCTAGCTACAACGA CCTGjGCGT 


21306 


6414 


GOCAGGGU G UACUOGGA. 


4186 


TCCGAGTA GGCTAGCTACAACGA ACCCTGGC 


21307 


6430 


AUCACCA0 G CACUAAA6 


4187 


CTTTAGTG GGCTAGCTACAACGA CTGGTGAT 


21308 


6439 


CACUAAAG G CGUUCAAG 


4188 


CTTGAACG GGCTAGCTACAACGA CTTTAGTG 


21309 


6441 


CUAAAGGC G XJUCAAGGA 


4189 


TCCTTGAA GGCTAGCTACAACGA GCCTTTAG 


21310 


6454 


AGGACUUC G CCUCGGGA 


4190 


TCCCGAGG GGCTAGCTACAACGA GAAGTCCT 


21311 


6467 


GGGAAAAC G UUCUCAGA 


4191 


TCTGAGAA GGCTAGCTACAACGA GTTTTCCC 


21312 


6480 


CAGAUAGG G CUCAUUGA 


4192 


TCAATGAG GGCTAGCTACAACGA CCTATCTG 


21313 


6490 


UCAUUSA6 G UUCUGGGA 


4193 


TCCCAGAA GGCTAGCTACAACGA CTCAATGA 


21314 


6504 


GGAAAGAU 6 CCUGAGCA 


4194 


TGCTCAGG GGCTAGCTACAACGA ATCTTTCC 


21315 


6510 


AUGCCUGA G CACUUCAU 


4195 


ATGAAGTG GGCTAGCTACAACGA TCAGGCAT 


21316 


6535 


CAUGGGAA G CACUUGAC 


4196 


GTCAAGTG GGCTAGCTACAACGA TTCCCATG 


21317 


6549 


GACACCAU G UACGUUGU 


4197 


ACAAOGTA GGCTAGCTACAACGA ATGGTGTC 


21318 


6553 


CCAUGUAC G UUGUGGCC 


4198 


GGCCACAA GGCTAGCTACAACGA GTACATGG 


21319 


6556 


UGUACGUU G UGGCCACU 


4199 


AGTGGCCA GGCTAGCTACAACGA AACGTACA 


21320 


6559 


ACGUUGUG G CCACUGCA 


4200 


TGCAGTGG GGCTAGCTACAACGA CACAACGT 


21321 


6565 


UGGCCACU G CAGAGAAA 


4201 


TTTCTCTG GGCTAGCTACAACGA AGTGGCCA 


21322 
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6583 


GAGGAAGA G CUCACAGA 


4202 


tctgtgag ggctagctacaacga tcttcctc 


21323 


6595 


ACAGAAUG G CCCUGGAG 


4203 


CTCCAGGG ggctagctacaacga CATTCTGT 


21324 


6609 


GAGGAACU G CCAGAUGC 


4204 


gcatctgg ggctagctacaacga AGTTCCTC 


21325 


6616 


UGCCAGAU G CaCUUCAG 


4205 


ctqaagag ggctagctacaacga atctggca 


21326 


6631 


AGACAAUa G CCUUGAUU 


4206 


aatcaagg ggctagctacaacga aattgtct 


21327 


6640 


CCUUGAUU G CCUUAUUG 


4207 


caataagg ggctagctacaacga aatcaagg 


21328 


6650 


CUUAUUGA G UGUGAUGA 


4208 


TCATCACA ggctagctacaacga TCAATAAG 


21329 


6652 


UAUUGAGU G UGAUGACC 


4209 


ggtcatga ggctagctacaacga actcaata 


21330 


6667 


CCAUGGGA G UAUUCDUC 


4210 


gaagaata ggctagctacaacga tcccatgg 


21331 


6684 


CUCCUCAU G CAGCGGAA 


4211 


ttccgctg ggctagctacaacga atgaggao 


21332 


6687 


CUCAUGCA G CGGAAGGG 


4212 


CCCTTCCG GGCTAGCTACAACGA TGCATGAG 


21333 


6695 


GCGGAAGG G CAUUGGAA 


4213 


TTCCAATG GGCTAGCTACAACGA CCTTCCGC 


21334 


6710 


AAAGAUAG G UUUGGGAG 


4214 


CTCCCAAA GGCTAGCTACAACGA CTATCTTT 


21335 


6719 


UUUGGGAG G CXSCUGUOJ 


4215 


AGACAGCG GGCTAGCTACAACGA CTCCCAAA 


21336 


6721 


UGGGAGGC G CUGUCUUG 


4216 


CAAGACAG GGCTAGCTACAACGA GCCTCCCA 


21337 


6724 


GAGGCXSCa G UCUUGGGA 


4217 


TCCCAAGA GGCTAGCTACAACGA AGCGCCTC 


21338 


6733 


UCUUGGGA G UCGCGACC 


4218 


GGTCGCGA GGCTAGCTACAACGA TCCCAAGA 


21339 


6736 


UGGGAGUC G CGACCUUU 


4219 


AAAGGTCG GGCTAGCTACAACGA GACTCCCA 


21340 


6749 


CUUUUUCU G UUGGAUGG 


4220 


CCATCCAA GGCTAGCTACAACGA AGAAAAAG 


21341 


6757 


GUUGGAUG G CUGAAGUU 


4221 


AACTTCAG GGCTAGCTACAACGA CATCCAAC 


21342 


6763 


UGGCUGAA G UUCCAGGA 


4222 


TCCTGGAA GGCTAGCTACAACGA TTCAGCCA 


21343 


6781 


CGAAGAUC G CCGGAAUG 


4223 


CATTCCGG GGCTAGCTACAACGA GATCTTCG 


21344 


6789 


GCCGGTW^U G UUGCUGCU 


4224 


AGCAGCAA GGCTAGCTACAACGA ATTCCGGC 


21345 


6792 


GGAAUGUU G CUGOJCUC 


4225 


GAGAGCAG GGCTAGCTACAACGA AACATTCC 


21346 


6795 


AUGUUGCU G CUCUCCCU 


4226 


AGGGAGAG GGCTAGCTACAACGA AGCAACAT 


21347 


6817 


UGAUGAUU G UGCUAAUU 


4227 


AATTAGCA GGCTAGCTACAACGA AATCATCA 


21348 


6819 


AUGAUUGU G CUAAUUCC 


4228 


GGAATTAG GGCTAGCTACAACGA ACAATCAT 


21349 


6831 


AUUCOJGA G CCAGAGAA 


4229 


TTCTCTGG GGCTAGCTACAACGA TCAGGAAT 


21350 


6840 


CCAGAGAA G CAACGUUC 


4230 


GAACGTTG GGCTAGCTACAACGA TTCTCTGG 


21351 


6845 


GAAGCAAC G UUCGCAGA 


4231 


TCTGCGAA GGCTAGCTACAACGA GTTGCTTC 


21352 


6849 


CAACGUUC G CAGACAGA 


4232 


TCTGTCTG GGCTAGCTACAACGA GAACGTTG 


21353 


6864 


GACAACCA G CUAGCCGU 


4233 


ACGGCTAG GGCTAGCTACAACGA TGGTTGTC 


21354 


6868 


ACCAGCUA G CCGUGUUC 


4234 


GAACACGG GGCTAGCTACAACGA TAGCTGGT 


21355 


6871 


AGCUAGCC G UGUUCCUG 


4235 


CAGGAACA GGCTAGCTACAACGA GGCTAGCT 


21356 


6873 


CUAGCCGU G UUCCUGAU 


4236 


ATCAGGAA GGCTAGCTACAACGA ACGGCTAG 


21357 


6884 


CCUGAXOT7 G UGUCAUGA 


4237 


TCATGACA GGCTAGCTACAACGA AAATCAGG 


21358 


6886 


U6AUUUGU G UCAUGACC 


4238 


GGTCATGA GGCTAGCTACAACGA ACAAATCA 


21359 


6898 


UGACCCUU G UGAGCGCA 


4239 


TGCGCTCA GGCTAGCTACAACGA AAGGGTCA 


21360 


6902 


CCUUGUGA G CGCAGUGG 


4240 


CCACTGCG GGCTAGCTACAACGA TCACAAGG 


21361 


6904 


UUGUGA6C G CAGUGGCA 


4241 


TGCCACTG GGCTAGCTACAACGA GCTCACAA 


21362 


6907 


UGAGCGCA G UGGCAGCC 


4242 


GGCTGCCA GGCTAGCTACAACGA TGCGCTCA 


21363 


6910 


GCGCAGUG G CAGCCAAC 


4243 


GTTGGCTG GGCTAGCTACAACGA CACTGCGC 


21364 


6913 


CAGUGGCA G CCAACGAG 


4244 


CTCGTTGG GGCTAGCTACAACGA TGCCACTG 


21365 


6926 


CGAGAUGG G UUGGCUAG 


4245 


CTAGCCAA GGCTAGCTACAACGA CCATCTCG 


21366 


6930 


AUGGGUUG G CUAGAUAA 


4246 


TTATCTAG GGCTAGCTACAACGA CAACCCAT 


21367 


6947 


GACCAAGA G UGACAUAA 


4247 


TTATGTCA GGCTAGCTACAACGA TCTTGGTG 


21368 


6956 


UGACAUAA G CAGUUUGU 


4248 


ACAAACTG GGCTAGCTACAACGA TTATQTCA 


21369 


6959 


CAUAAGCA G UUUGUUUG 


4249 


CAAACAAA GGCTAGCTACAACGA TGCTTATG 


21370 


6963 


AGCAGUUU G UUUGGGCA 


4250 


TGCCCAAA GGCTAGCTACAACGA AAACTGCT 


21371 


6969 


UUGUUUGG G CAAAGAAU 


4251 


ATTCTTTG GGCTAGCTACAACGA CCAAACAA 


21372 


6982 


GAAUUGAG G UCAAGGAG 


4252 


CTCCTTGA GGCTAGCTACAACGA CTCAATTC 


21373 


6998 


GAAUUUCA G CAUGGGAG 


4253 


CTCCCATG GGCTAGCTACAACGA TGAAATTC 


21374 


7008 


AUGGGAGA G UUUCUUUU 


4254 


AAAAGAAA GGCTAGCTACAACGA TCTCCCAT 


21375 


7026 


GACUUGAG G CCGGCAAC 


4255 


GTTGCCGG GGCTAGCTACAACGA CTCAAGTC 


21376 


7030 


UGAGGCCG G CAACAGCC 


4256 


GGCTGTTG GGCTAGCTACAACGA OGGCCTCA 


21377 


7036 


CGGCAACA G CCUGGUCA 


4257 


TGACCAGG GGCTAGCTACAACGA TGTT6CCG 


21378 


7041 


ACAGCCUG G UCAOJGUA 


4258 


TACAGTGA GGCTAGCTACAACGA CAGGCTGT 


21379 


7047 


UGGUCACU G UACGCUGU 


4259 


ACAGCGTA GGCTAGCTACAACGA AGTGACCA 


21380 


7051 


CACUGUAC G CUGUGACA 


4260 


T6TCACAG GGCTAGCTACAACGA GTACAGT6 


21381 


7054 


UGUACGCU G UGACAACA 


4261 


TGTTGTCA GGCTAGCTACAACGA AGCGTACA 


21382 


7063 


UGACAACA G CGGUCCUC 


4262 


GAGGACCG GGCTAGCTACAACGA TGTTGTCA 


21383 


7066 


caacagcg g uccucacu 


4263 


AGTGAGGA GGCTAGCTACAACGA CGCTOTTG 


21384 
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7080 


ACUCCACU G CUAAAGCA 


4264 


TGCTTTAG GGCTAGCTACAACGA AGTGGAGT 


21385 


7086 


CU6CUAA2V G CAUUUGAU 


4265 


ATCAAATG GGCTAGCTACAACGA TTTAGCAG 


21386 


7098 


UUGAUCAC G UGAGAOUA 


4266 


TAATCTGA GGCTAGCTACAACGA GTQATCAA 


21387 


7135 


CAAUAAAC 6 UaCAGGCA 


4267 


TGCCTOAA GGCTAGCTACAACGA GTTTATTG 


21388 


7141 


ACGUUCAG G CAAGUGCA 


4268 


TGCACTTG GGCTAGCTACAACGA CTGAACGT 


21389 


7145 


UCAGGCAA G UGCACUAU 


4269 


ATAGTGCA GGCTAGCTACAACGA TTGCCTGA 


21390 


7X47 


AGGCAAGU G CAOJAUUC 


4270 


GAATAGTG GGCTAGCTACAACGA ACTTGCCT 


21391 


7162 


UCACAOJC G CGCGAGQC 


4271 


GCCTCGCG GGCTAGCTACAACGA GAGTGTGA 


21392 


7164 


ACACUCGC G CGAGGCUU 


4272 


AAGCCTCG GGCTAGCTACAACGA GCGAGTGT 


21393 


7169 


CX3CGCGAG G CUUCCCCU 


4273 


AGGGGAAG GGCTAGCTACAACGA CTCGCGCG 


21394 


71130 


UCCCCOUC G UCGAUGUU 


4274 


AACATCGA GGCTAGCTACAACGA GAAGGGGA 


21395 


7186 


UCGUCGAU G UUGGAGUG 


4275 


CACTCCAA GGCTAGCTACAACGA ATCGACGA 


21396 


7192 


AUGUUGGA G UGUCGGCU 


4276 


AGCCGACA GGCTAGCTACAACGA TCCAACAT 


21397 


7194 


GUUGGAGU G UCGGCUCU 


4277 


AGAGCCGA GGCTAGCTACAACGA ACTCCAAC 


21398 


7198 


GAGUGUCG G CacurCCUG 


4278 


CAGGAGAG GGCTAGCTACAACGA CGACACTC 


21399 


720S 


GOJCDCOJ Q CUAGCAGC 


4279 


GCTGCTAG GGCTAGCTACAACGA AGGAGAGC 


21400 


7210 


UCCUGOJA G CAGCCGGA 


4280 


TCCGGCTG GGCTAGCTACAACGA TAGCAGGA 


21401 


7213 


UGCUAGCA G CCGGAUGC 


4281 


GCATCCGG GGCTAGCTACAACGA TGCTAGCA 


21402 


7220 


AGCCGGAU G CUGGGGAC 


4282 


GTCCCCAG GGCTAGCTACAACGA ATCCGGCT 


21403 


7231 


GGGGACAA G UCACCCUC 


4283 


GAGGGTGA GGCTAGCTACAACGA TTGTCCCC 


21404 


7243 


CCCUCACC Q UUACGGUA 


4284 


TACCGTAA GGCTAGCTACAACGA GGTGAGGG 


21405 


7249 


CCGUUACG G UAACAGCG 


4285 


CGCTGTTA GGCTAGCTACAACGA CGTAACGG 


21406 


7255 


CGGUAACA G CGGCAACA 


4286 


TGTTGCCG GGCTAGCTACAACGA TGTTACCG 


21407 


7258 


UAACAGCG G CAACACUC 


4287 


GAGTGTTG GGCTAGCTACAACGA CGCTGTTA 


21408 


7274 


CCUUUUUU G CCACUAUG 


4288 


CATAGTGG GGCTAGCTACAACGA AAAAAAGG 


21409 


7282 


GCCACUAU G CCUACAUG 


4289 


CATGTAGG GGCTAGCTACAACGA ATAGTGGC 


21410 


7291 


CCUACAUG G UUCCCGGU 


4290 


ACCGGGAA GGCTAGCTACAACGA CATGTAGG 


21411 


7298 


GGUUCCCG G UUGGCAAG 


4291 


CTTGCCAA GGCTAGCTACAACGA CGGGAACC 


21412 


7302 


CCCGGUUG G CAAGOJGA 


4292 


TCAGCTTG GGCTAGCTACAACGA CAACCGGG 


21413 


7306 


GUUGGCAA G CUGAGGCA 


4293 


TGCCTCAG GGCTAGCTACAACGA TTGCCAAC 


21414 


7312 


AAGCUGAG G CAAUGCGC 


4294 


GCGCATTG GGCTAGCTACAACGA CTCAGCTT 


21415 


7317 


GAGGCAAU G CGCUCAGC 


4295 


GCTGAGCG GGCTAGCTACAACGA ATTGCCTC 


21416 


7319 


GGCAAUGC 6 CUCAGCCC 


4296 


GGGCTGAG GGCTAGCTACAACGA GCATTGCC 


21417 


7324 


UGCGCUCA G CCCAGCG6 


4297 


CCGCTGGG GGCTAGCTACAACGA TGAGCGCA 


21418 


7329 


UCAGCCCA G OGGCGGAC 


4298 


GTCCGCCG GGCTAGCTACAACGA TGGGCTGA 


21419 


7332 


GCCCAGCG G C6GACAGC 


4299 


GCTGTCCG GGCTAGCTACAACGA CGCTGGGC 


21420 


7339 


QGCGGACA G CGGCCGGA 


4300 


TCCGGCCG GGCTAGCTACAACGA TGTCCGCC 


21421 


7342 


GGACAGCG G CCGGAAUC 


4301 


GATTCCGG GGCTAGCTACAACGA CGCTGTCC 


21422 


7360 


UGAAGAAC G CUGUAGUG 


4302 


CACTACAG GGCTAGCTACAACGA GTTCTTCA 


21423 


7363 


AGAACGCU G UAGUGGAU 


4303 


ATCCACTA GGCTAGCTACAACGA AGCGTTCT 


21424 


7366 


ACGCUGUA G UGGAUGGC 


4304 


GCCATCCA GGCTAGCTACAACGA TACAGCGT 


21425 


7373 


AGUGGAUG G CAUCGUGG 


4305 


CCACGATG GGCTAGCTACAACGA CATCCACT 


21426 


7378 


A0GGCAUC G UGGCCACG 


4306 


CGTGGCCA GGCTAGCTACAACGA GATGCCAT 


21427 


7381 


GCAUCGUG G CCACGGAC 


4307 


GTCCGTGG GGCTAGCTACAACGA CACGATGC 


21428 


7390 


CCACGGAC G UCCCAGAA 


4308 ^ 


TTCTGGGA GGCTAGCTACAACGA GTCCGTGG 


21429 


7404 


GAAUUAGA G CGCACCAC 


4309 


GTGGTGCG GGCTAGCTACAACGA TCTAATTC 


21430 


7406 


AUUAGAGC G CACCACAC 


4310 


GTGTGGTG GGCTAGCTACAACGA GCTCTAAT 


21431 


7422 


CCCAUCAU G CAGAAGAA 


4311 


TTCTTCTG GGCTAGCTACAACGA ATGATGGG 


21432 


7432 


AGAAGAAA Q UUGGACAG 


4312 


CTGTCCAA GGCTAGCTACAACGA TTTCTTCT 


21433 


7446 


CAGAUCAU G CUGAUCUU 


4313 


AAQATCAG GGCTAGCTACAACGA ATGATCTG 


21434 


7456 


UGAUCUUG G UGUCUOIA 


4314 


TAGAGACA GGCTAGCTACAACGA CAAGATCA 


21435 


7458 


AUCUUGGU 6 UCUCUAGC 


4315 


GCTAGAGA GGCTAGCTACAACGA ACCAAGAT 


21436 


7465 


UGQCaCUA G CUGCAGUA 


4316 


TACTGCAG GGCTAGCTACAACGA TAGAGACA 


21437 


7468 


OTCUAGCU G CA6UA60A 


4317 


TACTACTG GGCTAGCTACAACGA AGCTAGAG 


21438 


7471 


UAGCUGCA G UA0UAGC7G 


4318 


CACTACTA GGCTAGCTACAACGA TGCAGCTA 


21439 


7474 


CUGCAGUA G UAGUGAAC 


4319 


GTTCACTA GGCTAGCTACAACGA TACTGCAG 


21440 


7477 


CAGUAGUA G UGAACCCG 


4320 


CGGGTTCA GGCTAGCTACAACGA TACTACTG 


21441 


7485 


GUGAACCC G UCUGUGAA 


4321 


TTCACAGA GGCTAGCTACAACGA GGGTTCAC 


21442 


7489 


ACCCGUCU G UGAAGACA 


4322 


TGTCTTCA GGCTAGCTACAACGA AGAOGGGT 


21443 


7498 


UGAAGACA G UACGAGAA 


4323 


TTCTCGTA GGCTAGCTACAACGA TGTCTTCA 


21444 


7507 


uacgagaa g ccggaauu 


4324 


AATTCCGG GGCTAGCTACAACGA TTCTCGTA 


21445 


7525 


UGAUCACG G CCGCAGCG 


4325 


CGCTGCGG GGCTAGCTACAACX3A CGTGATCA 


21446 



173 



AVO 02/068637 



Table VI 



PCT/USOl/48350 



7528 


UCACGGCC G CAGCGGUG 


4326 


CACCGCTG GGCTAGCTACAACGA GGCCGTGA 


21447 


7531 


CGGCCGCA G CGGUQACG 


4327 


CGTCACCQ GGCTAGCTACAACGA TGCGGCCG 


21448 


7534 


CCGCAGCG G UGACGCUU 


4328 


AAGCGTCA GGCTAGCTACAACGA CGCTGCGG 


21449 


7539 


GCGGUG2^C G CUUUGGGA 


4329 


TCCCAAAG GGCTAGCTACAACGA GTCACCGC 


21450 


7555 


AGAAUGGA 6 CAAGCUCU 


4330 


AGAGCTTQ GGCTAGCTACAACGA TCCATTCT 


21451 


7559 


UGGAGCAA G CUCUGUUU 


4331 


AAACAGAG GGCTAGCTACAACGA TTGCTCCA 


21452 


7564 


CAAGCUCU G UUUGGAAC 


4332 


GTTCCAAA GGCTAGCTACAACGA AGAGCTTG 


21453 


7573 


UUUGGAAC G CAACAACU 


4333 


AGTTGTTG GGCTAGCTACAACGA GTTCCAAA 


21454 


7582 


CAACAACU G CCAUCGGA 


4334 


TCCGATGG GGCTAGCTACAACGA AGTTGTTG 


21455 


7595 


CGGACUCU G CCACAUCA 


4335 


TGATGTGG GGCTAGCTACAACGA AGAGTCCG 


21456 


7605 


CACAUCAU G CGUGGGGG 


4336 


CCCCCACG GGCTAGCTACAACGA ATGATGTG 


21457 


7607 


CAUCAUGC G UGGGGGUU 


4337 


AACCCCCA GGCTAGCTACAACGA GCATGATG 


21458 


7613 


GCCSUGGGQ G UUGGUUGU 


4338 


ACAACCAA GGCTAGCTACAACGA CCCCACGC 


21459 


7617 


GGGGGUUG G UUGUCAUG 


4339 


CATGACAA GGCTAGCTACAACGA CAACCCCC 


21460 


7620 


GQUUGGUU G UCAUGUCU 


4340 


AGACATGA GGCTAGCTACAACGA AACCAACC 


21461 


7625 


GUUGUCAU G UCUAUCCA 


4341 


TGGATAGA GGCTAGCTACAACGA ATGACAAC 


21462 


7682 


AAAAAGAG G UGGGGCAA 


4342 


TTGCCCCA GGCTAGCTACAACGA CTCTTTTT 


21463 


7687 


GAGGUGGG G CAAAAGGA 


4343 


TCCTTTTG GGCTAGCTACAACGA CCCACCTC 


21464 


7697 


AAAAGGAC G CACCUUGG 


4344 


CCAAGGTG GGCTAGCTACAACGA GTCCTTTT 


21465 


7711 


UGGGAGAG G UUUGGAAA 


4345 


TTTCCAAA GGCTAGCTACAACGA CTCTCCCA 


21466 


7749 


AAAGAAGA G UUCACUAG 


4346 


CTAGTGAA GGCTAGCTACAACGA TCTTCTTT 


21467 


7758 


UUCACUAG G UACCGCAA 


4347 


TTGCGGTA GGCTAGCTACAACGA CTAGTGAA 


21468 


7763 


UAGGUACC G CAAAGAGG 


4348 


CCTCTTTG GGCTAGCTACAACGA GGTACCTA 


21469 


7771 


GCAAAGAG G CCAUCAUC 


4349 


GATGATGG GGCTAGCTACAACGA CTCTTTGC 


21470 


7783 


UCAUCGAA G UCGAUCGC 


4350 


GCGATCGA GGCTAGCTACAACGA TTCGATGA 


21471 


7790 


AGUCGAUC G CUCAGCGG 


4351 


CCGCTGAG GGCTAGCTACAACGA GATCGACT 


21472 


7795 


AUCGCUGA G CGGCAAAA 


4352 


TTTTGCCG GGCTAGCTACAACGA TGAGCGAT 


21473 


7798 


GCUCAGCG G CAAAACAC 


4353 


GTGTTTTQ GGCTAGCTACAACGA CGCTGAGC 


21474 


7807 


CAAAACAC G CCAGGAAA 


4354 


TTTCCTGG GGCTAGCTACAACGA GTGTTTTG 


21475 


7820 


GAAAGAAG G CAAUGUCA 


4355 


TGACATTG GGCTAGCTACAACGA CTTCTTTC 


21476 


7825 


AAGGCAAU G UCACUGGA 


4356 


TCCAGTGA GGCTAGCTACAACGA ATTGCCTT 


21477 


7836 


ACUGGAGG G CAUCCAGU 


4357 


ACTGGATG GGCTAGCTACAACGA CCTCCAGT 


21478 


7843 


6GCAUCCA G UCUCUAGG 


4358 


CCTAGAGA GGCTAGCTACAACGA TGGATGCC 


21479 


7853 


CUCUAGGG G CACAGCAA 


4359 


TTGCTGTG GGCTAGCTACAACGA CCCTAGAG 


21480 


7858 


GGGGCACA G CAAAACUG 


4360 


CAGTTTTG GGCTAGCTACAACGA TGTGCCCC 


21481 


7872 


CUGAGAUG G CUGGUCGA 


4361 


TCGACCAG GGCTAGCTACAACGA CATCTCAG 


21482 


7876 


GAUGGOJG G UCGAACGG 


4362 


CCGTTCGA GGCTAGCTACAACGA CAGCCATC 


21483 


7887 


GAACGGAG G UUUCUCGA 


4363 


TCGAGAAA GGCTAGCTACAACGA CTCCGTTC 


21484 


7900 


UCGAACGG G UCGGAAAA 


4364 


TTTTCCGA GGCTAGCTACAACGA CGGTTCGA 


21485 


7909 


UCGGAAAA G UGAUUGAC 


4365 


GTCAATCA GGCTAGCTACAACGA TTTTCCGA 


21486 


7925 


CCUUGGAU G UGGAAGAG 


4366 


CTCTTCCA GGCTAGCTACAACGA ATCCAAGG 


214B7 


7934 


UGGAAGAG G CGGUUGGU 


4367 


ACCAACCG GGCTAGCTACAACGA CTCTTCCA 


21488 


7937 


AAGAGGCG G UUGGUGUU 


4368 


AACACCAA GGCTAGCTACAACGA CGCCTCTT 


21489 


7941 


GGCGGUUG G UGUUACUA 


4369 


TAGTAACA GGCTAGCTACAACGA CAACCGCC 


21490 


7943 


CGGUUGGU G UUACUAUA 


4370 


TATAGTAA GGCTAGCTACAACGA ACCAACCG 


21491 


7954 


ACUAUAUG 6 CAACCCAA 


4371 


TTGGGTTG GGCTAGCTACAACGA CATATAGT 


21492 


7969 


AAAAAAGA G UCCAAGAA 


4372 


TTCTTGGA GGCTAGCTACAACGA TCTTTTTT 


21493 


7978 


UCCAAGAA 6 UCAGAGGG 


4373 


CCCTCTGA GGCTAGCTACAACGA TTCTTGGA 


21494 


7986 


GUCAGAGG G UACACAAA 


4374 


TTTGTGTA GGCTAGCTACAACGA CCTCTGAC 


21495 


7997 


CACAAAGG G CGGUCCCG 


4375 


CGGGACCG GGCTAGCTACAACGA CCTTTGTG 


21496 


8000 


AAAGGGCG G UCCCGGAC 


4376 


GTCCGGGA GGCTAGCTACAACGA CGCCCTTT 


21497 


8016 


CAUGAAGA G CCCCAACU 


4377 


AGTTGGGG GGCTAGCTACAACGA TCTTCATG 


21498 


8026 


CCCAACUA G UGCAAAGU 


4378 


ACTTTGCA GGCTAGCTACAACGA TAGTTGGG 


21499 


8028 


CAACUAGU G CAAAGUUA 


4379 


TAACTTTG GGCTAGCTACAACGA ACTAGTTQ 


21500 


8033 


AGUGCAAA G UUAUGGAU 


4380 


ATCCATAA GGCTAGCTACAACGA TTTQCACT 


21501 


8050 


GGAACAUU G UCACCAUG 


4381 


CATGGTGA GGCTAGCTACAACGA AATGTTCC 


21502 


8063 


CAUGAAGA G UGGAGUGG 


4382 


CCACTCCA GGCTAGCTACAACGA TCTTCATG 


21503 


8068 


AGAGUGGA G UGGA0GUG 


4383 


CACATCCA GGCTAGCTACAACGA TCCACTCT 


21504 


8074 


GAGUGGAU G UGUUCUAC 


4384 


GTAGAACA GGCTAGCTACAACGA ATCCACTC 


21505 


8076 


GUGGAUGU G UUCUACAG 


4385 


CTGTAGAA GGCTAGCTACAACGA ACATCCAC 


21506 


8094 


CCUUCUGA G UGUUGUGA 


4386 


TCACAACA GGCTAGCTACAACGA TCAGAAGG 


21507 


6096 


UUCUGAGU G UUGUGACA 


4387 


TGTCACAA GGCTAGCTACAACGA ACTCAGAA 


21508 
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8099 


UGAGUGUU G UGACACCC 


4388 


GGGTGTCA GGCTAGCTACAACGA AACACTCA 


21509 


8114 


CCUCCUUU G UGACAUCX3 


4389 


OGATGTCA GGCTAGCTACAACGA AAAGGAGG 


21510 


8127 


AucGGACH^ G uccacoac 


4390 


GACGA6GA GGCTAGCTACAACGA TCTCCGAT 


21511 


8133 


GAiSUCCUC G UCAAGUGC 


4391 


QCACTTGA GGCTAGCTACAACGA GAGGACTC 


215X2 


8138 


CUCGUCAA G UGCUGAGG 


4392 


CCTCAGCA GGCTAGCTACAACGA TTGACGAG 


21513 


8140 


CGUCAAGU G CUGAGGUU 


4393 


AACCTCAG GGCTAGCTACAACGA ACTTGACG ' 


21514 


8146 


GUGCUGAG G UUGAAGAG 


4394 


CTCTTCAA GGCTAGCTACAACGA CTCAGCAC 


21515 


8154 


GUUGAAGA G CAUAGGAC 


4395 


GTCCTATG GGCTAGCTACAACGA TCTTCAAC 


21516 


8170 


CGAUUCGG G UCCUUGAA 


4396 


TTCAAGQA GGCTAGCTACAACGA CCGAATCG 


21517 


8182 


UUGAAAUG G UUGAGGAC 


4397 


GTCCTCAA GGCTAGCTACAACGA CATTTCAA 


21518 


8193 


GAGGACUG G CUGCACCG 


4398 


CGGTGCAG GGCTAGCTACAACGA CAGTCCTC 


21519 


8196 


GACUGGCU G CACCGAGG 


4399 


CCTCGGTG GGCTAGCTACAACGA AGCCAGTC 


21520 


8205 


CACCGAGG G CCAAGGGA 


4400 


TCCCTTGG GGCTAGCTACAACGA CCTCGGTG 


21521 


8219 


GGAAUUUU G CGUGAAGG 


4401 


CCTTCACG GGCTAGCTACAACGA AAAATTCC 


21522 


8221 


AAUUUUGC G UQAAGODG 


4402 


CACCTTCA GGCTAGCTACAACGA GCAAAATT 


21523 


8227 


GCGUGAAG G UGCUOKSC 


4403 


GCAGAGCA GGCTAGCTACAACGA CTTCACGC 


21524 


8229 


GOGAAGGU G OJCUGCCC 


4404 


GGGCAGAQ GGCTAGCTACAACGA ACCTTCAC 


21525 


8234 


GGUGCUCU G CCCCUACA 


4405 


TGTAGGGG GGCTAGCTACAACGA AGAGCACC 


21526 


8244 


CCCUACAU G CCGAAAGU 


4406 


ACTTTCGG GGCTAGCTACAACGA ATGTAGGG 


21527 


8251 


UGCCGAAA G UCAUAGAG 


4407 


CTCTATGA GGCTAGCTACAACGA TTTCGGCA 


21528 


8268 


AA6AUGGA G CUGCUCCA 


4408 


TGGAGCAG GGCTAGCTACAACGA TCCATCTT 


21529 


8271 


AUQGA0CU G OJCCAACG 


4409 


CGTTQGAG GGCTAGCTACAACGA AGCTCCAT 


2153 0 


8279 


GCUCCAAC G CCGGUAUG 


4410 


CATACCGG GGCTAGCTACAACGA GTTGGAGC 


21531 


8283 


CAACGCCG G UAUGGG6G 


4411 


CCCCCATA GGCTAGCTACAACGA CGGCGTTG 


21532 


8299 


GGGGACUG G UCAGAAAC 


4412 


GTTTCTGA GGCTAGCTACAACGA CAGTCCCC 


21533 


8328 


AAUUCCAC G CACGAGAU 


4413 


ATCTCGTG GGCTAGCTACAACGA GTGGAATT 


21534 


8337 


CACGAGAU G UAUUGGGU 


4414 


ACCCAATA GGCTAGCTACAACGA ATCTCGTG 


21535 


8344 


UGUAUUGG G UGAGUCGA 


4415 


TCGACTCA GGCTAGCTACAACGA CCAATACA 


21536 


8348 


UUGGGUGA G UCGAGCUU 


4416 


AAGCTCGA GGCTAGCTACAACGA TCACCCAA 


21537 


8353 


UGAGUCGA 6 CUUCAGGC 


4417 


GCCTGAAG GGCTAGCTACAACGA TCGACTCA 


21538 


8360 


AQCUUCAG G CAAUGUGG 


4418 


CCACATTG GGCTAGCTACAACGA CTGAAGCT 


21539 


8365 


CAGGCAAU G UGGUACAU 


4419 


ATGTACCA GGCTAGCTACAACGA ATTGCCTG 


21540 


8368 


GCAAUGUG G UACAUUCA 


4420 


TGAATGTA GGCTAGCTACAACGA CACATTGC 


21541 


8377 


UACAUUCA G UGAAUAUG 


4421 


CATATTCA GGCTAGCTACAACGA TGAATGTA 


21542 


6390 


tIAUGACCA G CCAGGUGC 


4422 


GCACCTGG GGCTAGCTACAACGA TGGTCATA 


21543 


8395 


CCAGCCAG G UGCUCCUA 


4423 


TAGGAGCA GGCTAGCTACAACGA CTGGCTGG 


21544 


8397 


AGCCAGGU G CUCOJAGG 


4424 


CCTAGGAG GGCTAGCTACAACGA ACCTGGCT 


21545 


8452 


AGGAAGAU G UAAACUUG 


4425 


CAAGTTTA GGCTAGCTACAACGA ATCTTCCT 


21546 


8465 


CUUGGGAA G UGGAACCA 


4426 


TGGTTCCA GGCTAGCTACAACGA TTCCCAAG 


21547 


8476 


GAACCAGG G CGGUGGGA 


4427 


TCCCACCG GGCTAGCTACAACGA CCTGGTTC 


21548 


8479 


CCAGGGCX3 G UGGGAAAA 


4428 


TTTTCCCA GGCTAGCTACAACGA CGCCCTGG 


21549 


6493 


AAACCCCU G CUCAACUC 


4429 


GAGTTGAG GGCTAGCTACAACGA AGGGGTTT 


21550 


8510 


AGACACCA G UAAAAUCA 


4430 


TGATTTTA GGCTAGCTACAACGA TGGTGTCT 


21551 


8541 


CGACUCAG G CGUGAGUA 


4431 


TACTCACG GGCTAGCTACAACGA CTGAGTCG 


21552 


8543 


ACUCAGGC G UGAGUACA 


4432 


TGTACTCA GGCTAGCTACAACGA GCCTGAGT 


21553 


8547 


AGGCGUGA G UACAGUUC 


4433 


GAACTGTA GGCTAGCTACAACGA TCACGCCT 


21554 


8552 


UGAGUACA G UUCGACGU 


4434 


AC6TCGAA GGCTAGCTACAACGA TGTACTCA 


21555 


8559 


AGUUCGAC G UGGCACCA 


4435 


TGGTGCCA GGCTAGCTACAACGA GTCGAACT 


21556 


8562 


UCGACGUG G CACCACGA 


4436 


TCGTGGTG GGCTAGCTACAACGA CACGTCGA 


21557 


8606 


CUAUCACG G CAGUUAUG 


4437 


CATAACTG GGCTAGCTACAACGA CGTGATAG 


21558 


8609 


UCACGGCA G UUAUGAUG 


4438 


CATCATAA GGCTAGCTACAACGA TGCCGTGA 


21559 


8617 


GUUAUGAU G UGAAGCCC 


4439 


GGGCTTCA GGCTAGCTACAACGA ATCATAAC 


21560 


8622 


GAUGU6AA 6 CCCACAGG 


4440 


CCTGTGGG GGCTAGCTACAACGA TTCACATC 


21561 


8630 


6CCCACAG G CUCCGCCA 


4441 


TGGCGGAG GGCTAGCTACAACGA CTGTGGGC 


21562 


8635 


CAGGCUCC G CCAGUUCG 


4442 


C6AACTGG GGCTAGCTACAACGA GGAGCCTG 


21563 


8639 


CUCCGCCA G UUCGCUGG 


4443 


CCAGCGAA GGCTAGCTACAACGA TGGCGGAG 


21564 


8643 


GCCAGUUC G CUGGUCAA 


4444 


TTGACCAG GGCTAGCTACAACGA GAACTGGC 


21565 


8647 


GUUCGCUG G UCAAUGGA 


4445 


TCCATTGA GGCTAGCTACAACGA CAGCGAAC 


21566 


8656 


UCAAUGGA G UGGUCAGG 


4446 


CCTGACCA GGCTAGCTACAACGA TCCATTGA 


21567 


8659 


AUGGAGUQ G UCAGGCUC 


4447 


GAGCCTGA GGCTAGCTACAACGA CACTCCAT 


21568 


8664 


GUGGUCAG G CUCCUCUC 


4448 


GAGAGGAG GGCTAGCTACAACGA CTGACCAC 


21569 


8698 


UCA06AAU G UUACCACC 


4449 


GGTGGTAA GGCTAGCTACAACGA ATTCGT6A 


21570 
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8710 


CCACCAUG G CCAUGACU 


4450 


AGTCATGG GGCTAGCTACAACGA CATGGTGG 


21571 


8736 


CCCUUCGG G CAGCAGCX3 


4451 


CGCTGCTG GGCTAGCTACAACGA CCGAAGGG 


21572 


8739 


XJUCGGGCA G CAGCGAGU 


4452 


ACTCGCTG GGCTAGCTACAACGA TGCCCGAA 


21573 


8742 


GGGCAGCA G CGAGUGUU 


4453 


AACACTCG GGCTAGCTACAACGA TGCTQCCC 


21574 


8746 


AGCAGCGA G UGUUCAAA 


4454 


TTTGAACA GGCTAGCTACAACGA TCGCTGCT 


21575 


8748 


CAGCGAGU G UUCAAAGA 


4455 


TCTTTGAA GGCTAGCTACAACGA ACTCGCTG 


21576 


8761 


AAGAGAAG G UGGACACG 


4456 


CGTGTCCA GGCTAGCTACAACGA CTTCTCTT 


21577 


8773 


ACACGAAA G CUCCU6AA 


4457 


TTCA6GAG GGCTAGCTACAACGA TTTCGTGT 


21578 


8784 


CCUGAACC 0 CCAGAAGG 


4458 


CCTTCTGG GGCTAGCTACAACGA GGTTCAGG 


21579 


8794 


CAGAAGGA 6 UGAAGUAC 


4459 


GTACTTCA GGCTAGCTACAACGA TCCTTCTG 


21580 


8799 


GGAGUGAA G UACCaGCO 


4460 


AGCACGTA GGCTAGCTACAACGA TTCACTCC 


21581 


6603 


UGAAGUAC G UGCUCAAU 


4461 


ATTGAGCA GGCTAGCTACAACGA GTACTTCA 


21582 


8805 


AAGUACGU G CUCAAUGA 


4462 


TCATTGAG GGCTAGCTACAACGA ACGTACTT 


21583 


8826 


ACCAAOJG G UUGUGGGC 


4463 


GCCCACAA GGCTAGCTACAACGA CAGTTGGT 


21584 


8829 


AACUGGUU G UGGGCGUU 


4464 


AACGCCCA GGCTAGCTACAACGA AACCAGTT 


21585 


8833 


GGUUGUGG G CGUUUUUG 


4465 


CAAAAACG GGCTAGCTACAACGA CCACAACC 


21586 


8835 


UUGUGGGC G UUUUUGGC 


4466 


GCCAAAAA GGCTAGCTACAACGA GCCCACAA 


21587 


8842 


CGUUUUUG G CCAGAGAA 


4467 


TTCTCTGG GGCTAGCTACAACGA CAAAAACG 


21588 


8655 


AGAAAAAC G UCCCAGAA 


4468 


TTCTGGQA GGCTAGCTACAACGA GTTTTTCT 


21589 


8865 


CCCAGAAU G UGCUCUCG 


4469 


CGAGAGCA GGCTAGCTACT^ACGA ATTCTGGG 


21590 


8867 


CAGAAUGU G CUCUCGAG 


4470 


CTCGAGAG GGCTAGCTACAACGA ACATTCTG 


21591 


8893 


UAAGAAAG G UCAACAGC 


4471 


GCTGTTGA GGCTAGCTACAACGA CTTTCTTA 


21592 


8900 


GGUCAACA G CAAUGCAG 


4472 


CTGCATTG GGCTAGCTACAACGA TGTTGACC 


21593 


8905 


ACAGCAAU G CAGCUOTG 


4473 


CAAAGCTG GGCTAGCTACAACGA ATTGCTGT 


21594 


8908 


6CAAUGCA 6 CUUUGGGU 


4474 


ACCCAAAG GGCTAGCTACAACGA TGCATTGC 


21595 


8915 


AGCUUUGG G UGCCAUGU 


4475 


ACATGGCA GGCTAGCTACAACGA CCAAAGCT 


21596 


8917 


CUUUGGGU G CCAUGUUU 


4476 


AAACATGG GGCTAGCTACAACGA ACCCAAAG 


21597 


8922 


GGUGCCAU G UUUGAAGA 


4477 


TCTTCAAA GGCTAGCTACAACGA ATGGCACC 


21598 


8931 


UUUGAAGA G CA6AAUCA 


4478 


TGATTCTG GGCTAGCTACAACGA TCTTCAAA 


21599 


8948 


AUGGAGGA 6 CGCCAGAG 


4479 


CTCTGGCG GGCTAGCTACAACGA TCCTCCAT 


21600 


8950 


GGAGGAGC G CCAGAGAA 


4480 


TTCTCTGG GGCTAGCTACAACGA GCTCCTCC 


21601 


8959 


CCAGAGAA G CAGUUGAA 


4481 


TTCAACTG GGCTAGCTACAACGA TTCTCTGG 


21602 


8962 


GAGAAGCA G UUGAAGAU 


4482 


ATCTTCAA GGCTAGCTACAACGA TGCTTCTC 


21603 


8989 


GGGAGAUG G UGGAUGAG 


4483 


CTCATCCA GGCTAGCTACAACGA CATCTOCC 


21604 


9000 


GAUGAGGA G CGCGAGGC 


4484 


GCCTCGCG GGCTAGCTACAACGA TCCTCATC 


21605 


9002 


UGAGGAGC G CGAGGCAC 


4485 


GTGCCTCG GGCTAGCTACAACGA GCTCCTCA 


21606 


9007 


AGCGGGAG G CACAUCUG 


4486 


CAGATGTG GGCTAGCTACAACGA CTCGCGCT 


21607 


9015 


GCACAUCU G CGGGGGGA 


4487 


TCCCCCCG GGCTAGCTACAACGA AGATGTGC 


21608 


9026 


GGGGGAAU G UCACACUU 


4488 


AAGTGTGA GGCTAGCTACAACGA ATTCCCCC 


21609 


9035 


UCACACUU G CAUUUACA 


4489 


TGTAAATG GGCTAGCTACAACGA AAGTGTGA 


21610 


9078 


CCCGGAGA G UUCGGAAA 


4490 


TTTCCGAA GGCTAGCTACAACGA TCTCCGGG 


21611 


9088 


UCGGAAAG G CCAAGGGA 


4491 


TCCCTTGG GGCTAGCTACAACGA CTTTCCGA 


21612 


9098 


CAAGGGAA G CAGAGCCA 


4492 


TGGCTCTG GGCTAGCTACAACGA TTCCCTTG 


21613 


9103 


GAAGCAGA G CCAUUUGG 


4493 


CCAAATGG GGCTAGCTACAACGA TCTGCTTC 


21614 


9111 


GCCAUUUG G UUCAUGUG 


4494 


CACATGAA GGCTAGCTACAACGA CAAATGGC 


21615 


9117 


UGGUUCAU G UGGCUCGG 


4495 


CCGAGCCA GGCTAGCTACAACGA ATGAACCA 


21616 


9120 


UUCAUGUG G CUCGGAGC 


4496 


GCTCCGAG GGCTAGCTACAACGA CACATGAA 


21617 


9127 


GGCUGGGA 0 CUCGCUUU 


4497 


AAAGCGAG GGCTAGCTACAACGA TCCGAGCC 


21618 


9131 


CGGAGCUC G CUUUCUGG 


4498 


CCAGAAAG GGCTAGCTACAACGA GAGCTCCG 


21619 


9141 


UUUCUGGA 6 X7UCGAGGC 


4499 


GCCTCGAA GGCTAGCTACAACGA TCCAGAAA 


21620 


9148 


AGUUCGAG G CUCUGGGU 


4500 


ACCCAGAG GGCTAGCTACAACGA CTCGAACT 


21621 


9155 


GGCUCUGG G UUUUCUCA 


4501 


TGAGA/^ GGCTAGCTACAACGA CCAGAGCC 


21622 


9177 


GACCACUG G CUUGGAAG 


4502 


CTTCCAAG GGCTAGCTACAACGA CAGTGGTC 


21623 


9203 


AGGAGGAG G UGUCGAGG 


4503 


CCTCGACA GGCTAGCTACAACGA CTCCTCCT 


21624 


9205 


GAGGAGGU G UCGAGGGC 


4504 


GCCCTCGA GGCTAGCTACAACGA ACCTCCTC 


21625 






4505 


GGCCCAAG GGCTAGCTACAACGA CCTCGACA 


21626 


9218 


GGGCUUGG 6 CCUCCAAA 


4506 


TTTGGAGG GGCTAGCTACAACGA CCAAGCCC 


21627 


9233 


AAAACUGG 6 UUACAUCC 


4507 


GGATGTAA GGCTAGCTACAACGA CCAGTTTT 


21626 


9243 


UACAUCCU G CQUGAAGU 


4508 


ACTTCACG GGCTAGCTACAACGA AGGATGTA 


21629 


9245 


CAUCCUGC G UQAA6UUG 


4509 


CAACTTCA GGCTAGCTACAACGA GCAGGATG 


21630 


9250 


UGCGUGAA G UUGGCACC 


4510 


GGTGCCAA GGCTAGCTACAACGA TTCACGCA 


21631 


9254 


UGAAGUUG G CACCOGGC 


4511 


GCOGGGTG GGCTAGCTACAACGA CAACTTCA 


21632 
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9261 


GGCACCCG G CCUGGGGG 


4512 


CCCCCAGG GGCTAGCTACAACGA CGGGTGCC 


21633 


9269 


GCCUGGGG G CAAGAUCU 


4513 


AGATCTTG GGCTAGCTACAACGA CCCCAGGC 


21634 


9280 


AGAUCUAU G CUGAUGAC 


4514 


GTCATCAG GGCTAGCTACAACGA ATAGATCT 


21635 


9292 


AUGAGACA G CUGGCUGG 


4515 


CCAGCCAG GGCTAGCTACAACGA TGTGTCAT 


21636 


9296 


CACAGCUG G CUGGGACA 


4516 


TGTCCCAO GGCTAGCTACAACGA CAGCTGTG 


21637 


9308 


GGACACCC G CAUCACGA 


4517 


TCGTGATG GGCTAGCTACAACGA GGGTGTCC 


21638 


9319 


UCACGAGA G CUGACUUG 


4518 


CAAGTCAG GGCTAGCTACAACGA TCTCGTGA 


21639 


9337 


AAAAUGAA G CUAAGGUG 


4519 


CACCTTAG GGCTAGCTACAACGA TTCATTTT 


21640 


9343 


AAGOIAAG G UGCUU6AG 


4520 


CTCAAGCA GGCTAGCTACAACGA CTTAGCTT 


21641 


9345 


GCUAAGGU G CUUGAGCU 


4521 


AGCTCAAG GGCTAGCTACAACGA ACCTTAGC 


21642 


9351 


GUGCUUGA G CUGCUUQA 


4522 


TCAAGCAG GGCTAGCTACAACGA TCAAGCAC 


21643 


9354 


CUUGAGCU G CUUGAUGG 


4523 


CCATCAAG GGCTAGCTACAACGA AGCTCAAG 


21644 


9372 


GAACAUCG G CGUCUUGC 


4524 


GCAAGACG GGCTAGCTACAACGA CGATGTTC 


21645 


9374 


ACAUCGGC G UCUUGCCA 


4525 


TGGCAAGA GGCTAGCTACAACGA GCCGATGT 


21646 


9379 


GGCJGUCUtJ G CCAGQGCC 


4526 


GGCCCTGG GGCTAGCTACAAOGA AAGACGCC 


21647 


9385 


UUGCCAGG G CCAUCAUU 


4527 


AATGATG6 GGCTAGCTACAACGA CCTGGCAA 


21648 


9396 


AUCAUUGA G CUCACCUA 


4528 


TAGGTGAG GGCTAGCTACAACGA TCAATGAT 


21649 


9407 


CACCUAUC G UCACAAAG 


4529 


CTTTGTGA GGCTAGCTACAACGA GATAGGTG 


21650 


9415 


GUCACAAA G UUGUGAAA 


4530 


TTTCACAA GGCTAGCTACAACGA TTTGTGAC 


21651 


9418 


ACAAAGUU G UGAAAGUG 


4531 


CACTTTCA GGCTAGCTACAACGA AACTTTGT 


21652 


9424 


UUGUGAAA G UGAUGCGC 


4532 


GCGCATCA GGCTAGCTACAACGA TTTCACAA 


21653 


9429 


AAAGUGAU G CGCCCGGC 


4533 


GCCGGGCG GGCTAGCTACAACGA ATCACTTT 


21654 


9431 


AGUGAUGC G CCCX3GCUG 


4534 


CAGCCGGG GGCTAGCTACAACGA GCATCACT 


21655 


9436 


UGCGCCCG G CUGCUGAU 


4535 


ATCAGCAG GGCTAGCTACAACGA CGGGCGCA 


21656 


9439 


GCCCGGCU G CUGAUGGA 


4536 


TCCATCAG GGCTAGCTACAACGA AGCCGGGC 


21657 


9454 


GAAGAACC G UCAUGGAU 


4537 


ATCCATGA GGCTAGCTACAACGA GGTTCTTC 


21658 


9463 


UCAUGGAU 6 UUAUOJCC 


4538 


GG/VGATAA GGCTAGCTACAACGA ATCCATGA 


21659 


9491 


GAGGGGGA G UGGACAAG 


4539 


CTTGTCCA GGCTAGCTACAACGA TCCCCCTC 


21660 


9499 


GUGGACAA G UUGaCACC 


4540 


GGTGACAA GGCTAGCTACAACGA TTGTCCAC 


21661 


9502 


GACAAGUU G UCACCUAC 


4541 


GTAGGTGA GGCTAGCTACAACGA AACTTGTC 


21662 


9511 


UCACCUAC G CCCUAAAC 


4542 


GTTTAGGG GGCTAGCTACAACGA GTAGGTGA 


21663 


9535 


CCAACCUG G CCGUCCAG 


4543 


CTGGACGG GGCTAGCTACAACGA CAGGTTGG 


21664 


9538 


ACCUGGCC G UCCAGCUG 


4544 


CAGCTGGA GGCTAGCTACAACGA GGCCAGGT 


21665 


9543 


GCCGUCCA G CUGGUGAG 


4545 


CTCACCAG GGCTAGCTACAACGA TGGACGGC 


21666 


9547 


UCCAGCUG G UGAGGAUG 


4546 


CATCCTCA GGCTAGCTACAACGA CAGCTGGA 


21667 


9571 


GGGAAGGA G UGAUUGGC 


4547 


GCCAATCA GGCTAGCTACAACGA TCCTTCCC 


21668 


9578 


AGUGAUUG G CCCAGAUG 


4548 


CATCTGGG GGCTAGCTACAACGA CAATCACT 


21669 


9589 


CAGAUGAU G UGGAGAAA 


4549 


TTTCTCCA GGCTAGCTACAACGA ATCATCTG 


21670 


9622 


GACCCAAA G UCAGQACC 


4550 


GGTCCTGA GGCTAGCTACAACGA TTTGGGTC 


21671 


9633 


AGGACCUG G CUGUUUGA 


4551 


TCAAACAG GGCTAGCTACAACGA CAGGTCCT 


21672 


9636 


ACCUGGCU G UUUGAGAA 


4552 


TTCTCAAA GGCTAGCTACAACGA AGCCAGGT 


21673 


9662 


AAGACUCA G CCGCAUGG 


4553 


CCATGCGG GGCTAGCTACAACGA TGAGTCTT 


21674 


9665 


ACUCAGCC G CAUGGCUG 


4554 


CAGCCATG GGCTAGCTACAACGA GGCTGAGT 


21675 


9670 


GCCGCAUG G CUGUCAGU 


4555 


ACTGACAG GGCTAGCTACAACGA CATGCGGC 


21676 


9673 


GCAUGGCU G UCAGUGGA 


4556 


TCCACTGA GGCTAGCTACAACGA AGCCATGC 


21677 


9677 


GGCUGUCA G UGGAGAUG 


4557 


CATCTCCA GGCTAGCTACAACGA TGACAGCC 


21678 


9689 


AGAUGACU G UGUGGUAA 


4558 


TTACCACA GGCTAGCTACAACGA AGTCATCT 


21679 


9691 


AUGACUGU G UGGUAAAO 


4559 


CTTTACCA GGCTAGCTACAACGA ACAGTCAT 


21680 


9694 


ACUGUGUG G UAAAGCCC 


4560 


GGGCTTTA GGCTAGCTACAACGA CACACAGT 


21681 


9699 


GUGGUAAA G CCCCUGGA 


4561 


TCCAG6GG GGCTAGCTACAACGA TTTACCAC 


21682 


9713 


GGACGAUC G CUUUGCCA 


4562 


TGGCAAAG GGCTAGCTACAACGA GATCGTCC 


21683 


9718 


AUCGCUUU G CCACCUCG 


4563 


CGAGGTGG GGCTAGCTACAACGA AAAGCGAT 


21684 


9726 


GCCACCUC G CUCCACUU 


4564 


AAGTGGAG GGCTAGCTACAACGA GAGGTGGC 


21685 


9742 


UCCUCAAU G CUADGUCA 


4565 


TGACATA6 GGCTAGCTACAACGA ATTGAGGA 


21686 


9747 


AAUGCUAU G UCAAAGGU 


4566 


ACCTTTGA GGCTAGCTACAACGA ATAGCATT 


21687 


9754 


UGUCAAAG G UUCGCAAA 


4567 


TTTGCGAA GGCTAGCTACAACGA CTTTGACA 


21688 


9758 


AAAGGUUC G CAAAGACA 


4568 


TGTCTTTG GGCTAGCTACAACGA GAACCTTT 


21689 


9774 


AUCCAAGA G UGGAAACC 


4569 


GGTTTCCA GGCTAGCTACAACGA TCTTGGAT 


21690 


9783 


UGGAAACC G UCAACUGG 


4570 


CCAGTTGA GGCTAGCTACAACGA GGTTTCCA 


21691 


9795 


ACUGGAUG G UAUGAUUG 


4571 


CAATCATA GGCTAGCTACAACGA CATCCAGT 


21692 


9804 


UAUGAUUG G CAGCAGGU 


4572 


ACCTGCTG GGCTAGCTACAACGA CAATCATA 


21693 


9807 


GAUUGGCA G CASGUUCC 


4573 


GGAACCTG GGCTAGCTACAACGA TGCCAATC 


21694 
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98X1 


GGCAGCAG G UUCCAUUU 


4574 


AAATGGAA GGCTAGCTACAACGA CTGCTGCC 


21695 


9821 


UCCAUUUU G CUCAAACC 


4575 


GGTTTGAG GGCTAGCTACAACGA AAAATGGA 


21696 


9868 


GAACACUG G UGGUUCCA 


4576 


TGGAACCA GGCTAGCTACAACGA CAGTGTTC 


21697 


9871 


CAOJGGUG G UUCCAUGC 


4577 


GCATGGAA GGCTAGCTACAACGA CACCAGTG 


21698 


9878 


GGUUCCAU G CCGAGGAC 


4578 


GTCCTCGG GGCTAGCTACAACGA ATGGAACC 


21699 


9898 


AUGAAXKJG G UAGGOVGA 


4579 


TCTGCCTA GGCTAGCTACAACGA CAATTCAT 


21700 


9902 


ADUGGUAG G CAGAGCUC 


4580 


GAGCTCTG GGCTAGCTACAACGA CTACCAAT 


21701 


9907 


UAGGCAGA G OJCGCAUA 


4581 


TATGCGAG GGCTAGCTACAACGA TCTGCCTA 


21702 


9911 


CAGAGCUC G CAXXAUCUC 


4582 


GAGATATG GGCTAGCTACAACGA GAGCTCTG 


21703 


9925 


OJCCAGQQ 6 COGGAUGG 


4583 


CCATCCGG GGCTAGCTACAACGA CCCTGGAG 


21704 


9937 


GAUGGAAC G UCC6CGAC 


4584 


GTCGCGGA GGCTAGCTACAACGA GTTCCATC 


21705 


9941 


GAACGUCC G CGACACUG 


4585 


CAGTGTCG GGCTAGCTACAACGA GGACGTTC 


21706 


9949 


GCGACACU G CUUGacUG 


4586 


CAGACAAG GGCTAGCTACAACGA AGTGTCGC 


21707 


9953 


CACUGCUU G UCUGGCUA 


4587 


TAGCCAGA GGCTAGCTACAACGA AAGCAGTG 


21708 


9958 


CUUGUCUG G OJAAGUCU 


4588 


AGACTTAG GGCTAGCTACAACGA CAGACAAG 


21709 


9963 


CUGGCUAA G UCUUAUGC 


4589 


GCATAAGA GGCTAGCTACAACGA TTAGCCAG 


21710 


9970 


AGUCUUAU G CCCAGAUG 


4590 


CATCTGGG GGCTAGCTACAACGA ATAAGACT 


21711 


9978 


GCCCAGAU G UGGCUGCU 


4591 


AGCAGCCA GGCTAGCTACAACGA ATCTGGGC 


21712 


9981 


CAGAUGUG G CUGCUUCU 


4592 


AGAAGCAG GGCTAGCTACAACGA CACATCTG 


21713 


9984 


AUGUGGCU G CUUCUGUA 


4593 


TACAGAAG GGCTAGCTACAACGA AGCCACAT 


21714 


9990 


CUGCUUOJ G UACUUCCA 


4594 


TGGAAGTA GGCTAGCTACAACGA AGAAGCAG 


21715 


10011 


AGAGACCU G CGGOJCAU 


4595 


ATGAGCCG GGCTAGCTACAACGA AGGTCTCT 


21716 


10014 


GACCUGCG G CUCAUGGC 


4596 


GCCAT6AG GGCTAGCTACAACGA CGCAGGTC 


21717 


10021 


GGCUCAUG G CCAACGCC 


4597 


GGCGTTGG GGCTAGCTACAACGA CATGAGCC 


21718 


10027 


UGGCCAAC G CCATJUUGC 


4598 


GCAAATGG GGCTAGCTACAACGA GTTGGCCA 


21719 


10034 


CGCCAUUU G CUCCGCUG 


4599 


CAGCGGAG GGCTAGCTACAACGA AAATGGCG 


21720 


10039 


UUUGCUCC G CUGUCCCU 


4600 


AGGGACAG GGCTAGCTACAACGA GGAGCAAA 


21721 


10042 


GCUCCGCU G UCCCUGUG 


4601 


CACAGGGA GGCTAGCTACAACGA AGCGGAGC 


21722 


10048 


CUGUCCCU G UGAAUUGQ 


4602 


CCAATTCA GGCTAGCTACAACGA AGGGACAG 


21723 


10057 


UGAAUUGG G UCCCUACC 


4603 


GGTAGGGA GGCTAGCTACAACGA CCAATTCA 


21724 


10077 


AGAACCAC G UGGUCCAU 


4604 


ATGGACCA GGCTAGCTACAACGA GTGGTTCT 


21725 


10080 


ACCACGUG G UCCAUCCA 


4605 


TGGATGGA GGCTAGCTACAACGA CACGTGGT 


21726 


10090 


CCAUCCAU G CAGGAGGA 


4606 


TCCTCCTG GGCTAGCTACAACGA ATGGATGG 


21727 


10101 


GGAGGAQA G UGGAUGAC 


4607 


GTCATCCA GGCTAGCTACAACGA TCTCCTCC 


21728 


10122 


GAGGACAU G UUGGAGGU 


4608 


ACCTCCAA GGCTAGCTACAACGA ATGTCCTC 


21729 


10129 


UGUUGGAG 6 UCUGGAAC 


4609 


GTTCCAGA GGCTAGCTACAACGA CTCCAACA 


21730 


10139 


OJGGAACC G UGUUUGGA 


4610 


TCCAAACA GGCTAGCTACAACGA GGTTCCAG 


21731 


10141 


GGAACCGU G UUUGGAUA 


4611 


TATCCAAA GGCTAGCTACZ^CGA ACGGTTCC 


21732 


10183 


AAACCCCA G UGGAGAAA 


4612 


TTTCTCCA GGCTAGCTACAACGA TGGGGTTT 


21733 


10196 


GAAAUGGA G UGACGUCC 


4613 


GGACGTCA GGCTAGCTACAACGA TCCATTTC 


21734 


10201 


GGAGUGAC G UCCCAUAU 


4614 


ATATGGGA GGCTAGCTACAACGA GTCACTCC 


21735 


10233 


GACAUCUG G UGUGGCAG 


4615 


CTGCCACA GGCTAGCTACAACGA CAGATGTC 


21736 


10235 


CAUCUGGU G UGGCAGCC 


4616 


GGCTGCCA GGCTAGCTACAACGA ACCAGATG 


21737 


10238 


CUGGUGUG G CAGCCUGA 


4617 


TCAGGCTG GGCTAGCTACAACGA CACACCAG 


21738 


10241 


GUGUGGCA G CCUGAUUG 


4618 


CAATCAGG GGCTAGCTACAACGA TGCCACAC 


21739 


10250 


CCUGAUUG G CACAAGAG 


4619 


CTCTTGTG GGCTAGCTACAACGA CAATCAGG 


21740 


10258 


GCACAAGA G CCCGAGCC 


4620 


GGCTCGGG GGCTAGCTACAACGA TCTTOTOC 


21741 


10264 


GAGCCCGA G CCACGUGG 


4621 


CCACGTGG GGCTAGCTACAACGA TCGGGCTC 


21742 


10269 


CGAGCCAC 6 UGGGCAGA 


4622 


TCTGCCCA GGCTAGCTACAACGA GTGGCTCG 


21743 


10273 


CCACGUGG G CAGAAAAC 


4623 


GTTTTCTG GGCTAGCTACAACGA CCACGTGG 


21744 


10288 


ACAUCCAG G UGGCUAUC 


4624 


GATAGCCA GGCTAGCTACAACGA CTGGATGT 


21745 


10291 


UCCAGGUG G CUAUCAAC 


4625 


GTTGATAG GGCTAGCTACAACGA CACCTGGA 


21746 


10303 


UCAACCAA G UCA6AGCA 


4626 


TGCTCTGA GGCTAGCTACAACGA TTGGTTGA 


21747 


10309 


AAGUCAGA 6 CAAUCAUC 


4627 


GATGATTG GGCTAGCTACAACGA TCT6ACTT 


21748 


10329 


GAUGAGAA G UAUGUGGA 


4628 


TCCACATA GGCTAGCTACAACGA TTCTCATC 


21749 




AGAAGUAu G UGGAUUAC 


4629 


GTAATCCA GGCTAGCTACAACGA ATACTTCT 


21750 


10346 


UUACAUGA G UUCACUAA 


4630 


TTAGTGAA GGCTAGCTACAACGA TCATGTAA 


21751 


10378 


CAACUOUG G UUGAGGAC 


4631 


GTCCTCAA GGCTAGCTACAACGA CAAAGTTG 


21752 


10390 


AGGACACA G UACUGUAG 


4632 


CTACAGTA GGCTAGCTACAACGA TGTOTCCT 


21753 


10395 


ACAGUACU G UAGAUAUU 


4633 


AATATCTA GGCTAGCTACAACGA A6TACTGT 


21754 


10413 


aaucaauu g uaaauaga 


4634 


TCTATTTA GGCTAGCTACAACGA AATTGATT 


21755 


10430 


CAAUAUAA G UAUGCAUA 


4635 


TATGCATA GGCTAGCTACAACGA TTATATTG 


21756 



178 



wo 02/068637 



Table VI 



PCT/USOl/48350 



10434 


AUAAGUAU G CAUAAAAG 


4636 


CTTTTATG GGCTAGCTACAACGA ATACTTAT 


21757 


10442 


6CAUAAAA Q U6UAGUUU 


4637 


AAACTACA GGCTAGCTACAACGA TTTTATGC 


21758 


10444 


AOZUU^AGU G UAGUUOUA 


4638 


TAAAACTA GGCTAGCTACAACGA ACTTTTAT 


21759 


10447 


AAAGUGUA G UUUUAUAG 


4639 


CTATAAAA GGCTAGCTACAACGA TACACTTT 


21760 


10455 


GUUUOAUA G TJAOaAXJUU 


4640 


AAATACTA GGCTAGCTACAACGA TATAAAAC 


21761 


10458 


UUAUAGUA G UAUUUAGU 


4641 


ACTAAATA GGCTAGCTACAACGA TACTATAA 


21762 


10465 


AGUAUUUA G UGGUGUUA 


4642 


TAACACCA GGCTAGCTACAACGA TAAATACT 


21763 


10466 


AUUUAGUG G UGUUAGUG 


4643 


CACTAACA GGCTAGCTACAACGA CACTAAAT 


21764 


10470 


UUAGUGGU G UUA6UGUA 


4644 


TACACTAA GGCTAGCTACAACGA ACCACTAA 


21765 


10474 


UGGUGUUA G UGUAAAUA 


4645 


TATTTACA GGCTAGCTACAACGA TAACACCA 


21766 


10476 


GUGUUAGU G UAAAUAGU 


4646 


ACTATTTA GGCTAGCTACAACGA ACTAACAC 


21767 


10483 


UGUAAAUA G UUAAGAAA 


4647 


TTTCTTAA GGCTAGCTACAACGA TATTTACA 


21768 


10506 


AGGAGAAA G UCAGGCCG 


4648 


CGGCCTGA GGCTAGCTACAACGA TTTCTCCT 


21769 


10511 


AAAGUCAG G CCGGGAAG 


4649 


CTTCCCGG GGCTAGCTACAACGA CTGACTTT 


21770 


10519 


GCCGGQAA G UUCCCGCC 


4650 


GGOQGGAA GGCTAGCTACAACGA TTCCCGGG 


21771 


10525 


AA6UUCCC G CCACCGGA 


4651 


TCCGGTGG GGCTAGCTACAACGA GGGAACTT 


21772 


10535 


CACCG6AA G UUGAQUAG 


4652 


CTACTCAA GGCTAGCTACAACGA TTCCGGTG 


21773 


10540 


GAAGUUGA G UAGACGGU 


4653 


ACCGTCTA GGCTAGCTACAACGA TCAACTTC 


21774 


10547 


AGUAGACG G UGCUGCCU 


4654 


AGGCAGCA GGCTAGCTACAACGA CGTCTACT 


21775 


10549 


UAGACGGU G CUGCCUGC 


4655 


GCAGGCAG GGCTAGCTACAACGA ACCGTCTA 


21776 


10552 


ACGGUGCU G CCUGCGAC 


4656 


GTCGCAGG GGCTAGCTACAACGA AGCACCGT 


21777 


10556 


UGCUGCCU G CGACUCAA 


4657 


TTGAGTCG GGCTAGCTACAACGA AGGCAGCA 


21778 


10580 


AG6ACUGG G UGAACAAA 


4658 


TTTGTTCA GGCTAGCTACAACGA CCAGTCCT 


21779 


10589 


UGAACAAA G CCGCGAAG 


4659 


CTTCGCGG GGCTAGCTACAACGA TTTGTTCA 


21780 


10592 


ACAAAGCC G CGAAGUGA 


4660 


TCACTTCG GGCTAGCTACAACGA GGCTTTGT 


21781 


10597 


GCCGCGAA G UGAUCCAU 


4661 


ATGGATCA GGCTAGCTACAACGA TTCGCGGC 


21782 


10606 


UGAUCCAU G UAAGCCCU 


4662 


AGGGCTTA GGCTAGCTACAACGA ATGGATCA 


21783 


10610 


CCAUGUAA G CCCUCAGA 


4663 


TCTGAGGG GGCTAGCTACAACGA TTACATGG 


21784 


10622 


UCAGAACC G UCUCGGAA 


4664 


TTCCGAGA GGCTAGCTACAACGA GGTTCTGA 


21785 


10645 


CCCCACAU G UUGUAACU 


4665 


AGTTACAA GGCTAGCTACAACGA ATGTGGGG 


21786 


10648 


CACAUGUU G UAACUUCA 


4666 


TGAAGTTA GGCTAGCTACAACGA AACATGTG 


21787 


10659 


ACUUCAAA G CCCAAUGU 


4667 


ACATTGGG GGCTAGCTACAACGA TTTGAAGT 


21788 


10666 


AGCCCAAU G UCAGACCA 


4668 


TGGTCTGA GGCTAGCTACAACGA ATTGGGCT 


21789 


10676 


CAGACCAC G CUACGGCG 


4669 


CGCCGTAG GGCTAGCTACAACGA GTGGTCTG 


21790 


10682 


ACGCUACG G CGUGCUAC 


4670 


GTAGCACG GGCTAGCTACAACGA CGTAGCGT 


21791 


10684 


GCUACGGC G UGCUACUC 


4671 


6AGTAGCA GGCTAGCTACAACGA GCCGTAGC 


21792 


10686 


UACGGCGU G CUACUCUG 


4672 


CAGAGTAG GGCTAGCTACAACGA ACGCCGTA 


21793 


10694 


GCUACUCU G CGGAGAGU 


4673 


ACTCTCCG GGCTAGCTACAACGA AGAGTAGC 


21794 


10701 


UGCGGAGA G UGCAGUCU 


4674 


AGACTGCA GGCTAGCTACAACGA TCTCCGCA 


21795 


10703 


CGGAGAGU G CAGUCUGC 


4675 


GCAGACTG GGCTAGCTACAACGA ACTCTCCG 


21796 


10706 


AGAGUGCA G UCUGCGAU 


4676 


ATCGCAGA GGCTAGCTACAACGA TGCACTCT 


21797 


10710 


UGCAGUCU G CGAUAGUG 


4677 


CACTATCG GGCTAGCTACAACGA AGACTGCA 


21798 


10716 


CUGCGAUA G UGCCCCAG 


4678 


CTGGGGCA GGCTAGCTACAACGA TATCGCAG 


21799 


10718 


GCGAUAGU G CCCCAGGA 


4679 


TCCTGGGG GGCTAGCTACAACGA ACTATCGC 


21800 


10734 


AGGACUGG G UUAAGAAA 


4680 


TTTGTTAA GGCTAGCTACAACGA CCAGTCCT 


21801 


10744 


UAACAAAG G CAAACCAA 


4681 


TTGGTTTG GGCTAGCTACAACGA CTTTGTTA 


21802 


10754 


AAACCAAC G CCCCACGC 


4682 


GCGTGGGG GGCTAGCTACAACGA GTTGGTTT 


21803 


10761 


CGCCCCAC G CGGCCCUA 


4683 


TAGGGCCG GGCTAGCTACAACGA GTGGGGOG 


21804 


10764 


CCCACGCG G CCCUAQCC 


4684 


GGCTAGGG GGCTAGCTACAACGA CGCGTGGG 


21805 


10770 


CGGCCCUA G CCCOGGUA 


4685 


TACCGGGG GGCTAGCTACAACGA TAGGGCCG 


21806 


10776 


UAGCCCCG G UAAUGGUG 


4686 


CACCATTA GGCTAGCTACAACGA CGGGGCTA 


21807 


10782 


CGGUAAUG G UGUUAACC 


4687 


GGTTAACA GGCTAGCTACAACGA CATTACCG 


21808 


10784 


GUAAUGGU G UUAACCAG 


4688 


CTGGTTAA GGCTAGCTACAACGA ACCATTAC 


21809 


10794 


UAACCAGQ G CGAAAGGA 


4689 


TCCTTTOG GGCTAGCTACAACGA CCTGGTTA 


21810 


10809 


GACUAGAG G UUAGAGGA 


4690 


TCCTCTAA GGCTAGCTACAACGA CTCTAGTC 


21811 


10824 


GAGACCCC G CGGUUUAA 


4691 


TTAAACCG GGCTAGCTACAACGA GGGGTCTC 


21812 


10827 


ACCCCGCQ G UUUAAAGU 


4692 


ACTTTAAA GGCTAGCTACAACGA CGCGGGGT 


21813 


10834 


GGUUUAAA G UGCACGGC 


4693 


GCCGTGCA GGCTAGCTACAACGA TTTAAACC 


21814 


10836 


UUUAAAGU G CACGGCCC 


4694 


GGGCCGTG GGCTAGCTACAACGA ACTTTAAA 


21815 


10841 


AGUGCACG G CCCAGCCU 


4695 


AGGCTGGG GGCTAGCTACAACGA CGTGCACT 


21816 


10846 


AOGGCCCA G CCUGACUG 


4696 


CAGTCAGG GGCTAGCTACAACGA TGGGCCGT 


21817 


10857 


UGACUGAA G CUGUAGGU 


4697 


ACCTACAG GGCTAGCTACAACGA TTCAGTCA 


21818 
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10860 


CUGAAGCU G UAGGUCAG 


4698 


CTGACCTA GGCTAGCTACAACQA AGCTTCAG 


21819 


10864 


AGCUGOAG G UCAGGGGA 


4699 


TCCCCTGA GGCTAGCTACAACQA CTACAGCT 


21820 


10883 


GACUAGAG G XJUAGUGGA 


4700 


TCCACT/A GGCTAGCTACAACQA CTCTAGTC 


21821 


10887 


AQAGGUim G UGGAGACC 


4701 


GGTCTCCA GGCTAGCTACAACQA TAACCTCT 


21822 


10898 


GAGACCOC G UGCCACAA 


4702 


TTGTGGCA GGCTAGCTACAACQA GGGGTCTC 


21623 


10900 


GACCCCGU G CCACAAAA 


4703 


TTTTGTGG GGCTAGCTACAACGA ACGGGGTC 


21824 


10924 


ACA?kAACA G CAUAUUGA 


4704 


TCAATATG GGCTAGCTACAACGA TGTTTTGT 


21825 


10960 


GAUCUUCU G CUCUGCAC 


4705 


GTGCAGAG GGCTAGCTACAACGA AGAAGATC 


21826 


10965 


UCUGCUCa G CACAACCA 


4706 


TGGTTGTG GGCTAGCTACAACGA A6AGCAGA 


21827 


10974 


CACAACCA G CCACACGG 


4707 


CCGTGTGG GGCTAGCTACAACGA TGGTTGTG 


21828 


10982 


GCCACACG G CACAGUGC 


4708 


GCACTGTG GGCTAGCTACAACQA CGTGT6GC 


21829 


10987 


ACGGCACA G UGCGCCGA 


4709 


TOGGCGCA GGCTAGCTACAACGA TGT6CCGT 


21830 


10989 


GGCACAGU G CGCCGACA 


4710 


TGTCGGCG GGCTAGCTACAACGA ACTGTGCC 


21831 


10991 


CACAGUGC G CCGACAAU 


4711 


ATTGTCGG GGCTAGCTACAACGA GCACTGTG 


21832 


11001 


CGACAAUG G UGGCUGGU 


4712 


ACCAGCCA GGCTAGCTACAACGA CATTGTCG 


21833 


11004 


CAAUGGUG G CUGGUGGU 


4713 


ACCACCAG GGCTAGCTACAACGA CACCATTG 


21834 


11008 


GGUGGCUG G UGGUGCGA 


4714 


TCGCACCA GGCTAGCTACAACGA CAGCCACC 


21835 


11011 


GGCUGGUG G UGCGAGAA 


4715 


TTCTCGCA GGCTAGCTACAACGA CACCAGCC 


21836 


11013 


CUGGUGGU G CGAGJ^CA 


4716 


TGTTCTCG GGCTAGCTACAACGA ACCACCAG 


21837 


23 


GUGAGCUG A CAAACUUA 


4717 


TAAGTTTG GGCTAGCTACAACGA CAGCTCAC 


21838 


27 


GCUGACAA A CUUAGUAG 


4718 


CTACTAAG GGCTAGCTACAACGA TTGTCAGC 


21839 


47 


UUGUGAGG A UUAACAAC 


4719 


GTTGTTAA GGCTAGCTACAACGA CCTCACAA 


21840 


51 


GAGGAXJUA A CAACAAUU 


4720 


AATTGTTG GGCTAGCTACAACGA TAATCCTC 


21841 


54 


GAUUAACA A CAAUUAAC 


4721 


GTTAATTG GGCTAGCTACAACGA TGTTAATC 


21842 


57 


UAACAACA A UUAACACA 


4722 


TGTGTTAA GGCTAGCTACAACGA TGTTGTTA 


21843 


61 


AACAAUUA A CACAGUGC 


4723 


GCACTGTG GGCTAGCTACAACGA TAATTGTT 


21844 


91 


GCACGAAG A UCUCGAUG 


4724 


CATCGAGA GGCTAGCTACAACGA CTTCGTGC 


21845 


97 


AGAUCUCG A UGUCUAAG 


4725 


CTTAGACA GGCTAGCTACAACGA CGAGATCT 


21846 


108 


UCUAAGAA A CCAGGAGG 


4726 


CCTCCTGG GGCTAGCTACAACQA TTCTTAGA 


21847 


140 


GGCUGUCA A UAUGCUAA 


4727 


TTAGCATA GGCTAGCTACAACGA TGACAGCC 


21848 


150 


AUGCUAAA A CGCGGAAU 


4728 


ATTCCGCG GGCTAGCTACAACGA TTTAGCAT 


21849 


157 


AACGCGGA A UGCCCCGC 


4729 


GCGGGGCA GGCTAGCTACAACGA TCCGCGTT 


21650 


178 


UGUCCUUG A UUGGACUG 


4730 


CAGTCCAA GGCTAGCTACAACGA O^GGACA 


21851 


183 


UUGAUU66 A CUGAAGAG 


4731 


. CTCTTCAG GGCTAGCTACAACGA CCAATCAA 


21852 


208 


UGAGCCUQ A UCGACGGC 


4732 


GCCGTCGA GGCTAGCTACAACGA CAGGCTCA 


21853 


212 


CCUGAUCG A CGGCAAGG 


4733 


CCTTGCCG GGCTAGCTACAACGA CGATCAGG 


21854 


226 


AGGGGCCA A UACGAUUU 


4734 


AAATCGTA GGCTAGCTACAACGA TGGCCCCT 


21855 


231 


CCAAUACG A UUUGUGUU 


4735 


AACACAAA GGCTAGCTACAACGA CGTATTGG 


21856 


271 


UCACAGCA A UUGCUCCG 


4736 


CGGAGCAA GGCTAGCTACAACGA TGCTGTGA 


21857 


280 


UUGCUCCG A CCCGAGCA 


4737 


TGCTCGGG GGCTAGCTACAACGA CGGAGCAA 


21858 


296 


AGUGCUGG A UCGAUGGA 


4738 


TCCATCGA GGCTAGCTACAACGA CCAGCACT 


21859 


300 


CUGGAUCG A UGGAGAGG 


4739 


CCTCTCCA GGCTAGCTACAACGA CGATCCAG 


21860 


314 


AGGUGUGA A CAAACAAA 


4740 


TTTGTTTG GGCTAGCTACAACGA TCACACCT 


21861 


318 


GUGAACAA A CAAACAGC 


4741 


GCTGTTTG GGCTAGCTACAACGA TTGTTCAC 


21862 


322 


ACAAACAA A CAGCGAUG 


4742 


CATCGCTG GGCTAGCTACAACGA TTGTTTGT 


21863 


328 


AAACAGCG A UGAAACAC 


4743 


GTGTTTCA GGCTAGCTACAACGA CGCTGTTT 


21864 


333 


GCGAUGAA A CACCUUCU 


4744 


AGAAGGTG GGCTAGCTACAACGA TTCATCGC 


21865 


357 


AAGAAGGA A CUAGGGAC 


4745 


GTCCCTAG GGCTAGCTACAACGA TCCTTCTT 


21866 


364 


AACUAGGG A CCUUGACC 


4746 


GGTCAAGG GGCTAGCTACAACGA CCCTAGTT 


21667 


370 


GGACCUUG A CCAtSUGCU 


4747 


AGCACTGG GGCTAGCTACAACGA CAAGGTCC 


21868 


383 


UGCUAUCA A UCGGCGGA 


4746 


TCCGCCGA GGCTAGCTACAACGA TGATAGCA 


21869 


399 


AGCUCAAA A CAAAAGAA 


4749 


TTCTTTTG GGCTAGCTACAACGA TTTGAGCT 


21870 


421 


GAGGAAAQ A CCGGAAUU 


4750 


AATTCCGG GGCTAGCTACAACGA CTTTCCTC 


21871 


427 


AOACCGGA A UUGCAGUC 


4751 


GACT6CAA GGCTAGCTACAACGA TCCGGTCT 


21872 


439 


CAGUCAU6 A UUGGCCUG 


4752 


CAGGCCAA GGCTAGCTACAACGA CATGACT6 


21873 


448 


UUGGCCUG A UCGCCAGC 


4753 


GCTGGCGA GGCTAGCTACAACGA CAGGCCAA 


21874 


479 


CCUCUCUA A CUUCCAAG 


4754 


CTTGGAAG GGCTAGCTACAACGA TAGAGAGG 


21875 


496 


GGAAGGUG A UGAUGACG 


4755 


CGTCATCA GGCTAGCTACAACGA CACCTTCC 


21876 


499 


AGGUGAUG A UGACGGUA 


4756 


TACCGTCA GGCTAGCTACAACGA CATCACCT 


21877 


502 


ugaugaug a CGGUAAAU 


4757 


ATTTACCG GGCTAGCTACAACGA CATCATCA 


21878 


509 


GACGGUAA A- UGCUACUG 


4758 


CAGTAQCA GGCTAGCTACAACGA TTACCGTC 


21879 


518 


UGCUACUG A CGUCACAG 


4759 


CTGTGAC6 GGCTAGCTACAACGA CAGTAGCA 
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527 


CGUCACAG A UGUCAUCA 


4760 


TGATGACA GGCTAGCTACAACGA CTGTGACG 


21881 


538 


UCAUCACG A IKJCCAACA 


4761 


TGTTCGAA GGCTAGCTACAACGA CGTGATGA 


21882 


544 


CGAUUCCA A CAGCUGCU 


4762 


AGCAGCTG GGCTAGCTACAACGA TGGAATCG 


21883 


560 


UGGAAAGA A CCUAUGCA 


4763 


TGCATAGG GGCTAGCTACAACGA TCTTTCCA 


21884 


580 


UCAOAGCA A UGGAUGUG 


4764 


CACATCCA GGCTAGCTACAACGA TGCTCTGA 


21885 


564 


AGCAAUGG A UGUGGGAU 


4765 


ATCCCACA GGCTAGCTACAACGA CCATTGCT 


21886 


591 


GAUGUGGG A UACAUGUG 


4766 


CACATGTA GGCTAGCTACAACGA CCCACATC 


21887 


602 


CAUGUGCG A UGAUACUA 


4767 


TAGTATCA GGCTAGCTACAACGA CGCACATG 


21888 


605 


GUGCGAUG A UACUAUCA 


4768 


TGATAGTA GGCTAGCTACAACGA CATCGCAC 


21889 


621 


ACUUAUGA A UGCCCAGU 


4769 


ACTGGGCA GGCTAGCTACAACGA TCATAAGT 


21890 


644 


GGCUGGUA A UGAUCCAG 


4770 


CTGGATCA GGCTAGCTACAACGA TACCAGCC 


21891 


647 


UGGUAAUG A UCCAGAA6 


4771 


CTTCTGGA GGCTAGCTACAACGA CATTACCA 


21892 


656 


UCCAGAAG A CAUCGACU 


4772 


AGTCGATG GGCTAGCTACAACGA CTTCTGGA 


21893 


662 


AGACAUCG A CUGUVGGU 


4773 


ACCAACAG GGCTAGCTACAACGA CGATGTCT 


21894 


705 


UAUGGAAG A UGCACCAA 


4774 


TTGGTGCA GGCTAGCTACAACGA CTTCCATA 


21895 


715 


GCACCAAG A CACGCCAC 


4775 


GTGGCGTG GGCTAGCTACAACGA CTTGGTGC 


21896 


729 


CACUCAAG A CGCAGUCG 


4776 


CGACTGCG GGCTAGCTACAACGA CTTGAGTG 


21897 


748 


GGUCACUG A CAGUGCAG 


4777 


CTGCACTG GGCTAGCTACAACGA CAGTGACC 


21898 


757 


CAGUGCAG A CACACGGA 


4778 


TCCGTGTG GGCTAGCTACAACGA CTGCACTG 


21899 


782 


UCUAGCGA A CAAGAAGG 


4779 


CCTTCTTG GGCTAGCTACAACGA TCGCTAGA 


21900 


799 


GGGCUUGG A UGGACAGC 


4780 


GCTGTCCA GGCTAGCTACAACGA CCAAGCCC 


21901 


803 


UUGGAUGG A CAGCACCA 


4781 


TGGTGCTG GGCTAGCTACAACGA CCATCCAA 


21902 


835 


UGGUAAAA A CAQAAUCA 


4782 


TGATTCTG GGCTAGCTACAACGA TTTTACCA 


21903 


840 


AAAACAGA A UCAUGGAU 


4783 


ATCCATGA GGCTAGCTACAACGA TCTGTTTT 


21904 


847 


AAUCAUGG A UCUUGAGG 


4784 


CCTCAAGA GGCTAGCTACAACGA CCATGATT 


21905 


857 


CUUGAGGA A CCCUGGAU 


4785 


ATCCAGGG GGCTAGCTACAACGA TCCTCAAQ 


21906 


864 


AACCCUGG A UAUGCCCU 


4786 


AGGGCATA GGCTAGCTACAACGA CCAGGGTT 


21907 


895 


UUGGUUGG A UGCUUGGG 


4787 


CCCAAGCA GGCTAGCTACAACGA CCAACCAA 


21908 


908 


UGGGAGCA A CACCAUGC 


4788 


GCAT6GTO GGCTAGCTACAACGA TGCTCCCA 


21909 


971 


CAGCUUCA A CUGCCUUG 


4789 


CAAGGCAG GGCTAGCTACAACGA TGAAGCT6 


21910 


982 


GCCUUGGA A UQAGCAAC 


4790 


GTTGCTCA GGCTAGCTACAACGA TCCAAGGC 


21911 


989 


AAUGAGCA A CAGAGACU 


4791 


AGTCTCTG GGCTAGCTACAACGA TGCTCATT 


21912 


995 


CAACAGAG A CUUCUUGG 


4792 


CCAAGAAG GGCTAGCTACAACGA CTCTGTTG 


21913 


1021 


CUGGAGCA A CAUGGGUG 


4793 


CACCCATG GGCTAGCTACAACGA TGCTCCAG 


21914 


1031 


AUGGGUGG A UUUGGUUC 


4794 


GAACCAAA GGCTAGCTACAACGA CCACCCAT 


21915 


1049 


CGAAGGCG A CAGOJGCG 


4795 


CGCAGCTG GGCTAGCTACAACGA CGCCTTCG 


21916 


1060 


6CUGCGUG A CUAUCAUG 


4796 


CATGATAG GGCTAGCTACAACGA CACGCAGC 


21917 


1076 


GUCUAAGG A CAAGCCUA 


4797 


TAGGCTTG GGCTAGCTACAACGA CCTTAGAC 


21918 


1091 


UACCAUCG A UGUGAAGA 


4798 


TCTTCACA GGCTAGCTACAACGA CGATGGTA 


21919 


1099 


AUGUGAAG A UGAUQAAU 


4799 


ATTCATCA GGCTAGCTACAACGA CTTCACAT 


21920 


1102 


UGAAGAU6 A UGAAUAUG 


4800 


CATATTCA GGCTAGCTACAACGA CATCTTCA 


21921 


1106 


GAUGAUGA A UADGGAGG 


4801 


CCTCCATA GGCTAGCTACAACGA TCATCATC 


21922 


1121 


GGCGGUCA A CCU6GCAG 


4802 


CT6CCAGG GGCTAGCTACAACGA TGACCGCC 


21923 


1166 


CGUCAGCG A UCUCUCCA 


4803 


TGGAGA6A GGCTAGCTACAACGA CGCTGACG 


21924 


1192 


CGUGCCCG A CCAUGGGA 


4804 


TCCCATGG GGCTAGCTACAACGA CGGGCACG 


21925 


1211 


AGCUCACA A UGACAAAC 


4805 


GTTTGTCA GGCTAGCTACAACGA TGTGAGCT 


21926 


1214 


UCACAAUG A CAAACGUG 


4806 


CACGTTTG GGCTAGCTACAACGA CATTGTGA 


21927 


1218 


AAUGACAA A CGU6CUGA 


4807 


TCAGCACG GGCTAGCTACAACGA TTOTCATT 


21928 


1226 


ACGUGCUG A CCCA6CUU 


4808 


AAGCTGGG GGCTAGCTACAACGA CAGCACGT 


21929 


1245 


GUGUGCAG A CAAGGAGU 


4809 


ACTCCTTG GGCTAGCTACAACGA CTGCACAC 


21930 


1259 


AGUGGUGG A CAGGGGOJ 


4810 


AGCCCCTG GGCTAGCTACAACGA CCACCACT 


21931 


1274 


CUGGGGCA A CGGCUGCG 


4811 


CGCAGCCG GGCTAGCTACAACGA TGCCCCAG 


21932 


1284 


GGCUGCGG A UUAUUUGG 


4812 


CCA7UVTAA GGCTAGCTACAACGA CCGCAGCC 


21933 


1307 


AAGCAUUG A CACAUGCG 


4813 


CGCATGTG GGCTAGCTACAACGA CAATGCTT 


21934 


1320 


UGCGCCAA A UUUGCCUG 


4814 


CAGGCAAA GGCTAGCTACAACGA TTGGCGCA 


21935 


1342 


CCAAGGCA A UAGGAAGA 


4815 


TCTTCCTA GGCTAGCTACAACGA TGCCTTGG 


21936 


1351 


UAGGAAQA A CCAUCUUG 


4816 


CAAGATGG GGCTAGCTACAACGA TCTTCCTA 


21937 


1367 


GAAAGAGA A UAUCAAGU 


4817 


ACTTGATA GGCTAGCTACAACGA TCTCTTTC 


21938 


1401 


GUCCAUGG A CCAACUAC 


4818 


GTAGTTGG GGCTAGCTACAACGA CCATGGAC 


21939 


1405 


auggacca a CUACUGUG 


4819 


CACAGTAG GGCTAGCTACAACGA TGGTCCAT 


21940 


1427 


GCACGGAA A CUACUCCA 


4820 


TGGAGTAG GGCTAGCTACAACGA TTCCGTGC 


21941 


1464 


GCAGGGAG A UUCAGCAU 


4621 


AT6CTGAA GGCTAGCTACAACGA CTCCCTGC 


21942 
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1512 


CUUGGAGA A UAUGGAGA 


4822 


TCTCCATA GGCTAGCTACAACGA TCTCCAAG 


21943 


1525 


GAGA6GUG A CAGUGGAC 


4823 


GTCCACTG GGCTAGCTACAACGA CACCTCTC 


21944 


1532 


GACAGUGG A CUGUGAAC 


4824 


GTTCACAG GGCTAGCTACAACGA CCACTGTC 


21945 


1539 


GACUGUGA A CCACGGUC 


4825 


GACCGTGG GGCTAGCTACAACGA TCACAGTC 


21946 


1552 


GGUCAGGG A UUGACACC 


4826 


GGTGTCAA GGCTAGCTACAACGA CCCTGACC 


21947 


1556 


AGG6AUUG A CACCAAUG 


4827 


CATTGGTG GGCTAGCTACAACGA CAATCCCT 


21948 


1562 


UGACACCA A UGCAUACU 


4828 


AGTATGCA GGCTAGCTACAACGA TGGTGTCA 


21949 


1576 


ACUACGUG A UGACUGUU 


4829 


AACAGTCA GGCTAGCTACAACGA CACGTAGT 


21950 


1579 


ACGUGAUG A CUGUaGGA 


4830 


TCCAACAG GGCTAGCTACAACGA CATCACGT 


21951 


1588 


CaGUUGGA A CAAAGACX3 


4831 


CGTCTTT6 GGCTAGCTACAACGA TCCAACAG 


21952 


1594 


GAACAAA6 A C6UUCUUG 


4832 


CAAGAACG GGCTAGCTACAACGA CTTTGTTC 


21953 


1625 


GUUCAUGG A COTCAACC 


4833 


GGTTGA6G GGCTAGCTACAACGA CCATGAAC 


21954 


1631 


GGACCUCA A CCUCCCUU 


4834 


AAGGGAGG GGCTAGCTACAACGA TGAGGTCC 


21955 


1670 


GUGGAGGA A CAGAGAGA 


4835 


TCTCTCTG GGCTAGCTACAACGA TCCTCCAC 


21956 


1678 


ACAGAGAG A CGUUAAUG 


4836 


CATTAACG GGCTAGCTACAACGA CTCTCTGT 


21957 


1684 


AGACGUUA A UGGAGUUU 


4837 


AAACTCCA GGCTAGCTACAACGA TAACGTCT 


21958 


1698 


UUUGAGGA A CCACACGC 


4838 


GCGTGTGG GGCTAGCTACAACGA TCCTCAAA 


21959 


1723 


AGUCUGUG A UAGCAUUG 


4839 


CAATGCTA GGCTAGCTACAACGA CACAGACT 


21960 


1785 


CCUGUGGA A UUUUCAAG 


4840 


CTTGAAAA GGCTAGCTACAACGA TCCACAGG 


21961 


1796 


UUCAAGCA A CACUGUCA 


4841 


TGACAGTG GGCTAGCTACAACGA TGCTTGAA 


21962 


1810 


UCAAGUUG A CGUCGGGU 


4842 


ACCCGACG GGCTAGCTACAACGA CAACTTGA 


21963 


1640 


GAGUGAAG A UGGAAAAA 


4843 


TTTTTCCA GGCTAGCTACAACGA CTTCACTC 


21964 


1848 


AUGGAAAA A UUGCAGUU 


4844 


AACTGCAA GGCTAGCTACAACGA TTTTCCAT 


21965 


1864 


U6AAGGGA A CAACCUAU 


4845 


ATAGGTTG GGCTAGCTACAACGA TCCCTTCA 


21966 


1867 


AGGGAACA A CCUAUGGC 


4846 


GCCATAGG GGCTAGCTACAACGA TGTTCCCT 


21967 


1906 


UUCUUGGG A CUCCCGCA 


4847 


TGCGGGAG GGCTAGCTACAACGA CCCAAGAA 


21968 


1916 


UCCCGCAG A CACAGGUC 


4848 


GACCTGTG GGCTAGCTACAACGA CTGCGGGA 


21969 


1944 


GUGUUGGA A UUGCAGUA 


4849 


TACTGCAA GGCTAGCTACAACGA TCCAACAG 


21970 


1964 


UGGCACGG A UGGACCUU 


4850 


AAGGTCCA GGCTAGCTACAACGA CCGTGCCA 


21971 


1968 


ACGGAUGG A CCUUGCAA 


4851 


TTGCAAGG GGCTAGCTACAACGA CCATCCGT 


21972 


2006 


UUCAUUGA A CGACCUAA 


4852 


TTAGGTCG GGCTAGCTACAACGA TCAATGAA 


21973 


2009 


AUUGAACG A CCUAACX3C 


4853 


GCGTTAGG GGCTAGCTACAACGA CGTTCAAT 


21974 


2014 


ACGACCUA A CGCCAGUG 


4854 


CACTGGCG GGCTAGCTACAACGA TAGGTCGT 


21975 


2028 


GUGGGCAG A UUGGUCAC 


4855 


GTGACCAA GGCTAGCTACAACGA CTGCCCAC 


21976 


2042 


CACUGUCA A CCCUUUUG 


4856 


CAAAAGGG GGCTAGCTACAACGA TGACAGTG 


21977 


2069 


CACGGCCA A CGCUAAGG 


4857 


CCTTAGCG GGCTAGCTACAACGA TGGCCGTG 


21978 


2083 


AGGUCCUG A UUQAAUUG 


4858 


CAATTCAA GGCTAGCTACAACGA CAGGACCT 


21979 


2088 


CUGAUUGA A UUGGAACC 


4859 


GGTTCCAA GGCTAGCTACAACGA TCAATCAG 


21980 


2094 


GAAUUGGA A CCACCCUU 


4860 


AAGGGTGG GGCTAGCTACAACGA TCCAATTC 


21981 


2108 


CUUUGGAG A CUCAUACA 


4861 


TGTATGAG GGCTAGCTACAACGA CTCCAAAG 


21982 


2136 


AOAGGAQA A CAACAGAU 


4862 


ATCTGTTG GGCTAGCTACAACGA TCTCCTCT 


21983 


2139 


GGAGAACA A CAGAC7CAA 


4663 


TTGATCTG GGCTAGCTACAACGA TGTTCTCC 


21984 


2143 


AACAACAG A UCAAUCAC 


4864 


GTGATTGA GGCTAGCTACAACGA CTGTTGTT 


21985 


2147 


ACAGAUCA A UCACCAUU 


4865 


AATGGTGA GGCTAGCTACAACGA TGATCTGT 


21986 


2194 


CCUUUACA A CCACCCUC 


4866 


GAGGGTGG GGCTAGCTACAACGA TGTAAAGG 


21987 


2217 


GCGCAGAG A CUAGCCGC 


4867 


GCGGCTAG GGCTAGCTACAACGA CTCTGCGC 


21988 


2234 


UCUAGGAG A CACAGCUU 


4868 


AAGCTGTG GGCTAGCTACAACGA CTCCTAGA 


21969 


2246 


AGCUUGGG A CUUUGGAU 


4869 


ATCCAAAG GGCTAGCTACAACGA CCCAAGCT 


21990 


2253 


GACUUUG6 A UCAGUUGG 


4870 


CCAACTGA GGCTAGCTACAACGA CCAAAGTC 


21991 


2344 


UGUCCUGG A UAACGCAA 


4871 


TTGCGTTA GGCTAGCTACAACGA CCAGGACA 


21992 


2347 


CCUGGAUA A CGCAAGGA 


4872 


TCCTTGCG GGCTAGCTACAACGA TATCCAGG 


21993 


2355 


ACGCAAGG A UUGCUGGG 


4873 


CCCAGCAA GGCTAGCTACAACGA CCTTGCGT 


21994 


2380 


UGUUGUGG A UGGGCAUC 


4874 


GATGCCCA GGCTAGCTACAACGA CCACAACA 


21995 


2390 


GGGCAUCA A UGCUCGUG 


4875 


CACGAGCA GGCTAGCTACAACGA TGATGCCC 


21996 


2399 


UGCUCGUG A UAGGUCCA 


4876 


TGGACCTA GGCTAGCTACAACGA CACGAGCA 


21997 


2459 


CUCCGUGA A CGUGCACG 


4877 


CGTGCACG GGCTAGCTACAACGA TCACGGAG 


21998 


2471 


GCA0GCU6 A CACUGGGU 


4878 


ACCCAGTG GGCTAGCTACAACGA CAGCGTGC 


21999 


2489 


UGCCAOAQ A CAUCAGCC 


4879 


GGCTGATG GGCTAGCTACAACGA CTATGGCA 


22000 


2511 


GAGCUGA6 A UGUGGAAG 


4880 


CTTCCACA GGCTAGCTACAACGA CTCAGCTC 


22001 


2537 


CAUACACA A UGAUGUG6 


4881 


CCACATCA GGCTAGCTACAACGA TGTGTATG 


22002 


2540 


ACACAAUG A UGUGGAGG 


4882 


CCTCCACA GGCTAGCTACAACGA CATTGTGT 


22003 


2554 


AG6CUUGG A U6GACCQG 


4883 


CCGGTCCA GGCTAGCTACAACGA CCAA6CCT 


22004 
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2558 


UUGGAUGG A CCGGUACA 


4884 


TGTACCGG GGCTAGCTACAACGA CCATCCAA 


22005 


2581 


ACCCUGAA A CGCCACAA 


4885 


TTGTGGCG GGCTAGCTACAACGA TTCAGGGT 


22006 


2602 


XJA6CCAAG A UCAUUCAG 


4886 


CTGAATGA GGCTAGCTACAACGA CTTGGCTA 


22007 


2643 


GGUCUT^ A UCA6UUUC 


4887 


GAAACTGA GGCTAGCTACAACGA CGTAGACC 


22008 


2655 


GUUUCCAG A CUGGAGCA 


4888 


TGCTCCAG GGCTAGCTACAACGA CTGGAAAC 


22009 


2668 


AGCAUCAA A UGUGGGAA 


4889 


TTCCCACA GGCTAGCTACAACGA TTGATGCT 


22010 


2687 


AGUGAAGG A CGAGCUGA 


4890 


TCAGCTCG GGCTAGCTACAACGA CCTTCACT 


22011 


2696 


CGAGCUGA A CACUCUUU 


4891 


AAAGAGTG GGCTAGCTACAACGA TCAGCTCG 


22012 


2714 


GAAGGAGA A UGGUGUGG 


4892 


CCACACCA GGCTAGCTACAACGA TCTCCTTC 


22013 


2723 


UGGUGUGG A CCUtTAGUG 


4893 


CACTAAGG GGCTAGCTACAACGA CCACACCA 


22014 


2745 


GUUGAGAA A CAG0AGG6 


4894 


CCCTCCTG GGCTAGCTACAACGA TTCTCAAC 


22015 


2755 


AGGA6GGA A UGOACAAG 


4895 


CTTGTACA GGCTAGCTACAACGA TCCCTCCT 


22016 


2775 


GCACOJAA A CGCCUCAC 


4896 


GTGAGGCG GGCTAGCTACAACGA TTAGGTGC 


22017 


2799 


ACGGAAAA A UUGGAAAU 


4897 


ATTTCCAA GGCTAGCTACAACGA TTTTCCGT 


22018 


2806 


AAUUGGAA A UUGGCUGG 


4898 


CCAGCCAA GGCTAGCTACAACGA TTCCAATT 


22019 


2850 


GCACCAGA A CUCGCCAA 


4899 


TTGGCGAG GGCTAGCTACAACGA TCTGGTGC 


22020 


2858 


ACUCX3CCA A CAACACCU 


4900 


AGGTGTTG GGCTAGCTACAACGA TGGCGAGT 


22021 


2861 


CGCCAACA A CACCUUUG 


4901 


CAAAGGTG GGCTAGCTACAACGA TGTTGGCG 


22022 


2876 


UGUGGUUG A UGGUCCGG 


4902 


CCGGACCA GGCTAGCTACAACGA CAACCACA 


22023 


2887 


GUCCGGAG A CCAAGGAA 


4903 


TTCCTTQG GGCTAGCTACAACGA CTCCGGAC 


22024 


2895 


ACCAAGGA A UGUCCGAC 


4904 


GTCGGACA GGCTAGCTACAACGA TCCTT6GT 


22025 


2902 


AAUGUCCQ A CUCAGAAU 


4905 


ATTCTGAG GGCTAGCTACAACGA CGGACATT 


22026 


2909 


GAOJCAGA A ITCGCGCUU 


4906 


AAGOGCGA GGCTAGCTACAAOGA TCTGAGTC 


22027 


2921 


CGCUUGGA A UAGCUUAG 


4907 


CTAAGCTA GGCTAGCTACAACGA TCCAAGCG 


22028 


2939 


AGUGGAGG A UUUUGGAU 


4908 


ATCCAAAA GGCTAGCTACT^CGA CCTCCACT 


22029 


2946 


GAUUUUGG A UUUGGUCU 


4909 


AGACCAAA GGCTAGCTACAACGA CCAAAATC 


22030 


2968 


GCACUCGG A UGUUCCUG 


4910 


CAGGAACA GGCTAGCTACAACGA CCGAGTGC 


22031 


2993 


AGAGAGCA A CACAAOJG 


4911 


CAGTTGTG GGCTAGCTACAACGA TGCTCTCT 


22032 


2998 


GCAACACA A CUGAAUGU 


4912 


ACATTCAG GGCTAGCTACAACGA TGTGTTGC 


22033 


3003 


ACAACUGA A U6UGACUC 


4913 


GAGTCACA GGCTAGCTACAAOGA TCAGTTGT 


22034 


3008 


UGAAUGUG A CUC6AAGA 


4914 


TCTTCGAG GGCTAGCTACAACGA CACATTCA 


22035 


3016 


ACUCGAAG A UCAUUGGA 


4915 


TCCAATGA GGCTAGCTACAACGA CTTCGAGT 


22036 


3025 


UCAUUGGA A CGGCUGUC 


4916 


GACAGCCG GGCTAGCTACAACGA TCCAATGA 


22037 


3038 


UGUCAAGA A CAACUUGG 


4917 


CCAAGTTG GGCTAGCTACAACGA TCTTGACA 


22038 


3041 


CAAGAACA A CUUGGCGA 


4918 


TCGCCAAG GGCTAGCTACAACGA TGTTCTTG 


22039 


3049 


ACUUGGCG A UCCACAQU 


4919 


ACTGTGGA GGCTAGCTACAACGA CGCCAAGT 


22040 


3059 


CCACAGUG A CCUQUCCU 


4920 


AGGACAGG GGCTAGCTACAACGA CACTGTGQ 


22041 


3073 


CCUAUUGG A UUGAAAGC 


4921 


GCTTTCAA GGCTAGCTACAACGA CCAATAGG 


22042 


3089 


CAGGCUCA A UGAUACGU 


4922 


ACGTATCA GGCTAGCTACAACGA TGAGCCTG 


22043 


3092 


GCUCAAUG A UAC6UGGA 


4923 


TCCACGTA GGCTAGCTACAACGA CATTGAGC 


22044 


3132 


GAAGUCAA A UCAUGUAC 


4924 


GTACATGA GGCTAGCTACAACGA TTGACTTC 


22045 


3151 


GGCCUGAG A CGCAUACC 


4925 


GGTATGCG GGCTAGCTACAACGA CTCAGGCC 


22046 


3170 


GUGGGGCG A UGGAAUCC 


4926 


GGATTCCA GGCTAGCTACAACGA CGCCCCAC 


22047 


3175 


GCGAUGGA A UCCUUGAG 


4927 


CTCAAGQA GGCTAGCTACAACGA TCCATCGC 


22048 


3188 


UGAGAGUG A CUUGAUAA 


4928 


TTATCAAG GGCTAGCTACAACGA CACTCTCA 


22049 


3193 


GUGACUUG A UAAUACCA 


4929 


TGGTATTA GGCTAGCTACAACGA CAAGTCAC 


22050 


3196 


ACUUGAUA A UACCAGUC 


4930 


GACTGGTA GGCTAGCTACAACGA TATCAAGT 


22051 


3216 


CUGGCGGG A CCACGAAG 


4931 


CTTCGTGG GGCTAGCTACAACGA CCCGCCAG 


22052 


3227 


ACGAAGCA A UCACAAUC 


4932 


GATTGTGA GGCTAGCTACAAOGA TGCTTOGT 


22053 


3233 


CAAUCACA A UCGGAGAC 


4933 


GTCTCCGA GGCTAGCTACAACGA TGTGATTG 


22054 


3240 


AAUCX3GAG A CCUGGGUA 


4934 


TACCCAGG GGCTAGCTACAACGA CTCCGATT 


22055 


3253 


GGUACAAG A CACAAAAC 


4935 


GTTTT6TG GGCTAGCTACAACGA CTTGTACC 


22056 


3260 


GACACAAA A CCAGGGCC 


4936 


GGCCCTGG GGCTAGCTACAACGA TTTGTGTC 


22057 


3275 


CCCAUGGG A CGAAGGCC 


4937 


GGCCTTC6 GGCTAGCTACAACGA CCCATGGG 


22058 


3292 


GGGUAGAG A UUGACUUC 


4938 


GAAGTCAA GGCTAGCTACAACGA CTCTACCC 


22059 


3296 


AQAGAUUQ A CUUCGAUU 


4939 


AATCGAAG GGCTAGCTACAACGA CAATCTCT 


22060 


3302 


UGACUOCG A XJUACUGCC 


4940 


GGCAGTAA GGCTAGCTACAACGA CGAAGTCA 


22061 


3316 


GCCCAGGA A CUACGGUC 


4941 


GACCGTAG GGCTAGCTACAACGA TCCTGGGC 


22062 


3345 


AGCUGCGG A CACCGUGG 


4942 


CCACGGTG GGCTAGCTACAACGA CCGCAGCT 


22063 


3354 


CACCGOGG A CCUGCCAC 


4943 


GTGGCAGG GGCTAGCTACAACGA CCACGGTG 


22064 


3391 


GAAAGUUQ A UAAGAGAU 


4944 


ATCTGTTA GGCTAGCTACAACGA CAACTTTC 


22065 


3394 


AGUUGAUA A CAGAU17GG 


4945 


CCAATCTG GGCTAGCTACAACGA TATCAACT 


22066 
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3398 


GAUAACAG A UUGGUQCU 


4946 


AGCACC7VA GGCTAGCTACAACGA CTGTTATC 


22067 


3442 


GCUACCAA A CUGACAGC 


4947 


GCTGTCAQ GGCTAGCTACAACGA TTGGTAGC 


22068 


3446 


CCAAACUG A CAGCX3GCU 


4948 


AGCCGCTG GGCTAGCTACAACGA CAGTTTGG 


22069 


3472 


GUAXK3GAG A UCAGACCA 


4949 


TGGTCTGA GGCTAGCTACAACGA CTCCATAC 


22070 


3477 


GAGADCAG A CCACAGAG 


4950 


CTCTGTGG GGCTAGCTACAACGA CTGATCTC 


22071 


3486 


CCACAGAG A CAUGAUGA 


4951 


TCATCATG GGCTAGCTACAACGA CTCTGTGG 


22072 


3491 


GAGACAUG A UGAAAAGA 


4952 


TCTTTTCA GGCTAGCTACAACGA CATGTCTC 


22073 


3499 


AUGAAAAG A CCCUCGUG 


4953 


CACGAGGG GGCTAGCTACAACGA CTTTTCAT 


22074 


3521 


ACAAGUGA A UGCUUAUA 


4954 


TATAAGCA GGCTAGCTACAACGA TCACTTGT 


22075 


3530 


UGCUUAUA A UGCUGAUA 


4955 


TATCAGCA GGCTAGCTACAACGA TATAAGCA 


22076 


3536 


UAAUGCUG A UAU6AUUG 


4956 


CAATCATA GGCTAGCTACAACGA CAGCATTA 


22077 


3541 


CUGAUAUG A UUGACCCQ 


4957 


AGGGTCAA GGCTAGCTACAACGA CATATCAG 


22078 


3545 


UAUGAiruG A cccuuuac 


4958 


GAAAAGGG GGCTAGCTACAACGA CAATCATA 


22079 


3610 


AGAGGUGG A CAGCCAAG 


4959 


CTTGGCTG GGCTAGCTACAACGA CCACCTCT 


22080 


3619 


CAGCCAAG A UCAGCAUG 


4960 


CATGCTGA GGCTAGCTACAACGA CTTGGCTG 


22081 


3640 


CUAUACUG A UUGCUCQG 


4961 


CAGAGCAA GGCTAGCTACAACGA CAGTATAG 


22082 


3683 


UUACACUG A UGUGUUAC 


4962 


GTAACACA GGCTAGCTACAACGA CAGTGTAA 


22083 


3726 


UUCGCAGA A UCUAAUUC 


4963 


GAATTAGA GGCTAGCTACAACGA TCTGCGAA 


22084 


3731 


AGAAUCUA A UUCGGGAG 


4964 


CTCCCGAA GGCTAGCTACAACGA TAGATTCT 


22085 


3743 


GGGAGGAG A CGUGGUAC 


4965 


GTACCACG GGCTAGCTACAACGA CTCCTCCC 


22086 


3769 


UCAUGGCG A CCUUCAAG 


4966 


CTTGAAGG GGCTAGCTACAACGA CGCCATGA 


22087 


3778 


CCUUCAAG A UACAACCA 


4967 


TGGTTGTA GGCTAGCTACAACGA CTTGAAGG 


22088 


3783 


AAGAUACA A CCAGUGOU 


4968 


AACACTGG GGCTAGCTACAACGA TGTATCTT 


22089 


3819 


AAAGCGAG A UGGACCAA 


4969 


TTGGTCCA GGCTAGCTACAACGA CTCGCTTT 


22090 


3623 


CGAGAUGG A CCAACCAG 


4970 


CTGGTTGG GGCTAGCTACAACGA CCATCTCG 


22091 


3827 


AUGGACCA A CCAGGAGA 


4971 


TCTCCTGG GGCTAGCTACAACGA TGGTCCAT 


22092 


3836 


CCAGGAGA A CAUUUUGU 


4972 


ACAAAATG GGCTAGCTACAACGA TCTCCTGG 


22093 


3847 


UUUUGUUG A UGUUGGCX3 


4973 


CGCCAACA GGCTAGCTACAACGA CAACAAAA 


22094 


3871 


UCUUUCAA A UQGCDUTttJ 


4974 


ATAAGCCA GGCTAGCTACAACGA TTGAAAGA 


22095 


3884 


UUAUCACXJ A UGCCCGCC 


4975 


GGCGGGCA GGCTAGCTACAACGA CGTGATAA 


22096 


3895 


CCCGCCAA A UUCUGCUC 


4976 


GAGCAGAA GGCTAGCTACAACGA TTGGCGGG 


22097 


3910 


UCUGGGAG A UCCCUGAU 


4977 


ATCAGGGA GGCTAGCTACAACGA CTCCCAGA 


22098 


3917 


GAUCCCUG A UGUGUUGA 


4978 


TCAACACA GGCTAGCTACAACGA CAGGGATC 


22099 


3926 


UGUGUUGA A UUCACtXK3 


4979 


CCAGTGAA GGCTAGCTACAACGA TCAACACA 


22100 


3946 


UAGCUUGG A UGAUACUG 


4980 


CAGTATCA GGCTAGCTACAACGA CCAAGCTA 


22101 


3949 


CUUGGAUG A UACUGAGA 


4981 


TCTCAGTA GGCTAGCTACAACGA CATCCAAG 


22102 


3964 


GAGCCAUA A CAUUCACA 


4982 


TGTGAATG GGCTAGCTACAACGA TATGGCTC 


22103 


3973 


CAUUCACA A CGACAUCA 


4983 


TGATGTCG GGCTAGCTACAACGA TGTGAATG 


22104 


3976 


UCACAACG A CAUCAAAC 


4984 


GTTTGATG GGCTAGCTACAACGA CGTTGTGA 


22105 


3983 


GACAUCAA A CGUGGUUG 


4985 


CAACCACG GGCTAGCTACAACGA TTGATGTC 


22106 


4012 


CCCU6CUA A CACCCGGG 


4986 


CCCGGGTG GGCTAGCTACAACGA TAGCAGGG 


22107 


4026 


GGGCUGAO A UGCUUGAA 


4987 


TTCAAGCA GGCTAGCTACAACGA CTCAGCCC 


22108 


4034 


AUGCUUGA A UCDGGAUG 


4988 


CATCCAGA GGCTAGCTACAACGA TCAAGCAT 


22109 


4040 


GAAUCUGG A UGUGUACA 


4989 


TGTACACA GGCTAGCTACAACGA CCAGATTC 


22110 


4051 


UGUACAGG A UACUGCUG 


4990 


CAGCAGTA GGCTAGCTACAACGA CCTGTACA 


22111 


4063 


UGCUGUUG A UGGUCGGA 


4991 


TCCGACCA GGCTAGCTACAACGA CAACAGCA 


22112 


4072 


UGGUCGGA A UAGGCAGC 


4992 


GCTGCCTA GGCTAGCTACAACGA TCCGACCA 


22113 


4084 


GCAGCUUG A UCAGGGAG 


4993 


CTCCCTGA GGCTAGCTACAACGA CAAGCTGC 


22114 


4153 


UAGCCUCA A CAGGACUa 


4994 


AACTCCTG GGCTAGCTACAACGA TGAGGCTA 


22115 


4158 


UCAACAGG A CUUUUCAA 


4995 


TTGAAAAG GGCTAGCTACAACGA CCTGTTGA 


22116 


4166 


ACUUUaCA A CCCCAUGA 


4996 


TCATGGGG GGCTAGCTACAACGA TGAAAAGT 


22117 


4174 


ACCCCAUG A UCCUUGCU 


4997 


AGCAAGGA GGCTAGCTACAACGA CATGGGGT 


22118 


4188 


GCUGCUGG A CUGAUUGC 


4998 


GCAATCAG GGCTAGCTACAACGA CCAGCAGC 


22119 


4192 


CUGGACUG A UUGCAUGU 


4999 


ACATGCAA GGCTAGCTACAACGA CAGTCCAG 


22120 


4202 


UGCAUGUG A UCCCAACC 


5000 


GGTTGGGA GGCTAGCTACAACGA CACATGCA 


22121 


4208 


UGAUCCCA A CCGUAAAC 


5001 


GTTTACGG GGCTAGCTACAACGA TGGGATCA 


22122 


4215 


AACCGUAA A CGCGGAUG 


5002 


CATCCGCG GGCTAGCTACAACGA TTACGGTT 


22123 


4221 


AAACGCGG A UGGCCCX3C 


5003 


GCGGGCCA GGCTAGCTACAACGA CCGCGTTT 


22124 


4231 


GGCCCGCA A CUGAAGUG 


5004 


CACTTCAG GGCTAGCTACAACGA TGOGGGCC 


22125 


4240 


CUGAAGUO A UGACAGCU 


5005 


AGCTQTCA GGCTAGCTACAACGA CACTTCAG 


22126 


4243 


AAGUGAUQ A CAGCUGUC 


5006 


GACAGCTG GGCTAGCTACAACGA CATCACTT 


22127 


4258 


UCX3GCCUA A UGUUUGCC 


5007 


GGCAAACA GGCTAGCTACAACGA TAGGCCGA 


22128 
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4292 


AGAGOTUG A CAUUGACU 


5008 


AGTCAATG GGCTAGCTACAACGA CAAGCTCT 


22129 


4298 


UGACAUUG A CUCCAUGG 


5009 


CCATGGAG GGCTAGCTACAACGA CAATGTCA 


22130 


4315 


CCAUUCCA A UGACUAUC 


5010 


GATAGTCA GGCTAGCTACAACGA TGGAATGG 


22131 


4318 


UUCCAAUG A CUAUCGCG 


5011 


CGCGATAG GGCTAGCTACAACGA CATTGGAA 


22132 


4351 


CUUUCGUG A UUUCUGGG 


5012 


CCCAGAAA GGCTAGCTACAACGA CACGAAAG 


22133 


4362 


UCUGGGAA A UCAACAGA 


5013 


TCTGTT6A GGCTAGCTACAACGA TTCCCAGA 


22134 


4366 


GGAAAUCA A CAGAUAUG 


5014 


CATATCTG GGCTAGCTACAACGA TGATTTCC 


22135 


4370 


AUCAACAG A UAUGUGGA 


5015 


TCCACATA GGCTAGCTACAACGA CTGTTGAT 


22136 


4378 


AUAUGUGG A UUGAGA6A 


5016 


TCTCTCAA GGCTAGCTACAACGA CCACATAT 


22137 


4387 


UUGAGAGA A C6GCGOAC 


5017 


GTCCGCCG GGCTAGCTACAACGA TCTCTCAA 


22138 


4394 


AACGGCGG A CADUUCCU 


5018 


AGGAAATG GGCTAGCTACAACGA CCQCOGTT 


22139 


4412 


GGAAAG176 A UGCAGAAA 


5019 


TTTCTGCA GGCTAGCTACAACGA CACTTTCC 


22140 


4420 


AUGCAGAA A UUACAGGC 


5020 


GCCTGTAA GGCTAGCTACAACGA TTCTGCAT 


22141 


4445 


AAGAGUUG A UGUGCGGC 


5021 


GCCGCACA GGCTAGCTACAACGA CAACTCTT 


22142 


4457 


GCGGCUUG A UGAUGAUG 


5022 


CATCATCA GGCTAGCTACAACGA CAAGCCGC 


22143 


4460 


GCUUGAUG A UGAUGGAA 


5023 


TTCCATCA GGCTAGCTACAACGA CATCAAGC 


22144 


4463 


UGAUGAUG A UGGAAAOT 


5024 


AGTTTCCA GGCTAGCTACAACGA CATCATCA 


22145 


4469 


UGAUGGAA A CUUCCAGC 


5025 


GCTGGAAG GGCTAGCTACAACGA TTCCATCA 


22146 


4484 


GCUCAUGA A UGAUCCAG 


5026 


CTGGATCA GGCTAGCTACAACGA TCATGAGC 


22147 


4487 


CAUGAAUG A UCCAGGAG 


5027 


CTCCTGGA GGCTAGCTACAACGA CATTCATG 


22148 


4507 


CUUGGAAG A UAUGGAUG 


5028 


CATCCATA GGCTAGCTACAACGA CTTCCAAG 


22149 


4513 


AGAUAUGG A UGCUCAGA 


5029 


TCTGAGCA GGCTAGCTACAACGA CCATATCT 


22150 


4522 


UGCUCAGA A UGGUCUGU 


5030 


ACAGACCA GGCTAGCTACAACGA TCTGAGCA 


22151 


4537 


GUCUCGCG A UUAGUGCG 


5031 


CGCACTAA GGCTAGCTACAACGA CGCGAGAC 


22152 


4561 


CCUGGGCA A UCUUGCCC 


5032 


GGGCAAGA GGCTAGCTACAACGA TGCCCAGG 


22153 


4581 


GUAGUUGG A UUUUGGAU 


5033 


ATCCAAAA GGCTAGCTACAACGA CCAACTAC 


22154 


4588 


GAUUUUGG A UAACUCUC 


5034 


GAGAGTTA GGCTAGCTACAACGA CCAAAATC 


22155 


4591 


UUUGGAUA A CUCUCCAA 


5035 


TTGGAGAG GGCTAGCTACAACGA TATCCAAA 


22156 


4599 


ACUCUCCA A UACACAAA 


5036 


TTTGTGTA GGCTAGCTACAACGA TGGAQAGT 


22157 


4628 


GOUGUGGG A CACUCCCU 


5037 


AGG6AGTG GGCTAGCTACAACGA CCCACAAC 


22158 


4661 


AAAGGGGG A CACGACCA 


5038 


TGGTCGTG GGCTAGCTACAACGA CCCCCTTT 


22159 


4666 


GGGACACG A CCACCJGGC 


5039 


GCCGGTGG GGCTAGCTACAACGA CGTGTCCC 


22160 


4684 


UCUACAGG A UCAUGACU 


5040 


AGTCATGA GGCTAGCTACAACGA CCTGTAGA 


22161 


4690 


GGAUCAUG A CUCGUQGG 


5041 


CCCACGAG GGCTAGCTACAACGA CATGATCC 


22162 


4732 


CGGGCGUG A UGGUUQAA 


5042 


TTCAACCA GGCTAGCTACAACGA CACGCCCG 


22163 


4768 


GGCAUACA A CAAAAGGA 


5043 


TCCTTTTG GGCTAGCTACAACGA TGTATGCC 


22164 


4786 


CC6CUUUG A UGAGCGGA 


5044 


TCCGCTCA GGCTAGCTACAACGA CAAAGCGG 


22165 


4808 


CCGCCOGG A CCCAUACU 


5045 


AGTATGGG GGCTAGCTACAACGA CCAGGCGG 


22166 


4835 


CAAGGAGG A UCGACUUU 


5046 


AAAGTCGA GGCTAGCTACAACGA CCTCCTTG 


22167 


4839 


GAGGAUCX3 A CUUUGUUA 


5047 


TAACAAAG GGCTAGCTACAACGA CGATCCTC 


22168 


4654 


UACGGAGG A CCCUGGAA 


5048 


TTCCAGGG GGCTAGCTACAACGA CCTCCGTA 


22169 


4863 


CCCUGGAA A UU6CAGCA 


5049 


TGCTGCAA GGCTAGCTACAACGA TTCCAGGG 


22170 


4880 


CAAGUGGA A C6GGCAG0 


5050 


CCTGCCCG GGCTAGCTACAACGA TCCACTTG 


22171 


4889 


CGGGCAGG A UGAGGUGC . 


5051 


GCACCTCA GGCTAGCTACAACGA CCTGCCCG 


22172 


4900 


AGGUGCAG A UGAUUGUG 


5052 


CACAATCA GGCTAGCTACAACGA CTGCACCT 


22173 


4903 


UGCAGAUG A UUGUGGUG 


5053 


CACCACAA GGCTAGCTACAACGA CATCTGCA 


22174 


4914 


GUGGUGGA A CCUGGCAA 


5054 


TTGCCAGG GGCTAGCTACAACGA TCCACCAC 


22175 


4925 


UG6CAAGA A CGUIXAAGA 


5055 


TCTTAACG GGCTAGCTACAACGA TCTTGCCA 


22176 


4934 


C!GUUAAGA A C6UCCAGA 


5056 


TCTGGACG GGCTAGCTACAACGA TCTTAACG 


22177 


4942 


AC6UCCAG A CGAAACCA 


5057 


TGGTTTCG GGCTAGCTACAACGA CTGQACOT 


22178 


4947 


CAGACGAA A CCAGGGGU 


5058 


ACCCCTGG GGCTAGCTACAACGA TTCGTCTG 


22179 


4963 


UGUUCAAA A CACCUGAA 


5059 


TTCAGGTG GGCTAGCTACAACGA TTTQAACA 


22180 


4978 


AAGGAGAA A UCGGGGCC 


5060 


GGCCCCGA GGCTAGCTACAACGA TTCTCCTT 


22181 


4990 


GGGCCGUG A CUUUGGAC 


5061 


GTCCAAAG GGCTAGCTACAACGA CACGGCCC 


22182 


4997 


GACUtrUGG A CUUCCCCA 


5062 


TGGGGAAG GGCTAGCTACAACGA CCAAAGTC 


22183 


5011 


CCACUGGA A CATJCAGGC 


5063 


GCCTGATG GGCTAGCTACAACGA TCCAGTGG 


22184 


5026 


GCUCACCA A UAGUGGAC 


5064 


GTCCACTA GGCTAGCTACAACGA TGGTGAGC 


22185 


5033 


AAUAGUGG A CAAAAACG 


5065 


CGTTTTTG GGCTAGCTACAACGA CCACTATT 


22186 


5039 


GGACAAAA A CGGUGAUG 


5066 


CATCACCG GGCTAGCTACAACGA TTTTGTCC 


22187 


5045 


AAACGGUQ A UGUGAUU6 


5067 


CAATCACA GGCTAGCTACAACGA CACCGTTT 


22188 


5050 


GDGAUGUG A UUGGGCUU 


5068 


AAGCCCAA GGCTAGCTACAACGA CACATCAC 


22189 


5066 


UUAUGGCA A UGGA6UCA 


5069 


TGACTCCA GGCTAGCTACAACGA TGCCATAA 


22190 
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5077 


GAGUCAUA A UGCCCAAC 


5070 


GTTGGGCA GGCTAGCTACAACGA TATGACTC 


22191 


5084 


TAUGCCCA A CGGCUCAU 


5071 


ATGAGCCG GGCTAGCTACAACGA TGGGCATT 


22192 


5104 


UAAGCX3CG A UAGUGCAG 


5072 


CTGCACTA GGCTAGCTACAACGA CGCGCTTA 


22193 


5122 


GUGAAAGG A UGGAUGAG 


5073 


CTCATCCA GGCTAGCTACAACGA CCTTTCAC 


22194 


512G 


AAGGAUGG A UGAGCCAA 


5074 


TTGGCTCA GGCTAGCTACAACGA CCATCCTT 


22195 


5134 


AUGAGCCA A UCCCAGCC 


5075 


GGCTGGGA GGCTAGCTACAACGA TGGCTCAT 


22196 


5145 


CCAGCCGG A UUCGAACC 


5076 


GGTTCGAA GGCTAGCTACAACGA CCGGCTGG 


22197 


5151 


GGAUUCX5A A CCUGAGAU 


5077 


ATCTCAGG GGCTAGCTACAACGA TCGAATCC 


22198 


5158 


AACCUGAG A UGCUGT^ 


5078 


CCTCAGCA GGCTAGCTACAACGA CTCAGGTT 


22199 


5172 


AQGAAAAA A CAGAUCAC 


5079 


GTGATCTG GGCTAGCTACAACGA TTTTTCCT 


22200 


5176 


AAAAACAG A UCACUGOA 


5080 


TACAGTGA GGCTAGCTACAACGA CTGTTTTT 


22201 


5189 


UGUACUGG A UCUCCAUC 


5081 


GATGGAGA GGCTAGCTACAACGA CCAGTACA 


22202 


5212 


CCX3GUAAA A CAAGGAGG 


5082 


CCTCCTTG GGCTAGCTACAACGA TTTACCGG 


22203 


5221 


CAAGGAGG A UUCUGCCA 


5083 


TGGCAGAA GGCTAGCTACAACGA CCTCCTTG 


22204 


5233 


UGCCACAG A UCAUCAAA 


5084 


TTTGATGA GGCTAGCTACAACGA CTGTGGCA 


22205 


5252 


GGCCAUAA A CAGAAGAC 


5085 


GTCTTCTG GGCTAGCTACAACGA TTATGGCC 


22206 


5259 


AACAGAAG A CUGAGAAC 


5086 


GTTCTCAG GGCTAGCTACAACGA CTTCTGTT 


22207 


5266 


GACUGAGA A CAGCCGUG 


5087 


CACGGCTG GGCTAGCTACAACGA TCTCAGTC 


22208 


5284 


UAGCACCA A CCAGGGUU 


5088 


AACCCTGG GGCTAGCTACAACGA TGGTGCTA 


22209 


5305 


CUGCUGAG A UGGCUGAA 


5089 


TTCAGCCA GGCTAGCTACAACGA CTCAGCAG 


22210 


5325 


CUGAGAGG A CUGCCCAU 


5090 


ATGGGCAG GGCTAGCTACAACGA CCTCTCAG 


22211 


5344 


GGOACCAG A CAUCCGCA 


5091 


TGCGGATG GGCTAGCTACAACGA CTGGTACC 


22212 


5364 


CCCAQAGA A CAUAAUGG 


5092 


CCATTATG GGCTAGCTACAACGA TCTCTGGG 


22213 


5369 


AGAACAUA A UGGAAAUG 


5093 


CATTTCCA GGCTAGCTACAACGA TATGTTCT 


22214 


5375 


UAAUGGAA A UGAGAUUG 


5094 


CAATCTCA GGCTAGCTACAACGA TTCCATTA 


22215 


5380 


GAAAUGAG A UUGUUGAU 


5095 


ATCAACAA GGCTAGCTACAACGA CTCATTTC 


22216 


5387 


GAUUGUUG A UGUCAUGU 


5096 


ACATGACA GGCTAGCTACAACGA CAACAATC 


22217 


5422 


ACAGGCUG A UGUCUCCU 


5097 


AGGAGACA GGCTAGCTACAACGA CAGCCTGT 


22218 


5444 


GGUGCCGA A CUACAACC 


5098 


GGTTGTAG GGCTAGCTACAACGA TCG6CACC 


22219 


5450 


GAACUACA A CCU6UU06 


5099 


CGAACAGG GGCTAGCTACAACGA TGTAGTTC 


22220 


5461 


U6UUCGUG A UGGAUGAG 


5100 


CTCATCCA GGCTAGCTACAACGA CACGAACA 


22221 


5465 


CGUGAUGG A UGAGGCUC 


5101 


GAGCCTCA GGCTAGCTACAACGA CCATCAOG 


22222 


5483 


UUUCACCG A CCCAGCUA 


5102 


TAGCTGGG GGCTAGCTACAACGA CGGTGAAA 


22223 


5548 


CGGCGGCA A UAUUCAUG 


5103 


CATGAATA GGCTAGCTACAACGA TGCCGCCG 


22224 


5557 


UAUUCAUG A CAGCCACC 


5104 


GGTGGCTG GGCTAGCTACAACGA CATGAATA 


22225 


5582 


CACUUCAG A UCCAUUCC 


5105 


GGAATGGA GGCTAGCTACAACGA CTGAAGTG 


22226 


5600 


AGAGUCCA A UUCACCAA 


5106 


TTGGTGAA GGCTAGCTACAACGA TGGACTCT 


22227 


5608 


AUUCACCA A UUUCCGAC 


5107 


GTCGGAAA GGCTAGCTACAACGA TGGTGAAT 


22228 


5615 


AAUUUCCG A CUUACAGA 


5108 


TCTGTAAG GGCTAGCTACAACGA CGGAAATT 


22229 


5623 


ACUUACAG A CUGA6AUC 


5109 


GATCTCAG GGCTAGCTACAACGA CTGTAAGT 


22230 


5629 


AGACUGAG A UCCCGGAU 


5110 


ATCCGGGA GGCTAGCTACAACGA CTCAGTCT 


22231 


5636 


GAUCCCGQ A UCQAGCDU 


5111 


AAGCTCGA GGCTAGCTACAACGA CCGGGATC 


22232 


5648 


AGCUUGGA A CUCU6GAU 


5112 


ATCCAGAG GGCTAGCTACAACGA TCCAAGCT 


22233 


5655 


AACUOJGG A UACGAAUG 


5113 


CATTCGTA GGCTAGCTACAACGA CCAGAGTT 


22234 


5661 


G6AUACGA A UGGAUGAG 


5114 


GTGATCCA GGCTAGCTACAACGA TCGTATCC 


22235 


5665 


ACGAAUGG A UCACAGAA 


5115 


TTCTGTGA GGCTAGCTACAACGA CCATTCGT 


22236 


5673 


AUCACAGA A .UACACCGG 


5116 


CCGGTGTA GGCTAGCTACAACGA TCTGTGAT 


22237 


5686 


CCX3GGAAG A OGGUUUGG 


5117 


CCAAACCG GGCTAGCTACAACGA CTTCCCGG 


2223 6 


5713 


GUGUCAA6 A U6QGGAAU 


5118 


ATTCCCCA GGCTAGCTACAACGA CTTGACAC 


22239 


5720 


GAUGGGGA A UGAGAUUG 


5119 


CAATCTCA GGCTAGCTACAACGA TCCCCATC 


22240 


5725 


GGAAUGAG A UUGCCCUU 


5120 


AAGGGCAA GGCTAGCTACAACGA CTCATTCC 


22241 


5742 


XraCCUACA A CGUGCUGG 


5121 


CCAGCACG GGCTAGCTACAACGA TGTAGGCA 


22242 


5766 


GUAGUCCA A UUGAACAG 


5122 


CTGTTCAA GGCTAGCTACAACGA TGGACTAC 


22243 


5771 


CCAAUUGA A CAGAAAGU 


5123 


ACTTTCTG GGCTAGCTACAACGA TCAATTGG 


22244 


5788 


CGUACGAG A CGGAGUAC 


5124 


GTACTCCG GGCTAGCTACAACGA CTCGTACG 


22245 


5802 


UACCCAAA A UGUAAGAA 


5125 


TTCTTACA GGCTAGCTACAACGA TTTGG6TA 


22246 


5810 


AUGUAAGA A CGAUGAUU 


5126 


AATCATCG GGCTAGCTACAACGA TCTTACAT 


22247 


5813 


UAAGAACX5 A UGAUUGGG 


5127 


CCCAATCA GGCTAGCTACAACGA CGTTCTTA 


22248 


5816 


GAACGAUG A UUGGGACU 


5128 


AGTCCCAA GGCTAGCTACAACGA CATCGTTC 


22249 


5822 


UGAUUGGG A CUUUGUUA 


5129 


TAACAAAG GGCTAGCTACAACGA CCCAATCA 


22250 


5836 


UUAUCACA A CAGACAUA 


5130 


TATGTCTG GGCTAGCTACAACGA TGTGATAA 


22251 


5840 


CACAACAG A CAUAUCUG 


^ 5131 


CAGATATQ GGCTAGCTACAACGA CTGTTGTG 


22252 
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5851 


UAUCUGAA A UGGGGGCU 


5132 


AGCCCCCA GGCTAGCTACAACGA TTCAGATA 


22253 


5861 


GGGGGCUA A CUUCAAGG 


5133 


CCTTGAAG GGCTAGCTACAACGA TAGCCCCC 


22254 


5881 


GCAGGGUG A UUGACAGC 


5134 


GCTGTCAA GGCTAGCTACAACGA CACCCTGC 


22255 


5885 


GGUGAUUG A CAGCCGGA 


5135 


TCCGGCTG GGCTAGCTACAACGA CAATCACC 


22256 


5904 


AGUGUGAA A CCAACCAU 


5136 


ATGGTTGG GGCTAGCTACAACGA TTCACACT 


22257 


5908 


UGAAACCA A CCAUCAUA 


5137 


TATGATGG GGCTAGCTACAACGA TGGTTTCA 


22258 


5917 


CCAUCAUA A CAGAA6C3A 


5136 


TCCTTCTG GGCTAGCTACAACGA TATGATGG 


22259 


5938 


GGAGAGUG A UCCUGGGA 


5139 


TCCCAGGA GGCTAGCTACAACGA CACTCTCC 


22260 


5949 


CU6GGAGA A CCAUCUGC 


5140 


6CAGATGG GGCTAGCTACAACGA TCTCCCA6 


22261 


5962 


CUGCAGUG A CAGCAGCU 


5141 


AGCTGCTG GGCTAGCTACAACGA CACTGCAG 


22262 


5985 


GCCCAGA6 A COaGGACG 


5142 


CGTCCACG GGCTAGCTACAACGA CTCTGGGC 


22263 


5991 


AGACX3UQG A CGUA0CGG 


5143 


CCGATACG GGCTAGCTACAACGA CCACGTCT 


22264 


6005 


CGGUAGAA A UCCX3UCGC 


5144 


GCGACGGA GGCTAGCTACAACGA TTCTACCG 


22265 


6023 


AGUUGGUG A UGAGUACU 


5145 


AGTACTCA GGCTAGCTACAACGA CACCAACT 


22266 


6050 


GCACACGA A UGAAGACG 


5146 


CGTCTTCA GGCTAGCTACAACGA TCGTGTGC 


22267 


6056 


6AAUGAAG A CGACUCXSA 


5147 


TCGAGTCG GGCTAGCTACAACGA CTTCATTC 


22268 


6059 


UGAAGAC3G A CUCGAACa 


5148 


AGTTCGAG GGCTAGCTACAACGA CGTCTTCA 


22269 


6065 


CGACUCOA A CUUCGCCC 


5149 


GGGCGAAG GGCTAGCTACAACGA TCGAGTCG 


22270 


6079 


CCCAUUGG A CUGAGGCA 


5150 


TGCCTCAG GGCTAGCTACAACGA CCAATGGG 


22271 


6091 


AGGCACX3A A UCAUGCUG 


5151 


CAGCATGA GGCTAGCTACAACGA TCGTGCCT 


22272 


6101 


CAUGCUGG A CAACAUCA 


5152 


TGATGTTG GGCTAGCTACAACGA CCAGCATG 


22273 


6104 


GCUGGACA A CAUCAACA 


5153 


TGTTGATG GGCTAGCTACAACGA TGTCCAGC 


22274 


6110 


CAACAUCA A CAUGCCAA 


5154 


TTGGCATG GGCTAGCTACAACGA TGATGTTG 


22275 


6119 


CAUGCCAA A CGGACUGA 


5155 


TCAGTCCG GGCTAGCTACAACGA TTGGCATG 


22276 


6123 


CCAAACGG A CUQAUCGC 


5156 


GCGATCAG GGCTAGCTACAACGA CCGTTT6G 


22277 


6127 


ACGGACUG A UCGCaCAA 


5157 


TTGAGCGA GGCTAGCTACAACGA CAGTCC6T 


22278 


6135 


AUCGCUCA A UUOIACCA 


5158 


TGGTAGAA GGCTAGCTACAACGA TGAGCGAT 


22279 


6144 


UUCUACCA A CCAGAGCG 


5159 


CGCTCTGG GGCTAGCTACAACGA TGGTAGAA 


22280 


6173 


UACCAUGG A UGGGGAAU 


5160 


ATTCCCCA GGCTAGCTACAACGA CCATGGTA 


22281 


6180 


GAUGGGGA A UACCGGCU 


5161 


AGCCGGTA GGCTAGCTACAACGA TCCCCATC 


22282 


6209 


GAGAAAAA A CUUUOJGG 


5162 


CCAGAAAG GGCTAGCTACAACGA TTTTTCTC 


22283 


6219 


UUUCUGGA A CUGUUGAG 


5163 


CTCAACAG GGCTAGCTACAACGA TCCAGAAA 


22284 


6229 


U6UUGAGG A CUGCAGAU 


5164 


ATCTGCAG GGCTAGCTACAACGA CCTCAACA 


22285 


6236 


GACUGCAG A UCUGCCAQ 


5165 


CTGGCAGA GGCTAGCTACAACGA CTGCAGTC 


22286 


6290 


AUACCACG A CCGGAGGU 


5166 


ACCTCCGG GGCTAGCTACAACGA CGTGGTAT 


22287 


6308 


GUGOJUUG A UGGUCCUA 


5167 


TAGGACCA GGCTAGCTACAACGA CAAAGCAC 


22288 


6319 


6UCCUAGG A CAAACACA 


5168 


TGTGTTTG GGCTAGCTACAACGA CCTAGGAC 


22289 


6323 


UAGGACAA A CACAAUOU 


5169 


AAATTGTG GGCTAGCTACAACGA TTGTCCTA 


22290 


6328 


CAAACACA A UUUUAGAA 


5170 


TTCTAAAA GGCTAGCTACAACGA TGTGTTTG 


22291 


6338 


UUUAGAAG A CAACAACG 


5171 


CGTTGTTG GGCTAGCTACAACGA CTTCTAAA 


22292 


6341 


AGAAGACA A CAACGAAG 


5172 


CTTCGTTG GGCTAGCTACT^CGA TGTCTTCT 


22293 


6344 


AGACAACA A CGAAGUGG 


5173 


CCACTTCG GGCTAGCTACAACGA TGTTGTCT 


22294 


6382 


AAAGGAAG A UUCUGAGG 


5174 


CCTCAQAA GGCTAGCTACAACGA CTTCCTTT 


22295 


6400 


CX3CGCU6G A UUGACGCC 


5175 


GGCGTCAA GGCTAGCTACAACGA CCAGCGCG 


22296 


6404 


CUG6AUUG A CGCCAGGQ 


5176 


CCCTGGCG GGCTAGCTACAACGA CAATCCAG 


22297 


6422 


GUACUCGG A UCACCAGG 


5177 


CCTGGTGA GGCTAGCTACAACGA CCGAGTAC 


22298 


6449 


GUUCAAGG A CUUCGCCU 


5178 


AGGCGAAG GGCTAGCTACAACGA CCTTGAAC 


22299 


6465 


UCGGGAAA A CGUUCUCA 


5179 


TGAGAACG GGCTAGCTACAACGA TTTCCCGA 


22300 


6475 


GUUCUCAG A UAGGGCUC 


5180 


GAGCCCTA GGCTAGCTACAACGA CTGAGAAC 


22301 


6502 


UGGGAAAG A UGCCUGAG 


5181 


CTCAGGCA GGCTAGCTACAACGA CTTTCCCA 


22302 


6526 


UGGGGAAG A CAUGGGAA 


5182 


TTCCCATG GGCTAGCTACAACGA CTTCCCCA 


22303 


6542 


AGCACUUG A CACCAUGU 


5183 


ACATGGTG GGCTAGCTACAACGA CAAGTGCT 


22304 


6592 


CUCACAGA A UGGCCCUG 


5184 


CAGGGCCA GGCTAGCTACAACGA TCTGTGAG 


22305 


6606 


CUGGAGGA A CUGCCAGA 


5185 


TCTGGCAG GGCTAGCTACAACGA TCCTCCAG 


22306 


6614 


ACUGCCAG A XTGCUCUUC 


5186 


GAAGAGCA GGCTAGCTACAACQA CTGGCAGT 


22307 


6625 


CUCUUCAG A CAAuUGCC 


5187 


GGCAATTG GGCTAGCTACAACGA CTGAAGAG 


22308 


6628 


UUCAGACA A UUGCCUUG 


5188 


CAAGGCAA GGCTAGCTACAACGA TGTCTGAA 


22309 


6637 


UUGCCUUG A UUGCCUUA 


5189 


TAAGGCAA GGCTAGCTACAACGA CAAGGCAA 


22310 


6655 


UGAGUGUG A UGACCAUG 


5190 


CATGGTCA GGCTAGCTACAACGA CACACTCA 


22311 


6658 


GUGUGAUG A CCAUGGGA 


5191 


TCCCATGG GGCTAGCTACAACGA CATCACAC 


22312 


6706 


UUGGAAAG A UAGGUUUG 


5192 


CAAACCTA GGCTAGCTACAACQA CTTTCCAA 


22313 


6739 


GAGUCGCG A CCUUUUUC 


5193 


GAAAAAGG GGCTAGCTACAACGA C6CGACTC 


22314 
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6754 




5194 


TTCAGCCA GGCTAGCTACAACGA CCAACAGA 


22315 


6772 


XJuCCABvxA. A V-CiAAiaAUC 


5195 


GATCTTCX5 GGCTAGCTACAACGA TCCTGGAA 


22316 


6778 




5196 


TCCGGCQA GGCTAGCTACAACGA CTTCGTTC 


22317 


6787 


rrf^rtt^f^fii^ IL a rTr*TTrT/5i^Tr« 
UC-oCuoviA A UuUUVaCLJu 


5197 


CAGCAACA GGCTAGCTACAACGA TCCGGCGA 


22318 


oBlX 


TTTTrTTrTTfTr* JV TTr»lVTTTTr^Tf^ 

UUuUL'UUu A UVjAUUuUui 


5198 


CACAATCA GGCTAGCTACAACGA CAAGAGAA 


22319 


ool4 


TT/^TIT/^MTr' IV TTTir'TT^/^Ta 

UCUUvjAUVj a UUV:tU(jL.UA 


5199 


TAGCACAA GGCTAGCTACAACGA CATCAAGA 


22320 


6823 


UUGUtjUUA A UUL-V^U^sAQ 


5200 


CTCAGGAA GGCTAGCTACAACGA TAGCACAA 


22321 


Do43 


GAGAmjLA A LXiUuCCjCA 


5201 


TGCGAACG GGCTAGCTACAACGA TGCTTCTC 


22322 


oob3 


GUUVJoLAur A LAUALAAC 


5202 


GTTGTCTG GGCTAGCTACAACGA CTGCGAAC 


22323 


oo57 


GCAGACAU A CAACCAGC 


5203 


GCTGGTTG GGCTAGCTACAACGA CTGTCT6C 


22324 


6660 


GACAuAuA A CCA(3CUAG 


5204 


CTAGCTGG GGCTAGCTACAACGA TQTCTGTC 


22325 


oboU 


TwaiTTin^Tfa Ik TtTTiTrafwaTTr* 
UliUUu^Ui? A UUU\iU\3UU 


5205 


GACACAAA GGCTAGCTACAACGA CAGGAACA 


22326 


6892 




5206 


CACAAGGG GGCTAGCTACAACGA CATGACAC 


22327 


6917 


ggcagcca a CGAGauGG 


5207 


CCATCTCG GGCTAGCTACAACGA TGGCTGCC 


22328 


6922 


CCAACGAG A UGGGUUGG 


5208 


CCAACCCA GGCTAGCTACAACGA CTCGTTGG 


22329 


6935 


UUGGCUAG A UAAGaCCA 


5209 


TGGTCTTA GGCTAGCTACAACGA CTAGCCAA 


22330 


6940 


UAGIAUAAG A CCAA6AQU 


5210 


ACTCTTGG GGCTAGCTACAACGA CTTATCTA 


22331 


6950 


CAAGAGUG A CAUAAGCA 


5211 


TGCTCATG GGCTAGCTACAACGA CACTCTTG 


22332 


6976 


GGCAAAGA A UUGAGGUC 


5212 


GACCTCAA GGCTAGCTACAACGA TCTTTGCC 


22333 


6992 


CAAGGAGA A UUUCAGCA 


5213 


TGCTGAAA GGCTAGCTACAACGA TCTCCTTG 


22334 


7019 


UCUUUUGG A CUUGAGGC 


5214 


GCCTCAAG GGCTAGCTACAACGA CCAAT^GA 


22335 


/UJ J 


GGCCGGCA A CAGCCUGG 


5215 


CCAGGCTG GGCTAGCTACAACGA TGCCGGCC 


22336 


7057 


ACGCUGUG A CaACAGCG 


5216 


CGCTGTTG GGCTAGCTACAACGA CACAGCGT 


22337 


7060 


CUGUGACA A CAGCGGuC 


5217 


GACCGCTG GGCTAGCTACAACGA TGTCACAG 


22338 


7093 


AGGAUUUG A UCACGUCA 


5218 


TGACGTGA GGCTAGCTACAACGA CAAATGCT 


22339 


7103 


CACGUCAG A UuACAUCa 


5219 


TGATGTAA GGCTAGCTACAACGA CTGACGTG 


22340 


7112 


UUACAUCA A CACCUCAU 


5220 


ATGAGGTG GGCTAGCTACAACGA TGATGTAA 


22341 


7123 


CCuCAUUG A CCUCAAuA 


5221 


TATTGAGG GGCTAGCTACAACGA CAATGAGG 


22342 


7129 


UGACCUCA A UAAACGUU 


5222 


AACGTTTA GGCTAGCTACAACGA TGAGGTCA 


22343 


7133 


CUCAAUAA A CGUUCAGG 


5223 


CCTGAACG GGCTAGCTACAACGA TTATTGAG 


22344 


7184 


CUUCX3UCG A UGUUGGAG 


5224 


CTCCAACA GGCTAGCTACAACGA CGACGAAG 


22345 


721o 


GCAIGCCGG A U6CUGGGG 


5225 


CCCCAGCA GGCTAGCTACAACGA CCGGCTGC 


22346 


/2Z7 


UGCUGGGG A CAAGUCAC 


5226 


GTGACTTG GGCTAGCTACAACGA CCCCAGCA 


22347 




UUAtAiCaUA A CAGCGGCA 


5227 


TGCCGCTG GGCTAGCTACAACGA TACCGTAA 


22348 


/ ^ol 


CAGCGGCA A CACUCCUU 


5228 


AAGQAGTG GGCTAGCTACAACGA TGCCGCTG 


22349 


7315 


CUGAGGCA A UGCGCUCA 


5229 


TGA6CGCA GGCTAGCTACAACGA TGCCTCAG 


22350 


/ J Jo 


AGCGGCGG A CAGCGGCC 


5230 


GGCCGCTG GGCTAGCTACAACGA CC6CCGCT 


22351 


7348 


CGGCCGGA A UCAUQAAG 


5231 


CTTCATGA GGCTAGCTACAACGA TCCGGCCG 


22352 


7358 


CAUGAAGA A CGCUGUAG 


5232 


CTACAGCG GGCTAGCTACAACGA TCTTCATG 


22353 


7370 


UGuAGUGG A UGGCAUCG 


5233 


CGATGCCA GGCTAGCTACAACGA CCACTACA 


22354 


'T') D O 

/ Joo 


GGCCACGG A CGUCCCAG 


5234 


CTGGGACG GGCTAGCTACAACGA CCGTGGCC 


22355 


7398 


GUCCCAGA A UUAGAGCG 


5235 


CGCTCTAA GGCTAGCTACAACGA TCTGGGAC 


22356 


/4J / 


AAAGUUGG A CAGAuCAU 


5236 


ATGATCTG GGCTAGCTACAACGA CCAACTTT 


22357 


1 A A. 1 


UUGGACAG A UCAUGCuG 


5237 


CA6CATGA GGCTAGCTACAACGA CTGTCCAA 


22358 




U\,;AUli(JUV9 A UUUUGGUG 


5238 


CACCAAGA GGCTAGCTACAACGA CAGCATGA 


22359 




AV7UAV3UGA A CCCGUCUG 


5239 


CAGACGGG GGCTAGCTACAACGA TCACTACT 


22360 




UUGUGAAG A CAGUACGA 


5240 


TCGTACTG GGCTAGCTACAACGA CTTCACAG 


22361 




AivaL-UvSvaA A UUUUGAUC 


5241 


GATCAAAA GGCTAGCTACAACGA TCCGGCTT 


22362 




GAAUUUUG A UCACGGCC 


5242 


GGCCGTGA GGCTAGCTACAACGA CAAAATTC 


22363 




(-AbuGGuG A CGCUUUGG 


5243 


CCAAAGCG GGCTAGCTACAACGA CACCGCTG 


22364 




UUQGGAGA A UGGAGCAA 


5244 


TTGCTCCA GGCTAGCTACAACGA TCTCCCAA 


22365 




UGUUUGGA A CGCAACAA 


5245 


TTGTTGCG GGCTAGCTACAACGA TCCAAACA 


22366 


/ 3 / P 


VsUAALajUA a CAACUGCC 


5246 


GGCAGTTG GGCTAGCTACAACGA TGCGTTCC 


22367 


7579 


A\«v3L.AAwi A cUGCvJAUC 


5247 


GATGGCAG GGCTAGCTACAACGA TGTTGCGT 


22368 


7590 


«Jk«UAUVA3V3 A UUCUliCCA 


5248 


TGGCAGAQ GGCTAGCTACAACGA CCGATGGC 


22369 


7636 


UAUCCAUA A CAUGGACA 


5249 




22370 


7642 


UAACAUGG A CACUCAUA 


5250 


TATGAGTG GGCTAGCTACAACGA CCAT6TTA 


22371 


7655 


CAUAAAGA A CAUGGAAA 


5251 


TTTCCATG GGCTAGCTACAACGA TCTTTATG 


22372 


7665 


AUGGAAAA A CCAGGACU 


5252 


AGTCCTGG GGCTAGCTACAACGA TTTTCCAT 


22373 


7671 


AAACCAGG A CUAAAAAG 


5253 


CTTTTTAG GGCTAGCTACAACGA CCTGGTTT 


22374 


7695 


GCAAAAGG A CGCACCUU 


5254 


AAGGTGCG GGCTAGCTACAACGA CCTTTTGC 


2237S 


7725 


AAAGAAAQ A CUCAACCA 


5255 


TGGTTGAG GGCTAGCTACAACGA CTTTCTTT 


22376 
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7730 


AAGACUCA A CCAGAUGA 


5256 


TCATCTGG GGCTAGCTACAACGA TGAGTCTT 


22377 


7735 


UCAACCAG A UGACAAAA 


5257 


TTTTGTCA GGCTAGCTACAACGA CTGGTTGA 


22378 


7738 


ACCAGAUG A CAAAAGAA 


5258 


TTCTTTTG GGCTAGCTACAACGA CATCTGGT 


22379 


7787 


CGAAGUCG A UCGCUCAG 


5259 


CTGA6CGA GGCTAGCTACAACGA CGACTTCG 


22380 


7803 


GCGGCAAA A CACGCCAG 


5260 


CTGGCGTG GGCTAGCTACAACGA TTTGCCGC 


22381 


7823 


AGAAGGCA A UGUCACUG 


5261 


CAGTGACA GGCTAGCTACAACGA TGCCTTCT 


22382 


7863 


ACAGCAAA A CUGAGAUG 


5262 


CATCTCAG GGCTAGCTACAACGA TTTGCTGT 


22383 


7869 


AAACUGAG A UGGCUGGU 


5263 


ACCAGCCA GGCTAGCTACAACGA CTCAGTTT 


22384 


7881 


CUGGUCGA A CGGAG6UU 


5264 


AACCTCCG GGCTAGCTACAACGA TCGACCAG 


22385 


7896 


UUUCUC6A A CCG0UCGG 


5265 


CCGACCGG GGCTAGCTACAACGA TOGAGAAA 


22386 


7912 


GAAAA6UG A UUGACCUU 


5266 


AAGGTCAA GGCTAGCTACAACGA CACTTTTC 


22387 


7916 


AGUGAtTOG A CCDOGGAU 


5267 


ATCCAAGQ GGCTAGCTACAACGA CAATCACT 


22388 


7923 


GACCUUQG A UGUGGAAG 


5268 


CTTCCACA GGCTAGCTACAACGA CCAAGGTC 


22389 


7957 


AUAUGGCA A CCCAAAAA 


5269 


TTTTTGGG GGCTAGCTACAACGA TGCCATAT 


22390 


8007 


GGUCCCGG A CAUGAAGA 


5270 


TCTTCATG GGCTAGCTACAACGA CCGGGACC 


22391 


8022 


GAGCCCCA A CUAGUGCA 


5271 


TGCACTAG GGCTAGCTACAACGA TGGGGCTC 


22392 


8040 


AGUUAUGG A UGGAACAU 


5272 


ATGTTCCA GGCTAGCTACAACGA CCATAACT 


22393 


8045 


UGGAUGGA A CAUUGUCA 


5273 


TGACAATG GGCTAGCTACAACGA TCCATCCA 


22394 


8072 


UGGAGUGG A UGUGUUCU 


5274 


AGAACACA GGCTAGCTACAACGA CCACTCCA 


22395 


8085 


UUCUACAG A CCUUCUGA 


5275 


TCAGAAGG GGCTAGCTACAACGA CTGTAGAA 


22396 


8102 


GUGUUGUG A CACCCUCC 


5276 


GGAGGGTG GGCTAGCTACAACGA CACAACAC 


22397 


8117 


CCUUUGUG A CAUCGGAG 


5277 


CTCCGATG GGCTAGCTACAACGA CACAAAGG 


22398 


8161 


AGCAUAGG A CGAUUCGG 


5278 


CCGAATCG GGCTAGCTACAACGA CCTATGCT 


22399 


8164 


AUAGGACG A UUCGGGUC 


5279 


GACCCGAA GGCTAGCTACAACGA CGTCCTAT 


22400 


8179 


UCCUUGAA A UGGUUGAG 


5280 


CTCAACCA GGCTAGCTACAACGA TTCAAGGA 


22401 


8189 


6GUUGAGG A OJGGCUGC 


5281 


GCAGCCAG GGCTAGCTACAACGA CCTCAACC 


22402 


8214 


CCAAGGGA A UUUUGCGU 


5282 


ACGCAAAA GGCTAGCTACAACGA TCCCTTGG 


22403 


8263 


UAGAGAAG A UGGAGCUG 


5283 


CAGCTCCA GGCTAGCTACAACGA CTTCTCTA 


22404 


8277 


CUGOTCCA A CX3C0GGUA 


5284 


TACCGGOG GGCTAGCTACAACGA TGGAGCAG 


22405 


8295 


GGGGGGG6 A CUGGUCAG 


5285 


CTGACCAG GGCTAGCTACAACGA CCCCCCCC 


22406 


8306 


GGUCAGAA A CCCAOJOT 


5286 


AGAGTGG6 GGCTAGCTACAACGA TTCTGACC 


22407 


8321 


CUCACGGA A UUCCACGC 


5287 


GCGTGGAA GGCTAGCTACAACGA TCCGTGAG 


22408 


8335 


CGCACGAG A UGUAUUGG 


5288 


CCAATACA GGCTAGCTACAACGA CTCGTGCG 


22409 


8363 


UUCAGGCA A UGUGGUAC 


5289 


GTACCACA GGCTAGCTACAACGA TGCCTGAA 


22410 


8381 


UUCAGUGA A UAUGACCA 


5290 


TGGTCATA GGCTAGCTACAACGA TCACTGAA 


22411 


8386 


UGAAUAUG A CCAGCCA6 


5291 


CTGGCTGG GGCTAGCTACAACGA CATATTCA 


22412 


8410 


UAQGAAGA A UGGAAAAA 


5292 


TTTTTCCA GGCTAGCTACAACGA TCTTCCTA 


22413 


8422 


AAAAAAGG A CCUGGAAG 


5293 


CTTCCAGG GGCTAGCTACAACGA" CCTTTTTT 


22414 


8433 


UGGAAGGG A CCCCAAUA 


5294 


TATTGGGG GGCTAGCTACAACGA CCCTTCCA 


22415 


8439 


GGACCCCA A UACGAGGA 


5295 


TCCTCGTA GGCTAGCTACAACGA TGGGGTCC 


22416 


8450 


OGAGGAAG A UGUAAACU 


5296 


AGTTTACA GGCTAGCTACAACGA CTTCCTCG 


22417 


8456 


AGAUGUAA A CUUGGGAA 


5297 


TTCCCAAG GGCTAGCTACAACGA TTACATCT 


22418 


8470 


GAAGUGGA A CCAGGGCG 


5298 


CGCCCTGG GGCTAGCTACAACGA TCCACTTC 


22419 


8487 


GUGGGAAA A CCCCUGCU 


5299 


AGCAGGGG GGCTAGCTACAACGA TTTCCCAC 


22420 


8498 


CCUGCUCA A CUCAGACA 


5300 


TGTCTGAG GGCTAGCTACAACGA TGAGCAGG 


22421 


8504 


CAACUCAG A CACCAGUA 


5301 


TACTGGTG GGCTAGCTACAACGA CTGAGTTG 


22422 


8515 


CCAGUAAA A UCAAGAAC 


5302 


GTTCTTGA GGCTAGCTACAACGA TTTACTGG 


22423 


8522 


AAUCAAGA A CAGGAUUG 


5303 


CAATCCTG GGCTAGCTACAACGA TCTTGATT 


22424 


8527 


AGAACAGG A UUGAACGA 


5304 


TCGTTCAA GGCTAGCTACAACGA CCTGTTCT 


22425 


8532 


AGGAUUGA A CGACUCAG 


5305 


CTGAGTCG GGCTAGCTACAACGA TCAATCCT 


22426 


8535 


AUUGAACG A CUCAGGCG 


5306 


CGCCTGAG GGCTAGCTACAACGA CGTTCAAT 


22427 


8557 


ACAGUUCG A CGUGGCAC 


5307 


GTGCCACG GGCTAGCTACAACGA CGAACTGT 


22428 


8570 


GCACCACG A UGAGAACC 


5308 


GGTTCTCA GGCTAGCTACAACGA CGTGGTGC 


22429 


8576 


CGAUGAQA A CCACCCAU 


5309 


ATGGGTGG GGCTAGCTACAACGA TCTCATCG 


22430 


8590 


CAUADAGA A CCUGGAAC 


5310 


GTTCCAGG GGCTAGCTACAACGA TCTATATG 


22431 


8597 


AACCUGGA A CUAUCACG 


5311 


CGTQATAG GGCTAGCTACAACGA TCCAGGTT 


22432 


8615 


CAGUUAUG A UGUGAAGC 


5312 


GCTTCACA GGCTAGCTACAACGA CATAACTG 


22433 


8651 


GCUGGUCA A UGGAGUGG 


5313 


CCACTCCA GGCTAGCTACAACGA TGACCAGC 


22434 


8676 


CUOJCAAA A CCAUGGGA 


5314 


TCCCATGG GGCTAGCTACAACGA TTTGAGAG 


22435 


8684 


ACCAUGGG A CACCAUCA 


5315 


TGATGGTG GGCTAGCTACAAOQA CCCATGGT 


22436 


8696 


CAUCACGA A UGUUACCA 


5316 


TGGTAACA GGCTAGCTACAACGA TCGTGATG 


22437 


8716 


UGGCCAUG A CUGACACU 


5317 


AGTGTCAG GGCTAGCTACAACGA CATGGCCA 


22438 
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8720 


CAUGACUG A CACUACUC 


5318 


GAGTAGTG GGCTAGCTACAACGA CAGTCATG 


22439 


8765 


QAAGGUGG A CACGAAA6 


5319 


CTTTCGTG GGCTAGCTACAACGA CCACCTTC 


22440 


8781 


GCUCCUGA A CCGCCAGA 


5320 


TCTGGCGG GGCTAGCTACAACGA TCAGGAGC 


22441 


8810 


CGUGCUCA A UGAGACCA 


5321 


TGGTCTCA GGCTAGCTACAACGA TGAGCACG 


22442 


8815 


UCAAUGAG A CCACCAAC 


5322 


GTTGGTGG GGCTAGCTACAACGA CTCATTGA 


22443 


8822 


GACCACCA A CUGGUUGU 


5323 


ACAACCAG GGCTAGCTACAACGA TGGTGGTC 


22444 


8853 


AGAGAAAA A C6UCCCAG 


5324 


CTGGGACG GGCTAGCTACAACGA TTTTCTCT 


22445 


8863 


GUCCCAGA A UGUGCUCU 


5325 


AGAGCACA GGCTAGCTACAACGA TCTGGGAC 


22446 


8680 


CGAGAGGA A XJUCAUAAG 


5326 


CTTATGAA GGCTAGCTACAACGA TCCTCTCG 


22447 


8B97 


AAAGGUCA A CA6CAAUG 


5327 


CATTGCTG GGCTAGCTACAACGA TGACCTTT 


22448 


8903 


CAACAGCA A U6CAGCUU 


5328 


AAGCTGCA GGCTAGCTACAACGA TGCTGTTG 


22449 


8936 


AGAGCAOA A UCAAUGGA 


5329 


TCCATTGA GGCTAGCTACAACGA TCTGCTCT 


22450 


8940 


CAGAAUCA A UGGAGGAG 


5330 


CTCCTCCA GGCTAGCTACAACGA TGATTCTG 


22451 


8969 


AGUUGAAG A UCCAAAAU 


5331 


ATTTTGGA GGCTAGCTACAACGA CTTCAACT 


22452 


8976 


GAUCCAAA A UUUUGGGA 


5332 


TCCCAAAA GGCTAGCTACAACGA TTTGGATC 


22453 


8986 


UUUGGGAG A UGGUGGAU 


5333 


ATCCACCA GGCTAGCTACAACGA CTCCCAAA 


22454 


8993 


GAUGGUGG A UGAGGAGC 


5334 


GCTCCTCA GGCTAGCTACAACGA CCACCATC 


22455 


9024 


CX3GGGGGA A UGUCACAC 


5335 


GTGTGACA GGCTAGCTACAACGA TCCCCCCG 


22456 


9044 


CAUUUACA A CAUGAUGG 


5336 


CCATCATG GGCTAGCTACAACGA TGTAAATG 


22457 


9049 


ACAACAUG A UGGGAAAG 


5337 


CTTTCCCA GGCTAGCTACAACGA CATGTTGT 


22458 


9069 


GA6AAAAA A CCCGGAGA 


5338 


TCTCCGGG GGCTAGCTACAACGA TTTTTCTC 


22459 


9164 


UUUUCUCA A UGAAGACC 


5339 


GGTCTTCA GGCTAGCTACAACGA TGAGAAAA 


22460 


9170 


CAAUGAAG A CCACUGGC 


5340 


GCCAGTGG GGCTAGCTACAACGA CTTCATTG 


22461 


9191 


AAGAAAGA A CUCAGGAG 


5341 


CTCCTGAG GGCTAGCTACAACGA TCTTTCTT 


22462 


9228 


CUCCAAAA A CUGGGUUA 


5342 


TAACCCAG GGCTAGCTACAACGA TTTTGGAG 


22463 


9274 


GGGGCAAG A UCUAUGCU 


5343 


AGCATAGA GGCTAGCTACAACGA CTTGCCCC 


22464 


9284 


CUAUGCUG A UGACACAG 


5344 


CTGTGTCA GGCTAGCTACAACGA CAGCATAG 


22465 


9287 


UGCUGAUG A CACAGCUG 


5345 


CAGCTGTG GGCTAGCTACAACGA CATCAGCA 


22466 


9302 


UGGCUGGG A CACCCX3CA 


5346 


TGCGGGTG GGCTAGCTACAACGA CCCAGCCA 


22467 


9323 


GAGAGCUG A CUUGGAAA 


5347 


TTTCCAAG GGCTAGCTACAACGA CAGCTCTC 


22468 


9332 


CUUGGAAA A UGAAGCUA 


5348 


TAGCTTCA GGCTAGCTACAACGA TTTCCAAG 


22469 


9359 


GCUGCUUG A UGGGGAAC 


5349 


GTTCCCCA GGCTAGCTACAACGA CAAGCAGC 


22470 


9366 


GAUGGGGA A CAUCGGCG 


5350 


CGCCGATG GGCTAGCTACAACGA TCCCCATC 


22471 


9427 


UGAAAGUG A UGCGCCCQ 


5351 


CGGGCGCA GGCTAGCTACAACGA CACTTTCA 


22472 


9443 


GGCUGCUG A UGGAAGAA 


5352 


TTCTTCCA GGCTAGCTACAACGA CAGCAGCC 


22473 


9451 


AUGQAAGA A CCGUCAUG 


5353 


CATGACGG GGCTAGCTACAACGA TCTTCCAT 


22474 


9461 


CGUCAUGG A UGUUAUCU 


5354 


AGATAACA GGCTAGCTACAACGA CCATGACG 


22475 


9479 


CAGAGAAG A UCAGAGGG 


5355 


CCCTCTGA GGCTAGCTACAACGA CTTCTCTG 


22476 


9495 


GGGAGUGG A CAAGUUGU 


5356 


ACAACTTG GGCTAGCTACAACGA CCACTCCC 


22477 


9518 


CGCCCUAA A CACUUUCA 


5357 


TGAAAGTG GGCTAGCTACAACGA TTAGGGCG 


22478 


9530 


UUUCACCA A CCUGGCCG 


5358 


CGGCCAGG GGCTAGCTACAACGA TGGTGAAA 


22479 


9553 


UGGUGAGG A UGAUGGAA 


5359 , 


TTCCATCA GGCTAGCTACAACGA CCTCACCA 


22480 


9556 


UGAGGAUG A UGGAAGGG 


5360 


CCCTTCCA GGCTAGCTACAACGA CATCCTCA 


22481 


9574 


AAGGAGUG A UUGGCCCA 


5361 


TGGGCCAA GGCTAGCTACAACGA CACTCCTT 


22482 


9584 


UGGCCCAG A UGAUGUGG 


5362 


CCACATCA GGCTAGCTACAACGA CTGGGCCA 


22483 


9587 


CCCAGAUG A UGUGGAGA 


5363 


TCTCCACA GGCTAGCTACT^CGA CATCTGGG 


22484 


9597 


GUGGAGAA A CUCACAAA 


5364 


TTTGTGAG GGCTAGCTACAACGA TTCTCCAC 


22485 


9615 


GGGAAAGG A CCCAAAGU 


5365 


ACTTTGGG GGCTAGCTACAACGA CCTTTCCC 


22486 


9628 


AAGUCAGG A CCUGGCPG 


5366 


CAGCCAGG GGCTAGCTACAACGA CCTGACTT 


22487 


9644 


GUUUGAGA A UGGGGAAG 


5367 


GTTCCCCA GGCTAGCTACAACGA TCTCAAAC 


22488 


9657 


GAAGAAAG A CUCAGCCG 


5368 


CGGCTGAG GGCTAGCTACAACGA CTTTCTTC 


22489 


9683 


CAGUGGAG A UGACUGUG 


5369 


CACAGTCA GGCTAGCTACAACGA CTCCACTG 


22490 


9686 


UGGAGAUG A CUGUGUGG 


5370 


CCACACAG GGCTAGCTACAACGA CATCTCCA 


22491 


9707 


GCCCCUGG A CGAUCGCU 


5371 


AGCGATCG GGCTAGCTACAACGA CCAGGGGC 


22492 


9710 


CCUGGACG A UCGCUUUG 


5372 


CAAAGCGA GGCTAGCTACAACGA CGTCCAGG 


22493 


9740 


CUUCCUCA A UGCUAUGU 


5373 


ACATAGCA GGCTAGCTACAACGA TGAGGAAG 


22494 


9764 


UCGCAAAG A CAUCCAAG 


5374 


CTTGGATG GGCTAGCTACAACGA CTTTGCGA 


22495 


9780 


GAGUGGAA A CCGUCAAC 


5375 


GTTGACGG GGCTAGCTACAACGA TTCCACTC 


22496 


9787 


AACCGUCA A CUGGAUGG 


5376 


CCATCCAG GGCTAGCTACAACGA TGACGGTT 


22497 


9792 


UCAACUGG A UGGXJAUGA 


5377 


TCATACCA GGCTAGCTACAACGA CCAGTTGA 


22498 


9800 


AUGGUAUG A UUGGCAGC 


5378 


GCTGCCAA GGCTAGCTACAACGA CATACCAT 


22499 


9827 


OTGCUCAA A CCAUUUCA 


5379 


TGAAATGQ GGCTAGCTACAACGA TTGAGCAA 


22500 
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9840 


UUCACUGA A UUGAUCAU 


5380 


ATGATCAA GGCTAGCTACAACGA TCAGTGAA 


22501 


9844 


CUGAAUUG A UCAUGAAA 


5381 


TTTCATGA GGCTAGCTACAACGA CAATTCAG 


22502 


9854 


CAUGAAAG A UGGAAGAA 


5382 


TTCTTCCA GGCTAGCTACAACGA CTTTCATG 


22503 


9862 


AUGGAAGA A CACUGGUG 


5383 


CACCAGTG GGCTAGCTACAACGA TCTTCCAT 


22504 


9885 


UGCCGAGG A CAGGAUGA 


5384 


TCATCCTG GGCTAGCTACAACGA CCTCGGCA 


22505 


9890 


AGGACAGG A UGAAUUGG 


5385 


CCAATTCA GGCTAGCTACAACGA CCTGTCCT 


22506 


9894 


CAGGAUGA A UUGGUAGG 


5386 


CCTACCAA GGCTAGCTACAACGA TCATCCTG 


22507 


9930 


GGGGCCGG A UGGAACGU 


5387 


ACGTTCCA GGCTAGCTACAACGA CCGGCCCC 


22508 


9935 


CGGAUGGA A CX3UCCGC6 


5388 


CGCGGACG GGCTAGCTACAACGA TCCATCCG 


22509 


9944 


CGCCCQCG A CAOTGCUU 


5389 


AAGCAGTG 6GCTAGCTACAA0QA CGCGGACG 


22510 


9976 


AUGCCCAG A UGUG6CUG 


5390 


CAGCCACA GGCTAGCTACAACGA CTGGGCAT 


22511 


10007 


CAGAAGA6 A CCUGCGGC 


5391 


GCCGCAGG GGCTAGCTACAACGA CTCTTCTG 


22512 


10025 


CAUGGCCA A CGCCAUUU 


5392 


AAATGGCG GGCTAGCTACAACGA TGGCCATG 


22513 


10052 


CCCUGUGA A UUGGGUCC 


5393 


GGACCCAA GGCTAGCTACAACGA TCACAGGG 


22514 


10072 


CC6GAAGA A CCACGUGG 


5394 


CCACGTGG GGCTAGCTACAACGA TCTTCCGG 


22515 


10105 


GAGAGUGG A UGACAACA 


5395 


TGTTGTCA GGCTAGCTACAACGA CCACTCTC 


22516 


10108 


AGUGGAUG A CAACAGAG 


5396 


CTCTGTTG GGCTAGCTACAACGA CATCCACT 


22517 


10111 


GGAUGACA A CAGAGGAC 


5397 


GTCCTCTG GGCTAGCTACAACGA TGTCATCC 


22518 


10118 


AACAGAGG A CAUGUUGG 


5398 


CCAACATG GGCTAGCTACAACGA CCTCTGTT 


22519 


10136 


GGUCUGGA A CCGUGUUU 


5399 


AAACACGG GGCTAGCTACAACGA TCCAGACC 


22520 


10147 


GUGUUUGG A UAGAGGAG 


5400 


CTCCTCTA GGCTAGCTACAACGA CCAAACAC 


22521 


10157 


AGAGGAGA A UGAAUGGA 


5401 


TCCATTCA GGCTAGCTACAACGA TCTCCTCT 


22522 


10161 


QAGAAUGA A UGGAUGGA 


5402 


TCCATCCA GGCTAGCTACAACGA TCATTCTC 


22523 


10165 


AUGAAUGG A UGGAAGAC 


5403 


GTCTTCCA GGCTAGCTACAACGA CCATTCAT 


22524 


10172 


GAUGGAAG A CAAAACCC 


5404 


GGGTTTTG GGCTAGCTACAACGA CTTCCATC 


22525 


10177 


AAGACAAA A CCCCAGUG 


5405 


CACTGGGG GGCTAGCTACAACGA TTTGTCTT 


22526 


10191 


GUGGAGAA A UGGAGUGA 


5406 


TCACTCCA GGCTAGCTACAACGA TTCTCCAC 


22527 


10199 


AU6GAGUG A CGUCCCAU 


5407 


ATGGGACG GGCTAGCTACAACGA CACTCCAT 


22528 


10218 


UCAGGAAA A CGAGA6QA 


5408 


TCCTCTCG GGCTAGCTACAACGA TTTCCTGA 


22529 


10226 


AC6AGAGG A CAUCUGGU 


5409 


ACCAGATG GGCTAGCTACAACGA CCTCTCGT 


22530 


10246 


GCAGCCUG A UUGGCACA 


5410 


TGTGCCAA GGCTAGCTACAACGA CAGGCTGC 


22531 


10280 


GGCAGAAA A CAUCCAGG 


5411 


CCTGGATG GGCTAGCTACAACGA TTTCTGCC 


22532 


10298 


GGCTAUCA A CCAAGUCA 


5412 


TGACTTGG GGCTAGCTACAACGA TGATAGCC 


22533 


10312 


UCAGAGCA A UCAUCGGA 


5413 


TCCGATGA GGCTAGCTACAACGA TGCTCTGA 


22534 


10322 


CAUCGGAG A UGAGAAGU 


5414 


ACTTCTCA GGCTAGCTACAACGA CTCCGATG 


22535 


10337 


GUAUGUGG A UUACAUGA 


5415 


TCATGTAA GGCTAGCTACAACGA CCACATAC 


22536 


10359 


CUAAAGAG A UAUGAAGA 


5416 


TCTTCATA GGCTAGCTACAACGA CTCTTTAG 


22537 


10367 


AUAUGAAG A CACAACUU 


5417 


AAGTTGTG GGCTAGCTACAACGA CTTCATAT 


22538 


10372 


AAGACACA A CUUUGGUU 


5418 


AACCAAAG GGCTAGCTACAACGA TGTGTCTT 


22539 


10385 


GGUUGAGG A CACAGUAC 


5419 


GTACTGTG GGCTAGCTACAACGA CCTCAACC 


22540 


10399 


UACQGIXAG A UAUUUAAU 


5420 


ATTAAATA GGCTAGCTACAACOA CTACAGTA 


22541 


10406 


. GAUAUUUA A UCAAUUGU 


5421 


ACAATTGA GGCTAGCTACAACGA TAAATATC 


22542 


10410 


X7UUAAUCA A UUGOAAAU 


5422 


ATTTACAA GGCTAGCTACAACGA TGATTAAA 


22543 


10417 


AAXJUGUAA A UAGACAAU 


5423 


ATTGTCTA GGCTAGCTACAACGA TTACAATT 


22544 


10421 


GUAAAUAG A CAAUAUAA 


5424 


TTATATTG GGCTAGCTACAACGA CTATTTAC 


22545 


10424 


AAUAGACA A UAUAAGUA 


5425 


TACTTATA GGCTAGCTACAACGA TGTCTATT 


22546 


10480 


UAGUGUAA A UAGUUAAG 


5426 


CTTAACTA GGCTAGCTACAACGA TTACACTA 


22547 


10492 


UUAAGAAA A UUUUGAGG 


5427 


CCTCAAAA GGCTAGCTACAACGA TTTCTTAA 


22548 


10544 


UUGAGUAG A CGGUGCUG 


5428 


CAGCACCG GGCTAGCTACAACGA CTACTCAA 


22549 


10559 


UGCCUGCG A CUCAACCC 


5429 


GGGTTGAO GGCTAGCTACAACGA CGCAGGCA 


22550 


10564 


GCGACUCA A CCCCAGGA 


5430 


TCCTGGGG GGCTAGCTACAACGA TGAGTCGC 


22551 


10575 


CCAGGAG6 A CUGGGUGA 


5431 


TCACCCAG GGCTAGCTACAACGA CCTCCTGG 


22552 


10584 


CUGGGUGA A CAAAGCCG 


5432 


CGGCTTTG GGCTAGCTACAACGA TCACCCAG 


22553 


10600 


GCGAAGUG A UCCAUGUA 


5433 


TACATGGA GGCTAGCTACAACGA CACTTCGC 


22554 


10619 


CCCUCAGA A CCGUCUCG 


5434 


CGAGACGG GGCTAGCTACAACGA TCTGAGGG 


22555 


10636 


GAAGGAGG A CCCCACAU 


5435 


ATGTGGGG GGCTAGCTACAACGA CCTCCTTC 


22556 


10651 


AUGIKJGUA A CUUCAAAG 


5436 


CTTTGAAG GGCTAGCTACAACGA TACAACAT 


22557 


10664 


AAAGCCCA A UGUCAGAC 


5437 


GTCTGACA GGCTAGCTACAACGA TGGGCTTT 


22558 


10671 


AAUGUCAQ A CCAC6CUA 


5438 


TAGCGTGG GGCTAGCTACAACGA CTGACATT 


22559 


10713 


AGUCCFGCX2 A UAGUGCCC 


5439 


GGGCACTA GGCTAGCTACAACGA CGCAGACT 


22560 


10729 


CCAGGA6Q A CUGGGUUA 


5440 


TAACCCAG GGCTAGCTACAACGA CCTCCTGG 


22561 


10738 


CUGGGUUA A CAAAGGCA 


5441 


TGCCTTTG GGCTAGCTACAACGA TAACCCAG 


22562 



191 



wo 02/068637 



Table VI 



PCTAJSOl/48350 



10748 


AAAGGCAA A CCAACGCC 


5442 


GGCGTTGG GGCTAGCTACAACGA TTGCCTTt 


22563 


10752 


GCAAACCA A CQCCCCAC 


5443 


GTGGGGCG GGCTAGCTACAACGA TGGTTTGC 


22564 


10779 


CCCCGGUA A UGGUGUUA 


5444 


TAACACCA GGCTAGCTACAACGA TACCGGGG 


22565 


10788 


UGGUGUUA A CCAGGGCG 


5445 


CGCCCTGG GGCTAGCTACAACGA TAACACCA 


22566 


10802 


GCGAAAGG A CUAGAGGU 


5446 


ACCTCTAG GGCTAGCTACAACGA CCTTTCGC 


22567 


10819 


UAGAGGAG A CCCCGCGG 


5447 


CCGCGGGG GGCTAGCTACAACGA CTCCTCTA 


22568 


10851 


CCAGCCUG A CUGAAGCU 


5448 


AGCTTCAG GGCTAGCTACAACGA CAGGCTGG 


22569 


10876 


GGGGAAGG A CUAGAGGU 


5449 


ACCTCTAG GGCTAGCTACAACGA CCTTCCCC 


22570 


10893 


UAGUGGAG A CCCCGUGC 


5450 


GCACGGGG GGCTAGCTACAACGA CTCCACTA 


22571 


10908 


GCCACAAA A CACCAGAA 


5451 


TTGTGGTG GGCTAGCTACAACGA TTT6TGGC 


22572 


10916 


ACACCACA A CAAAACAG 


5452 


CTGTTTTG GGCTAGCTACAACGA TGTGGTGT 


22573 


10921 


ACAACAAA A CAGCAUAU 


5453 


ATATGCTG GGCTAGCTACAACGA TTT6TTGT 


22574 


10932 


GCAUAUUG A CACCUGGG 


5454 


CCCAGGTG GGCTAGCTACAACGA CAATATGC 


22575 


10941 


CACCUGGG A UAGACUAG 


5455 


CTAGTCTA GGCTAGCTACAACGA CCCAGGTG 


22576 


10945 


UGGGAUAG A CUAGGAGA 


5456 


TCTCCTAG GGCTAGCTACAACGA CTATCCCA 


22577 


10953 


ACUAGGAG A UCUUCUGC 


5457 


GCAGAAGA GGCTAGCTACAACGA CTCCTAGT 


22578 


10970 


UCUGCACA A CCAGCCAC 


5458 


GTGGCTGG GGCTAGCTACAACGA TGTGCAGA 


22579 


10995 


GUGCGCCG A CAAUGGUG 


5459 


CACCATTG GGCTAGCTACAACGA CGGCGCAC 


22580 


10998 


CGCCGACA A U6GUGGCU 


5460 


AGCCACCA GGCTAGCTACAACGA TGTCGGCG 


22581 


11019 


6UGCGA6A A CACAGGAU 


5461 


ATCCTGTG GGCTAGCTACAACGA TCTCGCAC 


22582 



Input Sequence = AF196835. Cut Site = R/Y 

Arm Length = 8. Core Sequence « GGCTAGCTACAACGA 

AF196835 West Nile virus strain NY99-£lamingo3 82-99, con^lete 

genome 
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Table Vm: WNV minus strand Hammerhead Ribozyme and Target Sequence 



Pos 


Pos 
{+str 
) 


Subs tfafee 


Seq ZD 


Ribozyno 


ID 


12 


11018 


UCCUGUGU U CUCGCACC 


7373 


GGUGCGA6 CUGAUGAG GCCGUUAGGC CGAA ACACAGGA 


25749 


13 


11017 


CCUGUGUU C UCX3CACCA 


7374 


UGGUGCGA CUGAUGAG GCCGUUAGGC CGAA AACACAGG 


25750 


15 


11015 


UGUGXJUCU C GCACCACC 


7375 


GGUGGUGC CUGAUGAG GCCGUUAGGC CGAA AGAACACA 


25751 


33 


10997 


GCCACCAU U GUCX3GCGC 


7376 


GCGCCGAC CUGAUGAG GCCGUUAGGC CGAA AUGGUGGC 


25752 


36 


10994 


ACCAUUGU C GGCGCACU 


7377 


AGUGCGCC CUGAUGAG GCCGUUAGGC CGAA ACAAUGGU 


25753 


61 


10969 


UGGCUGGU U GUGCAGAG 


7378 


CUCUGCAC CUGAUGAG GCCGUUAGGC CGAA ACCAGCCA 


25754 


78 


10952 


CAGAAGAU C UCCUAGUC 


7379 


GACUAGGA CUGAUGAG GCCGUUAGGC CGAA AUCUUCUG 


25755 


80 


10950 


GAAGAUCU C CUAGUCUA 


7380 


UAGACUAG CUGAUGAG GCCGUUAGGC CGAA AGAUCUUC 


25756 


83 


10947 


GAUCUCOJ A GUCUAUCC 


7381 


GGAUAGAC CUGAUGAG GCCGUUAGGC CGAA AGGAGAUC 


25757 


86 


10944 


CUCCUAGU C UAUCCCAG 


7382 


CUGGGAUA CUGAUGAG GCCGUUAGGC CGAA ACUAGGAG 


25758 


88 


10942 


CCUAGUCU A UCCCAGGU 


7383 


ACCUGGGA CUGAUGAG GCCGUUAGGC CGAA AGACUAGG 


25759 


90 


10940 


UA6UCUAU C CCAGGUGU 


7384 


ACACCUGG CUGAUGAG GCCGUUAGGC CGAA AUAGACUA 


25760 


99 


10931 


CCAGGUGD C AAUAUGCU 


7385 


AGCAUAUU CUGAUGAG GCCGUUAGGC CGAA ACACCUGG 


25761 


103 


10927 


GU6UCAAU A UGCUGUUU 


7386 


AAACAGCA CUGAUGAG GCCGUUAGGC CGAA AUUGACAC 


25762 


110 


10920 


UAUGCUGU U UUGUUGUG 


7387 


CACAACAA CUGAUGAG GCCGUUAGGC CGAA ACAGCAUA 


25763 


111 


10919 


AUGCUGUU U UGUUGUGG 


7388 


CCACAACA CUGAUGAG GCCGUUAGGC CGAA AACAGCAU 


25764 


112 


10918 


UGCUGUUU U GUUGUGGU 


7389 


ACCACAAC CUGAUGAG GCCGUUAGGC CGAA AAACAGCA 


25765 


115 


10915 


UGUUUUGU U GUGGUGUU 


7390 


AACACCAC CUGAUGAG GCCGUUAGGC CGAA ACAAAACA 


25766 


123 


10907 


UGaOGUGU U UUGUGGCA 


7391 


UGCCACAA CUGAUGAG GCCGUUAGGC CGAA ACACCACA 


25767 


124 


10906 


GUGGUGUU U UGUGGCAC 


7392 


GUGCCACA CUGAUGAG GCCGUUAGGC CGAA AACACCAC 


25768 


125 


10905 


UGGUGUUU U GUGGCACG 


7393 


CGUGCCAC CUGAUGAG GCCGUUAGGC CGAA AAACACCA 


25769 


138 


10892 


CACGGGGU C UCCACUAA 


7394 


UUAGUGGA CUGAUGAG GCCGUUAGGC CGAA ACCCCGUG 


25770 


140 


10890 


CGGGGUCU C CACUAACC 


7395 


GGUUAGU6 CUGAUGAG GCCGUUAGGC CGAA AGACCCCG 


25771 


145 


10885 


UCUCCACU A ACCUCUAG 


7396 


CUAGAGGU CUGAUGAG GCCGUUAGGC CGAA A6UGGAGA 


25772 


150 


10880 


ACUAACCU C UAGUCCUU 


7397 


AAGGACUA CUGAUGAG GCCGUUAGGC CGAA AGGUUAGU 


25773 


152 


10878 


UAACCUCU A GUCCUUCC 


7398 


GGAAGQAC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


25774 


155 


10875 


CCUCUAGU C CUUCCCCU 


7399 


AGGGGAAG CUGAUGAG GCCGUUAGGC CGAA ACUAGAGG 


25775 


158 


10872 


CUAGUCCU U CCCCUGAC 


7400 


GUCAGGGG CUGAUGAG GCCGUUAGGC CGAA AGGACUAG 


25776 


159 


10871 


UAGUCCUU C CCCUGACC 


7401 


GGUCAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGACUA 


25777 


169 


10861 


CCUGACCU A CAGCUUCA 


7402 


UGAAGCUG CUGAUGAG GCCGUUAGGC CGAA AGGUCAGG 


25778 


175 


10855 


CUACAGCU U CAGUCAGG 


7403 


CCUGACUG CUGAUGAG GCCGUUAGGC CGAA AGCUGUAG 


25779 


176 


10854 


UACA6CUU C A6UCAGGC 


7404 


GCCUGACU CUGAUGAG GCCGUUAGGC CGAA AAGCUGUA 


25780 


180 


10850 


GCUUCAOU C AGGCUGGG 


7405 


CCCAGCCU CUGAUGAG GCCGUUAGGC CGAA ACUGAAGC 


25781 


198 


10832 


CGUGCACU U UAAACCGC 


7406 


GCGGUUUA CUGAUGAG GCCGUUAGGC CGAA AGUGCACG 


25782 


199 


10831 


GUGCACUU U AAACCGCG 


7407 


CGCGGUUU CUGAUGAG GCCGUUAGGC CGAA AAGUGCAC 


25783 


200 


10830 


UGCACUUU A AACCGCGG 


7408 


CCGCGGUU CUGAUGAG GCCGUUAGGC CGAA AAAGUGCA 


25784 


212 


10818 


CGCGGGGU C UCCUCUAA 


7409 


UUAGAGGA CUGAUGAG GCCGUUAGGC CGAA ACCCCGCG 


25785 


214 


10816 


CGGGGUCU C CUCUAACC 


7410 


GGUUAGAG CUGAUGAG GCCGUUAGGC CGAA AGACCCCG 


25786 


217 


10813 


GGUCUCCU C UAACCUCU 


7411 


AGAGGUUA CUGAUGAG GCCGUUAGGC CGAA AGQAGACC 


25787 


219 


10811 


UCUCCUCU A ACCUCUAG 


7412 


CUAGAGGU CUGAUGAG GCCGUUAGGC CGAA AGAGGAGA 


25788 


224 


10806 


UCUAACCU C UAGUCCUU 


7413 


AAGGACUA CUGAUGAG GCCGUUAGGC CGAA AGGUUAGA 


25789 


226 


10804 


UAACCUCU A GUCCUUUC 


7414 


GAAA6GAC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


25790 


229 


10801 


CCUCUAGU C CUUUCGCC 


7415 


GGCGAAAG CUGAUGAG GCCGUUAGGC CGAA ACUAGAGG 


25791 


232 


10798 


CUAGUCCU U UCGCCCUG 


7416 


CAGGGCGA CUGAUGAG GCCGUUAGGC CGAA AGGACUAG 


25792 


233 


10797 


UAGUCCUU U OGCCCUGG 


7417 


CCAGGGCG CUGAUGAG GCCGUUAGGC CGAA AAGGACUA 


25793 


234 


10796 


AGUCCUUU C GCCCUGGU 


7418 


ACCAGGGC CUGAUGAG GCCGUUAGGC CGAA AAAGGACU 


25794 


243 


10787 


GCCCUGGU U AACACCAU 


7419 


AUGGUGUU CUGAUGAG GCCGUUAGGC CGAA ACCAGGGC 


25795 


244 


10786 


CCCUGGUU A ACACCAUU 


7420 


AAUGGUGU CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


25796 


252 


10778 


AACACCAU U ACCGGGGC 


7421 


GCCCCGGU CUGAUGAG GCCGUUAGGC CGAA AUGGUGUU 


25797 


253 


10777 


ACACCAUU A CCGGG6CU 


7422 


AGCCCCGG CUGAUGAG GCCGUUAGGC CGAA AAUGGUGU 


25798 


262 


10768 


CCGGGGCU A GGGCCGCG 


7423 


CGCGGCCC CUGAUGAG GCCGUUAGGC CGAA AGCCCCGG 


25799 


279 


10751 


UGGGGCGU U QGUUUGCC 


7424 


GGCAAACC CUGAUGAG GCCGUUAGGC CGAA ACGCCCCA 


25800 


283 


10747 


GCGUUGGU U UGCCUUUG 


7425 


CAAAGGCA CUGAUGAG GCCGUUAGGC CGAA ACCAACGC 


25801 


284 


10746 


CGUUGGUU U GCCUUUGU 


7426 


ACAAAGGC CUGAUGAG GCCGUUAGGC CGAA AACCAACG 


25802 


289 


10741 


GUUUGCCU U UGUUAACC 


7427 


GGUUAACA CUGAUGAG GCCGUUAGGC CGAA AGGCAAAC 


25803 


290 


10740 


UUUGCCUU U GUUAACCC 


7428 


GGGUUAAC CUGAUGAG GCCGUUAGGC CGAA AAGGCAAA 


25804 


293 


10737 


GCCUUUGU U AACCCAGU 


7429 


ACUGGGUU CUGAUGAG GCCGUUAGGC CGAA ACAAAGGC 


25805 
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294 


10736 


CCUUUGUU A ACCCAGUC 


7430 


GACUGGGU CUGAUGAG GCCGUUAGGC CGAA AACAAAGG 


25806 


302 


10728 


AACCCAGU C CUCCUGGG 


7431 


CCCAGGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGGUU 


25807 


305 


10725 


CCAGUCCa C CUGGGGCA 


7432 


UGCCCCAG CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


25808 


316 


10714 


6GGGCACU A UCGCA6AC 


7433 


GUCUGCGA CUGAUGAG GCCGUUAGGC CGAA AGUGCCCC 


25809 


318 


10712 


GGGACUAU C GCAGACUG 


7434 


CAGUCU6C CUGAUGAG GCCGUUAGGC CGAA AUAGUGCC 


25810 


331 


10699 


ACUGCACU C UCCGCAGA 


7435 


UCUGCGGA CUGAUGAG GCCGUUAGGC CGAA AGUGCAGU 


25811 


333 


10697 


UGCACUCU C CGCAGAGU 


7436 


ACUCUGCG CUGAUGAG GCCGUUAGGC CGAA AGAGUGCA 


25812 


342 


10688 


CX3CAGAGU A gcacxk:cx; 


7437 


CGGCGUGC CUGAUGAG GCCGUUAGGC CGAA ACUCUGCG 


25813 


352 


10678 


CAC!GCCX3U A GCGOGGOC 


7438 


GACCAOGC CUGAUGAG GCCGUUAGGC CGAA ACGGCGUG 


25814 


360 


10670 


AGCGUGGa C UGACAUUG • 


7439 


CAAUGUCA CUGAUGAG GCCGUUAGGC CGAA ACCACGCU 


25815 


367 


10663 


UCUGACAU U GGGCUUUG 


7440 


CAAAGCCC CUGAUGAG GCCGUUAGGC CGAA AUGUCAGA 


25816 


373 


10657 


AUUGGGCU U UGAAGUUA 


7441 


UAACUUCA CUGAUGAG GCCGUUAGGC CGAA AGCCCAAU 


25817 


374 


10656 


UUGGGCUU U GAAGUUAC 


7442 


GUAACUUC CUGAUGAG GCCGUUAGGC CGAA AAGCCCAA 


25818 


380 


10650 


UUUGAAGU U ACAACAUG 


7443 


CAUGUUGU CUGAUGAG GCCGUUAGGC CGAA ACUUCAAA 


25819 


381 


10649 


UUGAAGUU A CAACAUGU 


7444 


ACAUGUUG CUGAUGAG GCCGUUAGGC CGAA AACUUCAA 


25820 


395 


10635 


UGUGGGGU C CUCCUUCC 


7445 


GGAAGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCCACA 


25821 


398 


10632 


GGGGUCCU C CUUCCGAG 


7446 


CUCGGAAG CUGAUGAG GCCGUUAGGC CGAA AGGACCCC 


25822 


401 


10629 


GUCCUCCU U CCGAGACG 


7447 


CGUCUCGG CUGAUGAG GCCGUUAGGC CGAA AGGAGGAC 


25823 


402 


10628 


UCQJCCUU C CGAGACGQ 


7448 


CCGUCUCG CUGAUGAG GCCGUUAGGC CGAA AAGGAGGA 


25824 


412 


10618 


GAGACGGU U CUGAGGGC 


7449 


GCCCUCAG CUGAUGAG GCCGUUAGGC CGAA ACCGUCUC 


25825 


413 


10617 


AGACGGUU C UGAGGGOJ 


7450 


AGCCCUCA CUGAUGAG GCCGUUAGGC CGAA AACCGUCU 


25826 


422 


10608 


UGAGGGCU U ACAUGGAU 


7451 


AUCCAUGU CUGAUGAG GCCGUUAGGC CGAA AGCCCUCA 


25827 


423 


10607 


GAGGGCUU A CAUGGAUC 


7452 


GAUCCAUG CUGAUGAG GCCGUUAGGC CGAA AAGCCCUC 


25828 


431 


10599 


ACAUGGAU C ACUUCGCG 


7453 


CGCGAAGU CUGAUGAG GCCGUUAGGC CGAA AUCCAUGU 


25829 


435 


10595 


GGAUCACU U CGCGGCUU 


7454 


AAGCCGCG CUGAUGAG GCCGUUAGGC CGAA AGUGAUCC 


25830 


436 


10594 


GAUCACUU C GCX3GCUUU 


7455 


AAAGCCGC CUGAUGAG GCCGUUAGGC CGAA AAGUGAUC 


25831 


443 


10587 


UCQCQGCU V UGUUCACC 


7456 


GGUGAACA CUGAUGAG GCCGUUAGGC CGAA AGCCGCGA 


25832 


444 


10586 


C3GCGGCUU U GUUCACCC 


7457 


GGGU6AAC CUGAUGAG GCCGUUAGGC CGAA AAGCCGCG 


25833 


447 


10583 


GGCUUUGU U CACCCAGU 


7458 


ACUGGGUG CUGAUGAG GCCGUUAGGC CGAA ACAAAGCC 


25834 


448 


10582 


GOJUUGUU C ACCCAGUC 


7459 


GACUGGGU CUGAUGAG GCCGUUAGGC CGAA AAC7\AAGC 


25835 


456 


10574 


CACCCAGU C CUCCUGGG 


7460 


CCCAGGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGGUG 


25836 


459 


10571 


CCAGUCCU C CUGGGGUU 


7461 


AACCCCAG CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


25837 


467 


10563 


CCUGGGGU U GAGUCGCA 


7462 


UGCGACUC CUGAUGAG GCCGUUAGGC CGAA ACCCCAGG 


25838 


472 


10558 


GGUUGAGU C GCAGGCAG 


7463 


CUGCCUGC CUGAUGAG GCCGUUAGGC CGAA ACUCAACC 


25839 


487 


10543 


AGCACCGU C UACUCAAC 


7464 


GUUGAGUA CUGAUGAG GCCGUUAGGC CGAA ACGGUGCU 


25840 


489 


10541 


CACCGUCU A CUCAACUU 


7465 


AAGUUGAG CUGAUGAG GCCGUUAGGC CGAA AGACGGUG 


25841 


492 


10538 


CGUCUACU C AACUUCCG 


7466 


CGGAAGUU CUGAUGAG GCCGUUAGGC CGAA AGUAGACG 


25842 


497 


10533 


ACUCAACU U CCGGVGGC 


7467 


GCCACCGG CUGAUGAG GCCGUUAGGC CGAA AGUUGAGU 


25843 


498 


10532 


CUCAACUU C CGGUGGCG 


7468 


CGCCACCG CUGAUGAG GCCGUUAGGC CGAA AAGUUGAG 


25844 


513 


10517 


CGGGAACU U CCCGGCCU 


7469 


AGGCCGGG CUGAUGAG GCCGUUAGGC CGAA AGUUCCCG 


25845 


514 


10516 


GGGAACUU C CCGGCCOG 


7470 


CAGGCCGG CUGAUGAG GCCGUUAGGC CGAA AAGUUCCC 


25846 


526 


10504 


GCCUGACU U UCUCCUCA 


7471 


UGAGGAGA CUGAUGAG GCCGUUAGGC CGAA AGUCAGGC 


25847 


527 


10503 


CCUGACUU U CUCCUCAA 


7472 


UUGAGGAG CUGAUGAG GCCGUUAGGC CGAA AAGUCAGG 


25848 


528 


10502 


CUGACUUU C UCCUCAAA 


7473 


UUUGAGGA CUGAUGAG GCCGUUAGGC CGAA AAAGUCAG 


25849 


530 


10500 


GACUUUCU C CUCAAAAU 


7474 


AUUUUGAG CUGAUGAG GCCGUUAGGC CGAA AGAAAGUC 


25850 


533 


10497 


UUUCUCCU C AAAflUUUU 


7475 


AAAAUUUU CUGAUGAG GCCGUUAGGC CGAA AGGAGAAA 


25851 


539 


10491 


CUCAAAAU U UUCUUAAC 


7476 


GUUAl^GAA CUGAUGAG GCCGUUAGGC CGAA AUUUUGAG 


25852 


540 


10490 


UCAAAAUU U UCUUAACU 


7477 


AGUUAAGA CUGAUGAG GCCGUUAGGC CGAA AAUUUUGA 


25853 


541 


10489 


CAAAAUUU U CUUAACUA 


7478 


UAGUUAAG CUGAUGAG GCCGUUAGGC CGAA AAAUUUUG 


25854 


542 


10488 


AAAAUUUU C UUAACUAU 


7479 


AUAGUUAA CUGAUGAG GCCGUUAGGC CGAA AA7UVUUUU 


25855 


544 


10486 


AAUUUUCU U AACUAUUU 


7480 


AAAUAGUU CUGAUGAG GCCGUUAGGC CGAA AGAAAAUU 


25856 


545 


10485 


AUUUUCUU A ACUAUUUA 


7481 


UAAADAGU CUGAUGAG GCCGUUAGGC CGAA AAGAAAAU 


25857 


549 


10481 


UCUUAACU A UUUACACU 


7482 


AGUGUAAA CUGAUGAG GCCGUUAGGC CGAA AGUUAAGA 


25858 


551 


10479 


UUAACUAU U UACACUAA 


7483 


UUAGUGUA CUGAUGAG GCCGUUAGGC CGAA AUAGUUAA 


25859 


552 


10478 


UAACUAUU U ACACUAAC 


7484 


. GUUAGUGU CUGAUGAG GCCGUUAGGC CGAA AAUAGUUA 


25860 


553 


10477 


AACUAUUU A CACUAACA 


7485 


UGUUAGUG CUGAUGAG GCCGUUAGGC CGAA AAAUAGUU 


25861 


558 


10472 


UUUACACU A ACACCACU 


7486 


AGUGGUGU CUGAUGAG GCCGUUAGGC CGAA AGUGUAAA 


25862 


567 


10463 


ACACCACU A AADACUAC 


7487 


GUAGUADU CUGAUGAG GCCGUUAGGC CGAA AGUGGUGU 


25863 


571 


10459 


CACU7UUVU A CUACUAUA 


7488 


UAUAGUAG CUGAUGAG GCCGUUAGGC CGAA AUUUAGUG 


25864 


574 


10456 


UAAAUACU A CUAUAAAA 


7489 


UUUUAUAQ CUGAUGAG GCCGUUAGGC CGAA AGUAUUUA 


25865 


577 


10453 


AUACUACU A UAAAACUA 


7490 


UAGUUUUA CUGAUGAG GCCGUUAGGC CGAA AGUAGUAU 


25866 


579 


10451 


ACUACUAU A AAACUACA 


7491 


UGUAGUUU CUGAUGAG GCCGUUAGGC CGAA AUAGUAGU 


25867 
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585 


10445 


AUAAAACU A CACUUUUA 


7492 


UAAAAGUG CUGAUGAG 6CCGUUAGGC CGAA AGUUUUAU 


25868 


590 


10440 


ACOACACtJ U UUAUGCAU 


7493 


AUGCAUAA CUGAUGAG GCCGUUAGGC CGAA AGUGUAGU 


25869 


591 


10439 


CUACACUU U UAUQCAUA 


7494 


UAUGCAUA CUGAUGAG GCCGUUAGGC CGAA AAGUGUAG 


25870 


592 


10438 


UACACUUU U AUGCAUAC 


7495 


GUAUGCAU CUGAUGAG GCCGUUAGGC CGAA AAAGUGUA 


25871 


593 


10437 


ACACUUUU A UGCAUACU 


7496 


AGUAUGCA CUGAUGAG GCCGUUAGGC CGAA AAAAGUGU 


25872 


599 


10431 


UUAUGCAU A CUUAUAUU 


7497 


AAUAUAAG CUGAUGAG GCCGUUAGGC CGAA AUGCAUAA 


25873 


602 


10428 


UGCAUACU U AUAUUGUC 


7498 


GACAAUAU CUGAUGAG GCCGUUAGGC CGAA AGUAUGCA 


25874 


603 


10427 


GCAUACUU A UAUUGUCU 


7499 


AGACAAUA CUGAUGAG GCCGUUAGGC CGAA AAGUAUGC 


25875 


605 


10425 


AUACUUAU A UUGUCUAU 


750O 


AUAGACAA CUGAUGAG GCCGUUAGGC CGAA AUAAGUAU 


25876 


607 


10423 


ACUUAUAU U GUCUAUUU 


7501 


AAAUAGAC CUGAUGAG GCCGUUAGGC CGAA AUAUAAGU 


25877 


610 


10420 


UAUAUUGU C UAUUUACA 


7502 


UGUAAAUA CUGAUGAG GCCGUUAGGC CGAA ACAAUAUA 


25878 


o 


10418 


UAUUGUCU A UUUACAAU 


7503 


AUUGUAAA CUGAUGAG GCCGUUAGGC CGAA AGACAAUA 


25879 


o x*t 


10416 


UUGUCUAU U UACAAUUG 


7504 


CAAUUGUA CUGAUGAG GCCGUUAGGC CGAA AUAGACAA 


25880 


615 


10415 


X7GUCUAUU U ACAAUUGA 


7505 


UCAAUUGU CUGAUGAG GCCGUUAGGC CGAA AAUA6ACA 


25881 


616 


10414 


GUCUAUUU A CAAUUGAU 


7506 


AUCAAUUG CUGAUGAG GCCGUUAGGC CGAA AAAUAGAC 


25882 


621 


10409 


UUUACAAU U GAUUAAAU 


7507 


AUUUAAUC CUGAUGAG GCCGUUAGGC CGAA AUUGUAAA 


25883 


625 


10405 


CAAUUGAU U AAAUAUCU 


7508 


AGAUAUUU CUGAUGAG GCCGUUAGGC CGAA AUCAAUUG 


25884 


626 


10404 


AAUUGAUU A AAUAUCUA 


7509 


UAGAUAUU CUGAUGAG GCCGUUAGGC CGAA AAUCAAUU 


25885 


630 


10400 


GAUUAAAU A UCUACAGU 


7510 


ACUGUAGA CUGAUGAG GCCGUUAGGC CGAA AUUUAAUC 


25886 


632 


103 98 


UUAAAUAU C UACAGUAC 


7511 


GUACUGUA CUGAUGAG GCCGUUAGGC CGAA AUAUUUAA 


25887 


O J 


10396 


AAAUAUCU A CAGUACUG 


7512 


CAGUACUG CUGAUGAG GCCGUUAGGC CGAA AGAUAUUU 


25888 


639 


10391 


UCUACAGU A CUGUGUCC 


7513 


GGACACAG CUGAUGAG GCCGUUAGGC CGAA ACUGUAGA 


25889 


646 


10384 


UACUGUGU C CUCAACCA 


7514 


UGGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACACAGUA 


25890 


649 


10381 


UGUGUCCU C AACCAAAG 


7515 


CUUUGGUU CUGAUGAG GCCGUUAGGC CGAA AGGACACA 


25891 


659 


10371 


ACCAAAGU U GUGUCUUC 


7516 


GAAGACAC CUGAUGAG GCCGUUAGGC CGAA ACUUUGGU 


25892 


664 


10366 


AGUUGUGU C UUCAUAUC 


7517 


GAUAUGAA CUGAUGAG GCCGUUAGGC CGAA ACACAACU 


25893 


666 


10364 


UUGUGUCU U CAUAUCUC 


7518 


GAGAUAUG CUGAUGAG GCCGtJUAGGC CGAA AGACACAA 


25894 


667 


10363 


UGUGUCUU C AUAUCUCU 


7519 


AGAGAUAU CUGAUGAG GCCGUUAGGC CGAA AAGACACA 


25895 


670 


10360 


GUCUUCAU A UCUCUUUA 


7520 


UAAAGAGA CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


25896 


672 


10358 


CUUCAUAU C UCUUUAGU 


7521 


ACUAAAGA CUGAUGAG GCCGUUAGGC CGAA AUAUGAAG 


25897 


674 


10356 


UCAUAUCU C UUUAGUGA 


7522 


UCACUAAA CUGAUGAG GCCGUUAGGC CGAA AGAUAUGA 


25898 


676 


10354 


AUAUCUCU U UAGUGAAC 


7523 


GUUCACUA CUGAUGAG GCCGUUAGGC CGAA AGAGAUAU 


25899 


677 


10353 


UAUCUCUU U AGUGAACU 


7524 


AGUUCACU CUGAUGAG GCCGUUAGGC CGAA AAGAGAUA 


25900 


678 


10352 


AUCUCUUU A GUGAACUC 


7525 


GAGUUCAC CUGAUGAG GCCGUUAGGC CGAA AAAGAGAU 


25901 


686 


10344 


AGUGAACU C AUGUAAUC 


7526 


GAUUACAU CUGAUGAG GCCGUUAGGC CGAA AGUUCACU 


25902 


691 


10339 


ACUCAUGU A AUCCACAU 


7527 


AUGUGGAU CUGAUGAG GCCGUUAGGC CGAA ACAUGAGU 


25903 


694 


10336 


CAUGUAAU C CACAUACU 


7528 


AGUAUGUG CUGAUGAG GCCGUUAGGC CGAA AUUACAUG 


25904 


700 


10330 


AUCCACAU A CUUCUCAU 


7529 


AUGAGAAG CUGAUGAG GCCGUUAGGC CGAA AUGUGGAU 


25905 


703 


10327 


CACAUACU U CUCAUCUC 


7530 


6AGAUGAG CUGAUGAG GCCGUUAGGC CGAA AGUAUGUG 


25906 


704 


10326 


ACAUACUU C UCAUCUCC 


7531 


GGAOAUGA CUGAUGAG GCCGUUAGGC CGAA AAGUAUGU 


25907 


706 


10324 


AUACUUCU C AUCUCCGA 


7532 


UCGGAGAU CUGAUGAG GCCGUUAGGC CGAA AGAA6UAU 


25908 


709 


10321 


CUUCUCAU C UCCGAUGA 


7533 


UCAUCGGA CUGAUGAG GCCGUUAGGC CGAA AUGAGAAG 


25909 


711 


10319 


UCUCAUCU C CGAUGAUU 


7534 


AAUCAUCG CUGAUGAG GCCGUUAGGC CGAA AGAUGAGA 


25910 


719 


10311 


CCGAUGAU U GCUCU6AC 


7535 


GUCAGAGC CUGAUGAG GCCGUUAGGC CGAA AUCAUCGG 


25911 


723 


10307 


UGAUUGCU C UGACUUGG 


7536 


CCAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGCAAUCA 


25912 


729 


10301 


CUCUGACU U GGUU6AUA 


7537 


UAUCAACC CUGAUGAG GCCGUUAGGC CGAA AGUCAGAG 


25913 


733 


10297 


GACUUGGU U GAUAGCCA 


7538 


UGGCUAUC CUGAUGAG GCCGUUAGGC CGAA ACCAAGUC 


25914 


737 


10293 


UGGUUGAU A GCCACCUG 


7539 


CA6GUGGC CUGAUGAG GCCGUUAGGC CGAA AUCAACCA 


25915 


751 


10279 


CUGGAUGU U UUCUGCCC 


7540 


GGGCA6AA CUGAUGAG GCCGUUAGGC CGAA ACAUCCAG 


25916 


752 


10278 


UGGAU6UU U UCUGCCCA 


7541 


UGGGCAGA CUGAUGAG GCCGUUAGGC CGAA AACAUCCA 


25917 


753 


10277 


GOAUGUUU U CUGCCCAC 


7542 


6UG6GCAG CUGAUGAG GCCGUUAGGC CGAA AAACAUCC 


25918 


754 


10276 


GAU0UUUU C UGCCCACG 


7543 


C6UGGGCA CUGAUGAG GCCGUUAGGC CGAA AAAACAUC 


25919 


768 


10262 


ACGUGGCU C QGGCUCUU 


7544 


AAGAGCCC CUGAUGAG GCCGUUAGGC CGAA AGCCACGU 


25920 


774 


10256 


CUCGGGCU C UUGUGCCA 


7545 


UGGCACAA CUGAUGAG GCCGUUAGGC CGAA AGCCCGAG 


25921 


776 


10254 


CGGGCUCU U GUGCCAAU 


7546 


AUUGGCAC CUGAUGAG GCCGUUAGGC CGAA AGAGCCCG 


25922 


785 


10245 


GUGCCAAU C AGGCUGCC 


7547 


GGCAGCCU CUGAUGAG GCCGUUAGGC CGAA AUUGGCAC 


25923 


805 


10225 


CCAGAUGU C CUCUCGUU 


7548 


AACGAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUCUGG 


25924 


808 


10222 


GAUGUCCU C UCGUUUUC 


7549 


GAAAACGA CUGAUGAG GCCGUUAGGC CGAA AGGACAUC 


25925 


810 


10220 


UGUCCUCU C GUUUUCCU 


7550 


AGGAAAAC CUGAUGAG GCCGUUAGGC CGAA AGAGGACA 


25926 


813 


10217 


CCUCUCGU U UUCCUGAA 


7551 


UUCAGGAA CUGAUGAG GCCGUUAGGC CGAA ACGAGAGG 


25927 


814 


10216 


CUCUCGUU U UCCUGAAU 


7552 


AUUCAGGA CUGAUGAG GCCGUUAGGC CGAA AACGAGAG 


25928 


815 


10215 


UCUCGUUU U CCUGAAUA 


7553 


UAUUCAGG CUGAUGAG GCCGUUAGGC CGAA AAACGAGA 


25929 
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816 


10214 


CUCGUUUU C CUGAAUAU 


7554 


AUAUUCAG CUGAUGAG GCCGUUAGGC CGAA AAAACGAG 


25930 


823 


10207 


UCCOGAAU A UGGGACGU 


7555 


AOGUCCCA CUGAUGAG GCCGUUAGGC CGAA AUUCAGGA 


25931 


832 


10198 


UGGGACGU C ACQCCAOU 


7556 


AAUGGASU CUGAUGAG GCCGUUAGGC CGAA ACGUCCCA 


25932 


836 


10194 


ACGDCACU C CAUUUCUC 


7557 


GAGAAAUG CUGAUGAG GCCGUUAGGC CGAA AGUGACGU 


25933 


840 


10190 


CACaCCAU U UCOCCACU 


7558 


AGUGGAGA CUGAUGAG GCCGUUAGGC CGAA AUGGAGUG 


25934 


841 


10189 


ACUCCAUU U CaCCACUG 


7559 


CAGUGGAG CUGAUGAG GCCGUUAGGC CGAA AAUGGAGU 


25935 


842 


10188 


CUCCAUUU C VCChCUGG 


7560 


CCAGUGGA CUGAUGAG GCCGUUAGGC CGAA AAAUGGAG 


25936 


844 


10186 


CCAUUUCU C CACUGGGG 


7561 


CCCCAGUG CUGAUGAG GCCGXJfUAGGC CG7VA AGAAAUGG 


25937 


854 


10176 


ACUGGGGU U UUGUCUUC 


7562 


GAAGACAA CUGAUGAG GCCGUUAGGC CGAA ACCCCAGU 


25938 


855 


10175 


CUGGGGUU U UGUCUUCC 


7563 


GGAAGACA CUGAUGAG GCCGUUAGGC CGAA AACCCCAG 


25939 


856 


10174 


UGGGGUUU U GUCUUCCA 


7564 


UGGAAGAC CUGAUGAG GCCGUUAGGC CGAA AAACCCCA 


25940 


859 


10171 


GGXKJUUGU C UOCCAUCC 


7565 


GGAUGGAA CUGAUGAG GCCGUUAGGC CGAA ACAAAACC 


25941 


861 


10169 


UUUUGUCU U CCAUCCAU 


7566 


AUGGAUGG CUGAUGAG GCCGUUAGGC CGAA AGACAAAA 


25942 


862 


10168 


XJOUGUCUU C CAUCCAUU 


7567 


AAUGGAUG CUGAUGAG GCCGUUAGGC CGAA AAGACAAA 


25943 


866 


10164 


ucuuccaa c cauqcauu 


7568 


AAUGAAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


25944 


870 


10160 


CCAUCCAa U CAUUCUCC 


7569 


GGAGAAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAUGG 


25945 


871 


10159 


CAUCCAUU C AUUCUCCU 


7570 


AGGAGAAU CUGAUGAG GCCGUUAGGC CGAA AAUGGAUG 


25946 


874 


10156 


CCAUUCAU U CUCCUCUA 


7571 


UAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AUGAAUGG 


25947 


875 


10155 


CAUUCAUU C UCCUCUAU 


7572 


AUAGAGGA CUGAUGAG GCCGtJUAGGC CGAA AAUGAAUG 


25948 


877 


10153 


UUCAUUCU C CUCUAUCC 


7573 


GGAUAGAG CUGAUGAG GCCGUUAGGC CGAA AGAAUGAA 


25949 


880 


10150 


AUUCUCCU C UAUCCAAA 


7574 


UUUGGAUA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAU 


25950 


882 


10148 


UCUCCUCU A UCCAAACA 


7575 


UGUUU6GA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGA 


25951 


884 


10146 


UCCUCUAU C CAAACACG 


7576 


C6UGUUUG CUGAUGAG GCCGUUAGGC CGAA AUAGAGGA 


25952 


895 


10135 


AACACGGU U CCAGACCU 


7577 


AGGUCUGG CUGAUGAG GCCGUUAGGC CGAA ACCGUGUU 


25953 


896 


10134 


ACACGGUU C CAGACCUC 


7578 


GAGGUCUG CUGAUGAG GCCGUUAGGC CGAA AACCGUGU 


25954 


904 


10126 


CCAGACCU C CAACAUGU 


7579 


ACAUGUUG CUGAUGAG GCCGUUAGGC CGAA AGGVCUGG 


25955 


913 


10117 


CAACAUGU C CUCUGUUG 


7580 


CAACAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUGUUG 


25956 


916 


10114 


CAUGUCCU C UGUUGUCA 


7581 


UGACAACA CUGAUGAG GCCGUUAGGC CGAA AGGACAUG 


25957 


920 


10110 


UCCUCUGU U GUCAUCCA 


7582 


UGGAUGAC CUGAUGAG GCCGUUAGGC CGAA ACAGAGGA 


25958 


923 


10107 


UCUGUUGU C AUCCACUC 


7583 


GAGUGGAU CUGAUGAG GCCGUUAGGC CGAA ACAACAGA 


25959 


926 


10104 


GUUGUCAU C CACUCUCC 


7584 


GGAGAGUG CUGAUGAG GCCGUUAGGC CGAA AUGACAAC 


25960 


931 


10099 


CAUCCACU C UCCUCCUG 


7585 


CAGQAGGA CUGAUGAG GCCGUUAGGC CGAA AGUGGAUG 


25961 


933 


10097 


UCCACUCU C CUCCUGCA 


7586 


UGCAGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


25962 


936 


10094 


ACUOJCOJ C CUGCAVGQ 


7587 


CCAU6CAG CUGAUGAG GCCGUUAGGC CGAA AGGAGAGU 


25963 


959 


10071 


CACGUGGU U CUUCCG6U 


7588 


ACCGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCACGUG 


25964 


960 


10070 


ACGUGGUU C UUCCGGUA 


7589 


UACCGGAA CUGAUGAG GCCGUUAGGC CGAA AACCACGU 


25965 


962 


10068 


GUGGUUCU U CCGGUAGG 


7590 


CCUACCGG CUGAUGAG GCCGUUAGGC CGAA AGAACCAC 


25966 


963 


10067 


UGGUUCUU C CGGUAGGG 


7591 


CCCUACCG CUGAUGAG GCCGUUAGGC CGAA AAGAACCA 


25967 


968 


10062 


CUUCCGGU A GGGACCCA 


7592 


VGGGVCCC CUGAUGAG GCCGUUAGGC CGAA ACCGGAAG 


25968 


979 


10051 


GACCCAAU U CACAGGGA 


7593 


UCCCUGUG CUGAUGAG GCCGUUAGGC CGAA AUUGGGUC 


25969 


980 


10050 


ACCCAAUU C ACAGGGAC 


7594 


GUCCCUGU CUGAUGAG GCCGUUAGGC CGAA AAUUGGQU 


25970 


1006 


10024 


AAUGGCGU U GGCCAUGA 


7595 


UCAUGGCC CUGAUGAG GCCGUUAGGC CGAA ACGCCAUU 


25971 


1024 


10006 


CCGCAGGU C UCUUCUGU 


7596 


ACAGAAGA CUGAUGAG GCCGUUAGGC CGAA ACCUGCGG 


25972 


1026 


10004 


GCAGGUCU C UUCUGUGG 


7597 


CCACAGAA CUGAUGAG GCCGUUAGGC CGAA AGACCUGC 


25973 


1028 


10002 


AGGUCUCU U CUGUGGAA 


7598 


UUCCACAG CUGAUGAG GCCGUUAGGC CGAA AGAGACCU 


25974 


1029 


10001 


GGUCUCUU C UGUGGAAG 


7599 


CUUCCACA CUGAUGAG GCCGUUAGGC CGAA AAGAGACC 


25975 


1039 


9991 


GUGGAAGU A CAGAAGCA 


7600 


UGCUUCUG CUGAUGAG GCCGUUAGGC CGAA ACUUCCAC 


25976 


1055 


9975 


AGCCACAU C UGGGCAUA 


7601 


UAUGCCCA CUGAUGAG GCCGUUAGGC CGAA AUGUGGCU 


25977 


1063 


9967 


CUGGGCAU A AGACUUAG 


7602 


CUAAGUCU CUGAUGAG GCCGUUAGGC CGAA AUGCCCAG 


25978 


1069 


9961 


AUAAGACU U AGCCAGAC 


7603 


GUCUGGCU CUGAUGAG GCCGUUAGGC CGAA AGUCUUAU 


25979 


1070 


9960 


UAAGACUU A GCCAGACA 


7604 


UGUCUGGC CUGAUGAG GCCGUUAGGC CGAA AAGUCUUA 


25980 


1087 


9943 


AGCAGUGU C GCGGACGU 


7605 


ACGUCCGC CUGAUGAG GCCGUUAGGC CGAA ACACUGCU 


25981 


1096 


9934 


GC6GACGU U CCAUCCGG 


7606 


CCGGAUGG CUGAUGAG GCCGUUAGGC CGAA ACGUCCGC 


25982 


1097 


9933 


CGQACGUU C GAUCCGGC 


7607 


GCCGGAUG CUGAUGAG GCCGUUAGGC CGAA AACGUCCG 


25983 


1101 


9929 


CGDUCCAU C CGGCCCCU 


7608 


AGGGGCC6 CUGAUGAG GCCGUUAGGC CGAA AUGGAAOG 


25984 


1116 


9914 


CUGGAGAU A UGCGAGCU 


7609 


AGCUCGCA CUGAUGAG GCCGUUAGGC CGAA AUCUCCAG 


25985 


1125 


9905 


UGCGAGCU C UGCCUACC 


7610 


GGUAGGCA CUGAUGAG GCCGUUAGGC CGAA AGCUCGCA 


25986 


1131 


9899 


CUCUGCCU A CCAAUUCA 


7611 


UGAAUUGG CUGAUGAG GCCGUUAGGC CGAA AGGCAGAG 


25987 


1137 


9893 


CUACCAAU U CAUCCUGU 


7612 


ACAGGAUG CUGAUGAG GCCGUUAGGC CGAA AUUGGUAG 


25988 


1138 


9892 


UACCAAUU C AUCCUGUC 


7613 


GACAGGAU CUGAUGAG GCCGUUAGGC CGAA AAUUGGUA 


25989 


1141 


9889 


CAAUUCAU C CUGUCCUC 


7614 


GAGGACAG CUGAUGAG GCCGUUAGGC CGAA AUGAAUUG 


25990 


1146 


9884 


CAUCCUGU C CUCGGCAU 


7615 


AUGCCGAG CUGAUGAG GCCGUUAGGC CGAA ACAGGAUG ' 


25991 



276 



wo 02/068637 PCT/USO 1/48350 



Table Vm 



1149 


9881 


CCUGUrCClJ C G6CAUGGA 


7616 


UCCAUGCC CUGAUGAG GCCGUUAGGC CGAA AGGACAGG 


25992 


1169 


9661 


ACCAGUGU U CUUCCAUC 


7617 


GAUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACACUGGU 


25993 


1170 


9860 


CCAGUGUU C UUCCAUCU 


7618 


AGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACACUGG 


25994 


1172 


9858 


AGUGUUCU U CCAUCUUU 


7619 


AAAGAUGG CUGAUGAG GCCGUUAGGC CGAA AGAACACU 


25995 


1173 


9857 


GUGUUCUU C CAUCUUaC 


7620 


GAAAGAUG CUGAUGAG GCCGUUAGGC CGflA AAGAACAC 


25996 


1177 


9853 


UCUUCCAU C UUUCAUGA 


7621 


UCAUGAAA CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


25997 


1179 


9851 


UUCCAUCU U UCAUGAUC 


7622 


GAUCAUGA CUGAUGAG GCCGUUAGGC CGAA AGAUGGAA 


25998 


1180 


9850 


UCCAUCUU U CAUGAUCA 


7623 


UGAUCAOG CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


25999 


1181 


9849 


CCAUCUUU C AUGAUCAA 


7624 


UUGAUCAU OJGAUGAG GCCGUUAGGC CGAA AAAGAUGG 


26000 


1187 


9843 


UUCAUGAU C AAUUCAGU 


7625 


ACUGAAUU CUGAUGAG GCCGUUAGGC CGAA AUCAXX3AA 


26001 


1191 


9839 


UGAUCAAU U CAGUGAAA 


7626 


UUUCACUG CUGAUGAG GCCGUUAGGC CGAA AUUGAUCA 


26002 


1192 


9838 


GAUCAAUU C AGUGAAAU 


7627 


AUUUCACU CUGAUGAG GCCGUUAGGC CGAA AAUUGAUC 


26003 


1204 


9826 


GAAAUG6U V UGAGCAAA 


7628 


UUUGCUCA CUGAUGAG GCCGUUAGGC CGAA ACCAUUUC 


26004 


1205 


9825 


AAAUGGUU U GA6CAAAA 


7629 


UUUUGCUC CUGAUGAG GCCGUUAGGC CGAA AACCAUUU 


26005 


1231 


9799 


CUGCCAAU C AUACCAUC 


7630 


GAUGGUAU CUGAUGAG GCCGUUAGGC CGAA AUUGGCAG 


26006 


1234 


9796 


CCAAUCAU A CCAUCCAG 


7631 


CUGGAUGG CUGAUGAG GCCGUUAGGC CGAA AUGAUUGG 


26007 


1239 


9791 


CAUACCAU C CAGUUGAC 


7632 


GUCAACUG CUGAUGAG GCCGUUAGGC CGAA AUGGUAUG 


26008 


1244 


9786 


CAUCCAGU U GACGGUUU 


7633 


AAACCGUC CUGAUGAG GCCGUUAGGC CGAA ACUGGAUG 


26009 


1251 


9779 


UUGACGGU U UCCACUCU 


7634 


AGAGUGGA CUGAUGAG GCCGUUAGGC CGAA ACCGUCAA 


26010 


1252 


9778 


UGACGGUU U CCACUCUU 


7635 


AAGAGUGG CUGAUGAG GCCGUUAGGC CGAA AACCGUCA 


26011 


1253 


9777 


GACGGUUU C CACUCUUG 


7636 


CAAGAGUG CUGAUGAG GCCGUUAGGC CGAA AAACCGUC 


26012 


1258 


9772 


UUUCCACU C UUGGAUGU 


7637 


ACAUCCAA CUGAUGAG GCCGUUAGGC CGAA AGUGGAAA 


26013 


1260 


9770 


UCCACUCU U GGAUGUCU 


7638 


AGACAUCC CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


26014 


1267 


9763 


UUGGAUGU C UUUGCGAA 


7639 


UUCGCAAA CUGAUGAG GCCGUUAGGC CGAA ACAUCCAA 


26015 


1269 


9761 


GGAUGUCU U UGCGAACC 


7640 


GGUUCGCA CUGAUGAG GCCGUUAGGC CGAA AGACAUCC 


26016 


1270 


9760 


GAU6UCUU U GCGAACCU 


7641 


AGGUUCGC CUGAUGAG GCCGUUAGGC CGAA AAGACAUC 


26017 


1279 


9751 


GCGAACCU U UGACAUAG 


7642 


CUAUGUCA CUGAUGAG GCCGUUAGGC CGAA AGGUUCGC 


26018 


1280 


9750 


CGAACCUU U GACAUAGC 


7643 


GCUAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGGUUCG 


26019 


1286 


9744 


UUUGACAU A GCAUUGAG 


7644 


CUCAAUGC CUGAUGAG GCCGUUAGGC CGAA AUGUCAAA 


26020 


1291 


9739 


CAUAGCAU U GAGGAAGU 


7645 


ACUUCCUC CUGAUGAG GCCGUUAGGC CGAA AUGCUAUG 


26021 


1321 


9709 


AAAGCGAU C GUCCAGGG 


7646 


CCCUGGAC CUGAUGAG GCCGUUAGGC CGAA AUCGCUUU 


26022 


1324 


9706 


GCGAUC6U C CAGGGGCU 


7647 


AGCCCCUG CUGAUGAG GCCGUUAGGC CGAA ACGAUC6C 


26023 


1333 


9697 


CAGGGGCU U UACCACAC 


7648 


GUGUGGUA CUGAUGAG GCCGUUAGGC CGAA AGCCCCUG 


26024 


1334 


9696 


AG6GGCUU U ACCACACA 


7649 


UGUGUGGU CUGAUGAG GCCGUUAGGC CGAA AAGCCCCU 


26025 


1335 


9695 


GGGGCUUU A CCACACAG 


7650 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA AAAGCCCC 


26026 


1345 


9685 


CACACAGU C AUCUCCAC 


7651 


GUGGAGAU CUGAUGAG GCCGUUAGGC CGAA ACUGUGUG 


26027 


1348 


9682 


ACAGUCAU C UCCACUGA 


7652 


UCAGUGGA CUGAUGAG GCCGUUAGGC CGAA AUGACUGU 


26028 


1350 


9680 


AGUCAUCU C CACUGACA 


7653 


UGUCAGUG CUGAUGAG GCCGUUAGGC CGAA AGAUGACU 


26029 


1374 


9656 


GGCUGAGU C UUUCUUCC 


7654 


GGAAGAAA CUGAUGAG GCCGUUAGGC CGAA ACUCAGCC 


26030 


1376 


9654 


CUGAGUCU U UCUUCCCC 


7655 


GGGGAAGA CUGAUGAG GCCGUUAGGC CGAA AGACUCAG 


26031 


1377 


9653 


UGAGUCUU U CUUCCCCA 


7656 


UGGGGAAG CUGAUGAG GCCGUUAGGC CGAA AAGACUCA 


26032 


1378 


9652 


GAGUCUUU C UUCCCCAU 


7657 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA AAAGACUC 


26033 


1380 


9650 


GUCUUUCU U CCCCAUUC 


7658 


GAAUGGGG CUGAUGAG GCCGUUAGGC CGAA AGAAAGAC 


26034 


1381 


9649 


UCUUUCUU C CCCAUUCU 


7659 


AGAAUGGG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26035 


1387 


9643 


UUCCCCAU U CUCAAACA 


7660 


UGUUUGAG CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26036 


1388 


9642 


UCCCCAUU C UCAAACAG 


7661 


CUGUUUGA CUGAUGAG GCCGUUAGGC CGAA AAUGGGGA 


26037 


1390 


9640 


CCCAUUCU C AAACAGCC 


7662 


GGCUGUUU CUGAUGAG GCCGUUAGGC CGAA AGAAUGGG 


26038 


1403 


9627 


AGCCAGGU C CUGACUUU 


7663 


AAAGUCAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGCU 


26039 


1410 


9620 


UCCUGACU U UGGGUCCU 


7664 


AGGACCCA CUGAUGAG GCCGUUAGGC CGAA AGUCAGGA 


26040 


1411 


9619 


CCUGACUU U GGGUCCUU 


7665 


AAGGACCC CUGAUGAG GCCGUUAGGC CGAA AAGUCAGG 


26041 


1416 


9614 


CUUUGGGU C CUUUCCCU 


7666 


AGGGAAAG CUGAUGAG GCCGUUAGGC CGAA ACCCAAAG 


26042 


1419 


9611 


vGGGUCca u ucccauau 


7667 


AAAAGGGA CUGAUGAG GCCGOUAGGC CGAA AGGACCCA 


26043 


1420 


9610 


GGGUCCUU U CCCUUUUQ 


7668 


CAAAAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGACCC 


26044 


1421 


9609 


GGUCCUUU C CCUUUUGU 


7669 


ACAAAAGG CUGAUGAG GCCGUUAGGC CGAA AAAGGACC 


26045 


1425 


9605 


CUUUCCCU U tJUGUGAGU 


7670 


ACUCACAA CUGAUGAG GCCGUUAGGC CGAA AGGGAAAG 


26046 


1426 


9604 


UUUCCCUU U UGUGAGUU 


7671 


AACUCACA CUGAUGAG GCCGUUAGGC CGAA AAGGGAAA 


26047 


1427 


9603 


UUCCCUUU U GUGAGUUU 


7672 


AAACUCAC CUGAUGAG GCCGUUAGGC CGAA AAAGGQAA 


26048 


1434 


9596 


UUGUGAGU U UCUCCACA 


7673 


tJGUGGAGA CUGAUGAG GCCGUUAGGC CGAA ACUCACAA 


26049 


1435 


9595 


UGUGAGUU U CUCCACAU 


7674 


AUGUGGAG CUGAUGAG GCCGUUAGGC CGAA AACUCACA 


26050 


1436 


9594 


GUGAGUUU C UCCACAUC 


7675 


GAUGUGGA CUGAUGAG GCCGUUAGGC CGAA AAACUCAC 


26051 


1438 


9592 


GAGUUUCU C CACAUCAU 


7676 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGAAACUC 


26052 


1444 


9586 


CUCCACAU C AUCUGGGC 


7677 


GCCCAGAU CUGAUGAG GCCGUUAGGC CGAA AUGUGGAG 


26053 
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1447 


9583 


CACAUCAU C UGGGCCAA 


7678 


UUGGCCCA CUGAUQAG GCCGUUAGGC CGAA AUGAUGUG 


26054 


1457 


9573 


GGGCCAAU C ACUCCUUC 


7679 


GAAGGAGU CUGAUGAG GCCGUUAGGC CGAA AUUGGCCC 


26055 


1461 


9569 


CAAUCACU C CUUCCCCU 


7680 


AGGGGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGAUUG 


26056 


1464 


9566 


UCACUCCU U CCCCUUCC 


7681 


GGAAGGGG CUGAUGAG GCCGUUAGGC CGAA AGGAGUGA 


26057 


1465 


9565 


CACUCCUU C CCCUUCCA 


7682 


UGGAAGGG CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


260S8 


1470 


9560 


COUCCCCU U CCWJCA0C 


7683 


GAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AGGGGAAG 


26059 


1471 


9559 


XJUCCCOJU C CAUCAVCC 


7^84 


GGAUSAUG CUGAUGAG GCCGUUAGGC CGAA AAGG6GAA 


26060 


1475 


9555 


CCUUCCAU C AUCCUCAC 


7685 


GUGAGGAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAGG 


26061 


1478 


9552 


UCCAUCAU C CUCACCAG 


7686 


CUGGUGAG CUGAUGAG GCCGUUAGGC CGAA AUGAUGGA 


26062 


1481 


9549 


AUCAUCCU C ACCAGCUG 


7687 


CAGCUGGU CUGAUGAG GCCGUUAGGC CGAA AGGAUGAU 


26063 


1501 


9529 


G6CCAGGU U GGU6AAA6 


7688 


CUUUCACC CUGAUGAG GCCGUUAGGC CGAA ACCUGGCC 


26064 


1513 


9517 


GAAAGOSa U UAGGGCXSU 


7689 


ACGCCCUA CUGAUGAG GCCGUUAGGC CGAA ACACUUUC 


26065 


1514 


9516 


AAAGUGUU U AGGGCGUA 


7690 


UACGCCCU CUGAUGAG GCCGUUAGGC CGAA AACACUUU 


26066 


1515 


9515 


AAGUGUUU A GGGCGUAG 


7691 


CUACGCCC CUGAUGAG GCCGUUAGGC CGAA AAACACUU 


26067 


1522 


9508 


UAGGGCX3U A GGUGACAA 


7692 


UUGUCACC CUGAUGAG GCCGUUAGGC CGAA ACGCCCUA 


26068 


1533 


9497 


UGACAACU U GUCCACOC 


7693 


GAGUGGAC CUGAUGAG GCCGUUAGGC CGAA AGUUGUCA 


26069 


1536 


9494 


CAACUUGU C CACUCCCC 


7694 


GGGGAGUG CUGAUGAG GCCGUUAGGC CGAA ACAAGUUG 


26070 


1541 


9489 


UGUCCACU C CCCCUCDG 


7695 


CAGA6GGG CUGAUGAG GCCGUUAGGC CGAA AGUGGACA 


26071 


1547 


9483 


CUCCCCCU C UGAUCUUC 


7696 


GAAGAUCA CUGAUGAG GCCGUUAGGC CGAA AGGGGGAG 


26072 


1552 


9478 


CCUCUGAU C UUCUCUGG 


7697 


CCAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUCAGAGG 


26073 


1554 


9476 


UCUGAUCU U CUCUGGAG 


7698 


CUCCAGAG CUGAUGAG GCCGUUAGGC CGAA AQAUCAGA. 


26074 


1555 


9475 


CUGAUCUU C UCUGGAGA 


7699 


UCUCCAGA CUGAUGAG GCCGUUAGGC CGAA AAGAUCAG 


26075 


1557 


9473 


GAUCUUCU C UGGAGAUA 


7700 


UAUCUCCA CUGAUGAG GCCGUUAGGC CGAA AQAAGAUC 


26076 


1565 


9465 


CUGGAGAU A ACAUCCAU 


7701 


AUGGAUGU CUGAUGAG GCCGUUAGGC CGAA AUCUCCAG 


26077 


1570 


9460 


GAUAACAU C CAUGAGGG 


7702 


CCGUCAUG CUGAUGAG GCCGUUAGGC CGAA AUGUUAUC 


26078 


1580 


9450 


AUGACX5GU U COUCCAUC 


7703 


GAUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCGUCAU 


26079 


1581 


9449 


UQACGGUU C UUCCAUCA 


7704 


UGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACCGUCA 


26080 


1583 


9447 


ACGGUUCU U CCAUCAGC 


7705 


GCUGAUGG CUGAUGAG GCCGUUAGGC CGAA AGAACCGU 


26081 


1584 


9446 


C3GGUUCUU C CAUCAGCA 


7706 


UGCUGAUG CUGAUGAG GCCGUUAGGC CGAA AAGAACCG 


26082 


1588 


9442 


UCUaCCAU C AGCAGCCG 


7707 


CGGCUGCU CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


26083 


1604 


9426 


GGGC6CAU C ACUUUCAC 


7708 


GUGAAAGU CUGAUGAG GCCGUUAGGC CGAA AUGCGCCC 


26084 


1608 


9422 


GCAUCACU U UGACAACU 


7709 


AGUUGUGA CUGAUGAG GCCGXJUAGGC CGAA AGUGAUGC 


26085 


1609 


9421 


CAUCACUU U CACAACUU 


7710 


AAGUUGUG CUGAUGAG GCCGXKJAGGC CGAA AAGU6AUG 


26086 


1610 


9420 


AUCACUUU C ACAACUUU 


7711 


AAAGUUGU CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


26087 


1617 


9413 


UGACAACU U UGUGACGA 


7712 


UCGUCACA CUGAUGAG GCCGUUAGGC CGAA AGUUGUGA 


26088 


1618 


9412 


CACAACUU U GUGACGAU 


7713 


AUCGUCAC CUGAUGAG GCCGUUAGGC CGAA AAGUUGUG 


26089 


1627 


9403 


GUGAGGAU A G6UGAGCU 


7714 


AGCUCACC CUGAUGAG GCCGUUAGGC CGAA AUCGUCAC 


26090 


1636 


9394 


GGUGAGCU C AAUGAUGG 


7715 


CCAUCAUU CUGAUGAG GCCGUUAGGC CGAA AGCUCACC 


26091 


1665 


9365 


GCCGAUGU U CCCCAUCA 


7716 


UGAUGGGG CUGAUGAG GCCGUUAGGC CGAA ACAUCGGC 


26092 


1666 


9364 


CCGAUGUU C CCCAUCAA 


7717 


UUGAUGGG CUGAUGAG GCCGUUAGGC CGAA AACAUCGG 


26093 


1672 


9358 


UUCCCCAU C AAGCAGCU 


7718 


AGCUGCUU CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26094 


1681 


9349 


AAGCAGCU C AAGCACCU 


7719 


AGGUGCUU CUGAUGAG GCCGUUAGGC CGAA AGCUGCUU 


26095 


1690 


9340 


AAGCAGCU U AGCUUCAU 


7720 


AUGAAGCU CUGAUGAG GCCGUUAGGC CGAA AGGUGCUU 


26096 


1691 


9339 


AGCACCUU A GCUUCAUU 


7721 


AAUGAAGC CUGAUGAG GCCGUUAGGC CGAA AAGGUGCU 


26097 


1695 


9335 


CCUUAGCU U CAUUUUCC 


7722 


6GAAAAUG CUGAUGAG GCCGUUAGGC CGAA AGCUAAGG 


26098 


1696 


9334 


CUUAGCUU C AUUUUCCA 


7723 


UGGAAAAU CUGAUGAG GCCGUUAGGC CGAA AAGCUAAG 


26099 


1699 


9331 


AGCUUCAU U UUCCAAGU 


7724 


ACUUGGAA CUGAUGAG GCCGUUAGGC CGAA AUGAAGCU 


26100 


1700 


9330 


GCUUCAUU U UCCAAGUC 


7725 


GACUUGGA CUGAUGAG GCCQUUAG6C CGAA AAUGAAGC 


26101 


1701 


9329 


CUUCAUUU U CCAA6UCA 


7726 


UGACUUGG CUGAUGAG GCCGUUAGGC CGAA AAAUGAAG 


26102 


1702 


9328 


UUCAUUUU C CAAGUCAG 


7727 


CUGACUUG CUGAUGAG GCCGUUAGGC CGAA AAAAUQAA 


26103 


1708 


9322 


UUCCAAGU C AGCUCUCG 


7728 


CGAGAGCU CUGAUGAG GCCGUUAGGC CGAA ACUUGGAA 


26104 


1713 


9317 


AGUCAGCU C UCGUGAUG 


7729 


CAUCACGA CUGAUGAG GCCGUUAGGC CGAA AGCUGACU 


26105 


1715 


9315 


UCAGCUCU C GUGAUGCG 


7730 


CGCAUCAC CUGAUGAG GCCGUUAGGC CGAA AGAGCUGA 


26106 


1729 


9301 


GCGGGUGU C CCAGCCAG 


7731 


CUGGCUGG CUGAUGAG GCCGUUAGGC CGAA ACACCCGC 


26107 


1744 


9286 


AGCUGUGU C AUCAGCAU 


7732 


AUGCUGAU CUGAUGAG GCCGUUAGGC CGAA ACACAGCU 


26108 


1747 


9283 


UGUGUCAU C AGCAUAGA 


7733 


UCUAUGCU CUGAUGAG GCCGUUAGGC CGAA AUGACACA 


26109 


1753 


9277 


AUCAGCAU A GAUCUUGC 


7734 


GCAAGAUC CUGAUGAG GCCGUUAGGC CGAA AUGCUGAU 


26110 


1757 


9273 


GCAUAGAU C tJUGCCCCC 


7735 


GGGGGCAA CUGAUGAG GCCGUUAGGC CGAA AUCUAUGC 


26111 


1759 


9271 


AUAGAUCU U GCCCCCAG 


7736 


CUGGGGGC CUGAUGAG GCCGUUAGGC CGAA AGAUCUAU 


26112 


1782 


924B 


UGCCAACU U CACGCAG6 


7737 


CCUGOSaG CUGAUGAG GCCGUUAGGC CGAA AGUUGGCA 


2^113 


1783 


9247 


GCCAACUU C ACGCAGGA 


7738 


UCCUGCGU CUGAUGAG GCCGUUAGGC CGAA AAGUUGGC 


26114 


1795 


9235 


CAGGAUGU A ACCCAGUU 


7739 


AACUGGGU CUGAUGAG GCCGUUAGGC CGAA ACAUCCUO 


26115 
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1803 


9227 


AACCCAGU U UUUGGAGG 


7740 


CCUCCAAA CUGAUGAG GCCGUUAGGC CGAA ACUGGGUU 


26116 


1804 


9226 


ACCCAGUU U UUGGAGGC 


7741 


GCCUCCAA CUGAUGAG GCCGUUAGGC CGAA AACUGGGU 


26117 


1805 


9225 


CCCAGUUU U UGGAGGCC 


7742 


GGCCUCCA CUGAUGAG GCCGUUAGGC CGAA AAACUGGG 


26118 


1806 


9224 


CCftGUUUU U GGAGGCCC 


7743 


G6GCCUCC CUGAUGAG GCCGUUAGGC CGAA AAAACUOG 


26119 


1822 


9208 


CAAGCCCU C GACACCUC 


7744 


GAGGUGUC CUGAUGAG GCCGUUAGGC CGAA AGGGCUUG 


26120 


1830 


9200 


CC3ACACCU C CUCOJGAG 


7745 


CUCAGGAG CUGAUGAG GCCGUUAGGC CGAA AGGUGUCG 


26121 


1833 


9197 


CACCUCCU C CUGAGUUC 


7746 


GAACUCAG CUGAUGAG GCCGUUAGGC CGAA AGGAGGUG 


26122 


1840 


9190 


UCCUGAGU U CUUUCUUC 


7747 


GAAGAAAG CUGAUGAG GCCGUUAGGC CGAA ACUCAGGA 


26123 


1841 


9189 


CCUQAGUU C UUUOTUCC 


7748 


GGAAGAAA CUGAUGAG GCCGUUAGGC CGAA AACUCAGG 


26124 


1843 


9187 


UGAGUUCU U UCUUCCAA 


7749 


UUGGAAGA CUGAUGAG GCCGUUAGGC CGAA AGAACUCA 


26125 


1844 


9186 


GAGUUCUU U CUUCCAAG 


7750 


CUUGGAAG CUGAUGAG GCCGUUAGGC CGAA AAGAACUC 


26126 


1845 


9185 


AGUUCUUU C UUCCAAGC 


7751 


GCUUGGAA CUGAUGAG GCCGUUAGGC CGAA AAAQAACU 


26127 


1847 


9183 


UUCUUUCU U CCAAGCCA 


7752 


UGGCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAAAGAA 


26128 


1848 


9182 


UCUUUCUU C CAAGCCAG 


7753 


CUGGCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26129 


1861 


9169 


CCAGUGGU C UUCAUUGA 


7754 


UCAAUGAA CUGAUGAG GCCGUUAGGC CGAA ACCACUGG 


26130 


1863 


9167 


AGUGGUCU U CAUUGAGA 


7755 


UCUCAAUG CUGAUGAG GCCGUUAGGC CGAA AGACCACU 


26131 


1864 


9166 


GUGGUCUU C AXJUGAGAA 


7756 


UUCUCAAU CUGAUGAG GCCGUUAGGC CGAA AAGACCAC 


26132 


1867 


9163 


GUCUUCAU U GAGAAAAC 


7757 


GUUUUCUC CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


26133 


1885 


9145 


CAGAGCCU C GAAOJCCA 


7758 


UGGAGUUC CUGAUGAG GCCGUUAGGC CGAA AGGCUCUG 


26134 


1891 


913 9 


CUCGAACU C CAGAAAGC 


7759 


GCUUUCUG CUGAUGAG GCCGUUAGGC CGAA AGUUCGAG 


26135 


1905 


9125 


AGCGAGCU C CGAGCCAC 


7760 


GUGGCUCG CUGAUGAG GCCGUUAGGC CGAA AGCUCGCU 


26136 


1929 


9101 


AAAU6GCU C UGCUUCCC 


7761 


GGGAAGCA CUGAUGAG GCCGUUAGGC CGAA AGCCAUUU 


26137 


1934 


9096 


GCUCUGCU U CCCUUGGC 


7762 


GCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AGCAGAGC 


26138 


1935 


9095 


CUOJGCUU C CCUUGGCC 


7763 


GGCCAAGO CUGAUGAG GCCGUUAGGC CGAA AAGCAGAG 


26139 


1939 


9091 


GCUUCCCU U GGCCUUUC 


7764 


GAAAGGCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAGC 


26140 


1945 


9085 


COUGGCCU IT UCCGAACa 


7765 


AGUUCGGA CUGAUGAG GCCGUUAGGC CGAA AGGCCAAG 


26141 


1946 


9084 


UUGGCCUU U CCGAACUC 


7756 


GAGUUCGG CUGAUGAG GCCGUUAGGC CGAA AAGGCCAA 


26142 


1947 


9083 


UGGCCUUU C CGAACUCU 


7767 


AGAGUUCG CUGAUGAG GCCGUUAGGC CGAA AAAGGCCA 


26143 


1954 


9076 


UCCGAACU C UCCGGGUU 


7768 


AACCCGGA CUGAUGAG GCCGUUAGGC CGAA AGUUCGGA 


26144 


1956 


9074 


CGAACUCU C CGGGUUUU 


7769 


AAAACCCG CUGAUGAG GCCGUUAGGC CGAA AGAGUUCG 


26145 


1962 


9068 


CaCCGGGU U UUUUCUCU 


7770 


AGAGAAAA CUGAUGAG GCCGUUAGGC CGAA ACCCGGAG 


26146 


1963 


9067 


UCCGGGUU U UUUCUCUC 


7771 


GAGAGAAA CUGAUGAG GCCGUUAGGC CGAA AACCCGGA 


26147 


1964 


9066 


CCGGGUUU U UUCUCUOT 


7772 


AGAGAGAA CUGAUGAG GCCGUUAGGC CGAA AAACCCGG 


26148 


1965 


9065 


CGGGUUUU U UCUCUCUC 


7773 


GAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAACCCG 


26149 


1966 


9064 


GGGuuuuu u cucucuca 


7774 


AOAGAGAG CUGAUGAG GCCGUUAGGC CGAA AAAAACCC 


26150 


1967 


9063 


GGUUUUUU C UCUCUCUU 


7775 


AAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAAAACC 


26151 


1969 


9061 


UUUUUUCU C UCUCUUUC 


7776 


GAAAGAGA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAA 


26152 


1971 


9059 


UUUUCUCU C UCUUUCCC 


7777 


GGGAAAQA CUGAUGAG GCCGUUAGGC CGAA AGAGAAAA 


26153 


1973 


9057 


UUCUCUCU C UUUCCCAU 


7778 


AUGGGAAA CUGAUGAG GCCGUUAGGC CGAA AGAGAGAA 


26154 


1975 


9055 


CUCUCUCU U UCCCAUCA 


7779 


UGAUGGGA CUGAUGAG GCCGUUAGGC CGAA AGAGAGAG 


26155 


1976 


9054 


UCUCUCUU U CCCAUCAU 


7730 


AUGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAGAGAGA 


26156 


1977 


9053 


CUCUCUUU C CCAUCAUG 


7781 


CAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AAAGAGAG 


26157 


1982 


9048 


UUUCCCAU C AUGUUGUA 


7782 


UACAACAU CUGAUGAG GCCGUUAGGC CGAA AUGGGAAA 


26158 


1987 


9043 


CAUCAUGU U GUAAAUGC 


7783 


GCAUUUAC CUGAUGAG GCCGUUAGGC CGAA ACAUGAUG 


26159 


1990 


9040 


CAUGUUGU A AAUGCAAG 


7784 


CUUGCAUU CUGAUGAG GCCGUUAGGC CGAA ACAACAUG 


26160 


2007 


9023 


UGUGACAU U CCCCCCGC 


7785 


GCGGGGGG CUGAUGAG GCCGUUAGGC CGAA AUGUCACA 


261'6l 


2008 


9022 


6UGACAUU C CCCCCGCA 


7786 


UGCGGGGG CUGAUGAG GCCGUUAGGC CGAA AAUGUCAC 


26162 


2026 


9004 


AUGUGCCU C GCGCUCCU 


7787 


AGGAGCGC CUGAUGAG GCCGUUAGGC CGAA AGGCACAU 


26163 


2032 


8998 


CUCGCGCU C CUCAUCCA 


7788 


UGGAUGAG CUGAUGAG GCCGUUAGGC CGAA AGCGCGAG 


26164 


2035 


8995 


GCGCUCCU C AUCCACCA 


7789 


UGGUGGAU CUGAUGAG GCCGUUAGGC CGAA AGGAGCGC 


26165 


2038 


8992 


CUCCUCAU C CACCAUCU 


7790 


AGAUGGUG CUGAUGAG GCCGUUAGGC CGAA AUGAGGAG 


26166 


2045 


6985 


UCCACCAU C UCCCAAAA 


7791 


UUUUGGGA CUGAUGAG GCCGUUAGGC CGAA AUGGUGGA 


26167 


2047 


6983 


CACCAUCU C CCAAAAUU 


7792 


AAUUUUGG CUGAUGAG GCCGUUAGGC CGAA AGAUGGUG 


26168 


2055 


8975 


CCCAAAAU U UUGOAUCU 


7793 


AGAUCCAA CUGAUGAG GCCGUUAGGC CGAA AUUUUGGG 


26169 


2056 


8974 


CCAAAAUU U UGGAUCUU 


7794 


AAGAUCCA CUGAUGAG GCCGUUAGGC CGAA AAUUUUGG 


26170 


2057 


8973 


CAAAAUUU U GGAUCUUC 


7795 


GAAGAUCC CUGAUGAG GCCGUUAGGC CGAA AAAUUUUG 


26171 


2062 


8968 


UUUUGGAU C UUCAACUG 


7796 


CAGUUGAA CUGAUGAG GCCGUUAGGC CGAA AUCCAAAA 


26172 


2064 


8966 


UUGGAUCU U CAACUGCU 


7797 


AGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGAUCCAA 


26173 


2065 


6965 


UGGAUCUU C AACUGCUU 


7798 


AAGCAGUU CUGAUGAG GCCGUUAGGC CGAA AAGAUCCA 


26174 


2073 


8957 


CAACUGCU U CUCUGGCG 


7799 


CGCCAGAG CUGAUGAG GCCGUUAGGC CGAA AGCAGUUG 


26175 


2074 


8956 


AACUGCUU C UCUGGC6C 


7800 


GCGCCAGA CUGAUGAG GCCGUUAGGC CGAA AAGCAGUU 


26176 


2076 


8954 


CUGCUUCU C UGGCGCUC 


7801 


GAGCGCCA CUGAUGAG GCCGUUAGGC CGAA AGAAGCAG 


26177 
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2084 


8946 


CUGGCGCU C CUCCAUUG 


7802 


CAAUGQAG CUGAUGAG 6CC6UUAGGC CGAA AGCX3CCA6 


26178 


2087 


8943 


GCGCTCCa C CAUUGAUU 


7803 


AAUCAAUG CUGAUGAG GCCGUUAGGC CGAA A6GAGCGC 


26179 


2091 


8939 


UCCaCCAU U GAUUCUGC 


7804 


GCAGAAUC CUGAUGAG GCCGUUAGGC CGAA AUGGAGGA 


26180 


2095 


8935 


CCAUUGAU U CUGOJCOU 


7805 


AAGAGCAG CUGAUGAG GCCGUUAGGC CGAA AUCAAUGG 


26181 


2096 


8934 


CAUUGAUU C UGCUCUUC 


7806 


GAAGAGCA CUGAUGAG GCCGUUAGGC CGAA AAUCAAUG 


26182 


2101 


8929 


AUUCUGCU C UUCAAACA 


7807 


UGUUUGAA CUGAUGAG GCCGUUAGGC CGAA AGCAGAAU 


26183 


2103 


8927 


UCUGOJCU U CAAACAUG 


7808 


CAUGUUUG CUGAUGAG GCCGUUAGGC CGAA AGAGCAGA 


26184 


2104 


8926 


caGCUOJU C AAACAUGG 


7809 


CCAUGUUU CUGAUGAG GCCGUUAGGC CGAA AAGAGCAG 


26185 


2128 


8902 


AGCUGCAU U GCUGUUGA 


7810 


UCAACAGC CUGAUGAG GCCGUUAGGC CGAA AU6CAGCU 


26186 


2134 


8896 


AUU6CU6U U GACCUUUC 


7811 


GAAAGGUC CUGAUGAG GCCGUUAGGC CGAA ACAGCAAU 


26187 


2140 


8890 


GUUGACCU XJ UCUUAOGA 


7812 


UCAUAA6A CUGAUGAG GCCGUUAGGC CGAA AGGUCAAC 


26188 


2141 


8889 


UUGACCUU U CUUAUGAA 


7813 


UUCAUAAG CUGAUGAG GCCGUUAGGC CGAA AAGGUCAA 


26189 


2142 


8888 


UGACCUUU C XjrUAUGAAU 


7814 


AUUCAUAA CUGAUGAG GCCGUUAGGC CGAA AAAGGUCA 


26190 


2144 


8886 


ACCUUUCU U AUGAAUUC 


7815 


GAAUUCAU CUGAUGAG GCCGUUAGGC CGAA AGAAAGGU 


26191 


2145 


8885 


CCUUUCUU A UGAAUUCC 


7816 


GGAAUUCA CUGAUGAG GCCGUUAGGC CGAA AAGAAAGG 


26192 


2151 


8879 


UUAUGAAU U CCUCTCQA 


7817 


UCGAGAGG CUGAUGAG GCCGUUAGGC CGAA AUUCAUAA 


26193 


2152 


8878 


UAUGAAXJU C CXJCUCGAG 


7818 


CUCGAGAG CUGAUGAG GCCGUUAGGC CGAA AAUUCAUA 


26194 


2155 


8875 


GAAUUCCU C UCGAGAGC 


7819 


GCUCUCGA CUGAUGAG GCCGUUAGGC CGAA AGGAAUUC 


26195 


2157 


8873 


AUUCOJCU C GAGAGCAC 


7820 


GUGCUCUC CUGAUGAG GCCGUUAGGC CGAA AGAGGAAU 


26196 


2168 


8862 


GAGCACAU U CUGGGACG 


7821 


CGUCCCAG CUGAUGAG GCCGUUAGGC CGAA AXJGUGCUC 


26197 


2169 


8861 


AGCACAXJU C UGGGACGU 


7822 


ACGUCCCA CUGAUGAG GCCGUUAGGC CGAA AAUGUGCU 


26198 


2178 


8852 


UGGGACGCJ U UUUCUCUG 


7823 


CAGAGAAA CUGAUGAG GCCGIKIAGGC CGAA ACGUCCCA 


26199 


2179 


8851 


GGGACGUU U UUCUCUGG 


7824 


CCAGAGAA CUGAUGAG GCCGUUAGGC CGAA AACGUCCC 


26200 


2180 


8850 


GGACGUUU U UCUCUGGC 


7825 


GCCAGAGA CUGAUGAG GCCGUUAGGC CGAA AAACGUCC 


26201 


2181 


8849 


GACGUUUU U CUCUGGCC 


7826 


GGCCAGAG CUGAUGAG GCCGUUAGGC CGAA AAAACGUC 


26202 


2182 


8846 


ACGUUUUU C UCUGGCCA 


7827 


UGGCCAGA CUGAUGAG GCCGUUAGGC CGAA AAAAACGU 


26203 


2184 


8846 


GUUUUUCU C UGGCCAAA 


7828 


UUUGGCCA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAC 


26204 


2209 


8821 


CAACCAGU U GGUGGUCU 


7829 


AGACCACC CUGAUGAG GCCGUUAGGC CGAA ACUGGUUG 


26205 


2216 


8814 


UUG6UGGU C UCAUUGAG 


7830 


CUCAAUGA CUGAUGAG GCCGUUAGGC CGAA ACCACCAA 


26206 


2218 


8612 


GGVGGUCU C AUUGAGCA 


7831 


UGCUCAAU CUGAUGAG GCCGUUAGGC CGAA AGACCACC 


26207 


2221 


8809 


GGUCUCAU U GAGCACGU 


7832 


ACGUGCUC CUGAUGAG GCCGUUAGGC CGAA AUGAGACC 


26208 


2230 


8800 


GA6CACGU A CUUCAOJC 


7833 


GAGUQAAG CUGAUGAG GCCGUUAGGC CGAA ACGUGCUC 


26209 


2233 


8797 


CACGUACU U CAOJCCUa 


7834 


AAGGAGUG CUGAUGAG GCCGUUAGGC CGAA AGUACGUG 


26210 


2234 


8796. 


ACGUACU0 C ACUCCOaC 


7835 


GAAGGAGU CUGAUGAG GCCGUUAGGC CGAA AA6UACGU 


26211 


2238 


8792 


ACUUCACU C CDUCUGGC 


7836 


GCCAGAAG CUGAUGAG GCCGUUAGGC CGAA AGU6AAGU 


26212 


2241 


8789 


UCACUCCU U CUGGCX3GU 


7837 


ACCGCCAG CUGAUGAG GCCGtJUAGGC CGAA AGQAGUGA 


26213 


2242 


8788 


CACUCCUU C UGGCGGUU 


7838 


AACCGCCA CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


26214 


2250 


8780 


CUGGCGGU U CAGGAGCU 


7839 


AGCUCCUG CUGAUGAG GCCGUUAGGC CGAA ACCGCCAG 


26215 


2251 


8779 


UGGCGGUU C AGGAGCUU 


7840 


AAGCUCCU CUGAUGAG GCCGUUAGGC CGAA AACCGCCA 


26216 


2259 


8771 


CAGGAGCU U UCGUGUCC 


7841 


GGACACGA CUGAUGAG GCCGUUAGGC CGAA AGCUCCUG 


26217 


2260 


8770 


AGGAGCUU U CGUGUCCA 


7842 


UGGACACG CUGAUGAG GCCGUUAGGC CGAA AAGCUCCU 


26218 


2261 


8769 


GGA6CUUU C GUGUCCAC 


7843 


GUGGACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUCC 


26219 


2266 


8764 


UUUC6UGU C CACCUUOJ 


7844 


AGAAGGUG CUGAUGAG GCCGUUAGGC CGAA ACACGAAA 


26220 


2272 


8758 


GUCCACCU U CUCUUUGA 


7845 


UCAAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGUGGAC 


26221 


2273 


8757 


UCCACCUU C UCUUUGAA 


7846 


UUCAAAGA CUGAUGAG GCCGUUAGGC CGAA AAGGUGGA 


26222 


2275 


8755 


CACCUUCU C UUUGAACA 


7847 


UGUUCAAA CUGAUGAG GCCGUUAGGC CGAA AGAAGGUG 


26223 


2277 


8753 


CCUUCUCU U U6AACACU 


7848 


A6UGUUCA CUGAUGAG GCCGUUAGGC CGAA AGAGAAGG 


26224 


2278 


8752 


CUUCUCUU U GAACACUC 


7849 


GAGUGUUC CUGAUGAG GCCGUUAGGC CGAA AAGAQAAG 


26225 


2286 


8744 


UGAACACU C GCUGCUGC 


7850 


GCAGCAGC CUGAUGAG GCCGUUAGGC CGAA AGUGUUCA 


26226 


2306 


8724 


AAGGGAGU A GUGUCAGU 


7851 


ACUGACAC CUGAUGAG GCCGUUAGGC CGAA ACUCCCUU 


26227 


2311 


8719 


AGUAGUGU C A6UCAUG6 


7852 


CCAUGACU CUGAUGAG GCCGUUAGGC CGAA ACACUACU 


26228 


2315 


8715 


GUGUCAGU C AUGGCCAU 


7853 


AUGGCCAU CUGAUGAG GCCGUUAGGC CGAA ACUGACAC 


26229 


2330 


8700 


AUGGUGGU A ACAUUCGU 


7854 


ACGAAU6U CUGAUGAG GCCGUUAGGC CGAA ACCACCAU 


26230 


2335 


8695 


GGUAACAU U C6UGAUGG 


7855 


CCAUCACG CUGAUGAG GCCGUUAGGC CGAA AUGUUACC 


26231 


2336 


8694 


GUAACAUU C GUGAUGGU 


7856 


ACCAUCAC CUGAUGAG GCCGUUAGGC CGAA AAUGUUAC 


26232 


2347 


8683 


GAUGGUGU C CCAUGGUU 


7857 


AACCAUGG CUGAUGAG GCCGtJUAGGC CGAA ACACCAUC 


26233 


2355 


8675 


CCCAUGGU U UUGAGAGG 


7858 


CCUCUCAA CUGAUGAG GCCGUUAGGC CGAA ACCAUGGG 


26234 


2356 


8674 


CCAUGGUU U U6AGAGGA 


7859 


UCCUCUCA CUGAUGAG GCCGUUAGGC CGAA AACCAUGG 


26235 


2357 


8673 


CAUGGUUU U GAGAGGAG 


7860 


CUCCUCUC CUGAUGAG GCCGUUAGGC CGAA AAACCAUG 


26236 


2376 


8654 


UGACCACU C CAUUGACC 


7861 


GGUCAAUG CUGAUGAG GCCGUUAGGC CGAA AGUGGUCA 


26237 


2380 


8650 


CACUCCAU U 6ACCAGCG 


7862 


CGCUGGUC CUGAUGAG GCCGUUAGGC CGAA AUGGAGUG 


26238 


2410 


8620 


UGUGGGCU U CACAUCAU 


7863 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGCCCACA 


26239 
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2411 


8619 


GUGOGCUV C ACAUCAUA 


7864 


UAUQAUGU CUGAUGAG GCCGUUAGGC CGAA AAGCCCAC 


26240 


2416 


8614 


CUUCACAU C AUAAOJGC 


7865 


GCAGUUAU CUGAUGAG GCCGUUAGGC CGAA AUGUGAAG 


26241 


2419 


8611 


CACAUCAU A ACUGCCGU 


7866 


ACGGCAGU CUGAUGAG GCCGUUAGGC CGAA AUGAUGUG 


26242 


2431 


8599 


6CCGU6AU A GUUCCAG6 


7867 


CCUGGAAC CUGAUGAG GCCGUUAGGC CGAA AUCACGGC 


26243 


2434 


8596 


GUGAUAGU U CCAGGUOC 


7868 


GAACCUG6 CUGAUGAG GCCGUUAGGC CGAA ACUAUCAC 


26244 


2435 


8595 


UGAUAGUU C CAGGUUCU 


7869 


AGAACCUG CUGAUGAG GCCGUUAGGC CGAA AACUAUCA 


26245 


2441 


8589 


UUCCAGGU U CUAUAUGG 


7870 


CCAUAUAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGAA 


26246 


2442 


8588 


UCCAGGUU C UAUAUGGG 


7871 


CCCAUAUA CUGAUGAG GCCGUUAGGC CGAA AACCUGGA 


26247 


2444 


8586 


CAGGUUCU A UAUGGGUG 


7872 


CACCCAUA CUGAUGAG GCCGUUAGGC CGAA AGAACCUG 


26248 


2446 


8584 


GGUUCUAU A UGGGUGGU 


7873 


ACCACCCA CUGAUGAG GCCGUUAGGC CGAA AUAGAACC 


26249 


2455 


8575 


UGGGUGGU U CUCAUCGU 


7874 


ACGAUGAG CUGAUGAG GCCGUUAGGC CGAA ACCACCCA 


26250 


2456 


8574 


GGGUGGUU C UCAUCGUG 


7875 


CACGAUGA CUGAUGAG GCCGUUAGGC CGAA AACCACCC 


26251 


245B 


8572 


GUGGUUCU C AUCGUGGU 


7876 


ACCACGAU CUGAUGAG GCCGUUAGGC CGAA AGAACCAC 


26252 


2461 


8569 


GUUCUCAU C GUGGUGCC 


7877 


GGCACCAC CUGAUGAG GCCGUUAGGC CGAA AUGAGAAC 


26253 


2474 


8556 


UGCCACGU C GAACUGUA 


7878 


UACA6UUC CUOAUOAG GCCGUUAGGC CGAA AC6UGGCA 


26254 


2482 


8548 


CXSAACUGU A CUCACGCC 


7879 


GGCGUGA6 CUGAUGAG GCCGUUAGGC CGAA ACAGUUCG 


26255 


2485 


8545 


ACUGUACU C ACGCCUGA 


7880 


UCAGGCGU CUGAUGAG GCCGUUAGGC CGAA AGUACAGU 


26256 


2495 


8534 


GCCUGAGU C GUUCAAUC 


7881 


GAUUGAAC CUGAUGAG GCCGUUAGGC CGAA ACUCAGGC 


26257 


2499 


8531 


UGAGUCGU U CAAUCCUG 


7882 


CAGGAUUG CUGAUGAG GCCGUUAGGC CGAA ACGACUCA 


26258 


2500 


8530 


GAGUCGUU C AAUCCUGU 


7883 


ACAGGAUU CUGAUGAG GCCGUUAGGC CGAA AACGACUC 


26259 


2504 


8526 


CGUUCAAU C CUGUUCUU 


7884 


AAGAACAG CUGAUGAG GCCGUUAGGC CGAA AUUGAACG 


26260 


2509 


8521 


AAUCCUGU U CUUGAUUU 


7885 


AAAUCAAG CUGAUGAG GCCGUUAGGC CGAA ACAGGAUU 


26261 


2510 


8520 


AUCCUGUU C UUQAUUUU 


7886 


AAAAUCAA CUGAUGAG GCCGUUAGGC CGAA AACAGGAU 


26262 


2512 


8518 


CCUGOUCU U GAUUUUAC 


7887 


GUAAAAUC CUGAUGAG GCCGUUAGGC CGAA AGAACAGG 


26263 


2516 


8514 


UUCUUGAU U UUACUGGU 


7888 


ACCAGUAA CUGAUGAG GCCGUUAGGC CGAA AUCAAGAA 


26264 


2517 


8513 


UCUUGAUU U UACUGGUG 


7889 


CACCAGUA CUGAUGAG GCCGUUAGGC CGAA AAUCAAGA 


26265 


2518 


8512 


CUUGAUUU U ACUGGUGU 


7890 


ACACCAGU CUGAUGAG GCCGUUAGGC CGAA AAAUCAAG 


26266 


2519 


8511 


UUGAUUUU A CUGGUGUC 


7891 


GACACCAG CUGAUGAG GCCGUUAGGC CGAA AAAAUCAA 


26267 


2527 


8503 


ACUGGUGU C UGAGUUGA 


7892 


UCAACUCA CUGAUGAG GCCGUUAGGC CGAA ACACCAGU 


26268 


2533 


8497 


GUCUGAGU U GAGCAGGG 


7893 


CCCUGCUC CUGAUGAG GCCGUUAGGC CGAA ACUCAGAC 


26269 


2544 


8486 


GCAGGGGU U UUCCCACC 


7894 


GGUGGGAA CUGAUGAG GCCGUUAGGC CGAA ACCCCUGC 


26270 


2545 


8485 


CAGGGGUU U UCCCACCG 


7895 


CGGUGGGA CUGAUGAG GCCGUUAGGC CGAA AACCCCUG 


26271 


2546 


8484 


AGGGGUUU U CCCACCGC 


7896 


GCGGUGGG CUGAUGAG GCCGUUAGGC CGAA AAACCCCU 


26272 


2547 


8483 


GGGGUUUU C CCACCGCC 


7897 


GGCGGUGG CUGAUGAG GCCGUUAGGC CGAA AAAACCCC 


26273 


2561 


8469 


GCCCUGGU U CCACUUCC 


7898 


GGAAGUGG CUGAUGAG GCCGUUAGGC CGAA ACCAGGGC 


26274 


2562 


8468 


CCCUGGUU C CACUUCCC 


7899 


GGGAAGUG CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


26275 


2567 


8463 


GUUCCACU U CCCAAGUU 


7900 


AACUUGGG CUGAUGAG GCCGUUAGGC CGAA AGUGGAAC 


26276 


2568 


8462 


UUCCACUU C CCAAGUUU 


7901 


AAACUUGG CUGAUGAG GCCGUUAGGC CGAA AAGUGGAA 


26277 


2575 


8455 


UCCCAAGU U UACAUCUU 


7902 


AAGAUGUA CUGAUGAG GCCGUUAGGC CGAA ACUUGGGA 


26278 


2576 


8454 


CCCAAGUU U ACAUCUUC 


7903 


GAAGAUGU CUGAUGAG GCCGUUAGGC CGAA AACUUGGG 


26279 


2577 


8453 


CCAAGUUU A CAUCUUCC 


7904 


GGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AT^CUUGG 


26280 


2581 


8449 


GUUUACAU C UUCCUCGU 


7905 


ACGAGGAA CUGAUGAG GCCGUUAGGC CGAA AUGUAAAC 


26281 


2583 


8447 


UUACAUCU U CCUCGUAU 


7906 


AUACGAGG CUGAUGAG GCCGUUAGGC CGAA AGAUGUAA 


26282 


2584 


8446 


UACAUCUU C CUCGUAUU 


7907 


AAUACGAG CUGAUGAG GCCGUUAGGC CGAA AAGAUGUA 


26283 


2587 


8443 


AUCUUCCU C GUAUUGGG 


7908 


CCCAAUAC CUGAUGAG GCCGUUAGGC CGAA AGGAAGAU 


26284 


2590 


8440 


UUCCUCGU A UUGGGGUC 


7909 


GACCCCAA CUGAUGAG GCCGUUAGGC CGAA ACGAGGAA 


26285 


2592 


8438 


CCUCGUAU U GQGGUCCC 


7910 


GGGACCCC CUGAUGAG GCCGUUAGGC CGAA AUACGAGG 


26286 


2598 


8432 


AUUGGGGU C CCUUCCAG 


7911 


CUGGAAGG CUGAUGAG GCCGUUAGGC CGAA ACCCCAAU 


26287 


2602 


8428 


GGGUCCCU U CCAGGUCC 


7912 


GGACCUGG CUGAUGAG GCCGUUAGGC CGAA AGGGACCC 


26288 


2603 


8427 


GGUCCCUU C CAGGUCCU 


7913 


AGGACCUG CUGAUGAG GCCGUUAGGC CGAA AAGGGACC 


26289 


2609 


8421 


UUCCAGGU C CUUUUUUC 


7914 


GAAAAAAG CUGAUGAG GCCGUUAGGC CGAA ACCUGGAA 


26290 


2612 


8418 


CAGGUCCU V UUUUCCAU 


7915 


AUGGAAAA CUGAUGAG GCCGUUAGGC CGAA AGGACCUG 


26291 


2613 


8417 


AGGUCCUU U UUUCCAUU 


7916 


AAUGGAAA CUGAUGAG GCCGUUAGGC CGAA AAGGACCU 


26292 


2614 


8416 


GGUCCUUU U UUCCAUUC 


7917 


GAAUGGAA CUGAUGAG GCCGUUAGGC CGAA AAAGGACC 


26293 


2615 


8415 


GUCCUUUU U UCCADUCU 


7918 


AGAAUGGA CUGAUGAG GCCGUUAGGC CGAA AAAAGGAC 


26294 


2616 


8414 


UCCUUUUU U CCAUUCUU 


7919 


AAGAAUGG CUGAUGAG GCCGUUAGGC CGAA AAAAAGGA 


26295 


2617 


8413 


CCUUUUUU C CAUUCUUC 


7920 


GAAGAAUG CUGAUGAG GCCGUUAGGC CGAA AAAAAAGG 


26296 


2621 


8409 


UUUUCCAU U CUUCCUAG 


7921 


CUAGGAAG CUGAUGAG GCCGUUAGGC CGAA AUGGAAAA 


26297 


2622 


8408 


UUUCCAUU C UUCCUAGG 


7922 


CCUAGGAA CUGAUGAG GCCGUUAGGC CGAA AAUGGAAA 


26298 


2624 


8406 


UCCAUUCU U CCUAGGAG 


7923 


CUCCUAGG CUGAUGAG GCCGUUAGGC CGAA AGAAUGGA 


26299 


2625 


8405 


CCAUUCUU C CUAGGAGC 


7924 


GCUCCUAG CUGAUGAG GCCGUUAGGC CGAA AAGAAUGG 


26300 


2628 


8402 


OUCUUCCU A GGAGCACC 


7925 


GGUGCUCC CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


26301 
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2645 


8385 


UGGCUGGU C AUAUUCAC 


7926 


GUGAAUAU CUGAUGAG GCCGUUAGGC CGAA ACCAGCCA 


26302 


2648 


8382 


CUGGUCAU A UUCACOGA 


7927 


UCAGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGACCAG 


26303 


2650 


8380 


GGUCAUAU U CACUGAAU 


7928 


AUUCAGUG CUGAUGAG GCCGUUAGGC CGAA AUAUGACC 


26304 


2651 


8379 


GUCAUaUU C ACUGAAUG 


7929 


CAUUCAGU CUGAUGAG GCCGUUAGGC CGAA AAUAUGAC 


26305 


2661 


8369 


CUGAAUGU A CCACAXKJG 


7930 


CAAUGUGG CUGAUGAG GCCGUUAGGC CGAA ACAUUCAG 


26306 


2668 


8362 


UACCACAU U GCCUGAAG 


7931 


CUUCAGGC CUGAUGAG GCCGUUAGGC CGAA AUGUGGUA 


26307 


2679 


8351 


CUGAAGCU C GACUCACC 


7932 


GGUGAGUC CUGAUGAG GCCGUUAGGC CGAA AGCUUCAG 


26308 


2684 


8346 


GCUCGACU C ACCCAAUA 


7933 


UAUUGGGU CUGAUGAG GCCGUUAGGC CGAA AGUCGAGC 


26309 


2692 


8338 


CACCCAAU A CAUCUCGU 


7934 


ACGAGAUG CUGAUGAG GCCGUUAGGC CGAA AUUGGGUG 


26310 


2696 


8334 


CAAUACAU C UCGUGCGU 


7935 


ACGCACGA CUGAUGAG GCCGUUAGGC CGAA AU6UAUUG 


26311 


2698 


8332 


AUACAUCU C GUGC6UGG 


7936 


CCAC6CAC CUGAUGAG GCCGUUAGGC CGAA AGAU6UAU 


26312 


2710 


8320 


CGUGGAAU U CCGaGAGA 


7937 


UCUCACGG CUGAUGAG GCCGUUAGGC CGAA AUUCCACG 


26313 


2711 


8319 


GUGGAAtJU C CGUGAGAG 


7938 


CUCUCACG CUGAUGAG GCCGUUAGGC CGAA AAUUCCAC 


26314 


2725 


8305 


GAGUGGGU U UCUGACCA 


7939 


UGGUCAGA CUGAUGAG GCCGUUAGGC CGAA ACCCACUC 


26315 


2726 


8304 


AGUGGGUtr U CUGACCAG 


7940 


CUGGUCAG CUGAUGAG GCCGUUAGGC CGAA AACCCACU 


26316 


2727 


8303 


GUGGGUUU C UGACCAGU 


7941 


ACUGGUCA CUGAUGAG GCCGUUAGGC CGAA AAACCGAC 


26317 


2736 


8294 


UGACCAGU C CCCCCCCA 


7942 


UGGGGGGG CUGAUGAG GCCGUUAGGC CGAA ACUGGUCA 


26318 


2746 


8284 


CCCCCCAU A CCGGCGUU 


7943 


AACGCCGG CUGAUGAG GCCGUUAGGC CGAA AUGGGGGG 


26319 


2754 


8276 


ACCGGCGU U GGAGCAGC 


7944 


GCUGCUCC CUGAUGAG GCCGUUAGGC CGAA ACGCCGGU 


26320 


2764 


8266 


GAGCAGCU C CAUCUUCU 


7945 


AGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AGCUGCUC 


26321 


2768 


8262 


AGCUCCAU C UUCUCUAU 


7946 


AUAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGCU 


26322 


2770 


8260 


CUCCAUCU U CUCUAUGA 


7947 


UCAUAGAO CUGAUGAG GCCGUUAGGC CGAA AQAUGGAG 


26323 


2771 


8259 


UCCAUCUU C UCUAUGAC 


7948 


GUCAUAGA CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


26324 


2773 


8257 


CAUCUUCU C UAUGACUU 


7949 


AAGUCAUA CUGAUGAG GCCGUUAGGC CGAA AGAAGAUG 


26325 


2775 


8255 


UCUUCUCU A UGACUUUC 


7950 


GAAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGAGAAGA 


26326 


2781 


8249 


CUAUGACU U UCGGCAUG 


7951 


CAUGCCGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUAG 


26327 


2782 


8248 


UAUGACUU U CGGCAUGU 


7952 


ACAUGCCG CUGAUGAG GCCGUUAGGC CGAA AAGUCAUA 


26328 


2783 


8247 


AUGACUUU C GGCAUGUA 


7953 


UACAUGCC CUGAUGAG GCCGUUAGGC CGAA AAAGUCAU 


26329 


2791 


8239 


CGGCAUGU A GG6GCAGA 


7954 


UCUGCCCC CUGAUGAG GCCGUUAGGC CGAA ACAUGCCG 


26330 


2806 


8224 


GAGCAGCU U CACGCAAA 


7955 


UUUGCGUG CUGAUGAG GCCGUUAGGC CGAA AGGUGCUC 


26331 


2807 


8223 


AGCACCUU C ACGCAAAA 


7956 


UUUUGCGU CUGAUGAG GCCGUUAGGC CGAA AAGGUGCU 


26332 


2817 


8213 


CGCAAAAU U CCCUUGGC 


7957 


GCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AUUUUGCG 


26333 


2818 


8212 


GCAAAAUU C CCUUGGCC 


7958 


GGCCAAGG CUGAUGAG GCCGUUAGGC CGAA AAUUUUGC 


26334 


2822 


6208 


AAUUCCCU U GGCCCUCG 


7959 


CGAGGGCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAUU 


26335 


2829 


8201 


UUGGCCCU C GGUGCAGC 


7960 


GCUGCACC CUGAUGAG GCCGUUAGGC CGAA AGGGCCAA 


26336 


2842 


8188 


CAGCCAGU C CUCAACCA 


7961 


UGGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGGCUG 


26337 


2645 


8185 


CCAGUCCU C AACCAUUU 


7962 


AAAUGGUU CUGAUGAG GCCGUUAGGC CGAA AGGACUGG 


26338 


2852 


8178 


UCAACCAU U UCAAGGAC 


7963 


GUCCUUGA CUGAUGAG GCCGUUAGGC CGAA AUGGUUGA 


26339 


2853 


8177 


CAACCAUU U CAAGGACC 


7964 


GGUCCUUG CUGAUGAG GCCGUUAGGC C6AA AAUGGUUG 


26340 


2854 


8176 


AACCAUUU C AAG6ACCC 


7965 


GGGUCCUU CUGAUGAG GCCGUUAGGC CGAA AAAUGGUU 


26341 


2867 


8163 


ACCCGAAU C GUCCUAUG 


7966 


CAUAGGAC CUGAUGAG GCCGUUAGGC CGAA AUUOGGGU 


26342 


2870 


8160 


CGAAUCGU C CUAUGCUC 


7967 


GAGCAUAG CUGAUGAG GCCGUUAGGC CGAA ACGAUUCG 


26343 


2873 


8157 


AUCGUCCU A UGCUCUUC 


7968 


GAAGAGCA CUGAUGAG GCCGUUAGGC CGAA AG6ACGAU 


26344 


2878 


8152 


CCUAUGCU C UUCAACCU 


7969 


AGGUUGAA CUGAUGAG GCCGUUAGGC CGAA AGCAUAGG 


26345 


2880 


8150 


UAUGCUCU U CAACCUCA 


7970 


UGAGGUUG CUGAUGAG GCCGUUAGGC CGAA AGAGCAUA 


26346 


2881 


8149 


AUGCUCUU C AACCUCAG 


7971 


CUGAGGUU CUGAUGAG GCCGUUAGGC CGAA AAGAGCAU 


26347 


2887 


8143 


tJUCAACCU C AGCACUUG 


7972 


CAAGUGCU CUGAUGAG GCCGUUAGGC CGAA AGGUUGAA 


26348 


2894 


8136 


UCAGCACU U GACGAGGA 


7973 


UCCUCGUC CUGAUGAG GCCGXJUAGGC CGAA AGUGCUGA 


26349 


2905 


8125 


CGAGGACU C UCCGAUGU 


7974 


ACAUCGGA CUGAUGAG GCCGUUAGGC CGAA AGUCCUCG 


26350 


2907 


8123 


AGGACUCU C CGAUGUCA 


7975 


UGACAUCG CUGAUGAG GCCGUUAGGC CGAA AGAGUCCU 


26351 


2914 


8116 


UCCGAUGU C ACAAAGGA 


7976 


UCCUUUGU CUGAUGAG GCCGUUAGGC CGAA ACAUCGGA 


26352 


2929 


8101 


GAGGGUGU C ACAACACU 


7977 


AGUGUUGU CUGAUGAG GCCGUUAGGC CGAA ACACCCUC 


26353 


2938 


8092 


ACAACACU C AGAAGGUC 


7978 


GACCUUCU CUGAUGAG GCCGUUAGGC CGAA AGUGUUGU 


26354 


2946 


8084 


CAGAAGGU C UGUAGAAC 


7979 


GUUCUACA CUGAUGAG GCCGUUAGGC CGAA ACCUUCUG 


26355 


2950 


8080 


AGGUCUGU A GAACACAU 


7980 


AUGUGUUC CUGAUGAG GCCGUUAGGC CGAA ACAGACCU 


26356 


2959 


8071 


GAACACAU C CACUCCAC 


7981 


GUGGAGUG CUGAUGAG GCCGUUAGGC CGAA AUGUGUUC 


26357 


2964 


6066 


CAUCCACU C CACUCUUC 


7982 


GAAGAGUG CUGAUGAG GCCGUUAGGC CGAA AGUGGAUG 


26358 


2969 


8061 


ACUCCACU C UUCAUGGU 


7983 


ACCAUGAA CUGAUGAG GCCGUUAGGC CGAA AGUGGAGU 


26359 


2971 


8059 


UCCACUCU U CAUGGUGA 


7984 


UCACCAUG CUGAUGAG GCCGUUAGGC CGAA AGAGUGGA 


26360 


2972 


8058 


CCACaCUU C AUGGUGAC 


7985 


GUCACCAU CUGAUGAG GCCGUUAGGC CGAA AAGAGUGG 


26361 


2986 


8044 


GACAAUGU U CCAUCCAU 


7986 


AUGGAUGG CUGAUGAG GCCGUUAGGC CGAA ACAUUGUC 


26362 


2987 


8043 


ACAAUGUU C CAUCCAUA 


7987 


UAUGGAUG CUGAUGAG GCCGUUAGGC CGAA AACAUUGU 


26363 
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2991 


8039 


UGUUCCAU C CAUAACUU 


7988 


AAGUUAUG CUGAUGAG GCCGUUAGGC CGAA AUGGAACA 


26364 


2995 


8035 


CCAUCCAU A ACUUUGCA 


7989 


UGCAAAGU CUGAUGAG GCCGUUAGGC CGAA AUGGAUGG 


26365 


2999 


8031 


CCAUAACU U UGCACUAG 


7990 


CUAGUGCA CUGAUGAG GCCGUUAGGC CGAA AGUUAUGG 


26366 


3000 


8030 


CAUAACUU U GCACUAGU 


7991 


ACUAGUGC CUGAUGAG GCCGUUAGGC CGAA AAGUUAUG 


26367 


3006 


8024 


UUUGCACU A GUUQGGGC 


7992 


GCCCCAAC CUGAUGAG GCCGUUAGGC CGAA AGUGCAAA 


26368 


3009 


8021 


GCACUAGU U GGGGCUCU 


7993 


AGAGCCCC CUGAUGAG GCCGUUAGGC CGAA ACUAGUGC 


26369 


3016 


8014 


UUGGGGCU C UUCAUGUC 


7994 


GACAUGAA CUGAUGAG GCCGUUAGGC CGAA AGCCCCAA 


26370 


3018 


8012 


GGGGCUCU U CAUGUCCG 


7995 


CGGACAUG CUGAUGAG GCCGUUAGGC CGAA AGAGCCCC 


26371 


3019 


8011 


GGGCUCUU C AUGUCCGG 


7995 


CCGGACAU CUGAUGAG GCCGUUAGGC CGAA AAGAGCCC 


26372 


3024 


8006 


CUUCAUGU C CGGGACCG 


7997 


CGGUCCCG CUGAUGAG GCCGUUAGGC CGAA .ACAUGAAG 


26373 


3037 


7993 


ACCGCCCU U UGUGUACC 


7998 


GGUACACA CUGAUGAG GCCGUUAGGC CGAA AGGGCGGU 


26374 


3038 


7992 


CCGCCCOU U GUGOACCC 


7999 


GGGUACAC CUGAUGAG GCCGUUAGGC CGAA APJ3GGCGG 


26375 


3043 


7987 


CUUU6UGU A CCCUCUGA 


8000 


UCAGAGGG CUGAUGAG GCCGUUAGGC CGAA ACACAAAG 


26376 


3048 


7982 


UGUACCCU C UGACUUCU 


8001 


AGAAGUCA CUGAUGAG GCCGUUAGGC CGAA AGGGUACA 


26377 


3054 


7976 


CUCUGACU U CUUGGACU 


8002 


AGUCCAAG CUGAUGAG GCCGUUAGGC CGAA AGUCAGAG 


26378 


3055 


7975 


UCUGACUU C UUGGACUC 


8003 


QAGUCCAA CUGAUGAG GCCGUUAGGC CGAA AAGUCAGA 


26379 


3057 


7973 


UGACUUCU U GGACUCUU 


8004 


AAGAGUCC CUGAUGAG GCCGUUAGGC CGAA AGAAGUCA 


26380 


3063 


7967 


CUUGGACU C UUUUUUGG 


8005 


CCAAAAAA CUGAUGAG GCCGUUAGGC CGAA AGUCCAAG 


26381 


3065 


7965 


U6GACUCU U UUUUGQGU 


8006 


ACCCAAAA CUGAUGAG GCCGUUAGGC CGAA AQAGUCCA 


26382 


3066 


7964 


GGACUCUU U UUUGGGUU 


8007 


AACCCAAA CUGAUGAG GCCGUUAGGC CGAA AAGAGUCC 


26383 


3067 


7963 


GACUCUUU U UUGGGUUG 


8008 


CAACCCAA CUGAUGAG GCCGUUAGGC CGAA AAAGAGUC 


26384 


3068 


7962 


ACUCUUUU U UGGGUUGC 


8009 


GCAACCCA CUGAUGAG GCCGUUAGGC CGAA AATAGAGU 


26385 


3069 


7961 


CUCUUUUU U GGGUUGCC 


BOlO 


GGCAACCC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAG 


26386 


3074 


7956 


UUUUGGGU U GCCAUAUA 


8011 


UAUAUGGC CUGAUGAG GCCGUUAGGC CGAA ACCCAAAA 


26387 


3080 


7950 


GUUGCCAU A UAGUAACA 


8012 


UGUUACUA CUGAUGAG GCCGUUAGGC CGAA AUGGCAAC 


26388 


3082 


7948 


UGCCAUAU A GUAACACC 


8013 


GGUGUUAC CUGAUGAG GCCGUUAGGC CGAA AUAU6GCA 


26389 


3065 


7945 


CAUAUAGU A ACACCAAC 


8014 


GUUGGUGU CUGAUGAG GCCGUUAGGC CGAA ACUAUAUG 


26390 


3099 


7931 


AACCGCCU C UUCCACAU 


8015 


AUGUGGAA CUGAUGAG GCCGUUAGGC CGAA AGGCGGUU 


26391 


3101 


7929 


CCGCCUCU U CCACAUCC 


8016 


GGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AGAGGCGG 


26392 


3102 


7928 


CGCCUCUU C CACAUCCA 


8017 


UGGAUGUG CUGAUGAG GCCGUUAGGC CGAA AAGAGGCG 


26393 


3108 


7922 


UUCCACAU C CAAGGUCA 


8018 


UGACCUUG CUGAUGAG GCCGUUAGGC CGAA AUGUGGAA 


26394 


3115 


7915 


UCCAAGGU C AAUCACUU 


8019 


AAGUGAUU CUGAUGAG GCCGUUAGGC CGAA ACCUUGGA 


26395 


3119 


7911 


AGGUCAAU C ACUUUUCC 


6020 


GGAAAAGU CUGAUGAG GCCGUUAGGC CGAA AUUGACCU 


26396 


3123 


7907 


CAAUCACU U UUCCGACC 


8021 


GGUCGGAA CUGAUGAG GCCGUUAGGC CGAA AGUGAUUG 


26397 


3124 


7906 


AAUCACUU U UCCGACCG 


8022 


C6GUCGGA CUGAUGAG GCCGUUAGGC CGAA AAGUGAUU 


26398 


3125 


7905 


AUCACUUU U CCGACCGG 


8023 


CCGGUCGG CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


26399 


3126 


7904 


UCACUUUU C CQACCGGU 


8024 


ACCGGUCG CUGAUGAG GCCGUUAGGC CGAA AAAAGUGA 


26400 


3135 


7895 


CGACCGGU U CGAGAAAC 


8025 


GUUUCUCG CUGAUGAG GCCGUUAGGC CGAA ACCGGUCG 


26401 


3136 


7894 


GACCGGUU C GAGAAACC 


8026 


GGUUUCUC CUGAUGAG GCCGUUAGGC CGAA AACCGGUC 


26402 


3146 


7884 


AGAAACCU C CGUUCGAC 


8027 


GUCGAACG CUGAUGAG GCCGUUAGGC CGAA AGGUUUCU 


26403 


3150 


7880 


ACCUCCGU U CGACCAGC 


8028 


GCUGGUCG CUGAUGAG GCCGUUAGGC CGAA ACGGAGGU 


26404 


3151 


7879 


CCUCCQUU C GACCAGCC 


8029 


GGCUGGUC CUGAUGAG GCCGUUAGGC CGAA AACGGAGG 


26405 


3162 


7868 


CCAGCCAU C UCAGUUUU 


8030 


AAAACUQA CUGAUGAG GCCGUUAGGC CGAA AUGGCUGG 


26406 


3164 


7866 


AGCCAUCU C AGUUUUGC 


8031 


GCAAAACU CUGAUGAG GCCGUUAGGC CGAA AGAUGGCU 


26407 


3168 


7862 


AUCUCAGU U UUGCUGUG 


8032 


CACAGCAA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAU 


26408 


3169 


7861 


UCUCAGUU U UGCUGUGC 


8033 


GCACAGCA CUGAUGAG GCCGUUAGGC CGAA AACUGAGA 


26409 


3170 


7860 


CUCAGUUU U GCUGUGCC 


8034 


GGCACA6C CUGAUGAG GCCGUUAGGC CGAA AAACUGAG 


26410 


3182 


7848 


GUGCCCCU A GAGACUGG 


8035 


CCAGUCUC CUGAUGAG GCCGUUAGGC CGAA AGGGGCAC 


26411 


3198 


7832 


GAUGCCCU C CAGDQACA 


8036 


UGUCACUG CUGAUGAG GCCGUUAGGC CGAA AGGGCAUC 


26412 


3208 


7822 


AGUGACAU U GCCDUCUU 


8037 


AAGAAGGC CUGAUGAG GCCGUUAGGC CGAA AUGUCACU 


26413 


3213 


7817 


CAUUGCCU U CUUUCCUG 


8038 


CAGGAAAG CUGAUGAG GCCGUUAGGC CGAA AGGCAAUG 


26414 


3214 


7816 


AUUGCCUU C UUUCCUGG 


8039 


CCAGGAAA CUGAUGAG GCCGUUAGGC CGAA AAGGCAAU 


26415 


3216 


7814 


UGCCUUCU U UCCUGGCG 


8040 


CGCCAGGA CUGAUGAG GCCGUUAGGC CGAA AQAAGGCA 


26416 


3217 


7813 


GCCUUCUU U CCUGGCGU 


8041 


ACGCCAGG CUGAUGAG GCCGUUAGGC CGAA 7AGAAGGC 


26417 


3218 


7812 


CCUUCUUU C CUGGCGUG 


8042 


CACGCCA6 CUGAUGAG GCCGUUAGGC CGAA AAAGAAGG 


26418 


3228 


7802 


UGGCajUGU U UUGCCGCU 


8043 


AGCGGCAA CUGAUGAG GCOGUUAuuC CsSAA ACACGCCA 


26419 


3229 


7801 


GGCGUGUU U UGCCGCUG 


8044 


CAGCGGCA CUGAUGAG GCCGUUAGGC CGAA AACACGCC 


26420 


3230 


7800 


GCGUGUUU U GCCGCUGA 


8045 


UCAGCGGC CUGAUGAG GCCGUUAGGC CGAA AAACACGC 


26421 


3244 


7786 


UGAGCGAU C GACUUCGA 


8046 


UCGAAGUC CUGAUGAG GCCGUUAGGC CGAA AUCGCUCA 


26422 


3249 


7781 


GAUCGACU U CGAOGAUG 


8047 


CAUCAUCG CUGAUGAG GCCGUUAiGGC CGAA AGUCGAUC 


26423 


3250 


7780 


AUCGACOU C GAUGAUG6 


6048 


CCAUCAUC CUGAUGAG GCCGUUAGGC CGAA AAGUCGAU 


26424 


3262 


7768 


GAUGGCCU C UUUGOGGU 


8049 


ACC6CAAA CUGAUGAG GCCGUUAGGC CGAA AGGCCAUC 


26425 
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32o4 


7766 




8050 


^1 1 A ^^V^O A MI VlTVTTn TV n ^n^OTTTTTv n^^'m. m I'l -m _r-«_]-« ■ .j-i ■ 

GUAuuGuA CUGAuGAG GCCGUUAGGC GGAa AGAGGCCA 


26426 


3265 


7765 




O AC1 

oOol 


GGUACUGu uUGcAUGAG GCuGUUAGGC CGAA iUUSAGGCC 


26427 


3271 


7759 




8052 


TT/^A /^TA *^/^ T/^ A T T/^ A f^r^Kfi If TTV t^f^r^ /^^TV TV « m « 

UCZAuUAGG uuGAUGAG GCCGXJUAGGC CGAA ACCGCAAA 


26428 


3275 


7755 




OU3 J 


TV TI T/^ A /** /^7T^ A TT/^ A /^/^/T/^TTTA /*t^/^ /"t/^TV TV TV ^rrfTiv /^^^ 

CsAGuUuAu CUGAUGAG GCCGuuAGGu CGAA AGGuACCG 


26429 


3283 


7747 


TV r'TTr' TV A r» TTTTrTTTTTTTTr' 


one /I 
oU34 


OAAAAOAA Trr T\ T T/^ A /^/^/^^TTfTTV /"VTTV TV A ^TTrT<.^TI 

uAAAAGAA CUGAUGAG GCCGUUAGGC CGAA AGUUCACU 


26430 


J Zoo 






once 

OU93 


OAr^AAAA/^ r^T/~1 ATT/^ A ^ /""/^/^^TTTTA /^O/^ O/^AA A TV ^1 Tf T/^TV 

LiAuAAAALi CUGAUGAG GCCGUUAGGC CGtAA AGAGUUCA 


26431 


3286 


7744 


r»7» nr*TTr«TTTT r* TTniTIT^T/^a 
CtAALuOuU u UUUUurUwi 


once 
oUsb 


TT^AOAAAA /"^^T T/"* A T Ti'^ Jv <^ /^/^/"i/^rTTT'JV /^/^/^ /^/^ TV TV Jv jv n ^tttt<^ 

UGAuAAAA CUGAUGAG GCCGUUAGGC CGAA AAGAGUUC 


26432 




in AO 




oud / 


oaTT/^a^aa rriTr'aTTr^ArT /^rT/^rTTTTTA/^r«/^ ^/^aa AOAA/^ArrrT 
(oAUGAuAA CUGAUGAG GCCGUUAGGC CGAA AGAAGAGU 


26433 




/ /41 






a^aTTT'a^a orTr^aTT^a/^ ^vro/^TTTTA^rto ^v»aa aa^aa/^a^ 
AviAUUAuA CUGAUGAG GCCGUUAGGC CGAA AAGAAGAG 


26434 


3271/ 


/ /40 


TTrTTf Tr^TTfTTT TT iTTTOaTTPTT/^ 


Q nc Q 
aU37 


OA^ATT^A^ I'^T/^ ATT^TV /"^y^r^/^T TTT'n r^r^/*i <'xa^tv iv tvtv*^»tv«tv 

uAGAUGAC CUGAUGAG GCCGUUAGGC CGAA. AAAGAAGA 


26435 




116 1 


TTl^TTTTTTTr«TT O aTTr^TTnTTTTT 


ouou 


aa^r^a^ATT ^VTTOATT^A/^ ^^^/tTTTTTV/^^^ M^TV* TV^TVAATV^TV 

AAuCAGAU CUGAUGAG GCCGUUAGGC CGAA ACAAAAGA 


26436 


3290 


/ /J4 


UOuGUCAiU C uu(9Uuv7AV7 


oUdX 


CUCAACCA CUGAUGAG GCCGUUAGGC CGAA AUGACfiAA 


26437 


3301 


7729 


^ m f w t^l/'ii T VT 7> fjt Tf^l Tf TT T 

CaUCUuGu U uAiJuCUUU 


8062 


AAAGACUC CUiQAUGAG GCCGUUAGGC CGAA ACCA6AUG 


26438 


3306 


7724 


f^fnyw m H /**¥ T r TT ITT^ff tt ttt^ 

GGUuOaGU C UUUCUUUC 


8063 


GAAAGAAA CUGAUGAG GCCGUUAGGC CGAA ACUCAACC 


26439 


3308 


7722 


uUGAGUCU U UCXrUuCGA 


8064 


UGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGACUCAA 


26440 


3309 


7721 


UGAGUCUU U CUUUCCAA 


8065 


UUGGAAAG CUGAUGAG GCCGUUAGGC CGAA AAGACUCA 


26441 


3310 


7720 


/■^ H /TT T^T TT TT T TTTTTT/^<T* TV TV 

GAGUCUXJu C UUUCCAAA 


8066 


UUUGQAAA CUGAUGAG GCCGUUAGGC CGAA AAAGACUC 


26442 


3312 


7718 


GUCUUuCu U UCCAAACC 


8067 


GGUUUGGA CUGAUGAG GCCGUUAGGC CGAA AGAAAGAC 


26443 


"SOI o 


7717 


TTr^f n HT/ II 1IT IV TV TV ^^TTT 


8068 


AG6UUU66 CUGAUGAG GCCGUUAGGC CGAA AAGAAAGA 


26444 


^ JX4 


1 1 XO 


UUuUUUUU U vAAAUuuu 


8069 


GAGGUUUG CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


26445 




/ /Uo 


CCAAACCU C UCCCAAGG 


8070 


CCUUGGGA CUGAUGAG GCCGUUAGGC CGAA AGGUUUGG 


26446 




/ /Oo 


Tl TV TV ortTTrrf T ^ /*T^7\ TVO/^TO 

AAACCUCU C CCAAGGuG 


8071 


CACCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAGGUUU 


26447 


^ Job 




AGGUvxL>v>U L. CUUUUGUU 


8072 


/^^^AAAA/*^ /^Ty^ ATrr**A t^r*i'U vrtr 1 IV /^/^^ ^«^iv iv % m.^.*** 

GGCAAAAG CUGAUGAG GCCGUUAGGC CGAA ACGCACCU 


26448 






TT/^i'^/TTT^/^T TT TTTT^O/^*^/^ A 


8073 


UGGGGCAA CUGAUGAG GCCGUUAGGC CGAA AGGACGCA 


26449 




*7 Q r\ 

/ o y u 


r^l^l^TTl^/'^TTT TT TT/^r^J^i^r^A r« 


8074 


GUGGGGCA CUGAUGAG GCCGUUAGGC CGAA AAGGAC6C 


264S0 




/o o y 


CGUCCUUU U GCCCCACC 


8075 


GGOGGGQC CUGAUGAG GCCGUUAGGC CGAA AAAGGACG 


26451 




/o /y 


r^r^ r^Ti. r^r^i T'irnTnTTA t 


8076 


ACUAAAAA CUGAUGAG GCCGUUAGGC CGAA AGGUGGGG 


26452 


O "3 C T 


7677 


f^m^t^rft^r*Ty tt tttttta/^tt^*"^ 


8077 


GGACUAAA CUGAUGAG GCCGUUAGGC CGAA AGAGGUGG 


26453 


J Jo^ 


to /o 


/^a/^/^tt/^ttt tt tttta/^tt/^/^t 


8078 


AGGACUAA CUGAUGAG GCCGUUAGGC CGAA AAGAGGUG 


26454 


o J D3 


/o / o 


APr'TTr'nTTTT tt TTAn^TrrtTr* 
AuL.UL.UUU U UAuUUUUU 


O 0*70 

8079 


CAGGACUA CUGAUGAG GCCGUUAGGC CGAA AAAGAGGU 


26455 


J Jdo 


/o /4 


/^r^TT/^TTTTTTT TT Al^TT^r^T^'Sr^ 

uCUuUUUU U AGUCuUGG 


8080 


CCAGGACU CUGAUGAG GCCGUUAGGC CGAA AAAAGAGG 


26456 


•9 J9 / 


/ O / J 


UUUUUUUU A iTUwUUVn^U 


oUoX 


ACCAGGAC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAG 


26457 


J JOU 


/o /U 


UUUUUAGU U uUvjurUUUU 


8082 


AAAACCAG CUGAUGAG GCCGUUAGGC CGAA ACUAAAAA 


26458 


J JO o 


/oo4 


/^rTr'/'TT/^r'TT tt TTTTTT/^/^aTT/^ 

(jUuuU(j(7U U UUUuLAUv7 


8083 


CAUGGAAA CUGAUGAG GCCGUUAGGC CGAA ACCAGGAC 


26459 


JJo / 


/oo J 


TTr»r*TTrT*TTrT tt TTTTr«/^ATT/"»TT 

UUuUkjQaUU U UUUuAUvsU 


8084 


ACAUGGAA CUGAUGAG GCCGUUAGGC CGAA AACCAGGA 


26460 


J Jo o 


/00<£ 


<^r'TTn!/^rTnTT tt TTi^l^ATT/^lTT 

UUULKjUUU U UUUiUJvaUU 


8085 


AACAUGGA CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


26461 




7661 


/TTT/^/^T TT tt TT T TT /l/^ATTr»TTrT/^ 

uUGGUUUU U uCAUGUUu 


8086 


GAACAUGG CUGAUGAG GCCGUUAGGC CGAA AAAACCAG 


26462 


3370 


7660 


Tlftffl Hll ITtTT ^UTT/^TTTI^T 

UGQUUUUU u CAUGUUuU 


8087 


AGAACAUG CUGAUGAG GCCGUUAGGC CGAA AAAAACCA 


26463 


J J /o 


7654 


TTTT/^/^ATT/^T TT /WTTTTTATT/5 A 


6088 


UCAUAAAG CUGAUGAG GCCGUUAGGC CGAA ACAUGGAA 


26464 


J J / / 


/03 J 


TT^r*aTTr'TTTT r* TTTTTTaTTrra/^ 

UuuAUvUU U UUUAUvxAlj 


8089 


CUCAUAAA CUGAUGAG GCCGUUAGGC CGAA AACAUGGA 


26465 


J J f y 


ICC, 1 

/box 


P&TT/^TTTTl^T TT naTT/^A/*'TTr« 

UAULfUUUU U UAUvxALrUG 


8090 


CACUCAUA CUGAUGAG GCCGUUAGGC CGAA AGAACAUG 


26466 




/03vJ 


aT7<^7fTr*rTrT tt aTT^ar2rT<^TT 


Q no 1 
0U7X 


JV ^T TV ^^TT^^ TV TT r T^* TV T T^* TV ^ ^^^^^^r TTTTV ^^A^ AH^mt^ ^ m. ^^m. m. ^^-^^^ 

ACACUCAU CUGAUGAG GCCGUUAGGC CGAA AAGAACAU 


26467 


1 "a Q 1 
J JoX 


/b^y 


TTr*TTTTr«TTTTTT A TT^AOTTrTTTr* 

UvsUUUUUU A U(jAGU(jUU 


8092 


GACACUCA CUGAUGAG GCCGUUAGGC CGAA AAAGA7VCA 


26468 


J O O 7 


/ ofi X 


aTTnanTTrsTT n psTTnTTTATT 


8093 


AUAACAUG CUGAUGAG GCCGUUAGGC CGAA ACACUCAU 


26469 


J 


/ O J 2 


niTr'p'aTTnTT tt ATTnr^ atta/^ 
uUUUAUUriJ U iiUcKorlUACj 


8094 


CUAUCCAU CUGAUGAG GCCGUUAGGC CGAA ACAUGGAC 


26470 


JJ70 


/ OOrt 


TIPPATTRTUT 21 TTf3fl2iTT&na 


DU73 


TT/^TATT/^^A ^TTT^AFT^AO t^f^r^/^frrfKf^r^r^ «Tia^tv^^^ 

UCUAUCCA CUGAUGAG GCCGUUAGGC CGAA AACAUGGA 


26471 




/ D ^ O 


TTTT&TT/3f3ATT & r'ar»2iTir»ar» 


0U70 


^iT TV T T^T T^* T/^ TV T T#^ TV /^/^/^^TTTYTi ^*»^*tTi * ^♦TA^^mT^^^ 

GUCAUGUC CUGAUGAG GCCGUUAGGC CGAA AUCCAUAA 


26472 


3441 


7589 


vaijUnivjAuv U UizriUV3v7UA 


ono T 


UGuCAUCXi CUGAUGAG GCCGUUAGGC CGAA ACUCUQCC 


26473 


3452 


/ 3 / □ 


AUVaowUjVJ U oUUwLAaUU 


8098 


AACGCAAC CUGAUGAG GCCGUUAGGC CGAA ACUGCCAU 


26474 


3455 


/ D r 13 


UUAVaUUviU U VsvajUUUuA 


8099 


UGGAACGC CUGAUGAG GCCGUUAGGC CGAA ACAACUGC 


26475 


3460 


/ D / U 


U uUAAAuAu 


olOO 


CUGUUUGG CUGAUGAG GCCGUUAGGC CGAA ACGCAACA 


26476 


J40X 


/DbS 


ijUu\3uk7UU C CAAACAGA 


8101 


UCUGUUUG CUGAUGAG GCCGUUAGGC CGAA AACGCAAC 


26477 






AUA^iHvjUU U (iuUUuAUU 


8102 


AAUGGAGC CUGAUGAG GCCGUUAGGC CGAA AGCUCUGU 


26478 


3477 


/ 93 J 


AUVxUUOv^ij ^ UAUUUUUU 


0^ AO 


GGAGAAUG CUGAUGAG GCCGUUAGGC CGAA J^SCAAGCU 


26479 


ox 


/ 347 


UuUUUUAU U UUUUUAAA 


8104 


UUUGGGAG CUGAUGAG GCCGUUAGGC CGAA AUGGAGCA 


26480 


3482 


7548 


GCUCCAUU C UCCCAAAG 


8105 


CUUUGGGA CUGAUGAG GCCGUUAGGC CGAA AAUGGAGC 




3484 


7546 


UCCADUCD C CCAAAGCG 


8106 


CGCUUUGG CUGAUGAG GCCGUUAGGC CGAA AGAAUGGA 


26482 


3494 


7536 


CAAAGCGU C ACCGCUGC 


8107 


GCAGCGGU CUGAUGAG GCCGUUAGGC CGAA ACGCUUUG 


26483 


3512 


7518 


GCCGUGAU C AAAAUUCC 


8108 


GGAAUUUU CUGAUGAG GCCGUUAGGC CGAA AUCACGGC 


26484 


3518 


7512 


AUCAAAAU U CCGGCOUC 


8109 


QAAGCCGG CUGAUGAG GCCGUUAGGC CGAA AUUUUGAU 


26485 


3519 


7511 


UCAAAAUU C CGGCUUCU 


8110 


AGAAGCCG CUGAUGAG GCCGUUAGGC CGAA AAUUUUGA 


26486 


3525 


7505 


OUCCGGCU U COCGUACU 


8111 


AGUACGAG CUGAUGAG GCCGUUAGGC CGAA AGCCGGAA 


26487 
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3526 


7504 


UCCX^GCUU C UCGUACUG 


8112 


CAGUACGA CUGAUGAG GCCGUUAGGC CGAA AAGCCGGA 


26488 


3528 


7502 


CGGCUUCU C GUACUGUC 


8113 


GACAGUAC CUGAUGAG GCCGUUAGGC CGAA AGAAGCCG 


26489 


3531 


7499 


CUUCUCGU A CUGUCUUC 


8114 


GAAGACAG CUGAUGAG GCCGUUAGGC CGAA ACGAGAAG 


26490 


3536 


7494 


CGUACUGU C UUCACAGA 


8115 


UCUGUGAA CUGAUGAG GCCGUUAGGC CGAA ACAGUACG 


26491 


3538 


7492 


UACUGUCU U CACAGACX3 


8116 


CGUCUGUG CUGAUGAG GCCGUUAGGC CGAA AGACA6UA 


26492 


3539 


7491 


ACUGUCUU C ACAOAOGG 


8117 


CCGUCU6U CUGAUGAG GCCGUUAGGC CGAA AASACAGU 


26493 


3550 


7480 


AGACGGGU U CACUACUA 


8118 


UAGUAGUG CUGAUGAG GCCGUUAGGC CGAA ACCCGUCU 


26494 


3551 


7479 


GACGGGUU C ACUACUAC 


8119 


GUAGUAGU CUGAUGAG GCCGUUAGGC CGAA AACCCGUC 


26495 


3555 


7475 


GGUUCACU A OIACUGCA 


8120 


UGCAGUAG CUGAUGAG GCCGUUAGGC CGAA AGUGAACC 


26496 


3558 


7472 


UCACUACU A CUGCAGCU 


8121 


AGCUGCAG CUGAUGAG GCCGUUAGGC CGAA AGUAGUGA 


26497 


3567 


7463 


CUGCAGCa A GAGACACC 


8122 


GGUGUCUC CUGAUGAG GCCGUUAGGC CGAA AGCUGCAG 


26498 


3581 


7449 


ACCAAGAU C AGCAUGAU 


8123 


AUCAUGCU CUGAUGAG GCCGUUAGGC CGAA AUCUUGGU 


26499 


3530 


7440 


AGCAUGAU C UGOCCAAC 


8124 


GUUGGACA CUGAUGAG GCCGUUAGGC CGAA AUCAUGCU 


26500 


3594 


7436 


UGAUCUGU C CAACUUUC 


8125 


GAAAGUUG CUGAUGAG GCCGUUAGGC CGAA ACAGAUCA 


26501 


3600 


7430 


GUCCAACU U UCUUCUGC 


8126 


GCAGAAGA CUGAUGAG GCCGUUAGGC CGAA AGUUGGAC 


26502 


3601 


7429 


UCCAACUU u cuacuGCA 


8127 


UGCAGAAG CUGAUGAG GCCGUUAGGC CGAA AAGUUGGA 


26503 


3602 


7428 


CCAACUUU C UUCUGCAU 


8128 


AUGCAGAA CUGAUGAG GCCGUUAGGC CGAA AAAGUUGG 


26504 


3604 


7426 


AACUUUCU U CUGCAUGA 


8129 


UCAUGCAG . CUGAUGAG GCCGUUAGGC CGAA AGAAAGUU 


26505 


3605 


7425 


ACDDUCUU C UGCAUGAU 


8130 


AUCAUGCA CUGAUGAG GCCGUUAGGC CGAA AAGAAAGU 


26506 


3628 


7402 


GGUGCGCU C UAAUUCUG 


8131 


CAGAAUUA CUGAUGAG GCCGUUAGGC CGAA AGCGCACC 


26507 


3630 


7400 


UGCGCUCU A AUUCUGGG 


8132 


CCCAGAAU CUGAUGAG GCCGUUAGGC CGAA AGAGCGCA 


26508 


3633 


7397 


GCUCUAAU U CUGGGACG 


8133 


CGUCCCAG CUGAUGAG GCCGUUAGGC CGAA AUUAGAGC 


26509 


3634 


7396 


CUCUAAUU C UGGGACGU 


8134 


ACG0CCCA CUGAUGAG GCCGUUAGGC CGAA AAUUAGAG 


26510 


3643 


7387 


UGGGACGU C CGUGGCCA 


8135 


UGGCCACG CUGAUGAG GCCGUUAGGC CGAA ACGUCCCA 


26511 


3661 


7369 


GAUGCCAU C CACUACAG 


8136 


CUGUAGUG CUGAUGAG GCCGUUAGGC CGAA AUGGCAUC 


26512 


3666 


7364 


CAUCCAOJ A CAGCGUUC 


8137 


GAACGCUG CUGAUGAG GCCGUUAGGC CGAA AGUGGAUG 


26513 


3673 


7357 


UACAGCGU U CUUCAUGA 


8138 


UCAUGAAG CUGAUGAG GCCGUUAGGC CGAA ACGCUGUA 


26514 


3674 


7356 


ACAGCGUU C UUCAUGAU 


8139 


AUCAUGAA CUGAUGAG GCCGUUAGGC CGAA AACGCUGU 


26515 


3676 


7354 


AGCGDUOJ U CAUGAUUC 


8140 


GAAUCAUG CUGAUGAG GCCGUUAGGC CGAA A6AACGCU 


26516 


3677 


7353 


6C6UUCUU C AUGAU17CC 


8141 


GGAAUCAU CUGAUGAG GCCGUUAGGC CGAA AAGAACGC 


26517 


3683 


7347 


U0CAUGAU U CCGGCCGC 


8142 


GCGGCCGG CUGAUGAG GCCGUUAGGC CGAA AUCAUGAA 


26518 


3684 


7346 


UCAUGAUU C CGGCCXSOJ 


8143 


AGCGGCCG CUGAUGAG GCCGUUAGGC CGAA AAUCAUGA 


26519 


3695 


7335 


GCCGCUGU C CGCCX3CUG 


8144 


CAGCGGCG CUGAUGAG GCCGUUAGGC CGAA ACAGCGGC 


26520 


3716 


7314 


GAGCGCAU U GCCUCAGC 


8145 


GCUGAGGC CUGAUGAG GCCGUUAGGC CGAA AUGCGCUC 


26521 


3721 


7309 


CAUUGCCU C AGCUUGCC 


8146 


QGCAAGCU CUGAUGAG GCCGUUAGGC CGAA AGGCAAUG 


26522 


3726 


7304 


CCUCAGCU U GCCAACCG 


8147 


CGGUUGGC CUGAUGAG GCCGUUAGGC CGAA AGCUGAGG 


26523 


3745 


7285 


AACCAUGU A GQCAUAGU 


8148 


ACUAUGCC CUGAUGAG GCCGUUAGGC CGAA ACAUGGUU 


26524 


3751 


7279 


GUAGGCAU A GUGGCAAA 


8149 


UUUGCCAC CUGAUGAG GCCGUUAGGC CGAA AUGCCUAC 


26525 


3770 


7260 


AGGAGUGU U GCCGCUGU 


8150 


ACAGCGGC CUGAUGAG GCCGUUAGGC CGAA ACACUCCU 


26526 


3779 


7251 


GCCGCUGU U ACCGUAAC 


8151 


GUUACGGU CUGAUGAG GCCGUUAGGC CGAA ACAGCGGC 


26527 


3780 


7250 


CCGCUGUU A CCGUAACG 


8152 


CGUUACGG CUGAUGAG GCCGUUAGGC CGAA AACAGCGG 


26528 


3785 


7245 


GUUACCGU A ACGGUGAG 


8153 


CUCACCGU CUGAUGAG GCCGUUAGGC CGAA ACGGUAAC 


26529 


3801 


7229 


GGGUGAOJ U GUCCCCAG 


8154 


CUGGGGAC CUGAUGAG GCCGUUAGGC CGAA AGUCACCC 


26530 


3804 


7226 


UGACUUGU C CCCAGCAU 


8155 


AUGCUGGG CUGAUGAG GCCGUUAGGC CGAA ACAAGUCA 


26531 


3813 


7217 


CCCAGCAU C CGGCUGCU 


8156 


AGCAGCCG CUGAUGAG GCCGUUAGGC CGAA AUGCUGGG 


26532 


3822 


7208 


CGGCUGCU A GCAGGAGA 


8157 


UCUCCUGC CUGAUGAG GCCGUUAGGC CGAA AGCAGCCG 


26533 


3840 


7190 


CCGACAOJ C CAACAUCG 


8158 


CGAUGUUG CUGAUGAG GCCGUUAGGC CGAA AGUGUCGG 


26534 


3847 


7183 


UCCAACAU C GAGGAAGG 


8159 


CCUUCGUC CUGAUGAG GCCGUUAGGC CGAA AUGUUGGA 


26535 


3B64 


7166 


GGAAGCOJ C GCGCGAGU 


8160 


ACUCGCGC CUGAUGAG GCCGUUAGGC CGAA AGGCUUCC 


26536 


3879 


7151 


GUGUGAAU A GUGCACUU 


8161 


AAGUGCAC CUGAUGAG GCCGUUAGGC CGAA AUUCACAC 


26537 


3887 


7143 


AGUGCACU U GCCUGAAC 


8162 


GUUCAGGC CUGAUGAG GCCGUUAGGC CGAA AGUGCACU 


26538 


3898 


7132 


CUGAACGU V UAUUGAGG 


8163 


CCUCAAUA CUGAUGAG GCCGUUAGGC CGAA ACGUUCAG 


26539 


3899 


7131 


UGAACGUU U AUUGAGGU 


8164 


ACCUCAAU CUGAUGAG GCCGUUAGGC CGAA AACGUUCA 


26540 


3900 


7130 


GAACGUUU A UUGAGGUC 


8165 


GACCUCAA CUGAUGAG GCCGUUAGGC CGAA AAACGUUC 


26541 


3902 


7128 


ACGUUUAU U GAGGUCAA 


8166 


UUGACCUC CUGAUGAG GCCGUUAGGC CGAA AUAAACGU 


26542 


3908 


7122 


AUUGAGGU C AAUGAGGU 


8167 


ACCUCAUU CUGAUGAG GCCGUUAGGC CGAA ACCUCAAU 


26543 


3919 


7111 


UGAGGUGU U GAUGUAAU 


8168 


AUUACAUC CUGAUGAG GCCGUUAGGC CGAA ACACCUCA 


26544 


3925 


7105 


GUUGAUGU A AUCUGACG 


8169 


CGUCAGAU CUGAUGAG GCCGUUAGGC CGAA ACAUCAAC 


26545 


3926 


7102 


GAUGUAAU C UGACGUGA 


8170 


UCACGUCA CUGAUGAG GCCGUUAGGC CGAA AUUACAUC 


26546 


3938 


7092 


GACGUGAU C AAAUGCUU 


8171 


AAGCAUUU CUGAUGAG GCCGUUAGGC CGAA AUCACGUC 


26547 


3946 


7084 


CAAAUGCU U UAGCAGUQ 


8172 


CACUGCUA CUGAUGAG GCCGUUAGGC CGAA AGCAUUUG 


26548 


3947 


7083 


AAAUGCUU U AOCAGUGG 


8173 


CCACUGCU CUGAUGAG GCCGUUAGGC CGAA AAGCAUUU 


26549 
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Table Vm 



3948 


7082 


AAUGCUUU A GCAGUGGA 


8174 


UCCACUGC CUGAUGAG GCCGUUAGGC CGAA AAAGCAUU 


26550 


3971 


7059 


ACCGCUGU U GUCACAGC 


8175 


GCUGUGAC CUGAUGAG GCCGUUAGGC CGAA ACAGCGGU 


26551 


3974 


7056 


GCUGUUGU C ACAGCGUA 


8176 


UACGOJGU CUGAUGAG GCCGUUAGGC CGAA AGAACAGC 


26552 


3982 


7048 


CACAGC6U A CA6UGACC 


8177 


GGUCACUG CUGAUGAG GCCGUUAGGC CGAA ACGCUGUG 


26553 


3998 


7032 


CAGGCUGU U GCCGGCCU 


8178 


AQGCCGGC CUGAUGAG GCCGUUAGGC CGAA ACAGCCUG 


26554 


4007 


7023 


GCCGGCCU C AAGUCCAA 


8179 


UUGGACUU CUGAUGAG GCCGUUAGGC CGAA AGGCCGGC 


26555 


4012 


7018 


CCUCAAGU C CAAAAGAA 


8180 


UUCUUUUG CUGAUGAG GCCGUUAGGC CGAA ACUUGAGG 


26556 


4024 


7006 


AAGAAACU C UCCCAUGC 


8181 


GCAUGGGA CUGAUGAG GCCGUUAGGC CGAA AGUUUCUU 


26557 


4026 


7004 


GAAACUCU C CCAUGCU6 


8182 


CAGCAUGG CUGAUGAG GCCGUUAGGC CGAA AGAGUUUC 


26558 


4039 


6991 


GCUGAAAU U CUCCUUGA 


8183 


UCAAGGAG CUGAUGAG GCCGUUAGGC CGAA AUUUCAGC 


26559 


4040 


6990 


CUGAAAUU C UCCUUGAC 


8184 


GUCAAGGA CUGAUGAG GCCGUUAGGC CGAA AAUUUCAG 


26560 


4042 


6988 


GAAAUUCU C CUUGACCU 


8185 


AGGUCAAG CUGAUGAG GCCGUUAGGC CGAA AGAAUUUC 


26561 


4045 


6965 


AUUCUCCU U GACCUCAA 


8186 


UUGAGGUC CUGAUGAG GCCGUUAGGC CG?A AGGAGAAU 


26562 


4051 


6979 


CUUGACCU C AAUUCUUU 


8187 


AAAGAAUU CUGAUGAG GCCGUUAGGC CGAA AGGUCAAG 


26563 


4055 


6975 


ACCUCAAU U CUUUGCCC 


8188 


GG6CAAAG CUGAUGAG GCCGUUAGGC CGAA AUUGAGGU 


26564 


4056 


6974 


CCUCAAUU C UUUGCCCA 


8189 


UGGGCAAA CUGAUGAG GCCGUUAGGC CGAA AAUUGAG6 


26565 


4058 


6972 


UCAAUUCU U UGCCCAAA 


8190 


UUUGGGCA CUGAUGAG GCCGUUAGGC CGAA AGAAUUGA 


26566 


4059 


6971 


CAAUUCUU U GCCCAAAC 


8191 


GUUUGGGC CUGAUGAG GCCGUUAGGC CGAA AAGAAUUG 


26567 


4076 


6954 


AAAOJGCU U AUGUCACU 


8192 


AGUGACAU CUGAUGAG GCCGtJUAGGC CGAA AGCAGUUU 


26568 


4077 


6953 


AACUGCUU A UGUCACUC 


8193 


GAGUGACA CUGAUGAG GCCGUUAGGC CGAA AAGCAGUU 


26569 


4081 


6949 


GCUUAUGU C ACUCUUGG 


8194 


CCAAGAGU CUGAUGAG GCCGUUAGGC CGAA ACAUAAGC 


26570 


4085 


6945 


AUGUCACU C UUGGUCUU 


8195 


AAGACCAA CUGAUGAG GCCGUUAGGC CGAA AGUGACAU 


26571 


4087 


6943 


GUCACUCU U GGUCUUAU 


8196 


AUAAGACC CUGAUGAG GCCGUUAGGC CGAA AGAGUGAC 


26572 


4091 


6939 


CUCUUGGU C UUAUCUAG 


8197 


CUAGAUAA CUGAUGAG GCCGUUAGGC CGAA ACCAA6AG 


26573 


4093 


6937 


CUUGGUCU U AUCUAGCC 


8198 


GGCUAGAU CUGAUGAG GCCGUUAGGC CGAA AGACCAAG 


26574 


4094 


6936 


UUGGUCUU A UCUAGCCA 


8199 


UGGCUAGA CUGAUGAG GCCGUUAGGC CGAA AAGACCAA 


26575 


4096 


6934 


GGUCUUAU C UAGCCAAC 


8200 


GUUGGCUA CUGAUGAG GCCGUUAGGC CGAA AUAAGACC 


26576 


4098 


6932 


UCUUAUCU A GCCAACCC 


8201 


GGGUUGGC CUGAUGAG GCCGUUAGGC CGAA AGAUAAGA 


26577 


4109 


6921 


CAACCCAU C UCGUUGGC 


8202 


GCCAACGA CUGAUGAG GCCGUUAGGC CGAA AUGGGUUG 


26578 


4111 


6919 


ACCCAUCU C GUUGGCUG 


8203 


CAGCCAAC CUGAUGAG GCCGUUAGGC CGAA AGAUGGGU 


26579 


4114 


6916 


CAUCUCGU U GGCUGCCA 


8204 


UGGCAGCC CUGAUGAG GCCGUUAGGC CGAA ACGAGAUG 


26580 


4130 


6900 


ACUGCGCU C ACAAGGGU 


8205 


ACCCUUGU CUGAUGAG GCCGUUAGGC CGAA AGCGCAGU 


26581 


4139 


6891 


ACAAGGGU C AUGACACA 


8206 


UGUGUCAU CUGAUGAG GCCGUUAGGC CGAA ACCCUUGU 


26582 


4151 


6879 


ACACAAAU C AGGAACAC 


8207 


GUGUUCCU CUGAUGAG GCCGUUAGGC CGAA AUUUGUGU 


26583 


4164 


6866 


ACACGGCU A GCUGGUUG 


8206 


CAACCAGC CUGAUGAG 6C0GUUAGGC CGAA AGCCGUGU 


26564 


4171 


6859 


UAGCUGGU U GUCUGUCU 


8209 


AGACAGAC CUGAUGAG GCCGUUAGGC CGAA ACCAGCUA 


26585 


4174 


6856 


CUGGUUGU C UGUCUGCG 


8210 


CGCAGACA CUGAUGAG GCCGUUAGGC CGAA ACAACCAG 


26586 


4178 


6852 


UUGUCUGU C UGCGAACG 


8211 


CGUUCGCA CUGAUGAG GCCGUUAGGC CGAA ACAGACAA 


26587 


4188 


6842 


GCGAACGU U GCUUCUCU 


8212 


AGAGAAGC CUGAUGAG GCCGUUAGGC CGAA ACGUUCGC 


26588 


4192 


6838 


ACGUUGCU U CUCUGGCU 


8213 


AGCCAGAG CUGAUGAG GCCGUUAGGC CGAA AGCAACGU 


26589 


4193 


6837 


CGUUGCUU C UCUGGCUC 


8214 


GAGCCAGA CUGAUGAG GCCGUUAGGC CGAA AAGCAACG 


26590 


4195 


6835 


UUGCUUCU C UGGCUCAG 


8215 


CUGAGCCA CUGAUGAG GCCGUUAGGC CGT^ AGAAGCAA 


26591 


4201 


6829 


CUCUGGCU C AGGAAUUA 


8216 


UAAUUCCU CUGAUGAG GCCGUUAGGC CGAA AGCCAGAG 


26592 


4208 


6822 


UCAGGAAU U AGCACAAU 


8217 


AUUGUGCU CUGAUGAG GCCGUUAGGC CGAA AUUCCUGA 


26593 


4209 


6821 


CAGGAAUU A GCACAAUC 


8218 


GAX}UGUGC CUGAUGAG GCCGUUAGGC CGAA AAUUCCUG 


26594 


4217 


6813 


AGCACAAU C AUCAAGA6 


8219 


CUCUUGAU CUGAUGAG GCCGUUAGGC CGAA AUUGUGCU 


26595 


4220 


6810 


ACAAUCAU C AAGAGAAQ 


8220 


CUUCUCUU CUGAUGAG GCCGUUAGGC CGAA AUGAUUGU 


26596 


4244 


6786 


AGCAACAU U CCGGCGAU 


6221 


AUCGCCGG CUGAUGAG GCCGUUAGGC CGAA AUGUUGCU 


26597 


4245 


6785 


GCAACAUU C CGGCGAUC 


8222 


GAUCGCCG CUGAUGAG GCCGUUAGGC CGAA AAUGUUGC 


26598 


4253 


6777 


CCGGCGAU C UUCGUUCC 


8223 


GGAACGAA CUGAUGAG GCCGUUAGGC CGAA AUCGCCGG 


26599 


4255 


6775 


GGCGAUCU U CGUUCCUG 


8224 


CAGGAACG CUGAUGAG GCCGUUAGGC CGAA AGAUCGCC 


26600 


4256 


6774 


GCGAUCUU C GUUCCUGG 


8225 


CCAGGAAC CUGAUGAG GCCGUUAGGC CGAA AAGAUCGC 


26601 


4259 


6771 


AUCUUCGU U CCUGGAAC 


8226 


GUUCCAGG CUGAUGAG GCCGUUAGGC CGAA ACGAAGAU 


26602 


4260 


6770 


UCUUCGUU C CUGGAACU 


8227 


AGUUCCAG CUGAUGAG GCCGUUAGGC CGAA AACGAAGA 


26603 


4269 


6761 


CUGGAACU U CAGCCAUC 


8228 


GAUGGCUG CUGAUGAG GCCGUUAGGC CGAA AGUUCCAG 


26604 


4270 


6760 


UGGAACUU C AGCCAUCC 


8229 


GGAUGGCU CUGAUGAG GCCGUUAGGC CGAA AAGUUCCA 


26605 


4277 


6753 


UCAGCCAU C CAACAGAA 


8230 


UUCUGUUG CUGAUGAG GCCGUUAGGC CGAA AUGGCUGA 


26606 


4292 


6738 


AAAAAGGU C GCGACUCC 


8231 


GGAGUCGC CUGAUGAG GCCGUUAGGC CGAA ACCUUUUU 


26607 


4299 


6731 


0CGCGACU C CCAAGACA 


8232 


UGUCUUGG CUGAUGAG GCCGUUAGGC CGAA AGUCGCGA 


26608 


4314 


6716 


CAGCGCCU C CCAAACCU 


8233 


AGGUUUGG CUGAUGAG GCCGUUAGGC CGAA AGGCGCUG 


26609 


4323 


6707 


CCAAACCU A UCUUUCCA 


8234 


UGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGGUUUGG 


26610 


4325 


6705 


AAACCUAU C UUUCCAAU 


8235 


AUUGGAAA CUGAUGAG GCCGUUAGGC CGAA AUAGGUUU 


26611 
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4327 


6703 


ACCUAUCa U UCCAAUGC 


8236 


GCAUUGGA OJGAUGAG GCCGUUAGGC CGAA AGAUAGGU 


26612 


4328 


6702 


CCUAUCUU U CCAAtJGCC 


8237 


GGCAUUGG CUGAUGAG GCCGUUAGGC CGAA AAGAUAGG 


26613 


4329 


6701 


CUAUCUUU C CAAUGCCC 


8238 


GGGCAUUG CUGAUGAG GCCGUUAGGC CGAA AAAGAUAG 


26614 


4339 


6691 


AAUGCCCU U CCGCUGCA 


8239 


UGCAGCGG CUGAUGAG GCCGUUAGGC CGAA AGGGCAUU 


26615 


4340 


6690 


AUGCCCUU C CGCUGCAU 


8240 


ATJGCAGCG CUGAUGAG GCCGUUAGGC CGAA AAGGGCAU 


26616 


4362 


6668 


GGAAGAAU A CUCCCAUG 


8241 


CAUGGGAG CUGAUGAG GCCGUUAGGC CGAA AUUCUUCC 


26617 


4365 


6665 


AGAAUACU C CCAUG6UC 


8242 


GACCAUGG CUGAUGAG GCCGUUAGGC CGAA AGUAUUCU 


26618 


4373 


6657 


CCCAUGGU C AUCACACU 


8243 


AGUGUGAU CUGAUGAG GCCGUUAGGC CGAA ACCAUGGG 


26619 


4376 


6654 


AUGGUCAU C ACAOICAA 


8244 


UUGAGUGU CUGAUi3AQ GCCGUUAGGC CGAA AUGACCAU 


26620 


4382 


6648 


AUCACACU C AAUAAGGC 


8245 


GCCUUAUU CUGAUQAO GCCGUUAGGC CGAA AGUGUGAU 


26621 


4386 


6644 


CACUCAAU A AGGCAAUC 


8246 


GAUUGCCU CUGAUGAG GCCGUUAGGC CGAA AUUGAGUG 


26622 


4394 


6636 


AAGGCAAU C AAGGCAAU 


8247 


AUUGCCUU CUGAXK3AG GCCGUUAGGC CGAA AUUGCCUU 


26623 


4403 


6627 


AAGGCAAU U GUCUGAAG 


8248 


CUUCAGAC CUGAUGAG GCCGUUAGGC CGAA AUUGCCUU 


26624 


4406 


6624 


GCAAUUGU C UGAAGAGC 


8249 


GCUCUUCA CUGAUGAG GCCGUUAGGC CGAA ACAAUUGC 


26625 


4417 


6613 


AAGAGCAU C UGGCAGUU 


8250 


AACUGCCA CUGAUGAG GCCGUUAGGC CGAA AUGCUCUU 


26626 


4425 


6605 


CUG6CA6U U CCUCCAGG 


8251 


CCUGGAGG CUGAUGAG GCCGUUAGGC CGAA ACUGCCAG 


26627 


4426 


6604 


UGGCAGUU C CUCCAGGG 


8252 


CCCUGGAG CUGAUGAG GCCGUUAGGC CGAA AACUGCCA 


26628 


4429 


6601 


CAGUUCCU C CAGGGCCA 


6253 


UGGCCCUG CUGAUGAG GCCGUUAGGC CGAA AGGAACUG 


26629 


4439 


6591 


AGGGCCAU U CUGUGAGC 


8254 


GCUCACAG CUGAUGAG GCCGUUAGGC CGAA AUGGCCCU 


26630 


4440 


6590 


GGGCCAUU C UGUGAGCU 


8255 


AGCUCACA CUGAUGAG GCCGUUAGGC CGAA AAUGGCCC 


26631 


4449 


6581 


UGUGAGCU C UUCCUCCU 


6256 


AGGAGGAA CUGAUGAG GCCGUUAGGC CGAA AGCUCACA 


26632 


4451 


6579 


UGAGCUCU U CCUCCUUU 


8257 


AAAGGAG6 CUGAUGAG GCCGUUAGGC CGAA AGAGCUCA 


26633 


4452 


6578 


GAGCUCUU C CUCCUUUC 


8258 


GAAAGGAG CUGAUGAG GCCGUUAGGC CGAA AAGAGCUC 


26634 


4455 


6575 


CUCUUCCU C cuuucucu 


8259 


AGAGAAAG CUGAUGAG GCCGUUAGGC CGAA AGGAAGAG 


26635 


4458 


6572 


UUCCUCCU U UCUCUGCA 


8260 


UGCAGAGA CUGAUGAG GCCGUUAGGC CGAA AGGAGGAA 


26636 


4459 


6571 


UCCUCCUU U CUCUGCAG 


8261 


CUGCAGAG CUGAUGAG GCCGUUAGGC CGAA AAGGAGGA 


26637 


4460 


6570 


CCUCCUUU C UCUGCAGU 


8262 


ACUGCAGA CUGAUGAG GCCGUUAGGC CGAA AAAGGAGG 


26638 


4462 


6568 


UCCUUUCU C UGCAGUGG 


8263 


CCACUGCA CUGAUGAG GCCGUUAGGC CGAA AGAAAGGA 


26639 


4480 


6550 


CACAACGU A CAUGGUGU 


8264 


ACACCAUG CUGAUGAG GCCGUUAGGC CGAA ACGUUGUG 


26640 


4489 


6541 


CAUGGUGU C AAGUGCUU 


8265 


AAGCACUU CUGAUGAG GCCGUUAGGC CGAA ACACCAUG 


26641 


4497 


6533 


CAAGUGCU U CCCAUGUC 


8266 


GACAUGGG CUGAUGAG GCCGUUAGGC CGAA AGCACUUG 


26642 


4498 


6532 


AAGUGCUU C CCAUGUCU 


8267 


AGACAUGG CUGAUGAG GCCGUUAGGC CGAA AAGCACUU 


26643 


4505 


6525 


UCCCAUGU C UUCCCCAU 


8268 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA ACAUGGGA 


26644 


4507 


6523 


CCAUGUCU U CCCCAUGA 


8269 


UCAUGGGG CUGAUGAG GCCGUUAGGC CGAA AGACAUGG 


26645 


4508 


6522 


CAUGUCUU C CCCAUGAA 


8270 


UUCAUGGG CUGAUGAG GCCGUUAGGC CGAA AAGACAUG 


26646 


4522 


6508 


GAAGUGCU C AGGCAUCU 


8271 


AGAUGCCU CUGAUGAG GCCGUUAGGC CGAA AGCACUUC 


26647 


4529 


6501 


UCAGGCAU C UUUCCCAG 


8272 


CUGGGAAA CUGAUGAG GCCGUUAGGC CGAA AUGCCUGA 


26648 


4531 


6499 


AGGCAUCU U UCCCAGAA 


8273 


UUCUGGGA CUGAUGAG GCCGUUAGGC CGAA AGAUGCCU 


26649 


4532 


6498 


GGCAUCUU U CCCAGAAC 


8274 


GUUCUGGG CUGAUGAG GCCGUUAGGC CGAA AAGAUGCC 


26650 


4533 


6497 


GCAUCUUU C CCAGAACC 


8275 


GG13UCUGG CUGAUGAG GCCGUUAGGC CGAA AAAGAUGC 


26651 


4543 


6487 


CAGAACCU C AAU6A6CC 


8276 


GGCUCAUU CUGAUGAG GCCGUUAGGC CGAA AG6UUCU6 


26652 


4554 


6476 


UGAGCCCU A UCUGAGAA 


8277 


UUCUCAGA CUGAUGAG GCCGUUAGGC CGAA AGGGCUCA 


26653 


4556 


6474 


AGCCCUAU C UGAGAACG 


8278 


CGUUCUCA CUGAUGAG GCCGUUAGGC CGAA AUAGGGCU 


26654 


4566 


6464 


GAGAACGU U UUCCCGAG 


8279 


CUCGGGAA CUGAUGAG GCCGUUAGGC CGAA ACGUUCUC 


26655 


4567 


6463 


AGAACGUU U UCCCGAGG 


8260 


CCUCGGGA CUGAUGAG GCCGUUAGGC CGAA AACGUUCU 


26656 


4566 


6462 


GAACGUUU U CCCGAGGC 


8281 


GCCUCGGG CUGAUGAG GCCGUUAGGC CGAA AAACGUUC 


26657 


4569 


6461 


AACGUUUU C CCGAGGCG 


8282 


CGCCUCGG CUGAUGAG GCCGUUAGGC CGAA AAAACGUU 


26658 


4582 


6448 


GGCGAAGU C CUUGAACG 


8283 


CGUUCAAG CUGAUGAG GCCGUUAGGC CGAA ACUUCGCC 


26659 


4585 


6445 


GAAGUCCU U GAACGCCU 


8284 


AGGCGUUC CUGAUGAG GCCGUUAGGC CGAA AGGACUUC 


26660 


4594 


6436 


GAACGCCU U UAGUGCCU 


8285 


AGGCACUA CUGAUGAG GCCGUUAGGC CGAA AGGCGUUC 


26661 


4595 


6435 


AACGCCUU U AGUGCCUG 


6286 


CAGGCACU CUGAUGAG GCCGUUAGGC CGAA AAGGCGUU 


26662 


4596 


6434 


ACGCCUUU A GUGCCUGG 


8287 


CCAGGCAC CUGAUGAG GCCGUUAGGC CGAA AAAGGCGU 


26663 


4609 


6421 


CUGGUGAU C CGA0UAGA 


8268 


UGUACUOG CUGAUGAG GCCGUUAGGC CGAA AUCACCAG 


26664 


4615 


6415 


AUCCGAGU A CACCCUG6 


8289 


CCAGGGUG CUGAUGAG GCCGUUAGGC CGAA ACUCGGAU 


26665 


4627 


6403 


CCUGGCGU C AAUCCAGC 


8290 


GCUGGAUU CUGAUGAG GCCGUUAGGC CGAA ACGCCAGG 


26666 


4631 


6399 


GCGUCAAU C CAOCGCGG 


8291 


CCGCGCUG CUGAUGAG GCCGUUAGGC CGAA AUUGACGC 


26667 


4643 


6387 


CGCGGCCU C AGAAUCUU 


8292 


AAGAUUCU CUGAUGAG GCCGUUAGGC CGAA AGGCCGCG 


26668 


4649 


6381 


CUCAGAAU C UUCCUUUC 


8293 


. GAT^AGGAA CUGAUGAG GCCGUUAGGC CGAA AUUCUGAG 


26669 


4651 


6379 


CAGAAUCU U CCUUUCAC 


8294 


GUGAAAGG CUGAUGAG GCCGUUAGGC CGAA AGAUUCUG 


26670 


4652 


6378 


AGAAUCUU C CUUUCACC 


8295 


GGUGAAAQ CUGAUGAG GCCGUUAGGC CGAA AAGAUUCU 


26671 


4655 


6375 


AUCUUCCU U UCACCAAG 


8296 


CUUGGUGA CUGAUGAG GCCGUUAGGC CGAA AGGAAGAU 


26672 


4656 


6374 


UCUUCCUU U CACCAAGC 


8297 


GCUUGGUG CUGAUGAG GCCGUUAGGC CGAA AAGGAAGA 


26673 
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4657 


6373 


CUUCCUUU C ACCAAGCU 


8298 


AGCUUGGU CUGAUGAG GCCGUUAGGC CGAA AAAGGAAG 


26674 1 


4666 


6364 


ACCAAGCU U CGUGAUGA 


8299 


UCAUCACG CUGAUGAG GCCGUUAGGC CGAA AGCUUGGU 


26675 


4667 


6363 


CCAAGCUU C GUGAUGAC 


8300 


6UCAUCAC CUGAUGAG GCCGUUAGGC CGAA AAGCUUGG 


26676 


4677 


6353 


UGAUGACU U CCACUUCG 


8301 


CGAAGUG6 CUGAUGAG GCCGUUAGGC CGAA A6UCAX7CA 


26677 


4678 


6352 


GAUGACUU C CACUUCGU 


8302 


ACGAAGUG CUGAUGAG GCCGUUAGGC CGAA AAGUCflUC 


26678 


4683 


6347 


CUUCCACU U CGUUGUUG 


8303 


CAACAACG CUGAUGAG GCCGUUAGGC CGAA AGUGGAAG 


26679 


4684 


6346 


UUCCACUU C GUUGUUGU 


8304 


ACAACAAC CUGAUGAG GCCGUUAGGC CGAA AAGUGGAA 


26680 


4687 


6343 


CACUUCX3U U GUUGUCUU 


8305 


AAGACAAC CUGAUGAG GCCGUUAGGC CGAA ACGAAGUG 


26681 


4690 


6340 


UUCGUOGU U GUCIKJCUA 


8306 


UAGAAGAC CUGAUGAG GCCGUUAGGC CGAA ACAACGAA 


26682 


4693 


6337 


GUUGUUGa C UUCUAAAA 


8307 


UUUUAGAA CUGAUGAG GCCGUUAGGC CGAA ACAACAAC 


26663 


4695 


6335 


UGUUGDCU U CUAAAAUU 


8308 


AAUUUUAG CUGAUGAG GCCGUUAGGC CGAA AGACAACA 


26684 


4696 


6334 


GUUGUCUU C UAAAAUUG 


8309 


CAAUUUUA CUGAUGAG GCCGUUAGGC CGAA AAGACAAC 


26665 


4698 


6332 


UGUCUUCU A AAAUUGUG 


8310 


CACAAUUU CUGAUGAG GCCGUUAGGC CGAA AGAAGACA 


26686 


4703 


6327 


UCUAAAAU U GUGUUUGU 


8311 


ACAAACAC CUGAUGAG GCCGUUAGGC CGAA AUUUUAGA 


26687 


4708 


6322 


AAUUGUGU U UGUCCUAG 


8312 


CUAGGACA CUGAUGAG GCCGUUAGGC CGAA ACACAAUU 


26668 


4709 


6321 


AUUGUGUU U GUCCUAGG 


8313 


CCUAGGAC CUGAUGAG GCCGUUAGGC CGAA AACACAAU 


26689 


4712 


6318 


GUGUUUGU C CUAGGACC 


8314 


GGUCCUAG CUGAUGAG GCCGUUAGGC CGAA ACAAACAC 


26S9Q 


4715 


6315 


UUUGUCCU A GGACCAUC 


8315 


GAUGGUCC CUGAUGAG GCCGUUAGGC CGAA AGGACAAA 


26691 


4723 


6307 


AGGACCAU C AAAGCACC 


8316 


GGUGCUUU CUGAUGAG GCCGUUAGGC CGAA AUGGUCCU 


26692 


4736 


6294 


CACCACCU C CGGUCGUG 


8317 


CACGACCG CUGAUGAG GCCGUUAGGC CGAA AGGUGGUG 


26693 


4741 


6289 


CCaCCGGV C GUGGUAUG 


8318 


CAUACCAC CUGAUGAG GCCGUUAGGC CGAA ACCGGAGG 


26694 


4747 


6283 


GUCGUGGU A UGACACUC 


8319 


GAGUGUCA CUGAUGAG GCCGUUAGGC CGAA ACCACGAC 


26695 


4755 


6275 


AUGACACU C CAGCCGCU 


8320 


AGCGGCUG CUGAUGAG GCCGUUAGGC CGAA AGUGUCAU 


26696 


4771 


6259 


UGCAACCU U GUAAGCCA 


8321 


XK3GCUUAC CUGAUGAG GCCGUUAGGC CGAA AGGUUGCA 


26697 


4774 


6256 


AACCUUGU A AGCCAGCC 


8322 


GGCUGGCU CUGAUGAG GCCGUUAGGC CGAA ACAAGGUU 


26698 


4795 


6235 


UGGCAGAU C UGCAGUCC 


8323 


GGACUGCA CUGAUGAG GCCGUUAGGC CGAA AUCUGCCA 


26699 


4802 


6226 


UCU6CAGU C CUCAACAG 


8324 


CUGUUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGCAGA 


26700 


4805 


6225 


GCAGUCCU C AACAGUUC 


8325 


GAACUGUU CUGAUGAG GCCGUUAGGC CGAA AGGACUGC 


26701 


4812 


6218 


UCAACAGU U CCAGAAAG 


8326 


CUUUCUGG CUGAUGAG GCCGUUAGGC CGAA ACUGUUGA 


26702 


4813 


6217 


CAACAGUU C CAGAAAGU 


8327 


ACUUUCUG CUGAUGAG GCCGUUAGGC CGAA AACUGUUG 


26703 


4822 


6208 


CAGAAAGU U UUUUCUCU 


8328 


AGAGAAAA CUGAUGAG GCCGUUAGGC CGAA ACUUUCUG 


26704 


4823 


6207 


AGAAAGUU U UUUCUCUC 


8329 


GAGAGAAA CUGAUGAG GCCGUUAGGC CGAA AACUUUCU 


26705 


4824 


6206 


GAAAGUUU U UUCUCUCU 


8330 


AGAGAGAA CUGAUGAG GCCGUUAGGC CGAA AAACUUUC 


26706 


482S 


6205 


AAAGUUUU U UCUCUCUU 


8331 


AAGAGAGA CUGAUGAG GCCGUUAGGC CGAA AAAACUUU 


26707 


4826 


6204 


AAGUUUUU U CUCUCUUC 


8332 


GAAGAGAG CUGAUGAG GCCGUUAGGC CGAA AAAAACUU 


26708 


4827 


6203 


AGUUUUUU C UCUCUUCU 


8333 


AGAA6AGA CUGAUGAG GCCGUUAGGC CGAA AAAAAACU 


26709 


4829 


6201 


UUUUUUCU C UCUUCUCC 


8334 


GGAGAAGA CUGAUGAG GCCGUUAGGC CGAA AGAAAAAA 


26710 


4831 


6199 


UUUUCUCU C UUCUCCUC 


8335 


GAGGAGAA CUGAUGAG GCCGUUAGGC CGAA AGAGAAAA 


26711 


4833 


6197 


UUCUCUCU U CUCCUCUG 


8336 


CAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGAGAA 


26712 


4834 


6196 


UCUOJCUU C UCCUCUGA 


8337 


UCAGAGGA CUGAUGAG GCCGUUAGGC CGAA AAGAGAGA 


26713 


4836 


6194 


UCUCUUCU C CUCUGAGC 


8338 


GCUCAGAG CUGAUGAG GCCGUUAGGC CGAA AGAAGAGA 


26714 


4839 


6191 


CUUCUCCU C UGAGCCGG 


8339 


CCGGCUCA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAG 


26715 


4849 


6181 


GAGCCGGU A UUCCCCAU 


8340 


AUGGGGAA CUGAUGAG GCCGUUAGGC CGAA ACCGGCUC 


26716 


4851 


6179 


GCCGGUAU U CCCCAUCC 


8341 


GGAUGGGG CUGAUGAG GCCGUUAGGC CGAA AUACCGGC 


26717 


4852 


6178 


CCGGUAUU C CCCAUCCA 


8342 


UGGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAUACCGG 


26718 


4858 


6172 


UUCCCCAU C CAUGGUAU 


8343 


AUACCAUQ CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26719 


4665 


6165 


UCCAUGGU A UAUACCUU 


8344 


AAGGUAUA CUGAUGAG GCCGUUAGGC CGAA ACCAUGGA 


26720 


4867 


6163 


CAUGGUAU A UACCUUCU 


8345 


AGAAGGUA CUGAUGAG GCCGUUAGGC CGAA AUACCAUG 


26721 


4869 


6161 


UGGUAUAU A CCUUCUCA 


8346 


UGAGAAGG CUGAUGAG GCCGUUAGGC CGAA AUAUACCA 


26722 


4873 


6157 


AUAUACCU U CUCACGCU 


8347 


AGCGUGAG CUGAUGAG GCCGUUAGGC CGAA AGGUAUAU 


26723 


4874 


6156 


UAUACCUU C UCACGCUC 


8348 


GAGCGUGA CUGAUGAG GCCGUUAGGC CGAA AAGGUAUA 


26724 


4876 


6154 


UACCUUCU C ACGCUCUG 


8349 


CAGAGCGU CUGAUGAG GCCGUUAGGC CGAA AGAAGGUA 


26725 


4882 


6148 


CUCACGCU C UGGUUGGU 


8350 


ACCAACCA CUGAUGAG GCCGUUAGGC CGAA AGCGUGAG 


26726 


4887 


6143 


GCUCUGGU U GGUAGAAU 


8351 


AUUCUACC CUGAUGAG GCCGUUAGGC CGAA ACCAGAGC 


26727 


4891 


6139 


UGGUUGGU A GAAUUGAG 


8352 . 


CUCAAUUC CUGAUGAG GCCGUUAGGC CGAA ACCAACCA 


26728 


4896 


6134 


GGUAGAAU U GAGCGAUC 


8353 


GAUCGCUC CUGAUGAG GCCGUUAGGC CGAA AUUCUACC 


26729 


4904 


6126 


UGAGCGAU C AGUCCGUU 


8354 


AACGGACU CUGAUGAG GCCGUUAGGC CGAA AUCGCUCA 


26730 


4908 


6122 


CGAUCAGU C CGUUUGGC 


8355 


GCCAAACG CUGAUGAG GCCGUUAGGC CGAA ACUGAUCG 


26731 


4912 


6118 


CAGUC06U U UGGCAUGU 


8356 


ACAUGCCA CUGAUGAG GCCGUUAGGC CGAA AOGGACUG 


26732 


4913 


6117 


AGUCCGUU U GGCAUGUU 


8357 


AACAUGCC CUGAUGAG GCCGUUAGGC CGAA AACGGACU 


26733 


4921 


6109 


UGGCAUGU U GAUGUUGU 


8358 


ACAACAUC CUGAUGAG GCCGUUAGGC CGAA ACAUGCCA 


26734 


4927 


6103 


GUUGAUGU U GUCCAGCA 


8359 


UGCUGGAC CUGAUGAG GCCGUUAGGC CGAA ACAUCAAC 


26735 
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4930 


6100 


GAUGUUGU C CAGCAUGA 


8360 


UCAUGCUG CUGAUGAG GCCGUUAGGC CGAA ACAACAUC 


26736 


4940 


6090 


AGCAUGAU U CGUGCCUC 


8361 


GAQGCACG CUGAUGAG GCCGUUAGGC CGAA AUCAUGCU 


26737 


4941 


6089 


GCAUGAUU C GUGCCUCA 


8362 


UGAGGCAC CUGAUGAG GCCGUUAGGC CGAA AAUCAUGC 


26738 


4948 


6082 


UCGUGCCa C AGUCCAAU 


8363 


AUUGGACU CUGAUGAG GCCGUUAGGC CGAA AGGCACGA 


26739 


4952 


6078 


GCCUCAGU C CAAOGGGC 


8364 


GCCCAUUQ CUGAUGAG GCCGUUAGGC CGAA ACUGAGGC 


26740 


4966 


6064 


GGCGAA6U U CGAGUCGU 


8365 


ACQACUCG CUGAUGAG GCCGUUAGGC CGAA ACUUC6CC 


26741 


4967 


6063 


GCGAA6UU C GAGUCGUC 


8366 


GACGACUC CUGAUGAG GCCGUUAGGC CGAA AACUUCGC 


26742 


4972 


6058 


GUUCGAGU C GUCUUCAU 


8367 


AUGAAGAC CUGAUGAG GCCGUUAGGC CGAA ACUCGAAC 


26743 


4975 


6055 


CGAGUCGU C UUCAtJUCG 


6368 


CGAAUGAA CUGAUGAG GCCGUUAGGC CGAA ACGACUCG 


26744 


4977 


6053 


AGUCGUOJ U CAUUCGUG 


8369 


CACGAAUG CUGAUGAG GCCGUUAGGC CGAA AGACGACU 


26745 


4978 


6052 


GUCGUCUU C AUUCGUGU 


8370 


ACACGAAU CUGAUGAG GCCGUUAGGC CGAA AAGACGAC 


26746 


4981 


6049 


GUCUUCAU U CGUGUGCC 


8371 


GGCACACG CUGAUGAG GCCGUUAGGC CGAA AUGAAGAC 


26747 


4982 


6048 


UCUUCAUU C GUGUGCCC 


8372 


GGGCACAC CUGAUGAG GCCGUUAGGC CGAA AAUGAAGA 


26748 


4996 


6034 


CCCCCCAU A ACAGUACU 


8373 


AGUACUGU CUGAUGAG GCCGUUAGGC CGAA AUGGGGGG 


26749 


5002 


6028 


AUAACAGU A CUCAUCAC 


8374 


GUGAUGAG CUGAUGAG GCCGUUAGGC CGAA ACUGUUAU 


26750 


5005 


6025 


ACAGUACU C AUCACCAA 


8375 


UUGGUGAU CUGAUGAG GCCGUUAGGC CGAA AGUACUGU 


26751 


5008 


6022 


GUACUCAU C ACCAACUU 


8376 


AAGUUGGU CUGAUGAG GCCGUUAGGC CGAA AUGAGUAC 


26752 


5016 


6014 


CACCAACU U GCGACGGA 


8377 


UCCGUCGC CUGAUGAG GCCGUUAGGC CGAA AGUUGGUG 


26753 


5026 


6004 


CGACGGAU U UCUACCGA 


8378 


UC6GUAGA CUGAUGAG GCCGUUAGGC CGAA AUCCGUCG 


26754 


5027 


6003 


GACGGAUU U CUACCGAU 


8379 


AUCGGUAG CUGAUGAG GCCGUUAGGC CGAA AAUCCGUC 


26755 


5028 


6002 


ACGGAUUU C UACCGAUA 


8380 


UAUCGGUA CUGAUGAG GCCGUUAGGC CGAA AAAUCCGU 


26756 


5030 


6000 


GGAUUUCU A CCGAUACG 


8381 


CGUAUCGG CUGAUGAG GCCGUUAGGC CGAA AGAAAUCC 


26757 


5036 


5994 


CUACCGAU A CGUCCACG 


8382 


CGUGGACG CUGAUGAG GCCGUUAGGC CGAA AUCGGUAG 


26758 


5040 


5990 


CGAUACGU C CACGUCUC 


8383 


GAGACGUG CUGAUGAG GCCGUUAGGC CGAA ACGUAUCG 


26759 


5046 


5984 


GUCCACGU C UCUGGGCG 


8384 


CGCCCAGA CUGAUGAG GCCGUUAGGC CGAA ACGUGGAC 


26760 


5048 


5982 


CCACGUCU C UGGGCGGC 


8385 


6CCGCCCA CUGAUGAG GCCGUUAGGC CGAA AGACGUGG 


26761 


5060 


5970 


GCGGCACU A GCUGCUGU 


8386 


ACAGCAGC CUGAUGAG GCCGUUAGGC CGAA AGUGCCGC 


26762 


5069 


5961 


GCUGCUGU C ACUGCAGA 


8387 


UCUGCAGU CUGAUGAG GCCGUUAGGC CGAA ACAGCAGC 


26763 


5082 


5948 


CA6AUGGU U CUCCCAGG 


8388 


CCUGGGAG CUGAUGAG GCCGUUAGGC CGAA ACCAUCUG 


26764 


5083 


5947 


AGAUGGUU C UCCCAGGA 


8389 


UCCUGG6A CUGAUGAG GCCGUUAGGC CGAA AACCAUCU 


26765 


5085 


5945 


AUGGUUCU C CCAGGAUC 


8390 


GAUCCUG6 CUGAUGAG GCCGUUAGGC CGAA AGAACCAU 


26766 


5093 


5937 


CCCAGGAU C ACUCUCCC 


8391 


GGGAGAGU CUGAUGAG GCCGUUAGGC CGAA AUCCUGGG 


26767 


5097 


5933 


GGAUCACU C UCCCUUCU 


8392 


AGAAGGGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUCC 


26768 


5099 


5931 


AUCACUCU C CCUUCUCC 


6393 


GGAGAAGG CUGAUGAG GCCGUUAGGC CGAA AGAGUGAU 


26769 


5103 


5927 


CUCUCCCU U CUCCUUCU 


8394 


AGAAGGAG CUGAUGAG GCCGUUAGGC CGAA AGGGAGAG 


26770 


5104 


5926 


UCUCCCUU C UCCUUCUG 


8395 


CAGAAGGA CUGAUGAG GCCGUUAGGC CGAA AAGGGAGA 


26771 


5106 


5924 


UCCCUUCU C CUUCUGUU 


8396 


AACAGAAG CUGAUGAG GCCGUUAGGC CGAA AGAAGGGA 


26772 


5109 


5921 


CUUCUCCU U CUGUUAUG 


8397 


CAUAACAG CUGAUGAG GCCGUUAGGC CGAA AGGAGAAG 


26773 


5110 


5920 


UUCUCCUU C UGUUAUGA 


8398 


UCAUAACA CUGAUGAG GCCGUUAGGC CGAA AAGGAGAA 


26774 


5114 


5916 


CCUUCUGU U AUGAUGGU 


8399 


ACCAUCAU CUGAUGAG GCCGUUAGGC CGAA ACAGAAGG 


26775 


5115 


5915 


CUUCUGUU A UGAUGGUU 


8400 


AACCAUCA CUGAUGAG GCCGUUAGGC CGAA AACAGAAG 


26776 


5123 


5907 


AUGAUGGU U GGUUUCAC 


8401 


GUGAAACC CUGAUGAG GCCGUUAGGC CGAA ACCAUCAU 


26777 


5127 


5903 


UGGUUGGU U UCACACUC 


8402 


GAGUGUGA CUGAUGAG GCCGUUAGGC CGAA ACCAACCA 


26778 


5128 


5902 


GGUUGGUU U CACACUCU 


8403 


AGAGUGUG CUGAUGAG GCCGUUAGGC CGAA AACCAACC 


26779 


5129 


5901 


GUUGGUUU C ACACUCUU 


8404 


AAGAGUGU CUGAUGAG GCCGUUAGGC CGAA AAACCAAC 


26780 


5135 


5895 


UUCACACU C UUCCGGCU 


6405 


AGCCGGAA CUGAUGAG GCCGUUAGGC CGAA AGUGUGAA 


26781 


5137 


5893 


CACACUCU U CCGGCUGU 


8406 


ACAGCCGG CUGAUGAG GCCGUUAGGC CGAA AGAGUGUG 


26782 


5138 


5892 


ACACUCUU C CGGCUGUC 


8407 


GACAGCCG CUGAUGAG GCCGUUAGGC CGAA AAGAGUGU 


26783 


5146 


5884 


CCGGCUGU C AAUCACCC 


8408 


GGGUGAUU CUGAUGAG GCCGUUAGGC CGAA ACAGCCGG 


26784 


5150 


5880 


CUGUCAAU C ACCCUGCU 


8409 


AGCAGGGU CUGAUGAG GCCGUUAGGC CGAA AUUGACAG 


26785 


5159 


5871 


ACCCUGCU C GCCUUGAA 


8410 


UUCAAGGC CUGAUGAG GCCGUUAGGC CGAA AGCAGGGU 


26786 


5164 


5866 


GCUCGCCU U GAAGUUAG 


8411 


CUAACUUC CUGAUGAG GCCGUUAGGC CGAA AGGCGAGC 


26787 


5170 


5860 


CUUGAAGU U AGCCCCCA 


8412 


UGGGGGCU CUGAUGAG GCCGUUAGGC CGAA ACUUCAAG 


26788 


5171 


5859 


UUGAAGUU A GCCCCCAU 


8413 


AUGGGGGC CUGAUGAG GCCGUUAGGC CGAA AACUUCAA 


26789 


5180 


5850 


GCCCCCAU U UCAGAUAU 


6414 


AUAUCU6A CUGAUGAG GCCGUUAGGC CGAA AUGGGGGC 


26790 


5181 


5849 


CuCCCAUU U CAGAUAUG 


8415 


CAUAUCUG CUGAUGAG GCCGUUAGGC CGAA AAUGGGGG 


26791 


5182 


5848 


CCCCAUUU C AGAUAUGU 


8416 


ACAUAUCU CUGAUGAG GCCGUUAGGC CGAA AAAUGGGG 


26792 


5187 


5843 


UUUCAGAU A UGUCUGUU 


8417 


AACAGACA CUGAUGAG GCCGUUAGGC CGAA AUCUGAAA 


26793 


5191 


5839 


AGAUAUGU C UGUUGUGA 


8418 


UCACAACA CUGAUGAG GCCGUUAGGC CGAA ACAUAUCU 


26794 


5195 


5835 


AUGUCU6U U GUGAUAAC 


8419 


GUUAUCAC CUGAUGAG GCCGUUAGGC CGAA ACAGACAU 


26795 


5201 


5829 


GUUGUGAU A ACAAAGUC 


8420 


GACUUU6U CUGAUGAG GCCGUUAGGC CGAA AUCACAAC 


26796 


5209 


5821 


AACAAAGU C CCAAUCAU 


8421 


AUGAUUGG CUGAUGAG GCCGUUAGGC CGAA ACUUUGUU 


26797 
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52X5 


58X5 


GUCCCAAU C AUCGUUCU 


8422 


AGAAC6AU CUGAUGA6 GCCGUUAGGC CGAA AUUGGGAC 


26798 


52X8 


58X2 


CCAAUCA.U C GDUCUUAC 


8423 


GUAAGAAC CUGAUGAG GCCGUUAGGC CGAA AUGAUUGG 


26799 


5221 


5809 


AUCAUCGU U CUUACAUU 


8424 


AAUGUAAG CUGAUGAG GCCGUUAGGC CGAA ACGAUGAU 


26800 


5222 


5806 


UCAUCGUU C UUACAuuu 


8425 


AAAUGUAA CUGAUGAG GCCGUUAGGC CGAA AACGAUGA 


26801 


5224 


5806 


AUCGUUCU U ACAUUUUG 


8426 


CAAAAUGU CUGAUGAG GCCGUUAGGC CGAA AGAACGAU 


26802 


5225 


5805 


UCGUUCUU A CAUUUUGG 


8427 


CCAAAAUG CUGAUGAG GCCGUUAGGC CGAA AA6AACGA 


26803 


5229 


580X 


UCUUACAU U UUGGGUAC 


8428 


GUACCCAA CUGAUGAG GCCGUUAGGC CGAA AUGUAAGA 


26804 


5230 


5800 


CUUACAUU U UGGGUACU 


8429 


Ik /^rTfk ^/^/*t H # If T/*f Ik rT/^ Ik ^ T Tk y^y^ n 9k 9k 9k T^-y> <■ t 9k 9k 

AGUACCCA CUGAUGAG GCCGUUAGGC CGAA AAUGUAAG 


26805 


5231 


5799 


UUACAUUU U GGGUACUC 


8430 


GAQUACCC CUGAUGAG GCCGUUAGGC CGAA AAAUGUAA 


26806 


5236 


5794 


UUUUGGGU A CUCCGUCU 


8431 


AGACGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCAAAA 


26807 


5239 


579X 


UGGGUACU C CGUCUCGU 


8432 


ACGAGACG CUGAUGAG GCCGUUAGGC CGAA AGUACCCA 


26808 


5243 


5787 


UACUCCGU C UOGUAGGA 


8433 


UOGUACGA CUGAUGAG GCCGUUAGGC CGAA ACGGAGUA 


26809 


5245 


5785 


CUCCGUCU C GUACGACU 


8434 


AGUCGUAC CUGAUGAG GCCGUUAGGC CGAA AGACGGAG 


26810 


5248 


5782 


CGUCUCGU A CGACUUUC 


8435 


GAAAGUCG CUGAUGAG GCCGUUAGGC CGAA ACGAGACG 


26811 


5254 


5776 


GUACGACU U UCUGUUCA 


8436 


UGAACAGA CUGAUGAG GCCGUUAGGC CGAA AGUCGUAC 


26812 


5255 


5775 


UACGACUU U CUGUUCAA 


8437 


UUGAACAG CUGAUGAG GCCGUUAGGC CGAA AAGUCGUA 


268X3 


5256 


5774 


ACGACUUU C UGUUCAAU 


8438 


AUUGAACA CUGAUGAG GCCGUUAGGC CGAA AAAGUCGU 


268X4 


5260 


5770 


CUUUCUGU U CAAUUGGA 


8439 


UCCAAUUG CUGAUGAG GCCGUUAGGC CGAA ACAGAAAG 


26815 


5261 


5769 


UUUCUGUU C AAUUGGAC 


8440 


GUCCAAUU CUGAUGAG GCCGUUAGGC CGAA AACAGAAA 


26816 


5265 


5765 


UGUUCAAU U GGACUACU 


8441 


AGUAGUCC CUGAUGAG GCCGUUAGGC CGAA AUUGAACA 


26817 


5271 


5759 


AUUGGACU A CUUUCUUU 


6442 


AAAGAAAG CUGAUGAG GCCGUUAGGC CGAA AGUCCAAU 


26818 


5274 


5756 


GGACUACU U UCUUUCCA 


8443 


UGGAAAGA CUGAUGAG GCCGUUAGGC CGAA AGUAGUCC 


26819 


5275 


5755 


GACUACUU U CUUUCCAG 


8444 


CUGGAAAG CUGAUGAG GCCGUUAGGC CGAA AAGUAGUC 


26820 


5276 


5754 


ACUACUUU C UUUCCAGC 


6445 


6CUGGAAA CUGAUGAG GCCGUUAGGC CGAA AAAGUAGU 


26821 


5278 


5752 


UACUUUCU U UCCAGCAC 


8446 


GUGCUGGA CUGAUGAG GCCGUUAGGC CGAA AGAAAGUA 


26822 


5279 


5751 


ACUUUCUU U CCAGCACG 


8447 


CGUGCUGG CUGAUGAG GCCGUUAGGC CGAA AAGAAAGU 


26823 


52B0 


5750 


CUUUCUUU C CAGCACGU 


8448 


ACGUGCUG CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


26824 


5289 


5741 


CAGCACGU U GUAGGCAA 


8449 


UUGCCUAC CUGAUGAG GCCGUUAGGC CGAA ACGUGCUG 


26825 


5292 


5738 


CACGUUGU A GGCAAAGG 


8450 


CCUUUGCC , CUGAUGAG GCCGUUAGGC CGAA ACAACGUG 


26826 


5306 


5724 


AGGGCAAU C UCAUUCCC 


8451 


GGGAAUGA CUGAUGAG GCCGUUAGGC CGAA AUUGCCCU 


26827 


5308 


5722 


GGCAAUCU C AUUCCCCA 


8452 


UGGGGAAU CUGAUGAG GCCGUUAGGC CGAA AGAUUGCC 


26828 


53X1 


5719 


AAUCUCAU y CCCCAUCU 


8453 


AGAU6GGG CUGAUGAG GCCGUUAGGC CGAA AUGAGAUU 


26829 


53X2 


5718 


AUCUCAUU C CCCAUCUU 


8454 


AAGAUGGG CUGAUGAG GCCGUUAGGC CGAA AAUGAGAU 


26830 


5318 


5712 


UUCCCCAU C UUGACACU 


8455 


AGUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGGGGAA 


26831 


5320 


5710 


CCCCAUCU U GACACUAG 


8456 


CUAGUGUC CUGAUGAG GCCGUUAGGC CGAA AGAUGGGG 


26832 


5327 


5703 


UUGACACU A GGCACAAA 


8457 


UUUGUGCC CUGAUGAG GCCGUUAGGC CGAA AGUGUCAA 


26833 


5345 


5685 


CAAACCGU C UUCCCGGU 


6458 


ACCGGGAA CUGAUGAG GCCGUUAGGC OGAA ACGGUUUG 


26834 


5347 


5683 


AACCGUCU U CCCGGUGU 


8459 


ACACCGGG CUGAUGAG GCCGUUAGGC CGAA AGACGGUU 


26835 


5348 


5682 


ACCGUCUU C CCGGUGUA 


8460 


UACACCGG CUGAUGAG GCCGUUAGGC CGAA AAGACGGU 


26836 


5356 


5674 


CCCGGUGU A UUCUGUGA 


8461 


UCACAGAA CUGAUGAG GCCGUUAGGC CGAA ACACCGGG 


26837 


5358 


5672 


CGGUGUAU U CUGUGAUC 


8462 


GAUCACAG CUGAUGAG GCCGUUAGGC CGAA AUACACCG 


26838 


5359 


5671 


GGUGUAUU C UGUGAUCC 


8463 


GGAUCACA CUGAUGAG GCCGUUAGGC CGAA AAUACACC 


26839 


5366 


5664 


UCUGUGAU C CAUUCGUA 


8464 


UACGAAUG CUGAUGAG GCCGUUAGGC CGAA AUCACAGA 


26840 


5370 


5660 


UGAUCCAU U wUAUCCA 


8465 


UGGAUACG CUGAUGAG GCCGUUAGGC CGAA AUGGAUCA 


26841 


5371 


5659 


^^^▼▼#H^T^TTTT ^% jiii^mTT^^m ^ 

GAUCCAUU C GUAUCCAG 


8466 


CUGGAUAC CUGAUGAG GCCGUUAGGC CGAA AAUGGAUC 


26842 


5374 


5656 


CCAUUCGU A UCCAGAGU 


8467 


ACUCUGGA CUGAUGAG GCCGUUAGGC CGAA ACGAAUGG 


26843 


5376 


5654 


AUUCGUAU C CAGAGUUC 


8468 


GAACUCUG CUGAUGAG GCCGUUAGGC CGAA AUACGAAU 


26844 


5383 


5647 


UCCAGAGU U CCAAGCUC 


8469 


GAGCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUCUGGA 


26845 


5384 


5646 


CCAGAGUU C CAAGCUCG 


8470 


CGAGCUUG CUGAUGAG GCCGUUAGGC CGAA AACUCUGG 


26846 


5391 


5639 


UCCAAGCU C GAUCCGGG 


8471 


CCCGGAUC CUGAUGAG GCCGUUAGGC CGAA AGCUUGGA 


26847 


5395 


5635 


AGCUCGAU C CGGGAUCU 


8472 


AGAUCCCG CUGAUGAG GCCGUUAGGC CGAA AUCGAGCU 


26848 


5402 


5626 


UCCGviGAu C UCAGUCUG 


8473 


CAGACUGA CUGAUGAG GCCGUUAGGC CGAA AUCCCGGA 


26849 


5404 


5626 


CGGGAUCU C AGUCUGUA 


8474 


UACAGACU CUGAUGAG GCCGUUAGGC CGAA AGAUCCCG 


26850 


5408 


5622 


AUUUCAGU C UGUAAGUC 


8475 


GACUUACA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAU 


26851 


5412 


5618 


wV»UL>UGu A AGUUGGAA 


8476 


UUCCGACU CUGAUGAG GCCGUUAGGC CGAA ACAGACUG 


26852 


54X6 


5614 


CUGUAAGU C GGAAAUUG 


8477 


CAATTUTIfV riTOATTGAR nr»fY3ntlAGGC! PftAA &PtTn]\PJX^^ 
Xainnuwuww ^wnwunw uv^^wvjunvsow ^vatnn nwwwAXwnw 


OS J 


5423 


5607 


UCGGAAAU U GGUGAAUU 


8478 


AAUUCACC CUGAUGAG GCCGUUAGGC CGAA AUUUCCGA 


26854 


5431 


5599 


UGGUGAAU U GGACUCUG 


8479 


CAGAGUCC CUGAUGAG GCCGUUAGGC CGAA AUUCACCA 


26855 


5437 


5593 


AUUGGACU C UGGGAAUG 


8480 


CAUUCCCA CUGAUGAG GCCGUUAGGC CGAA AGUCCAAU 


26856 


5449 


5581 


GAAUGGAU C UGAAGUGC 


8481 


GCACUUCA CUGAUGAG GCCGUUAGGC CGAA AUCCAUUC 


26857 


5474 


5556 


GUGGCUGU C AUGAAUAU 


8482 


AUAUUCAU CUGAUGAG GCCGUUAGGC CGAA ACAGCCAC 


26858 


5481 


5549 


UCAUGAAU A UUGCCGCC 


8483 


GGCGGCAA CUGAUGAG GCCGUUAGGC CGAA AUUCAUGA 


26859 
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5483 


5547 


AUGAAUAU U GCCGCCGC 


8484 


GCGGCGGC CUGAUGAG GCCGUUAQGC CGAA AUAUUCAU 


26860 


5494 


5536 


CGCCGCCU C CCCUAGCU 


8485 


AGCUAGGG CUGAUGAG GCCGUUAGGC CGAA AGGCGGCG 


26861 


5499 


5531 


CCUCCCCU A GCUCGACC 


8486 


GGUCGAGC CUGAUGAG GCCGUUAGGC CGAA AGGGGAGG 


26862 


5503 


5527 


CCCUAGCU C GACCUUUG 


8487 


CAAAGGUC CUGAUGAG GCCGUUAGGC CGAA AGCUAGGG 


26863 


5509 


5521 


CUCGACCU U UGUGGAAA 


8488 


UUUCCACA CUGAUGAG GCCGUUAGGC CGAA AGGUCGAG 


26864 


5510 


5520 


UCQACCUU U GUGGAAAQ 


8489 


AUUUCCAC CUGAUGAG GCCGUUAGGC CGAA AAGGUCGA 


26865 


5521 


5509 


GGAAAU6U A ACCUCUUG 


8490 


CAAGAGGU CUGAUGAG GCCGUUAGGC CGAA ACAUUUCC 


26866 


5526 


5504 


UGUAACCU C UUGCUGCA 


8491 


UGCAGCAA CUGAUGAG GCCGUUAGGC CGAA AGGUUACA 


26867 


5528 


5502 


UAACCUCU U GCUGCAAU 


8492 


AUUGCAGC CUGAUGAG GCCGUUAGGC CGAA AGAGGUUA 


26868 


5540 


5490 


GCAAXTGCa A GCUGG6UC 


8493 


GACCCAGC CUGAUGAG GCCGUUAGGC CGAA AGCAUUGC 


26869 


5548 


5482 


AGCUGGGU C GGUGAAAa 


8494 


AUUUCACC CUGAUGAG GCCGUUAGGC CGAA ACCCAGCU. 


26870 


5563 


5467 


AUGAGCCU C AUCCAUCA 


8495 


UGAUGGAU CUGAUGAG GCCGUUAGGC CGAA AGGCUCAU 


26871 


556S 


5464 


AGCCUCAU C CAUCACGA 


8496 


UCGUGAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGGCU 


26872 


5570 


5460 


UCAUCCAU C ACGAACAG 


8497 


CU6UUCGU CUGAUGAG GCCGUUAGGC CGAA AUGGAUGA 


26873 


5581 


5449 


GAACAGGU U GUAGUUCG 


8498 


CGAACUAC CUGAUGAG GCCGUUAGGC CGAA ACCUGUUC 


26874 


5584 


5446 


CAGGUUGU A GUUCGGCA 


6499 


UGCCGAAC CUGAUGAG GCCGUUAGGC CGAA ACAACCUG 


26875 


5587 


5443 


GUUGUAGU U CGGCACCC 


8500 


GGGUGCCG CUGAUGAG GCCGUUAGGC CGAA ACUACAAC 


26876 


5588 


5442 


UUGUAGUU C GGCACCCU 


8501 


AGGGUGCC CUGAUGAG GCCGUUAGGC CGAA AACUACAA 


26877 


5609 


5421 


G6AGACAU C AGCCUGUG 


8502 


CACAGGCU CUGAUGAG GCCGUUAGGC CGAA AUGUCUCC 


26878 


5627 


5403 


GUGAGGGU A GCAUGACA 


8503 


UGUCAUGC CUGAUGAG GCCGUUAGGC CGAA ACCCUCAC 


26879 


5644 


5386 


CAUGACAU C AACAAUCU 


8504 


AGAUUGUU CUGAUGAG GCCGUUAGGC CGAA AUGUCAUG 


26680 


5651 


5379 


UCAACAAU C UCAUUUCC 


8505 


GGAAAUGA CUGAUGAG GCCGUUAGGC CGAA AUUGUUGA 


26881 


5653 


5377 


AACAAUCU C AUUUCCAU 


8506 


AUGGAAAU CUGAUGAG GCCGUUAGGC CGAA AGAUUGUU 


26882 


5656 


5374 


AAUCUCAU U UCCAUUAU 


8507 


AUAAUGGA CUGAUGAG GCCGUUAGGC CGAA AUGAGAUU 


26863 


5657 


5373 


AUCUCAUU U CCAUUAUG 


8508 


CAUAAUGG CUGAUGAG GCCGUUAGGC CGAA AAUGAGAU 


26884 


5658 


5372 


UCUCAUUU C CAUUAUGU 


8509 


ACAUAAUG CUGAUGAG GCCGUUAGGC CGAA AAAUGAGA 


26885 


5662 


5368 


AUUUCCAU U AUGUUCUC 


8510 


GAGAACAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAAU 


26886 


5663 


5367 


UUUCCAUU A UGUUCUCU 


8511 


AGAGAACA CUGAUGAG GCCGUUAGGC CGAA AAUGGAAA 


26887 


5667 


5363 


CAUUAUGU U CUCUGGGC 


8512 


GCCCAGAG CUGAUGAG GCCGUUAGGC CGAA ACAUAAUG 


26888 


5668 


5362 


AUUAU6UU C UCUGGGCA 


8513 


UGCCCAGA CUGAUGAG GCCGUUAGGC CGAA AACAUAAU 


26889 


5670 


5360 


UAUGUUCU C UGGGCACU 


8514 


AGUGCCCA CUGAUGAG GCCGUUAGGC CGAA AGAACAUA 


26890 


5687 


5343 


GCGGAUGU C UGGUACCG 


8515 


CGGUACCA CUGAUGAG GCCGUUAGGC CGAA ACAUCCGC 


26891 


5692 


5338 


UGUOJGGU A CCGGAUGG 


8516 


CCAUCCGG CUGAUGAG GCCGUUAGGC CGAA ACCAGACA 


26892 


5706 


5324 


UGGGCAGU C CUCUCAGU 


8517 


ACUGAGAG CUGAUGAG GCCGUUAGGC CGAA ACUGCCCA 


26893 


5709 


5321 


GCAGUCCU C UCAGUGCU 


8518 


AGCACUGA CUGAUGAG GCCGUUAGGC CGAA AGGACUGC 


26894 


5711 


5319 


AGUCCUCU C AGUGCUUC 


8519 


GAAGCACU CUGAUGAG GCCGUUAGGC CGAA AGAGGACU 


26895 


5718 


5312 


UCAGUGCU U CAGCCAUC 


8520 


GAUGGCUG CUGAUGAG GCCGUUAGGC CGAA AGCACUGA 


26696 


5719 


5311 


CAGUGCUU C AGCCAUCU 


8521 


AGAUGGCU CUGAUGAG GCCGUUAGGC CGAA AAGCACUG 


26897 


5726 


5304 


UCAGCCAU C UCAGCAGC 


8522 


GCUGCUGA CUGAUGAG GCCGUUAGGC CGAA AUGGCUGA 


26898 


5728 


5302 


AGCCAUCU C AGCAGCCA 


8523 


UGGCUGCU CUGAUGAG GCCGUUAGGC CGAA AGAUGGCU 


26899 


5747 


5283 


ACCCUGGU U GGUGCUAG 


8524 


CUAGCACC CUGAUGAG GCCGUUAGGC CGAA ACCAGGGU 


26900 


5754 


5276 


UUGGUGOJ A GCACGGCU 


8525 


AGCCGUGC CUGAUGAG GCCGUUAGGC CGAA AGCACCAA 


26901 


5765 


5265 


ACGGCUGU U CUCAGUCU 


8526 


AGACUGAG CUGAUGAG GCCGUUAGGC CGAA ACAGCCGU 


26902 


5766 


5264 


CGGCUGUU C UCAGUCUU 


8527 


AAGACUGA CUGAUGAG GCCGUUAGGC CGAA AACAGCCG 


26903 


5768 


5262 


GCUGUUCU C AGUCUUCU 


8528 


AGAAGACU CUGAUGAG GCCGUUAGGC CGAA AGAACAGC 


26904 


5772 


5258 


UUCUCAGU C UUCUGUUU 


8529 


AAACAGAA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAA 


26905 


5774 


5256 


CUCAGUCU U CUGUUUAU 


8530 


AUAAACAG CUGAUGAG GCCGUUAGGC CGAA AGACUGAG 


26906 


5775 


5255^ 


UCAGUCUU C UGOUUAUG 


8531 


CAUAAACA CUGAUGAG GCCGUUAGGC CGAA AAGACUGA 


26907 


5779 


5251 


UCUUCU6U U UAUGGCCU 


8532 


AGGCCAUA CUGAUGAG GCCGUUAGGC CGAA ACAGAAQA 


26908 


5780 


5250 


CUUCUGUU U AUGGCCUC 


8533 


GAGGCCAU CUGAUGAG GCCGUUAGGC CGAA AACAGAAG 


26909 


5781 


5249 


UUCUGUUU A UGGCCUCU 


8534 


AGAGGCCA CUGAUGAG GCCGUUAGGC CGAA AAACAGAA 


26910 


5788 


5242 


UAUGGCCU C UUUGAUGA 


8535 


UCAUCAAA CUGAUGAG GCCGUUAGGC CGAA AGGCCAUA 


26911 


5790 


5240 


UGGCCUCU U UGAUGAUC 


8536 


GAUCAUCA CUGAUGAG GCCGUUAGGC CGAA AGAGGCCA 


26912 


5791 


5239 


GGCCUCUU U GAUGAUCU 


8537 


AGAUCAUC CUGAUGAG GCCGUUAGGC CGAA AAGAGGCC 


26913 


5798 


5232 


UUGAUGAU C U6UGGCA6 


8538 


CUGCCACA CUGAUGAG GCCGUUAGGC CGAA AUCAUCAA 


26914 


5810 


5220 


GGCAGAAU C CUCCUUGU 


8539 


ACAAGGAG CUGAUGAG GCCGUUAGGC CGAA AUUCUGCC 


26915 


5813 


5217 


AGAAUCCU C CUUGUUUU 


8540 


AAAACAAG CUGAUGAG GCCGUUAGGC CGAA AGGAUUCU 


26916 


5816 


5214 


AUCCUCCU U GUUUUACC 


8541 


GGUAAAAC CUGAUGAG GCCGUUAGGC CGAA AGGAGGAU 


26917 


5819 


5211 


CUCCUUGU U UUACCGGC 


8542 


GCCGGUAA CUGAUGAG GCCGUUAGGC CGAA ACAAGGAG 


26918 


5820 


5210 


UCCUUGUU U UACCGGCG 


8543 


CGCCGGUA CUGAUGAG GCCGUUAGGC CGAA AACAAGGA 


26919 


5821 


5209 


CCUUGUUU U ACCGGC6C 


8544 


GCGCCGGU CUGAUGAG GCCGUUAGGC CGAA AAACAAGG 


26920 


5822 


5208 


CUUGUUUU A CCGGCGCC 


8545 


6GCGCCGG CUGAUGAG GCCGUUAGGC CGAA AAAACAAG 


26921 
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5642 


5188 


AUGGAGAU C CAGUACAG 


8546 


CUGUACUG CUGAUGAG GCCGUUAGGC CGAA AUCUCCAU 


26922 


5847 


5183 


GAUCCAGU A CAGUGAUC 


8547 


GAUCACUG CUGAUGAG GCCGUUAGGC CGAA ACUGGAUC 


26923 


5855 


5175 


ACAGUQAU C XJGUUUUUU 


8548 


AAAAAACA CUGAUGAG GCCGUUAGGC CGAA AUCACUGU 


26924 


5859 


5171 


UQAUCUGa U XJUUUCCUC 


8549 


QAGQAAAA CUGAUGAG GCCGUUAGGC CGAA ACAGAUCA 


26925 


5860 


5170 


GAUCIJGUU U UUUCCUCA 


8550 


UGAGGAAA CUGAUGAG GCCGUUAGGC CGAA AACA6AUC 


26926 


5861 


5169 


AUCUGUUU u uuccacAG 


8551 


CUGAGGAA CUGAUGAG GCCGUUAGGC CGAA AAACAGAU 


26927 


5862 


5168 


UCUGUUUU U UCCUCAGC 


8552 


GCUGAGGA CUGAUGAG GCCGUUAGGC CGAA AAAACAGA 


26928 


5863 


5167 


CUGUUUUU U CCUCAGCA 


8553 


UGCUGAGG CUGAUGAG GCCGUUAGGC CGAA AAAAACAG 


26929 


5864 


5166 


UGUUUUUU C CUCAGCAU 


8554 


AUGCUGAG CUGAUGAG GCCGUUAGGC CGAA AAAAAACA 


26930 


5867 


5163 


UUUUUCCU C AGCAUCUC 


8555 


GAGAUGCU CUGAUGAG GCCGUUAGGC CGAA AGGAAAAA 


26931 


5873 


5157 


CUCAGCAU C UCAGGUUC 


8556 


GAACCUGA CUGAUGAG GCCGUUAGGC CGAA AUGCUGAG 


26932 


5875 


5155 


CAGCAUCU C AGGUUCGA 


8557 


UCGAACCU CUGAUGAG GCCGUUAGGC CGAA AGAUGCUG 


26933 


5880 


5150 


UCUCAGGU U CGAAUCCG 


8556 


CGGAUUCG CUGAUGAG GCCGUUAGGC CGAA ACCUGAGA 


26934 


5881 


5149 


CUCAGGUU C GAAUCCGG 


8559 


CCGGAUUC CUGAUGAG GCCGUUAGGC CGAA AACCUGAG 


26935 


5886 


5144 


6UUCX3AAU C CGGCUGGG 


8560 


CCCAGCCG CUGAUGAG GCCGUUAGGC CGAA AUUCGAAC 


26936 


5897 


5133 


GCUGGGAU U GGCUCAUC 


8561 


6AUGAGCC CUGAUGAG GCCGUUAGGC CGAA AUCCCAGC 


26937 


5902 


5128 


GAUUGGCU C AUCCAUCC 


8562 


GGAUGGAU CUGAUGAG GCCGUUAGGC CGAA AGCCAAUC 


26938 


5905 


5125 


UGGCUCAU C CAUCCUUU 


8563 


AAAGGAUG CUGAUGAG GCCGUUAGGC CGAA AUGAGCCA 


26939 


5909 


5121 


UCAUCCAU C CUUUCACC 


8564 


GGUGAAAG CUGAUGAG GCCGUUAGGC CGAA AUGGAUGA 


26940 


5912 


5118 


UCCAUCCU U UCACCCUG 


8565 


CAGGGUGA CUGAUGAG GCCGUUAGGC CGAA AGGAUGGA 


26941 


5913 


5117 


CCAUCCUU U CACCCUGC 


8566 


GCAGGGUG CUGAUGAG GCCGUUAGGC CGAA AAGGAUGG 


26942 


5914 


5116 


CAUCCUUU C ACCCUGCA 


8567 


UGCAGGGU CUGAUGAG GCCGUUAGGC CGAA AAAGGAUG 


26943 


5925 


5105 


CCUGCACU A UCGCGCUU 


8568 


AAGCGCGA CUGAUGAG GCCGUUAGGC CGAA AGUGCAGG 


26944 


5927 


5103 


UGCACUAU C GCGCUUAU 


8569 


AUAAGCGC CUGAUGAG GCCGUUAGGC CGAA AUAGUGCA 


26945 


5933 


5097 


AUCGCGCU U AUGUAUGA 


8570 


UCAUACAU CUGAUGAG GCCGUUAGGC CGAA AGCGCGAU 


26946 


5934 


5096 


UCGCGCUU A UGUAUGAG 


8571 


CUCAUACA CUGAUGAG GCCGUUAGGC CGAA AAGCGCGA 


26947 


5938 


5092 


GCUUAUGU A UGAGCCGU 


8572 


ACGGCUCA CUGAUGAG GCCGUUAGGC CGAA ACAUAAGC 


26948 


5947 


5083 


UGAGCCGU U GGGCAUUA 


8573 


UAAUGCCC CUGAUGAG GCCGUUAGGC CGAA ACGGCUCA 


26949 


5954 


5076 


UUGGGCAU U AUGACUCC 


8574 


GGAGUCAU CUGAUGAG GCCGUUAGGC CGAA AUGCCCAA 


26950 


5955 


5075 


UGGGCAUU A UGACUCCA 


8575 


UGGAGUCA CUGAUGAG GCCGUUAGGC CGAA AAUGCCCA 


26951 


5961 


5069 


UUAUGACU C CAUUGCCA 


8576 


UGGCAAUG CUGAUGAG GCCGUUAGGC CGAA AGUCAUAA 


26952 


5965 


5065 


GACUCCAU U GCCAUAAA 


8577 


UUUAUGGC CUGAUGAG GCCGUUAGGC CGAA AUGGAGUC 


26953 


5971 


5059 


AUUGCCAU A AAGCCCAA 


8578 


UUGGGCUU CUGAUGAG GCCGUUAGGC CGAA AUGGCAAU 


26954 


5981 


5049 


AGCCCAAU C ACAUCACC 


8579 


GGUGAUGU CUGAUGAG GCCGUUAGGC CGAA AUUGGGCU 


26955 


5986 


5044 


AAUCACAU C ACC6UUUU 


8580 


AAAACG6U CUGAUGAG GCCGUUAGGC CGAA AUGUQAUU 


26956 


5992 


5038 


AUCACCGU U UUUGUCCA 


8581 


UGGACAAA CUGAUGAG GCCGUUAGGC CGAA ACGGUGAU 


26957 


5993 


5037 


UCACCGUU U UUGUCCAC 


8582 


GUGGACAA CUGAUGAG GCCGUUAGGC CGAA AACGGUGA 


26958 


5994 


5036 


CACCGUUU U UGUCCACU 


8583 


AGUGGACA CUGAUGAG GCCGUUAGGC CGAA AAACGGUG 


26959 


5995 


5035 


ACCGUUUU U GUCCACUA 


8584 


UAGUGGAC CUGAUGAG GCCGUUAGGC CGAA AAAACGGU 


26960 


5998 


5032 


GUUUUUGU C CACUAUUG 


8585 


CAAUAGUG CUGAUGAG GCCGUUAGGC CGAA ACAAAAAC 


26961 


6003 


5027 


UGUCCACU A UUGGUGAG 


8586 


CUCACCAA CUGAUGAG GCCGUUAGGC CGAA AGUGGACA 


26962 


6005 


5025 


UCCACOAU U GGU6AGCC 


8587 


GGCaCACC CUGAUGAG GCCGUUAGGC CGAA AUAGUGGA 


26963 


6020 


5010 


CCUGAUGU U CCAGUGGG 


8588 


CCCACUGG CUGAUGAG GCCGUUAGGC CGAA ACAUCAGG 


26964 


6021 


5009 


CUGAUGUU C CAGUGGGG 


8589 


CCCCACUG CUGAUGAG GCCGUUAGGC CGAA AACAUCAG 


26965 


6034 


4996 


GGGGAAGU C CAAAGUCA 


8590 


UGACUUUG CUGAUGAG GCCGUUAGGC CGAA ACUUCCCC 


26966 


6041 


4989 


UCCAAAGU C ACGGCCCC 


8591 


GGGGCCGU CUGAUGAG GCCGUUAGGC CGAA ACUUUGGA 


26967 


6053 


4977 


GCCCCGAU U UCUCCUUC 


8592 


GAAGGAGA CUGAUGAG GCCGUUAGGC CGAA AUCGGGGC 


26966 


6054 


4976 


CCCCGAUU U CUCCUUCA 


8593 


UGAAGGAG CUGAUGAG GCCGUUAGGC CGAA AAUCGGGG 


26969 


6055 


4975 


CCCGAUUU C UCCUUCAG 


8594 


CUGAAGGA CUGAUGAG GCCGUUAGGC CGAA AAAUCGGG 


26970 


6057 


4973 


CGAUUUCU C CUUCAGGU 


8595 


ACCUGAAG CUGAUGAG GCCGUUAGGC CGAA AGAAAUCG 


26971 


6060 


4970 


UUUCUCCU U CAGGUGUU 


8596 


AACACCUG CUGAUGAG GCCGUUAGGC CGAA AGGAGAAA 


26972 


6061 


4969 


UUCUCOJU C AGGUGUUU 


8597 


AAACACCU CUGAUGAG GCCGUUAGGC CGAA AAGGAGAA 


26973 


6068 


4962 


UCA66UGU U UUGAACAC 


8598 


GUGUUCAA CUGAUGAG GCCGUUAGGC CGAA ACACCUGA 


26974 


6069 


4961 


OMSGUGUU U UGAACACC 


8599 


GGUGUUCA CUGAUGAG GCCGUUAGGC CGAA AACACCUG 


26975 


6070 


4960 


AGGUGUUU U GAACACCC 


8600 


QGGUGUUC CUGAUGAG GCCGUUAGGC CGAA AAACACCU 


26976 


6084 


4946 


CCCCUGGU U UCGUCUGG 


8601 


CCAGACGA CUGAUGAG GCCGUUAGGC CGAA ACCAGGGG 


26977 


6085 


4945 


CCCUGGUU U CGUCUGGA 


8602 


UCCAGACG CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


26978 


6086 


4944 


CCUGGUUU C GUCUGGAC 


8603 


GUCCAGAC CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


26979 


6089 


4941 


GGUUUCGU C UGGACGUU 


8604 


AACGUCCA CUGAUGAG GCCGUUAGGC CGAA ACGAAACC 


26960 


6097 


4933 


CUGGACGU U CUUAACGU 


8605 


ACGUUAAG CUGAUGAG GCCGUUAGGC CGAA ACGUCCAG 


26981 


6098 


4932 


UGGACGUU C UUAACGUU 


8606 


AACGUUAA CUGAUGAG GCCGUUAGGC CGAA AACGUCCA 


26982 


6100 


4930 


GACGUUCU U AACGUUCU 


8607 


AGAACGUU CUGAUGAG GCCGUUAGGC CGAA AGAACGUC 


26983 
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6101 


4929 


ACGUUCUU A ACGUUCUU 


6608 


AAGAACGU CUGAUGAG GCCGUUAGGC CGAA AAGAACGU 


26984 


6106 


4924 


CUUAACGU U CUUGCCAG 


8609 


CUGGCAAG CUGAUGAG GCCGUUAGGC CGAA ACGUUAAG 


26985 


6107 


4923 


UUAACGUU C UUGCCAGG 


8610 


CCUGGCAA CUGAUGAG GCCGUUAGGC CGAA AAOGUUAA 


26986 


6109 


4921 


AACX3UUCU U GCCAGGUU 


8611 


AACCUGGC CUGAUGAG GCCGUUAGGC CGAA AGAACGTO 


26987 


6117 


4913 


UGCCAGGU U CCACCACA 


8612 


UGUGGUGG CUGAUGAG GCCGUUAGGC CGAA ACCUGGCA 


26988 


6118 


4912 


GCCAGGUU C CACCACAA 


8613 


UUGUGGUG CUGAUGAG GCCGUUAGGC CGAA AACCUGGC 


26989 


6128 


4902 


ACCACAAU C AUCUGCAC 


8614 


GUGCAGAU CUGAUGAG GCCGUUAGGC CGAA AUUGUGGU 


26990 


6131 


4899 


ACAAUCAU C UGCACCUC 


8615 


GAGGUGCA CUGAUGAG GCCGUUAGGC CGAA AUGAUUGU 


26991 


6139 


4691 


CUGCACCU C AUCCUGCC 


8616 


GGCAGGAU CUGAUGAG GCCGUUAGGC CGAA AGGUGCAG 


26992 


6142 


4868 


CACCUCAU C CUGCCCGU 


8617 


ACGGGCAG CUGAUGAG GCCGUUAGGC CGAA AUGAGGUG 


26993 


6151 


4879 


CUGCCCGU U CCACUUGU 


8618 


ACAAGUGG CUGAUGAG GCCGUUAGGC CGAA ACGGGCAG 


26994 


6152 


4878 


UGCCCGUU C CACUUGUG 


8619 


CACAAGUG CUGAUGAG GCCGUUAGGC CGAA AACGGGCA 


26995 


6157 


4873 


GUUCCACU U GUGCUGCA 


8620 


UGCAGCAC CUGAUGAG GCCGUUAGGC CGAA AGUGGAAC 


26996 


6168 


4862 


GCUGCAAU U UCCAGGGU 


8621 


ACCCUGGA CUGAUGAG GCCGUUAGGC CGAA AUUGCAGC 


26997 


6169 


4861 


CUGCAAUU U CCAGGGUC 


8622 


6ACCCUGG CUGAUGAG GCCGUUAGGC CGAA AAUUGCA6 


26998 


6170 


4860 


UGCAAUUU C CAGGGUCC 


8623 


GGACCCUG CUGAUGAG GCCGUUAGGC CGAA AAAUUGCA 


26999 


6177 


4853 


UCCAGGGU C CUCCGUAA 


8624 


UUACGGAG CUGAUGAG GCCGUUAGGC CGAA ACCCUGGA 


27000 


6180 


4850 


AGGGUCCU C CGUAACAA 


8625 


UUGUUACG CUGAUGAG GCCGUUAGGC CGAA AGGACCCU 


27001 


6184 


4846 


UCCUCCGU A ACAAAGUC 


8626 


GACUUUGU CUGAUGAG GCCGUUAGGC CGAA ACGGAGGA 


27002 


6192 


4838 


AACAAAGU C GAUCCUCC 


8627 


GGAGGAUC CUGAUGAG GCCGUUAGGC CGAA ACUUUGUU 


27003 


6196 


4834 


AAGUCGAU C CUCCUUGA 


8628 


UCAAGGAG CUGAUGAG GCCGUUAGGC CG7\A AUCGACUU 


27004 


6199 


4831 


UCGAUCCU C CUUGACAC 


8629 


GUOUCAAO CUGAUGAG GCOGUtlAGGC OGAA AGGAUCGA 


27005 


6202 


4828 


AUCCUCCU U GACACUGC 


8630 


GCAGUGUC CUGAUGAG GCCGUUAGGC CGAA AGGAGGAU 


27006 


6217 


4813 


GCCCCAGU A UGGGUCCA 


8631 


UGGACCCA CUGAUGAG GCCGUUAGGC CGAA ACUGGGGC 


27007 


6223 


4807 


GUAUGGGU C CKGGCQX^ 


8632 


GCCGCCUG CUGAUGAG GCCGUUAGGC CGAA ACCCAUAC 


27008 


6235 


4795 


GCGGCCCU C UCCGCUCA 


8633 


UQAGCGGA CUGAUGAG GCCGUUAGGC CGAA AGGGCCGC 


27009 


6237 


4793 


GGCCCUCU C CGCUCAUC 


8634 


GAUGAGCG CUGAUGAG GCCGUUAGGC CGAA AGAGGGCC 


27010 


6242 


4788 


UCUCCGCU C AUCAAAGC 


8635 


GCUUUGAU C{J(^OAG GCCGUUAGGC CGAA AGCGQAGA 


27011 


6245 


4785 


CCGCUCAU C AAAGCGGC 


8636 


GCCGCUUU CUGAUGAG GCCGUUAGGC CGAA AUGA6CGG 


27012 


6255 


4775 


AAGCGGCU C CUUUUGUU 


8637 


AACAAAAG CUGAUGAG GCCGUUAGGC CGAA AGCCGCUU 


27013 


6258 


4772 


CGGCUCCU U UUGUUGUA 


8638 


UACAACAA CUGAUGAG GCCGUUAGGC CGAA KQQl^CG 


27014 


6259 


4771 


GGCUCCUU U UGUUGUAU 


6639 


AUACAACA CUGAUGAG GCCGUUAGGC CGAA AAGGAGCC 


27015 


6260 


4770 


GCUCCUUU U GUUGUAUG 


8640 


CAUACAAC CUGAUGAG GCCGUUAGGC CGAA AAAGGAGC 


27016 


6263 


4767 


CCUUUUGU U GUAUGCCA 


8641 


U6GCAUAC CUGAUGAG GCCGUUAGGC CGAA ACAAAAGG 


27017 


6266 


4764 


UUUGUUGU A UGCCAAAG 


8642 


CUUUGGCA CUGAUGAG GCCGUUAGGC CGAA ACAACAAA 


27018 


6291 


4739 


AAACACCU U CAACCAUC 


8643 


GAUGGUUG CUGAUGAG GCCGUUAGGC CGAA AGGUGUUU 


27019 


6292 


4738 


AACACCUU C AACCAUCA 


8644 


UGAUGGUU CUGAUGAG GCCGUUAGGC CGAA AAGGUGUU 


27020 


6299 


4731 


UCAACCAU C ACGCCCGC 


8645 


GCGGGCGU CUGAUGAG GCCGUUAGGC CGAA AUGGUUGA 


27021 


6309 


4721 


CGCCCGCU C CUGCUUGA 


8646 


UCAAGCAG CUGAUGAG GCCGUUAGGC CGAA AGCGGGCG 


27022 


6315 


4715 


CUCCUGCU U GAUAACUG 


8647 


CAGUUAUC CUGAUGAG GCCGUUAGGC CGAA AGCAGGAG 


27023 


6319 


4711 


UGCUUGAU A ACUGCCGA 


8648 


UCGGCAGU CUGAUGAG GCCGUUAGGC CGAA AUCAAGCA 


27024 


6341 


4669 


CCAC6AGU C AUGAUCCU 


8649 


AGGAUCAU CUGAUGAG GCCGUUAGGC CGAA ACUCGUGG 


27025 


6347 


4683 


GUCAUGAU C CUGUAGAC 


8650 


GUCUACAQ CUGAUGAG GCCGUUAGGC CGAA AUCAUGAC 


27026 


6352 


4678 


GAUCCUGU A GACGCCGG 


8651 


CCGGCGUC CUGAUGAG GCCGUUAGGC CGAA ACAGGAUC 


27027 


6365 


4665 


CCGGUGGU C GUGUCCCC 


8652 


GGGGACAC CUGAUGAG GCCGUUAGGC CGAA ACCACCGG 


27028 


6370 


4660 


GGUCGUGU C CCCCUUUU 


6653 


AAAAGGGG CUGAUGAG GCCGUUAGGC CGAA ACACGACC 


27029 


6376 


4654 


GUCCCCCU U UUUGUACU 


8654 


AGUACAAA CUGAUGAG GCCGUUAGGC CQAA AGGG6GAC 


27030 


6377 


4653 


UCCCCCUU U UUGUACUC 


8655 


GAGUACAA CUGAUGAG GCCGUUAGGC CGAA AAGGGGGA 


27031 


6378 


4652 


CCCCCUUU U UGUACUCC 


8656 


GGAGUACA CUGAUGAG GCCGUUAGGC CGAA AAAGGGGG 


27032 


6379 


4651 


CCCCUUUU U 6UACUCCU 


8657 


AGGAGUAC CUGAUGAG GCCGUUAGGC CGAA AAAAGGGG 


27033 


6382 


4648 


CUUUUUGU A CUCCUUUG 


8658 


CAAAGGAG CUGAUGAG GCCGUUAGGC CGAA ACAAAAAG 


27034 


6385 


4645 


UUUGUACU C CUUUGGUG 


8659 


CACCAAAG CUGAUGAG GCCGUUAGGC CGAA AGUACAAA 


27035 


6388 


4642 


GUACUCCU U UGGU6AGG 


8660 


CCUCACCA CUGAUGAG GCCGUUAGGC CGAA AGGAGUAC 


27036 


6389 


4641 


UACUCCUU U GGUGAGGG 


8661 


CCCUCACC CUGAUGAG GCCGUUAGGC CGAA AAG6AGUA 


27037 


6403 


4627 


GGGAGUGU C CCACAACA 


8662 


UGUUGUGG CUGAUGAG GCCGtJUAGGC CGAA ACACUCCC 


27038 


o%± 1 


4613 


ACACGCCU C CUCUCUUU 


8663 


AAAGAGAG CUGAUGAG GCCGUUAGGC CGAA AGGCGUGU 


27039 


6420 


4610 


CGCCUCCU C UCUUUGUG 


8664 


CACAAAGA CUGAUGAG GCCGUUAGGC CGAA AGGAGGCG 


27040 


6422 


4608 


CCUCCUCU C UUUGUGUA 


8665 


UACACAAA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGG 


27041 


6424 


4606 


UCCUCUCU U UGUGUAUU 


8666 


AAUACACA CUGAUGAG GCCGUUAGGC CGAA AGAGAGGA 


27042 


6425 


4605 


CCUCUCUU U GUGUAUUG 


8667 


CAAUACAC CUGAUGAG GCCGUUAGGC CGAA AAGAGAGG 


27043 


6430 


4600 


CUUUQUGU A UUGQAQAG 


8668 


CUCUCCAA CUGAUGAG GCCGUUAGGC CGAA ACACAAAG 


27044 


6432 




DUGUGUAU U GGAGAGUU 


6669 


AACUCUCC CUGAUGAG GCCGUUAGGC CGAA AUACACAA 


27045 
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6440 


4590 


UGGAGAGU U AUCCAAAA 


8670 


UUUU6GAU CUGAUGAG GCCGUUAGGC CGAA ACUCUCCA 


27046 


6441 


4589 


GGA6&GUU A UCCAAAAU 


8671 


AUUUUGGA CUGAUGAG GCCGUUAGGC CGAA AACUCUCC 


27047 


6443 


4587 


AGA6UUAU C CAAAAUCC 


8672 


GGAUUUUG CUGAUGAG GCCGUUAGGC CGAA AUAACUCU 


27048 


6450 


4580 


UCCAAAAU C CAACUACU 


8673 


AQUAGUUG CUGAUGAG GCCGUUAGGC CGAA AUUUUGGA 


27049 


6456 


4574 


AUCCAACU A CUGAGGGC 


8674 


GCCCUCAG CUGAUGAG GCCGUUAGGC CGAA AGUUGGAU 


27050 


6470 


4560 


GGCAAGAU U GCCCAGGG 


8675 


CCCUQGGC CUGAUGAG GCCGUUAGGC CGAA AUCUUGCC 


27051 


6484 


4546 


GGGGGUGU A CGCACUAA 


8676 


UUAGUGCG CUGAUGAG GCCGUUAGGC CGAA ACACCCCC 


27052 


6491 


4539 


UACGCACU A AUCGCGAG 


8677 


CUCGCGAU CUGAUGAG GCCGUUAGGC CGAA AGUGCGUA 


27053 


6494 


4536 


GCACUAAU C GCGAGACA 


8678 


UGUCUCGC CUGAUGAG GCCGUUAGGC CGAA AUUAGUGC 


27054 


6509 


4521 


CAGACCAU U CUGAGCAU 


8679 


AUGCUCAG CUGAUGAG GCCGUUAGGC CGAA AUGGUCUG 


27055 


6510 


4520 


AGACCAUU C UGAGCAUC 


8680 


GAUGCUCA CUGAUGAG GCCGUUAGGC CGAA AAUG6UCU 


27056 


6518 


4512 


CUGAGCAU C CAUAUCUU 


8681 


AAGAUAUG CUGAUGAG GCCGUUAGGC CGAA AUGCUCAG 


27057 


6522 


4508 


GCAUCCAU A UCUUCCAA 


8682 


UUGGAAGA CUGAUGAG GCCGUUAGGC CGAA AUGGAUGC 


27058 


6524 


4506 


AUCCAUAU C UUCCAAGG 


8663 


CCUUGGAA CUGAUGAG GCCGUUAGGC CGAA AUAUGGAU 


27059 


6526 


4504 


CCAUAUCU U CCAAGGU6 


8684 


CACCUUGG CUGAUGAG GCCGUUAGGC CGAA AGAUAUGG 


27060 


6527 


4503 


CAUAUCUU C CAAGGUGC 


8685 


GCACCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAUAUG 


27061 


6537 


4493 


AAGGUGCU C CUGGAUCA 


8686 


UGAUCGAG CUGAUGAG GCCGUUAGGC CGAA AGCACCUU 


27062 


6544 


4486 


UCCUGGAU C AUUCAUGA 


8687 


UCAUGAAU CUGAUGAG GCCGUUAGGC CGAA AUCCAGGA 


27063 


6547 


4483 


UGGAUCAU U CAU6AGCU 


8688 


AGCUCAUG CUGAUGAG GCCGUUAGGC CGAA AUGAUCCA 


27064 


6548 


4482 


GGAUCAUU C AUGAGOJG 


8689 


CAGCUCAU CUGAUGAG GCCGUUAGGC CGAA AAUGAUCC 


27065 


6562 


4468 


CUGGAAGU U UCCAUCAU 


8690 


AUGAUGGA CUGAUGAG GCCGUUAGGC CGAA ACUUCCAG 


27066 


6563 


4467 


UGGAAGUU U CCAUCAUC 


8691 


GAUGAUGG CUGAUGAG GCCGUUAGGC CGAA AACUUCCA 


27067 


6564 


4466 


GGAAGUUU C CAUCAUCA 


8692 


UGAUGAUQ CUGAUGAG GCCGUUAGGC CGAA AAACUUCC 


27068 


6568 


4462 


GUUUCCAU C AUCAUCAA 


8693 


UUGAUGAU CUGAUGAG GCCGUUAGGC CGAA AUGGAAAC 


27069 


6571 


4459 


UCCAUCAU C AUCAAGCC 


8694 


GGCUUGAU CUGAUGAG GCCGUUAGGC CGAA AUGAUGGA 


27070 


6574 


4456 


AUCAUCAU C AAGCCGCA 


8695 


UGCGGCUU CUGAUGAG GCCGUUAGGC CGAA AUGAUGAU 


27071 


6586 


4444 


CCGCACAU C AACUCUUU 


8696 


AAAGAGUU CUGAUGAG GCCGUUAGGC CGAA AUGUGCGG 


27072 


6591 


4439 


CAUCAACU C UUUCGCUC 


8697 


GAGCGAAA CUGAUGAG GCCGUUAGGC CGAA AGUUGAUG 


27073 


6593 


4437 


UCAACUCU U UCGCUCGA 


8698 


UCGAGCGA CUGAUGAG GCCGUUAGGC CGAA AGAGUUGA 


27074 


6594 


4436 


CAACUCUU U CGCUCGAG 


8699 


CUCGAGCG CUGAUGAG GCCGUUAGGC CGAA AAGAGUUG 


27075 


6595 


4435 


AACUCUUU C GCUCGAGC 


8700 


GCUCGAGC CUGAUGAG GCCGUUAGGC CGAA AAAGAGUU 


27076 


6599 


4431 


CUUUCGCU C GAGCCUGU 


8701 


ACAGGCUC CUGAUGAG GCCGUUAGGC CGAA AGCGAAAG 


27077 


6608 


4422 


GAGCCUGU A AUUUCUGC 


8702 


GCAGA7UUJ CUGAUGAG GCCGUUAGGC CGAA ACAGGCUC 


27078 


6611 


4419 


CCUGUAAU U UCUGCAUC 


8703 


GAUGCAGA CUGAUGAG GCCGUUAGGC CGAA AUUACAGG 


27079 


6612 


4418 


CU6UAAUU U CUGCAUCA 


8704 


UGAUGCAS CUGAUGAG GCCGUUAGGC CGAA AAUUACAG 


27080 


6613 


4417 


UGUAAXroU C UGCAUCAC 


8705 


GUGAUGCA CUGAUGAG GCCGUUAGGC CGAA AAAUUACA 


27081 


6619 


4411 


UUCUGCAU C ACUUUCCC 


8706 


GGGAAAGU CUGAUGAG GCCGUUAGGC CGAA AUGCAGAA 


27082 


6623 


4407 


GCAUCACU U UCCCAGGA 


8707 


UCCUGGGA CUGAUGAG GCCGUUAGGC CGAA AGUGAUGC 


27083 


6624 


4406 


CAUCACUU U CCCAGGAA 


8708 


UUCCUGGG CUGAUGAG GCCGUUAGGC CGAA AAGUGAUG 


27084 


6625 


4405 


AUCACUUU C CCAGQAAA 


8709 


UUUCCUGG CUGAUGAG GCCGUUAGGC CGAA AAAGUGAU 


27085 


6637 


4393 


GGAAAUGU C CGCCGUUC 


8710 


GAACGGCG CUGAUGAG GCCGUUAGGC CGAA ACAUUUCC 


27086 


6644 


4386 


UCCGCCGU U CUCUCAAU 


8711 


AUUGAGAG CUGAUGAG GCCGUUAGGC CGAA ACGGCGGA 


27087 


6645 


4385 


CCGCCGUU C UCUCAAUC 


8712 


GAUUGAGA CUGAUGAG GCCGUUAGGC CGAA AACGGCGG 


27088 


6647 


4383 


GCCGUUCU C UCAAUCCA 


8713 


UGGAUUGA CUGAUGAG GCCGUUAGGC CGAA AQAACGGC 


27089 


6649 


4381 


C6UUCUCU C AAUCCACA 


8714 


UGUGGAUU CUGAUGAG GCCGUUAGGC CGAA AGAGAACG 


27090 


6653 


4377 


CUCUCAAU C CACAUAUC 


8715 


GAUAUGUG CUGAUGAG GCCGUUAGGC CGAA AUUGAGAG 


27091 


6659 


4371 


AUCCACAU A UCUGUUGA 


8716 


UCAACAGA CUGAUGAG GCCGUUAGGC CGAA AUGUGGAU 


27092 


6661 


4369 


CCACAUAU C U6UUGAUU 


8717 


AAUCAACA CUGAUGAG GCCGUUAGGC CGAA AUAUGUGG 


27093 


6665 


4365 


AUAUCUGU U GAUUUCCC 


8718 


GGGAAAUC CUGAUGAG GCCGUUAGGC CGAA ACAQAUAU 


27094 


6669 


4361 


CUGUUGAU U UCCCAGAA 


8719 


UUCUGGGA CUGAUGAG GCCGUUAGGC CGAA AUCAACAG 


27095 


6670 


4360 


UGUUGAUU U CCCAGAAA 


8720 


UUUCUGGG CUGAUGAG GCCGUUAGGC CGAA AAUCAACA 


27096 


6671 


4359 


GUUGAUUU C CCAGAAAU 


8721 


AUUUCUGG CUGAUGAG GCCGUUAGGC CGAA AAAUCAAC 


27097 


6680 


4350 


CCAGAAAU C ACGAAAGC 


8722 


GCUUUCGU CUGAUGAG GCCGUUAGGC CGAA AUUUCUGG 


27098 


6710 


4320 


CCCGCGAU A 6UCAUUGG 


8723 


CCAAUGAC CUGAUGAG GCCGUUAGGC CGAA AUCGCGGG 


27099 


6713 


4317 


GCGAUAGU C AUUGGAAU 


8724 


AUUCCAAU CUGAUGAG GCCGUUAGGC CGAA ACUAUCGC 


27100 


6716 


4314 


AUAGUCAU U GGAAUGGC 


8725 


GCCAUUCC CUGAUGAG GCCGUUAGGC CGAA AUGACUAU 


27101 


6733 


4297 


CAUGGAGU C AAUGUCAA 


8726 


UUGACAUU CUGAUGAG GCCGUUAGGC CGAA ACUCCAUG 


27102 


6739 


4291 


6UCAAUGU C AAGCUCUG 


8727 


CAGAGCUU CUGAUGAG GCCGUUAGGC CGAA ACAUUGAC 


27103 


6745 


4285 


GUCAJ\GCU C UGCCAGCC 


8728 


6GCUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCUUGAC 


27104 


6756 


4274 


CCAGCCCU C CGACGAUG 


8729 


CAUCGUOG CUGAUGAG GCCGUUAGGC CGAA AGGGCUGG 


27105 


6773 


4257 


GCAAACAU U AGGCCGAC 


8730 


GUCGGCCU CUGAUGAG GCCGUUAGGC CGAA AUGUUUGC 


27106 


6774 


4256 


CAAACAUU A GGCCGACA 


8731 


UQUCGGCC CUGAUGAG GCCGUUAGGC CGAA AAUGUUUG 


27107 
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6788 


4242 


ACAGCUGU C AUCACUUC 


8732 


GAAGUGAU CUGAUGAG GCCGUUAGGC CGAA ACAGCUGU 


27108 


6791 


4239 


GCUGQCAU C ACUUCAGU 


8733 


ACUGAAGU CUGAUGAG GCCGUUAGGC CGAA AUGACAGC 


27109 


6795 


4235 


UGAUCACU U CAGUUGCG 


8734 


CGCAACUG CUGAUGAG GCCGUUAGGC CGAA AGUGAUGA 


27110 


6796 


4234 


CAUCACUU C A6UUGCQG 


8735 


CCGCAACU CUGAUGAG GCCGUUAGGC CGAA AAGUGAUG 


27111 


6800 


4230 


ACUUCAGU U GC6G0CCA 


8736 


UGGCCCGC CUGAUGAG GCCGUUAGGC CGAA ACUGAAGU 


27112 


6810 


4220 


CGGGCCAU C CGCOUUOA 


8737 


UAAACGCG CUGAUGAG GCCGUUAGGC CGAA AUGGCCCG 


27113 


6816 


4214 


AUCCGCGU U UACGGUUG 


8738 


CAACCGUA CUGAUGAG GCCGUUAGGC CGAA ACGCGGAU 


27114 


6817 


4213 


UCCGCGUU U ACGGOUGG 


8739 


CCAACCGU CUGAUGAG GCCGUUAGGC CGAA AACGCGGA 


27115 


6818 


4212 


CCGCGUUU A CGGUUGGG 


8740 


CCCAACCG CUGAUGAG GCCGUUAGGC CGAA AAACGCGG 


27116 


6823 


4207 


UUUACGGU U GGGAUCAC 


8741 


GUGAUCCC CUGAUGAG GCCGUUAGGC OGAA ACCGUAAA 


27117 


6829 


4201 


GUUGGGAU C ACAUGCAA 


8742 


UUGCAUGU CUGAUGAG GCCGUUAGGC CGAA AUCCCAAC 


27118 


6839 


4191 


CAUGCAAU C AGQCCAOC 


8743 


GCUOQACU CUGAUGAG GCCGUUAGGC CGAA AUUGCADG 


27119 


6843 


4187 


CAAUCAGU C CAGCAQCA 


8744 


UGCUGCUG CUGAUGAG GCCGUUAGGC CGAA ACUGAUUG 


27120 


6857 


4173 


GCAAGGAU C AUGGGGUU 


8745 


AACCCCAU CUGAUGAG GCCGUUAGGC CGAA AUCCUUGC 


27121 


6865 


4165 


CAUGGGGU V GAAAAGUC 


8746 


GACUUUUC CUGAUGAG GCCGUUAGGC CGAA ACCCCAUG 


27122 


6873 


4157 


UQAAAA6U C CUGUUQAQ 


8747 


CUCAACAG CUGAUGAG GCCGUUAGGC CGT^ ACUUUUCA 


27123 


6878 


4152 


AGUCCUGa U GAGGCUAG 


8748 


CUAGCCUC CUGAUGAG GCCGUUAGGC CGAA ACAGGACU 


27124 


6885 


4145 


UUGAGGO; A 6AGCCAAG 


8749 


CUUGGCUC CUGAUGAG GCCGUUAGGC CGAA AGCCUCAA 


27125 


6897 


4133 


CCAAGCAU A GCAGACUU 


8750 


AAGUCUGC CUGAUGAG GCCGUUAGGC CGAA AUGCUUGG 


27126 


6905 


4125 


AGCAGAOJ U GCUCCUUU 


8751 


AAAGGAGC CUGAUGAG GCCGUUAGGC CGAA AGUCUGCU 


27127 


6909 


4121 


GACUUGCU C CUUUCUUU 


8752 


AAAGAT^G CUGAUGAG GCCGUUAGGC CGAA AGCAAGUC 


27128 


6912 


4118 


UUGCUCCU U UCUUOUUU 


8753 


AAAAAAGA CUGAUGAG GCCGUUAGGC CGAA AGGAGCAA 


27129 


6913 


4117 


UGCUCCUU U CUUUUUUG 


8754 


CAAAAAAG CUGAUGAG GCCGUUAGGC CGAA AAGGAGCA 


27130 


6914 


4116 


GCUCCUUU C UUUUUUGC 


8755 


GCAAAAAA CUGAUGAG GCCGUUAGGC CGAA AAAGGAGC 


27131 


6916 


4114 


UCCUUUCa U UUUUGCAG 


8756 


CUGCAAAA CUGAUGAG GCCGUUAGGC CGAA AGAAAGGA 


27132 


6917 


4113 


CCUUUCUU U UUUGCAGC 


8757 


GCUGCAAA CUGAUGAG GCCGUUAGGC CGAA AAGAAAGG 


27133 


6918 


4112 


CUUUCUUU U UUGCAGCU 


8758 


AGCUGCAA CUGAUGAG GCCGUUAGGC CGAA AAAGAAAG 


27134 


6919 


4111 


UUUCUUUU U UGCAGCUG 


8759 


CAGCUGCA CUGAUGAG GCCGUUAGGC CGAA AAAAGAAA 


27135 


6920 


4110 


UUCUUUUU U GCAGCUGC 


8760 


GCAGCUGC CUGAUGAG GCCGUUAGGC CGAA AAAAAGAA 


27136 


6932 


4098 


GCUGCACU C CUCUUCUC 


8761 


GAGAAGAG CUGAUGAG GCCGUUAGGC CGAA AGUGCAGC 


27137 


6935 


4095 


GCACUCCU C UUCUCCCU 


8762 


AGGGAGAA CUGAUGAG GCCGUUAGGC CGAA AGGAGUGC 


27138 


6937 


4093 


ACUCCUCU U CUCCCUGA 


8763 


UCAGGGAG CUGAUGAG GCCGUUAGGC CGAA AGAGGAGU 


27139 


6938 


4092 


CUCCUCUU C UCCCUGAU 


8764 


AUCAGGGA CUGAUGAG GCCGUUAGGC CGAA AAGAGGAG 


27140 


6940 


4090 


CCUCUUCU C CCUGAUCA 


8765 


UGAUCAGG CUGAUGAG GCCGUUAGGC CGAA AGAAGAGG 


27141 


6947 


4083 


UCCCUGAU C AAGCUGCC 


8766 


GGCAGCUU CUGAUGAG GCCGUUAGGC CGAA AUCAGGGA 


27142 


6957 


4073 


AGCUGCCU A UUCCGACC 


8767 


GGUCGGAA CUGAUGAG GCCGUUAGGC CGAA AGGCAGCU 


27143 


6959 


4071 


CUGCCUAU U COGACCAU 


8768 


AUGGUCGG CUGAUGAG GCCGUUAGGC CGAA AUAGGCAG 


27144 


6960 


4070 


UGCCUAUir C CGACCAUC 


8769 


GAUGGUCG CUGAUGAG GCCGUUAGGC CGAA AAUAGGCA 


27145 


6968 


4062 


CCGACCAU C AACAGCAG 


8770 


CUGCUGUU CUGAUGAG GCCGUUAGGC CGAA AUGGUCGG 


27146 


6978 


4052 


ACAGCAGU A UCCUGUAC 


8771 


GUACAGGA CUGAUGAG GCCGUUAGGC CGAA ACUGCUGU 


27147 


6980 


4050 


AGCAGUAU C CUGUACAC 


8772 


GUGUACAG CUGAUGAG GCCGUUAGGC CGAA AUACUGCU 


27148 


6985 


4045 


UAUCCUGU A CACAUCCA 


8773 


UGGAUGUG CUGAUGAG GCCGUUAGGC CGAA ACAGGAUA 


27149 


6991 


4039 


GUACACAU C CAGAUUCA 


8774 


UGAAUCUG CUGAUGAG GCCGUUAGGC CGAA AUGUGUAC 


27150 


6997 


4033 


AUCCAGAU U CAAGCAUC 


8775 


GAUGCUUG CUGAUGAG GCCGUUAGGC CGAA AUCUGGAU 


27151 


6998 


4032 


UCCAGAUU C AAGCAUCU 


8776 


AGAUGCUU CUGAUGAG GCCGUUAGGC CGAA AAUCUGGA 


27152 


7005 


4025 


UCAAGCAU C UCAGCCCG 


8777 


CGGGCUGA CUGAUGAG GCCGUUAGGC CGAA AUGCUUGA 


27153 


7007 


4023 


AAGCAUCU C AGCCCGGQ 


8778 


CCCGGGCU CUGAUGAG GCCGUUAGGC CGAA AGAUGCUU 


27154 


7019 


4011 


CCGG6U6U U AGCAGGGC 


8779 


GCCCUGCU CUGAUGAG GCCGUUAGGC CGAA ACACCCGG 


27155 


7020 


4010 


OGQGUGUU A GCAGGGCU 


8780 


AGCCCUGC CUGAUGAG GCCGUUAGGC CGAA AACACCCG 


27156 


7029 


4001 


GCAGGGCU A GCAGCGGA 


8781 


UCCGCUGC CUGAUGAG GCCGUUAGGC CGAA AGCCCUGC 


27157 


7048 


3982 


AACCACGU U UGAUGUCG 


8782 


CGACAUCA CUGAUGAG GCCGUUAGGC CGAA ACGUGGUU 


27158 


7049 


3981 


ACCACGUU U GAUGUCGU 


8783 


ACGACAUC CUGAUGAG GCCGUUAGGC CGAA AACGUGGU 


27159 


7055 


3975 


UUUGAUGU C GUUGUGAA 


8784 


UUCACAAC CUGAUGAG GCCGUUAGGC CGAA ACAUCAAA 


27160 


7058 


3972 


GAUGUCGU U GUGAAUGU 


8785 


ACAUUCAC CUGAUGAG GCCGUUAGGC CGAA ACGACAUC 


27161 


7067 


3963 


GUGAAUGU U AUGGCUCU 


8786 


AGAGCCAU CUGAUGAG GCCGUUAGGC CGAA ACAUUCAC 


27162 


7068 


3962 




O / O / 


GAlzAGCCA CUGAUGAG GCCGUUAGGC CGAA AACAUUCA 


27163 


7074 


3956 


UUAUGGCU C UCAGUAUC 


8788 


GAUACUGA CUGAUGAG GCCGUUAGGC CGAA AGCCAUAA 


27164 


7076 


3954 


AUGGCUCU C AGUAUCAU 


8789 


AUGAUACU CUGAUGAG GCCGUUAGGC CGAA AGAGCCAU 


27165 


7080 


3950 


CUCUCAGU A UCAUCCAA 


8790 


UUGGAUGA CUGAUGAG GCCGUUAGGC CGAA ACUGAGAG 


27166 


7082 


3948 


CUCAGUAU C AUCCAAGC 


B791 


GCUUGGAU CUGAUGAG GCCGUUAGGC CGAA AUACUGAG 


27167 


7085 


3945 


AGUAUCAU C CAAGCUAC 


8792 


GUAGCUUG CUGAUGAG GCCGUUAGGC CGAA AUGAUACU 


27168 


7092 


3938 


UCCAAGCU A CCGCCAGU 


8793 


ACUGGCGG CUGAUGAG GCCGUUAGGC CGAA AGCUUGGA 


27169 
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7105 


3925 


CAGUGAAU U CAACACAU 


8794 


AUGUGUUG CUGAUGAG GCCGUUAGGC CGAA AUUCACUG 


27170 


7106 


3924 


AGUGAAUU C AACACAUC 


8795 


GAUGUGUU CUGAUGAG GCCGUUAGGC CGAA AAUUCACU 


27171 


7114 


3916 


CAACACAU C AGGGAUCU 


8796 


AGAUCCCU CUGAUGAG GCCGUUAGGC CGAA AUGUGUUG 


27172 


7121 


3909 


UCA6GGA0 C UCCCAGAG 


8797 


CUCUG6GA CUGAUGAG GCCGUUAGGC CGAA AUCCCUGA 


27173 


7123 


3907 


AGGGAUCU C CCAGAGCA 


8798 


UGCUCUGG CUGAUGAG GCCGUUAGGC CGAA AGAUCCCU 


27174 


7136 


3894 


AGCAGAAU U UGGCGGGC 


8799 


GCCCGCCA CUGAUGAG GCCGUUAGGC CGAA AUUCUGCU 


27175 


7137 


3893 


GCAGAAUU U GGCGGGCA 


8800 


UGCCCGCC CUGAUGAG GCCGUUAGGC CGAA AAUUCUGC 


27176 


7147 


3883 


GOGGGCAU C GUGAUAAG 


6801 


CUUAUCAC CUGAUGAG GCCGUUAGGC CGAA AUGCCCGC 


27177 


7153 


3877 


AUCGUGAU A AGCCAtJUU 


8802 


AAAUGGCU CUGAUGAG GCCGUUAGGC CGAA AUCACGAU 


27178 


7160 


3870 


UAAGCCAU U UGAAAGAA 


8803 


UUCUUUCA CUGAUGAG GCCGUUAGGC CGAA AUGGCUUA 


27179 


7161 


3869 


AAGCCAUU U GAAAGAAA 


8804 


UUUCUUUC CUGAUGAG GCCGUUAGGC CGAA AAUGGCUU 


27180 


7184 


3846 


GCCAACAU C AACAAAAU 


8805 


AUUUUGUU CUGAUGAG GCCGUUAGGC CGAA AUGUUGGC 


27181 


7195 


3835 


CAAAAUGU U CUCCUGGU 


8806 


ACCAGGAG CUGAUGAG GCCGUUAGGC CGAA ACAUUUUG 


27182 


7196 


3834 


AAAAUGUU C UCCUGGUU 


8807 


AACCAGGA CUGAUGAG GCCGUUAGGC CGAA AACAUUUU 


27183 


7198 


3832 


AAUGUUCU C OJGGUUGG 


8808 


CCAACCAG CUGAUGAG GCCGUUAGGC CGAA AGAACAUU 


27184 


7204 


3826 


CUCCUGGU U GGUCCAUC 


8809 


GAUGGACC CUGAUGAG GCCGUUAGGC CGAA ACCAGGAG 


27185 


7208 


3822 


UGGUUGGU C CAUCUCGC 


8810 


GCGAGAUG CUGAUGAG GCCGUUAGGC CGAA ACCAACCA 


27186 


7212 


3818 


UGGUCCAU C UCGCUUUG 


8811 


CAAAGCGA CUGAUGAG GCCGUUAGGC CGAA AUGGACCA 


27187 


7214 


3816 


GUCCAUCU C GCUUUGAG 


8612 


CUCAAAGC CUGAUGAG GCCGUUAGGC CGAA AGAUGGAC 


27188 


7218 


3812 


AUCUCGCU U UGAGAAAC 


8813 


GUUUCUCA CUGAUGAG GCCGUUAGGC CGAA AGCGAGAU 


27189 


7219 


3811 


UCUCGCUU U GAGAAACG 


8814 


CGUUUCUC CUGAUGAG GCCGUUAGGC CGAA AAGCGAGA 


27190 


723 B 


3792 


6CCACCAU A AACAOJGG 


8815 


CCA6UGUU CUGAUGAG GCCGUUAGGC CGAA AUGGUGGC 


27191 


7248 


3782 


ACACUGGU U GUAUCUU6 


8816 


CAAGAUAC CUGAUGAG GCCGUUAGGC CGAA ACCAGUGU 


27192 


7251 


3779 


CUGGUUGU A UCUUGAAG 


8817 


CUUCAAGA CUGAUGAG GCCGUUAGGC CGAA ACAACCAG 


27193 


7253 


3777 


GGUUGUAU C UUGAAGGU 


8818 


ACCUUCAA CUGAUGAG GCCGUUAGGC CGAA AUACAACC 


27194 


7255 


3775 


UUGUAUCU U GAAGGUCG 


8819 


CGACCUUC CUGAUGAG GCCGUUAGGC CGAA AGAUACAA, 


27195 


7262 


3768 


UUGAAGGU C GCCAUGAG 


8820 


CUCAUGGC CUGAUGAG GCCGUUAGGC CGAA ACCUUCAA 


27196 


7281 


3749 


CCAAGUGU A CCACGUCU 


8821 


AGACGUGG CUGAUGAG GCCGUUAGGC CGAA ACACUUGG 


27197 


7288 


3742 


UACCACGU C UCCUCCCG 


8822 


CGGGAGGA CUGAUGAG GCCGUUAGGC CGAA ACGUGGUA 


27198 


7290 


3740 


CCACGUCU C CUCCCGAA 


8823 


UUCGGGAG CUGAUGAG GCCGUUAGGC CGAA AGACGUGG 


27199 


7293 


3737 


CGUCUCCU C CCGAAUUA 


8824 


UAAUUCGG CUGAUGAG GCCGUUAGGC CGAA AGGAGACG 


27200 


7300 


3730 


UCCCGAAU U AGAUUCUG 


8825 


CAGAAUCU CUGAUGAG GCCGUUAGGC CGAA AUUCGGGA 


27201 


7301 


3729 


CCCGAAUU A GAUUCUGC 


8826 


GCAGAAUC CUGAUGAG GCCGUUAGGC CGAA AAUUCGGG 


27202 


7305 


3725 


AAUUAGAU U CUGOGAAA 


8827 


UUUCGCAG CUGAUGAG GCCGUUAGGC CGAA AUCUAAUU 


27203 


7306 


3724 


AUUAGAUU C UGCGAAAG 


8828 


CUUUCGCA CUGAUGAG GCCGUUAGGC CGAA AAUCUAAU 


27204 


7336 


3694 


GAUGACAU A GCGUAACA 


6629 


UGUUACGC CUGAUGAG GCCGUUAGGC CGAA AUGUCAUC 


27205 


7341 


3689 


CAUAGCGU A ACACAUCA 


8830 


UGAUGUGU CUGAUGAG GCCGUUAGGC CGAA ACGCUAUG 


27206 


7348 


3682 


UAACACAU C AGUGUAAG 


8831 


CUUACACU CUGAUGAG GCCGUUAGGC CGAA AUGUGUUA 


27207 


7354 


3676 


AUCAGUGU A AGUAAUGC 


8832 


GCAUUACU CUGAUGAG GCCGUUAGGC CGAA ACACUGAU 


27208 


7358 


3672 


GUGUAAGU A AUGCCCCC 


8833 


GGGGGCAU CUGAUGAG GCCGUUAGGC CGAA ACUUACAC 


27209 


7380 


3650 


CCAGGACU A GCAGAGCA 


8834 


UGCUCUGC CUGAUGAG GCCGUUAGGC CGAA AGUCCUGG 


27210 


7391 


3639 


AGAGCAAU C A0UAUAGC 


8835 


GCUAUACU CUGAUGAG GCCGUUAGGC CQAA AUUGCUCU ' 


27211 


7395 


3635 


CAAUCAGU A UAGCUGGC 


8636 


6CCAGCUA CUGAUGAG GCCGUUAGGC CGAA ACUGAUUG 


27212 


7397 


3633 


AUCAGUAU A GCUGGCAU 


8837 


AUGCCAGC CUGAUGAG GCCGUUAGGC CGAA AUACUGAU 


27213 


7412 


3618 


AUGCUGAU C UUGGCUGU 


8836 


ACAGCCAA CUGAUGAG GCCGUUAGGC CGAA AUCAGCAU 


27214 


7414 


3616 


GCUGAUCU U GGCUGUCC 


8839 


GGACAGCC CUGAUGAG GCCGUUAGGC CGAA AGAUCAGC 


27215 


7421 


3609 


UUGGCUGU C CACCUCUU 


8840 


AAGAGGUG CUGAUGAG GCCGUUAGGC CGAA ACAGCCAA 


27216 


7427 


3603 


GUCCACCU C UUGCGAAG 


8841 


CUUCGCAA CUGAUGAG GCCGUUAGGC CGAA AGGUGGAC 


27217 


7429 


3601 


CCACCUCU U 6CGAAGGA 


8842 


UCCUUCGC CUGAUGAG GCCGUUAGGC CGAA AGAGGUGG 


27218 


7441 


3589 


AAGGACCU C CUGGGUGG 


8843 


CCACCCAG CUGAUGAG GCCGUUAGGC CGAA AGGUCCUU 


27219 


7486 


3544 


AAAAGGGU C AAUCAUAU 


8844 


AUAUGAUU CUGAUGAG GCCGUUAGGC CGAA ACCCUUUU 


27220 


7490 


3540 


GGGUCAAU C AUAUCAGC 


8845 


GCUGAUAU CUGAUGAG GCCGUUAGGC CGAA AUUGACCC 


27221 


7493 


3537 


UCAAUCAU A UCAGCAUU 


8846 


AAUGCUQA CUGAUGAG GCCGUUAGGC CGAA AUGAUUGA 


27222 


7495 


3535 


AAUCAUAU C AGCAUUAU 


8847 


AUAAUGCU CUGAUGAG GCCGUUAGGC CGAA AUAUGAUU 


27223 


7501 


3529 


AUCAGCAU U AUAAGCAU 


8848 


AUGCUUAU CUGAUGAG GCCGUUAGGC CGAA AUGCUGAU 


27224 


7502 


3528 


UCAGCAUU A UAAGCAUU 


8849 


AAUGCUUA CUGAUGAG GCCGUUAGGC CGAA AAUGCUGA 


27225 


7504 


3526 


AGCAUUAU A AGCAUUCA 


8850 


UGAAUGCU CUGAUGAG GCCGUUAGGC CGAA AUAAUGCU 


27226 


7510 


3520 


AUAAGCAU U CACUUGUG 


8851 


CACAAGUG CUGAUGAG GCCGUUAGGC CGAA AUGCUUAU 


27227 


7511 


3519 


UAAGCAUU C ACUU6UGA 


8852 


UCACAAGU CUGAUGAG GCCGUUAGGC CGAA AAUGCUUA 


27228 


7515 


3515 


CAUUCACU U GUGACUGC 


8853 


GCAGUCAC CUGAUGAG GCCGUUAGGC CGAA AGUGAAUG 


27229 


7532 


3498 


ACGAG6GU C UUUUCAUC 


8854 


GAUGAAAA CUGAUGAG GCCGUUAGGC CGAA ACCCUCGU 


27230 


7534 


3496 


OAGGGUCU U UUCAUCAU 


8855 


AUGAUGAA CUGAUGAG GCCGUUAGGC CQAA AGACCCUC 


27231 
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7535 


3495 


AGGGuCUU U UCAUChUQ 


8856 


CAUvaAuuA CUQAUGAG GCCGUUAGGC CGAA AAGACCCU 


27232 


7536 


3494 


GGGUCUUU U CAUCAUvaU 


ODb7 


ACAUvwiUV9 vaJGAUGAG GCCGUUAGGC CGAA AAAGACCC 


27233 


7537 


3493 


GGUCUUuU C AUCAUGUC 


Q Q c a 


GAUAUbAU CUGAUGAG GCCGUUAGGC CGAA AAAAGACC 


27234 


7540 


3490 


CUUUUCAU C AUGUCUCU 


8859 


AGAGACAU CUGAUGAG GCCGUUAGGC CUAA AUGAAAAG 


27235 


7545 


3485 


CAUCAUGU C UCuGUGGU 


8860 


ACCACAGA CUGAUGAG GCCGUUAGGC CGAA ACAUGAUG 


27236 


7547 


3483 


UCAUGUCU C UGUGGUC-U 


8861 


AGACCACA CUGAUGAG GCCGUUAGGC CGAA AGACAUGA 


27237 


7554 


3476 


UCUGUGGU C uGAUCUCC 


8862 


GoAUAUUA L.UGAUGAG GCCGUUAGGC- CGAA ACCACAGA 


27238 


7559 


3471 


GCjUCUGAU c uccauacc 


8863 


/T /TT 7 H T T/T /*t 7\ /nrr t/t tv T T/t TV /r *t/t/t/^ttttv r^r^/ni rr/^TV TV iVTTiTTv ^tv /t/*< 

GGUAUGGA CUGAUGAG GCCGUUAGGC CGAA AUCAGACC 


27239 


7561 


3469 


UCuGAuCU C CAUACCAU 


8864 


TVTT^/^TTTVTT^ ^TT/t TV TT<^TV i*T ^^^vtT TTtTV /T /^/^TV TV IV /^TkTT^TV i>nTV 

AUGQUAUG CUGAUGAG GCCGUUAGGC CGAA AGAUCAGA 


27240 


7565 


3465 


AUCUCCAU A CCAUACUA 


8865 


UGGUAUGG CUGAUGAG GCCGUUAGGC CGkAA AUGGAGAU 


27241 


7570 


3460 


CMJACCMJ A CCAAUAvaC 


OOOO 


GCU6UUGG CUGAUGAG GCCGUUAGGC CGAA AUGGUAUG 


27242 


7585 


3445 


GCCGCUQU C AQUUUuiaU 


oao7 


ACCAAACU CUGAUGAG GCCGUUAGGC CGAA ACAGCGGC 


27243 


7589 


3441 


CUSUCAGU U U6GUAGG0 


8868 


^t^^PY^ ^[^Y% ^VY^^^YYMIhA ^^F^^#^t g»T^ ^^^^ ^JVY^^ ^ ^YW,#Y«l ^Y«fc 

CGCUACCA CUGAUGAG GCCGUUAGGC CGAA ACUGACAG 


27244 


7590 


3440 


UGUCAGUU U GGUAGCGC 


8869 


GCGCUACC CUGAUGAG GCCGUUAGGC CGAA AACUQACA 


27245 


7594 


3436 


AGUUUGGU A GCGCAGUG 


8870 


CACUGCGC CUGAUGAG GCCGUUAGGC CGAA ACCAAACU 


27246 


7608 


3422 


GUGGUGGU A AGGUGCAG 


8871 


CUGCACCU CUGAUGAG GCCGUUAGGC CGAA ACCACCAC 


27247 


7619 


3411 


GUGCAGCU C CUGCAGCA 


8872 


UGCUGCAG CUGAUGAG GCCGUUAGGC CGAA AGCUGCAC 


27248 


7633 


3397 


GCACCAAU C UGUUAUCA 


8873 


UGAUAACA CUGAUGAG GCCGUUAGGC CGAA AUUGGUGC 


27249 


7637 


3393 


CAAUCUGU U AUCAACUU 


8874 


AAGUUGAU CUGAUGAG GCCGUUAGGC CGAA ACAGAUUG 


27250 


7638 


3392 


AAUCU6UU A UCAACUUU 


8875 


^ ^ *K /^f TT "n. Y^^ H T Y^ ^ ^% ^^^^VYYYTY^ /Y^^ ^ ^ mm^H.^^TTTT 

AAAGUUGA CUGAUGAG GCCGUUAGGC CGAA AACAGAUU 


27251 


7640 


3390 


UCUGUUAU C AACUUUCC 


8876 


/TiTTV TV TV ^YTTT ^TT TiT Tl T T/^ TV ^ ^ r^^X^yl TT ^/T/T ^V^TV^ TVTTn TV /TTV ^Tk 

GGAAAGUU CUGAUGAG GCCGUUAGGC CGAA AUAACAGA 


27252 


7645 


3385 


UAuCAACU U UCCGCUCU 


8877 


TV ^TV^/T/T^TV ^WT/TTVTtr'TV ^ /Ty-I^VTT WTTV f^r^ TV T\ IV ^»TtT/-»T» ttiv 

AGAGCGGA CUGAUGAG GCCGUUAGGC CGAA AGUUGAUA 


27253 


7646 


3384 


AUCAACUU U CCGCUCUC 


8878 


^TV /*f n /T/T/*T/"I /nnrT^TV TT^TV ^ /T/^/^TT TTTTv K n IV H /^r TTT/TIV TT 

GAGAGCGG CUGAUGAG GCCGUUAGGC CGAA AAGUUGAU 


27254 


7647 


3383 


UCAACUUU C CGCUCUCU 


8879 


TV /T TV ^ TV ^ ^YTTO TVTT/T TV /T /T/T/T/*TTTrT» /T/^/T /T^TV TV TV TV TV/ »l II T/^TV 

AGAGAGCG CUGAUGAG GCCGUUAGGC CGAA AAAGUUGA 


27255 


7652 


3378 


UUUCC6CU C UCUGUGOT 


8880 


^ ^/TlV /TTV ^TV ^ITTmVTTmVO ^/T/T/*tT TTTTV r^r^^y IV TV TV^^n^TVTVTV 

ACCACAGA CUGAUGAG GCCGUUAGGC CGAA AGCGGAAA 


27256 


7654 


3376 


UCCGCUCU C UGUGGUGG 


8881 


n^TV^^TV^TV ^ITT^TiTT^TV^ /T /T/^/TTTT TTV /T/l /T ^^Tk TV TV Al TV M^I^^Tv 

CCACCACA CUGAUGAG GCCGUUAGGC CGAA AGAGCGGA 


27257 


7677 


3353 ^ 


UGGCAGGU C CACGGUGU 


8882 


TV ^TV ^At^TT^ /*tT TV t TV r^/^/^/TTTTTTv /T r^A^ TV « «m«^VM/T^v 

ACACCGUG CUGAUGAG GCCGUUAGGC CGAA ACCUGCCA 


27258 


7686 


3344 


CACGGUGU C CGCAGCUC 


8883 


GAGCUGCG CUGAUGAG GCCGUUAGGC CGAA ACACCGUG 


27259 


7694 


3336 


CCGCAGCU C UCACUCAG 


8884 


CUGAGUGA CUGAUGAG GCCGUUAGGC CGAA AGCUGCGG 


27260 


7696 


3334 


GCAGCUCU C ACUCAGGG 


8885 


CCCUGAGU CUGAUGAG GCCGUUAGGC CGAA AGAGCUGC 


27261 


7700 


3330 


CUCUCACU C AGGGUGAC 


8886 


GUCACCCU CUGAUGAG GCCGUUAGGC CGAA A6UGAGAG 


27262 


7712 


3318 


GUGACCGU A GUUCCUGG 


8887 


CCAGGAAC CUGAUGAG GCCGUUAGGC CGAA ACGGUCAC 


27263 


7715 


3315 


ACCGUA6U U CCUGGGCA 


8888 


UGCCCAGG CUGAUGAG GCCGUUAGGC CGAA ACUACGGu 


27264 


7716 


3314 


QQGURiaUlJ C CUGGGCAG 


8889 


/TTT/*«/*tiT/^TVrT /TTT/T TVTT/^Tk /T r^iT^V^TTTTTV /^/^/^ /"irt Tl Tl Tl 11 /WfTk ,/T/<l^ 

CUGCCCAG CUGAUGAG GCCGUUAGGC CGAA AACUACGG 


27265 


7726 


3304 


UGGGCA5U A AUCGAAGU 


8890 


ACUUCGAU CUGAUGAG GCCGUUAGGC CGAA ACUGCCCA 


27266 


7729 


3301 


GCAGUAAU C GAAGUCAA 


8891 


UUGACUUC CUGAUGAG GCCGUUAGGC CGAA AUUACUGC 


27267 


7735 


3295 


^YY^^Tkli^TY ^ ^ Tl T Y^YY^YT^l 

AUCGAAGU C AAUCUCUA 


8892 


UA6A6AUU CUGAUGAG GCCGUUAGGC CGAA ACUUCGAU 


27268 


7739 


3291 


9V *K^TYY^^ HTY f Y^TYI^ ^Y^^i>^ 

AAGUCAAU C UCUACCCG 


8893 


CGGGUAGA CUGAUGAG GCCGUUAGGC CGAA AUUGACUU 


27269 


7741 


3289 


GuCAAUCU C UACCCGGC 


8894 


GCCGGGUA CUGAUGAG GCCGUUAGGC CGAA AGAUUGAC 


27270 


7743 


3287 


^YY#YtY^YV 1^ ^l^^t^^Y^l^fr Y 

CAAUCUCU A CCCGGCCU 


8895 


AGGCOGGG CUGAUGAG GCCGUUAGGC CGAA AGAGAUUG 


27271 


7752 


3278 


CCCGGCCU U CGUCCCAU 


8896 


AUGGGACG CUGAUGAG GCCGUUAGGC CGAA AGGCCGGG 


27272 


7753 


3277 


CCGGCCUU C GUCCCAUG 


8897 


CAUGGGAC CUGAUGAG GCCGUUAGGC CGAA AAGGCCGG 


27273 


7756 


3274 


GCCUUCGU C CCAUGGGC 


8898 


M #Y^^Y^ T Y^V^Y ^YTY^Y^VYVYTh^Y ^Y#YMM» TT Tm ^VMm Tk Tt ^ ^ ^■■^>4^« 

GCCCAUGG CUGAUGAG GCCGUUAGGC CGAA ACGAAGGC 


27274 


7771 


3259 


/^r*l^l**rT/'9^rT TT TTTTTlTT/^TrVT 

GCCCUGGU U UUGU6UCU 


8899 


K^n^K^HuM ^iTY^IkTY^^^Y ^Y/'^I^Y#YTYt YYk ^^^Y ^Y^Tk. Tk Tk MMTk ^T.^M#Y 

AGACACAA CUGAUGAG GCCGUUAGGC CGAA ACCAG6GC 


27275 


7772 


3258 


/"tr^ftf T^^ITTtT TT TTr^TT^TT^TtTTT 

CCCUGQUU U UGUGUCUU 


8900 


AAGACACA CUGAUGAG GCCGUUAGGC CGAA AACCAGGG 


27276 


7773 


3257 


L.^UUV3UUU U (aUuUCuuG 


8901 


CAAGACAC CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


27277 


1 1 to 




TtTTTTTTr'IT/^T TTTTrTTR 


8902 


^ ^/"tT TT\, Tt Ik T^Y Tt T Tk ^Y /^^^T TT TTV /"I /Y ^ /-O^ Tk 7k "» ^ » <*Ht Tk 4t Ik 

GGGUACAA CUGAUGAG GCCGUUAGGC CGAA ACACAAAA 


27278 


/ /ou 


IOC A 


TTTT/TTT/^fTrTT TT r«TTar*r«r«jvr« 
UUoUv>UL.U U LiUACL^uAVj 


8903 


/TTT/*l/T/^TT1V /T /TTT/^TVTT/^TV^ r^fy^f^TltT^f^r^n /^/T TV TV «/T^/T7k^1t« 

CUGGGUAC CUGAUGAG GCCGUUiWaGC CGAA AGACACAA 


27279 


/ /oJ 


3247 


TT<^T/^TTT/^TT IS /^0^7Vr»/^T/T 

U(jUL.UULyU A LCuAtiCjUC 


8904 


GACCUGGG CUGAUGAG GCCGUUAGGC CGAA ACAAGACA 


27280 




O O O Q 


Rr'/'V^Rr'/^T n/^/'v^»TTTT/^ 
/U-L.\-AuvaU L UCUli/iUUG 


8905 


/YTk Tt TTrt^rt Ik ^tr T^ Tk Y Y^ Tk ✓Y ^ /Y/Y/YTTT TYk /Y/Y /'Y/YTkTt H T/^ ^TT » 

CAAUCGGA CUGAUGAG GCCGUUAGGC CGAA ACCUGGGU 


27281 




3237 


uCAiSuUCU C CCsAUUGUG 


8906 


CACAAUCG CUGAUGAG GCCGUUAGGC CGAA AGACCUGG 


27282 


7798 


3232 


UCuCCGAU U GUGAUUGC 


8907 


GCAAUCAC CUGAUGAG GCCGUUAGGC CGAA AUCGGAGA 


27283 


*7 Q n A 


O OO £ 

3226 


AU UVjUliAU U oL.UU L.GUG 


8908 


CACGAAGC CUGAUGAG GCCGUUAGGC CGAA AUCACAAU 


27284 


/oQo 


3222 


TTr^MTTTr^r«TT Tt l'V5TT/5/*^Trtr* 

UoAUU(jUU U UOutilsUCC 


8909 


^^■^ ^^^mm. J M'i ^•>T«A « T TM Tk ,M ^^Y^^YYYTTTk ^^^Y Tk Tk m ^YM4t ^ V^,^>«« 

GGACCACG CUGAUGAG GCCGUUAGGC CGAA AGCAAUCA 


27285 


I o\fy 


TOO 1 




oylO 


GGGACCAC CUGAUGAG GCCGUUAGGC CGAA AAGCAAUC 


27286 


7815 


3215 


UUCGUGGU C CCGCCAGU 


8911 


ACUGGCGG CUGAUGAG GCCGUUAGGC CGAA ACCACGAA 


27287 


7833 


3197 


UGACUGGU A UUAUCAAG 


8912 


CUUGAUAA CUGAUGAG GCCGUUAGGC CGAA ACCAGUCA 


27288 


7835 


3195 


AOIGGUAU U AUCAAGUC 


6913 


GACUUGAU CUGAUGAG GCCGUUAGGC CGAA AUACCAGU 


27289 


7836 


3194 


CUGGUAUU A UCAAGUCA 


8914 


UGACUUGA CUGAUGAG GCCGUUAGGC CGAA AAUACCAG 


27290 


7838 


3192 


GGUAUUAU C AAGUCACU 


8915 


AGUGACUU CUGAUGAG GCCGUUAGGC CGAA AUAAUACC 


27291 


7843 


3187 


UAUCAAGU C ACUCUCAA 


8916 


UUGAGAGU CUGAUGAG GCCGUUAGGC CGAA AGUUGAUA 


27292 


7847 


3183 


AAGUCACU C UCAAGGAU 


8917 


AUCCUUGA CUGAUGAG GCCGUUAGGC CGAA AGUGACUU 


27293 
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7849 


3181 


GUCACUCU C AAGGAUUC 


8918 


GAAUCCUU CUGAUGAG GCCGUUAGGC CGAA AGAGUGAC 


27294 


7856 


3174 


UCAAGGAU U CCAUCGCC 


8919 


GGCGAUGG CUGAUGAG GCCGUUAGGC CGAA AUCCUUGA 


27295 


7857 


3173 


CAAGGAUU C CAUCGCCC 


8920 


GGGCGAUG CUGAUGAG GCCGUUAGGC CGAA AAUCCUUG 


27296 


7861 


3169 


GAUaCCAU C GCCCCACA 


8921 


UGUGGGGC CUGAUGAG GCCGUUAGGC CGAA AUGGAAUC 


27297 


7874 


3156 


CACAAGGU A U6C6UCUC 


8922 


GAGACGCA CUGAUGAG GCCGUUAGGC CGAA ACCUUGUG 


27298 


7880 


3150 


GOAUGCGU C UCAGGCCA 


8923 


UGGCCUOA CUGAUGAG GCCGUUAGGC CGAA ACGCAUAC 


27299 


7882 


3148 


ADGCGUCU C AGGCCACX3 


8924 


CGUGGCCU CUGAUGAG GCCGUUAGGC CGAA AGACGCAU 


27300 


7892 


3138 


GGCCACGU A CAUGAUUU 


8925 


AAAUCAUG CUGAUGAG GCCGUUAGGC CGAA ACGUGGCC 


27301 


7899 


3131 


UACAUGAU U UGACUUCA 


8926 


UGAAGUCA CUGAUGAG GCCGUUAGGC CGAA AUCAUGUA 


27302 


7900 


3130 


ACAUGAUU U GACUUCAC 


8927 


GUGAAGUC CUGAUGAG GCCGUUAGGC CGAA AAUCAUGU 


27303 


7905 


3125 


AlKJUGACU U CACCCAGA 


8928 


UCUGGGUG CUGAUGAG GCCGUUAGGC CGAA AGUCAAAU 


27304 


7906 


3124 


UUaGACUU C ACCCAGAA 


8929 


UUOJGGGU CUGAUGAG GCCGUUAGGC CGAA AAGUCAAA 


27305 


7922 


3108 


ACUGCCCU U UCAAGCUU 


8930 


AAGCUUGA CUGAUGAG GCCGUUAGGC CGAA AGGGCAGU 


27306 


7923 


3107 


CUGCCCUU U CAAGCUUC 


8931 


GAAGCUUG CUGAUGAG GCCGUUAGGC CGAA AAGGGCAG 


27307 


7924 


3106 


UGCCCUUU C AAGCUUCC 


8932 


GGAAGCUU CUGAUGAG GCCGUUAGGC CGAA AAAGGGCA 


27308 


7930 


3100 


UUCAAGCa U CCACGUAU 


8933 


AUACGUGG CUGAUGAG GCCGUUAGGC CGAA AGCUUGAA 


27309 


7931 


3099 


UCAAGOKJ C CACGUAUC 


8934 


6AUACGUG CUGAUGAG GCCGUUAGGC CGAA AAGCUUGA 


27310 


7937 


3093 


UUCCACGU A UCAUUGAG 


8935 


CUCAAUGA CUGAUGAG GCCGUUAGGC CGAA ACGUGGAA 


27311 


7939 


3091 


CCACGUAU C AUUGAGCC 


8936 


GGCUCAAU CUGAUGAG GCCGUUAGGC CGAA AUACGUGG 


27312 


7942 


3088 


CGUAUCAU U GAGCCUGC 


8937 


GCAGGCUC CUGAUGAG GCCGUUAGGC CGAA AUGAUACG 


27313 


7952 


3078 


AGCCUGCU U UCAAUCCA 


8938 


UGGAUUGA CUGAUGAG GCCGUUAGGC CGAA AGCAGGCU 


27314 


7953 


3077 


GCCUGCUU U CAAUCCAA 


8939 


UUGGAUUG CUGAUGAG GCCGUUAGGC CGT^ AAGCAGGC 


27315 


7954 


3076 


CCUGCUUU C AAUCCAAU 


8940 


AUUGGAUU CUGAUGAG GCCGUUAGGC CGAA AAAGCAGG 


27316 


7958 


3072 


CUUUCAAU C CAAUAGGA 


8941 


UCCUAUUG CUGAUGAG GCCGUUAGGC CGAA AUUGAAAG 


27317 


7963 


3067 


AAUCCAAU A GGACAGGU 


8942 


ACCUGUCC CUGAUGAG GCCGUUAGGC CGAA AUUGGAUU 


27318 


7972 


3058 


GGACAGGU C ACUGUGGA 


8943 


UCCACAGU CUQAXK3AG GCCGUUAGGC CGAA ACCUGUCC 


27319 


7982 


3048 


CUGUGQAU C GCCAAGUU 


8944 


AACUUGGC CUGAUGAG GCCGUUAGGC CGMi AUCCACAG 


27320 


7990 


3040 


CGCCAAGU U GUUCUUGA 


8945 


UCAAGAAC CUGAUGAG GCCGUUAGGC CGAA ACUUGGCG 


27321 


7993 


3037 


CAAGUUGU U CUUGACAG 


8946 


CUGUCAAG CUGAUGAG GCCGUUAGGC CGAA ACAACUUG 


27322 


7994 


3036 


AAGUUGUU C UUGACAGC 


8947 


GCUGUCAA CUGAUGAG GCCGUUAGGC CGAA AACAACUU 


27323 


7996 


3034 


GUUGUUCU U GACAGCCG 


8948 


CGGCUGUC CUGAUGAG GCCGUUAGGC CGAA AGAACAAC 


27324 


8006 


3024 


ACAGCCGU U CCAAUGAU 


8949 


AUCAUUGG CUGAUGAG GCCGUUAGGC CGAA ACGGCUGU 


27325 


8007 


3023 


CAGCCGUU C CAAUGAUC 


8950 


GAUCAUUG CUGAUGAG GCCGUUAGGC CGAA AACGGCUG 


27326 


8015 


3015 


CCAAUGAU C UUCGAGUC 


8951 


GACUCGAA CUGAUGAG GCCGUUAGGC CGAA AUCAUUGG 


27327 


8017 


3013 


AAUGAUCU U CGAGUCAC 


8952 


GUGACUCG CUGAUGAG GCCGUUAGGC CGAA AGAUCAUU 


27328 


8018 


3012 


AUGAUCUU C 6A6UCACA 


8953 


UGUGACUC CUGAUGAG GCCGUUAGGC CGAA AAGAUCAU 


27329 


8023 


3007 


CUUOGAGU C ACAUUCAG 


8954 


CUGAAUGU CUGAUGAG GCCGUUAGGC CGAA ACUCGAAG 


27330 


8028 


3002 


AGUCACAU U CAGUUGUG 


8955 


CACAACOG CUGAUGAG GCCGUUAGGC CGAA AUGUGACU 


27331 


8029 


3001 


GUCACAUU C AGUUGUGU 


8956 


ACACAACU CUGAUGAG GCCGUUAGGC CGAA AAUGUGAC 


27332 


8033 


2997 


CAUUCAGU U GUGUUGCU 


8957 


AGCAACAC CUGAUGAG GCCGUUAGGC CGAA ACUGAAUG 


27333 


8038 


2992 


AGUUGUGU U GCUCUCUC 


8958 


GAGAGAGC CUGAUGAG GCCGUUAGGC CGAA ACACAACU 


27334 


8042 


2988 


GUGUUGCU C UCUCUGAC 


8959 


GUCAGAGA CUGAUGAG GCCGUUAGGC CGAA AGCAACAC 


27335 


8044 


2986 


GUUGCUCU C UCUGACCU 


8960 


AGGUCAGA CUGAUGAG GCCGUUAGGC CGAA AGAGCAAC 


27336 


8046 


2984 


UGCUCUCU C UOACCUUC 


8961 


GAAGGUCA CUGAUGAG GCCGUUAGGC CGAA AGAGAGCA 


27337 


8053 


2977 


UCUGACCU U CAGGAACA 


8962 


UGUUCCUG CUGAUGAG GCCGUUAGGC CGAA AGGUCAGA 


27338 


8054 


2976 


CUGACCUU C AGGAACAU 


8963 


AUGUUCCU CUGAUGAG GCCGUUAGGC CGAA AAGGUCAG 


27339 


8063 


2967 


AGGAACAU C CGAGUGCU 


8964 


AGCACUCG CUGAUGAG GCCGUUAGGC CGAA AUGUUCCU 


27340 


8085 


2945 


GACCAAAU C CAAAAUCC 


6965 


GGAUUUUG CUGAUGAG GCCGUUAGGC CGAA AUUUGGUC 


27341 


8092 


2938 


UCCAAAAU C CUCCACUU 


8966 


AAGUGGAG CUGAUGAG GCCGUUAGGC CGAA AUUUUGGA 


27342 


8095 


2935 


AAAAUCCU C CACUUCUA 


8967 


UAGAAGUG CUGAUGAG GCCGUUAGGC CGAA AGGAUUUU 


27343 


8100 


2930 


COJCCACU U CUT^AGCUA 


8968 


UAGCUUAG CUGAUGAG GCCGUUAGGC CGAA AGUGGAGG 


27344 


8101 


2929 


CUCCACUU C UAAGCUAU 


8969 


AUAGCUUA CUGAUGAG GCCGUUAGGC CGAA AAGUGGAG 


27345 


8103 


2927 


CCACUUCU A AGCUAUUC 


8970 


GAAUAGCU CUGAUGAG GCCGUUAGGC CGAA AGAAGUGG 


27346 


8108 


2922 


UCUAA6CU A UUCCAAGC 


8971 


GCUUGGAA CUGAUGAG GCCGUUAGGC CGAA AGCUUAGA 


27347 


8110 


2920 


UAAGCUAU U CCAAGCGC 


8972 


GCGCUUGG CUGAUGAG GCCGUUAGGC CGAA AUAGCUUA 


27348 






AAwwUAUU C CAAGCGC6 


8973 


CGCGCUUG CUGAUGAG GCCGUUAGGC CGAA AAUAGCUU 


27349 


8122 


2908 


AGCGCGAU U CUGAGUCO 


8974 


CGACUCAG CUGAUGAG GCCGUUAGGC CGAA AUCGCGCU 


27350 


8123 


2907 


GCGCGAUU C UGAGUCGG 


8975 


CCGACUCA CUGAUGAG GCCGUUAGGC CGAA AAUCGCGC 


27351 


8129 


2901 


UUCUGAGU C GGACAUUC 


8976 


GAAUGUCC CUGAUGAG GCCGUUAGGC CGAA ACUCAGAA 


27352 


8136 


2894 


UCGGACAU U CCUUGGUC 


8977 


GACCAAGG CUGAUGAG GCCGUUAGGC CGAA AUGUCCGA 


27353 


8137 


2893 


CGGACAUU C CUUGGUCU 


8978 


AGACCAAG CUGAUGAG GCCGUUAGGC CGAA AAUGUCCG 


27354 


8140 


2890 


ACAUUCCU U GGUCUCCG 


8979 


C6QAGACC CUGAUGAG GCCGUUAGGC CGAA AGGAAUGU 


27355 
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6144 


2886 


UCCUUGGU C UCCGGACC 


8980 


GGUCCGGA CUGAUGAG GCCGUUAGGC CQAA ACCAAGGA 


27356 


8146 


2884 


CUUGGUCU C CGGACCAU 


8961 


AUGGUCCG CUGAUGAG GCCGUUAGGC CQAA AGACCAAG 


27357 


8155 


2875 


CGOACCAU C AACCACAA 


8982 


UUGUGGUU CUGAUGAG GCCGUUAGGC CGAA AUGGUCCG 


27358 


8170 


2860 


AAAGGU6U U 6UUG6CX3A 


8983 


UCGCCAAC CUGAUGAG GCCGUUAGGC CQAA ACACCUUU 


27359 


8173 


2857 


GGUGUUGir U GQC6A6UU 


8984 


AACUCGCC CUGAUGAG GCCGUUAGGC CGAA ACAACACC 


27360 


8181 


2849 


UGGCGAGU U CUGQUGCA 


8985 


UGCACCAG CUGAUGAG GCCGUUAGGC CGAA ACUCGCCA 


27361 


8182 


2848 


GGCGAGUU C UGGUGCAA 


8986 


UUGCACCA CUGAUGAG GCCGUUAGGC CGAA AACUCGCC 


27362 


8193 


2837 


GUGCAAAU A AAAUACUC 


8987 


GAGUAUUU CUGAUGAG GCCGUUAGGC CGAA AUUUGCAC 


27363 


8198 


2832 


AAUAAAAU A OJCUtJUCC 


8988 


GGAAAGAG CUGAUGAG GCCGUUAGGC CGAA AUUUUAUU 


27364 


8201 


2829 


AAAAUACU C UUUCCCCA 


8969 


UQGGGAAA CUGAUGAG GCCGUUAGGC CGAA AGUAUUUU 


27365 


8203 


2827 


AAUACUCU U UCCCCAOG 


8990 


CCU6GGGA CUGAUGAG GCCGUUAGGC CGAA AGAGUADU 


27366 


8204 


2826 


AUACUCUU U CCCCAGGC 


8991 


GCCUGGGG CUGAUGAG GCCGUUAGGC CGAA AAGAGUAU 


27367 


8205 


2825 


UACUCUIKJ C CCCAGGCC 


8992 


GGCCUGGG CUGAUGAG GCCGUUAGGC CGAA AAAGAGUA 


27368 


8215 


2815 


CCAGGCOJ U CCAGCCAA 


8993 


UUQGOJGG CUGAUGAG GCCGUUAGGC CGAA AGGCCUGG 


27369 


8216 


2814 


CAGGCOJU C CAGCCAAU 


8994 


AUUGGCU6 CUGAUGAG GCCGUUAGGC CGAA AAGGCCUG 


27370 


6225 


2805 


CAGCCAAU U UCCAAXJUU 


8995 


AAAUUGGA CUGAUGAG GCCGUUAGGC CGAA AUUGGCUG 


27371 


8226 


2804 


AGCCAAUU U CCAAUUUU 


8996 


AAAAUUGG CUGAUGAG GCCGUUAGGC CGAA AAUUGGCU 


27372 


8227 


2803 


GCCAAUUU C CAAUUUUU 


8997 


AAAAAUUG CUGAUGAG GCCGUUAGGC CGAA AAAUUGGC 


27373 


8232 


2798 


UUUCCAAU U UUUCCGUG 


8998 


CACGGAAA CUGAUGAG GCCGUUAGGC CGAA AUUGGAAA 


27374 


8233 


2797 


UUCCAAUU U UUCCGUGG 


8999 


CCACGGAA CUGAUGAG GCCGUUAGGC CGAA AAUUGGAA 


27375 


8234 


2796 


UCCAAUUU U UCCGUGGU 


9000 


ACCACGGA CUGAUGAG GCCGUUAGGC CGAA AAAUUGGA 


27376 


8235 


2795 


CCAAUUUa U CCGUG6U6 


9001 


CACCACGG CUGAUGAG GCCGUUAGGC CGAA AAAAUUGG 


27377 


8236 


2794 


CAAUUUUU C CGOGGVGG 


9002 


CCACCACG CUGAUGAG GCCGUUAGGC CGAA AAAAAUUG 


27378 


8256 


2774 


UGAGGCGU U UAGGUGCU 


9003 


AGCACCUA CUGAUGAG GCCGUUAGGC CGAA ACGCCUCA 


27379 


8257 


2773 


GAGGCGUU U AGGUGCUG 


9004 


CAGCACCU CUGAUGAG GCCGUUAGGC CGAA AACGCCUC 


27380 


8258 


2772 


AGGCGUUU A GGUGCUGA 


9005 


UCAGCACC CUGAUGAG GCCGUUAGGC CGAA AAACGCCU 


27381 


8269 


2761 


UGCUGACU U GUACAUUC 


9006 


GAAUGUAC CUGAUGAG GCCGUUAGGC CGAA AGUCAGCA 


27382 


8272 


2758 


UGACUUGU A CAUUCCCU 


9007 


AGGGAAUG CUGAUGAG GCCGUUAGGC CGAA ACAAGUCA 


27383 


8276 


2754 


UUGUACAU U CCCUCCUG 


9008 


CAGGAGGG CUGAUGAG GCCGUUAGGC CGAA AUGUACAA 


27384 


8277 


2753 


UGUACAUU C CCUCCUGU 


9009 


ACAGGAGG CUGAUGAG GCCGUUAGGC CGAA AAUGUACA 


27385 


8281 


2749 


CAUUCCCU C CUGUUUCU 


9010 


AGAAACAG CUGAUGAG GCCGUUAGGC CGAA AGGGAAUG 


27386 


8286 


2744 


CCUCCUGU U UCUCAACC 


9011 


GGUUGAGA CUGAUGAG GCCGUUAGGC CGAA ACAGGAGG 


27387 


8287 


2743 


CUCCUGUU U CUCAACCA 


9012 


UGGUUGAG CUGAUGAG GCCGUUAGGC CGAA AACAGGAG 


27388 


8288 


2742 


UCCUGUUU C UCAACCAC 


9013 


GUGGUUGA CUGAUGAG GCCGUUAGGC CGAA AAACAGGA 


27389 


8290 


2740 


CUGUUUCU C AACCACGA 


9014 


UCGUGGUU CUGAUGAG GCCGUUAGGC CGAA AGAAACAG 


27390 


8303 


2727 


ACGACACU A AGGUCCAC 


9015 


GUGGACCU CUGAUGAG GCCGUUAGGC CGAA AGUGUCGU 


27391 


8308 


2722 


ACUAAGGU C CACACCAU 


9016 


AUGGUGUG CUGAUGAG GCCGUUAGGC CGAA ACCUUAGU 


27392 


8317 


2713 


CACACCAU U CUCCUUCA 


9017 


UGAAGGAG CUGAUGAG GCCGUUAGGC CGAA AUGGUGUG 


27393 


8318 


2712 


ACACCAUU C UCCUUCAA 


9018 


UUGAAGGA CUGAUGAG GCCGUUAGGC CGAA AAUGGUGU 


27394 


8320 


2710 


ACCAUUCU C CUUCAAAA 


9019 


UUUUGAAG CUGAUGAG GCCGUUAGGC CGAA AGAAUGGU 


27395 


8323 


2707 


AUUCUCCU 0 CAAAAGiAG 


9020 


CUCUUUUQ CUGAUGAG GCCGUUAGGC CGAA AGGAGAAU 


27396 


8324 


2706 


UUCUCCUU C AAAAGAGU 


9021 


ACUCUUUU CUGAUGAG GCCGUUAGGC CGAA AAGGAGAA 


27397 


8335 


2695 


AAGAGU6U U CA6CUCGU 


9022 


ACGAGCUG CUGAUGAG GCCGUUAGGC CGAA ACACUCUU 


27398 


8336 


2694 


AGAGUGUU C AGCUCGUC 


9023 


GACGAGCU CUGAUGAG GCCGUUAGGC CGAA AACACUCU 


27399 


8341 


2689 


GUUCAGCU C GUCCUUCA 


9024 


UGAAGGAC CUGAUGAG GCCGUUAGGC CGAA AGCUGAAC 


27400 


8344 


2686 


CAGCUCGU C CUUCACUG 


9025 


CAGUGAAG CUGAUGAG GCCGUUAGGC CGAA ACGAGCUG 


27401 


8347 


2683 


CUCGUCCU U CACU6CUU 


9026 


AAGCAGUG CUGAUGAG GCCGUUAGGC CGAA AGGACGAG 


27402 


8348 


2682 


UCGUCCUU C ACUGCUUC 


9027 


GAAGCAGU CUGAUGAG GCCGUUAGGC CGAA AAGGACGA 


27403 


8355 


2675 


UCACUGCU U CCCACAUU 


9028 


AAUGUGGG CUGAUGAG GCCGUUAGGC CGAA AGCAGUGA 


27404 


8356 


2674 


CACUGCUU C CCACAXJUU 


9029 


AAAUGU6G CUGAUGAG GCCGUUAGGC CGAA AAGCAGUG 


27405 


8363 


2667 


UCCCACAU U UQAUGCUC 


9030 


GAGCAUCA CUGAUGAG GCCGUUAGGC CGAA AUGUGGGA 


27406 


8364 


2666 


CCCACAUU U GAUGCUCC 


9031 


GGAGCAUC CUGAUGAG GCCGUUAGGC CGAA AAUGUGGG 


27407 


8371 


2659 


UUGAUGCU C CAGUCUGG 


9032 


CCAGACUG CUGAUGAG GCCGUUAGGC CGAA AGCAUCAA 


27408 


8376 


2654 


GCUCCAGU C UGGAAACU 


9033 


AGUUUCCA CUGAUGAG GCCGUUAGGC CGAA ACUGGAGC 


27409 


8388 


2642 


AAACUGAU C GUAGACCG 


9034 


CGGUCUAC CUGAUGAG GCCGUUAGGC CGAA AUCAGUUU 


27410 


8391 


2639 


CUGAUCGU A GACCGCAC 


9035 


GUGCGGUC CUGAUGAG GCCGUUAGGC CGAA AC6AUCAG 


27411 


8403 


2627 


CGCACACU C CUUCCUUA 


9036 


UAAGGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGUGCG 


27412 


8406 


2624 


ACACUCCU U CCUUAUGA 


9037 


UCAUAAGG CUGAUGAG GCCGUUAGGC CGAA AGGAGUGU 


27413 


8407 


2623 


CACUCCUU C CUUAUGAG 


9038 


CUCAUAAG CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


27414 


8410 


2620 


UCCUUCOJ U AUGAGCUa 


9039 


AAGCUCAU CUGAUGAG GCCGUUAGGC CGAA AGGAAGGA 


27415 


8411 


2619 


CCUUCCUU A UGAGCUUU 


9040 


AAAGCUCA CUGAUGAG GCCGUUAGGC CGAA AAGGAAGG 


27416 


8418 


2612 


UAUGAGCU U UCUGAAUG 


9041 


CAUUCAGA CUGAUGAG GCCGUUAGGC CGAA A6CUCAUA 


27417 
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8419 


2611 


AUGAGCUU U CUGAAUGA 


9042 


UCAUUCAG CUGAUGAG GCCGUUAGGC CGAA AAGCUCAU 


27418 


8420 


2610 


U6AGCUUU C UGAAUGAU 


9043 


AUCAUUCA CUGAUGAG GCCGUUAGGC CGAA AAAGCUCA 


27419 


8429 


2601 


U6AAUGAU C UUGGCUA6 


9044 


CUAGCCAA CUGAUGAG GCCGUUAGGC CGAA AUCAUUCA 


27420 


8431 


2599 


AAUGADCU U G6CUAGGC 


9045 


GCCUAGCC CUGAUGAG GCCGUUAGGC CGAA AQAUCAUU 


27421 


8436 


2594 


UCUUGGOT A GGCCUUOT 


9046 


ACAAGGCC CUGAUGAG GCCGUUAGGC CGAA AGCCAAGA 


27422 


8442 


2588 


CUAGGCCU U GUGGCGUU 


9047 


AACGCCAC CUGAUGAG GCCGUUAGGC CGAA AGGCCUAG 


27423 


8450 


2580 


UGUGGCGU U UCAGGGUA 


9048 


UACCCUGA CUGAUGAG GCCGUUAGGC CGAA ACGCCACA 


27424 


8451 


2579 


GUGGCGUU U CAGGGUAA 


9049 


UUACCCUG CUGAUGAG GCCGUUAGGC CGAA AACGCCAC 


27425 


8452 


2578 


UGGCGUUU C AGGGUAAU 


9050 


AUUACCCU CUGAUGAG GCCGUUAGGC CGAA AAACGCCA 


27426 


8458 


2572 


UUCAGGGU A AUACUUGU 


9051 


ACAAGUAU CUGADGAO GCCGUUAGGC CGAA ACCCUGAA 


27427 


8461 


2569 


AGGGUAAU A CUUGUACC 


9052 


GGUACAAQ CUGAUGAG GCCGUUAGGC CGAA AUUACCCU 


27428 


8464 


2566 


GUAAUACU U GOACCGGU 


9053 


ACOGGUAC CUGAUGAG GCCGUUAGGC CGAA AGUAUUAC 


27429 


8467 


2563 


AUACUUGU A CCGGUCCA 


9054 


UGGACCGG CUGAUGAG GCCGUUAGGC CGAA ACAAGUAU 


27430 


8473 


2557 


GUACCGGU C CAUCCAAG 


9055 


CUUGGAUG CUGAUGAG GCCGUUAGGC CGAA ACCGGUAC 


27431 


8477 


2553 


CGGUCCAU C CAAGCCUC 


9056 


GAGGCUUG CUGAUGAG GCCGUUAGGC CGAA AUGGACCG 


27432 


8485 


2545 


CCAAQCCU C CACAUCAU 


9057 


AUGAUGUG CUGAUGAG GCCGUUAGGC CGAA AGGCUUGG 


27433 


8491 


2539 


CUCCACAU C AUUGUGUA 


9058 


UACACAAU CUGAUGAG GCCGUUAGGC CGAA AUGUGGAG 


27434 


8494 


2536 


CACAUCAU U GUGUAUGA 


9059 


UCAUACAC CUGAUGAG GCCGUUAGGC CGAA AUGAUGUG 


27435 


8499 


2531 


CAUUGUGU A UGAACACU 


9060 


AGUGUUCA CUGAUGAG GCCGUUAGGC CGAA ACACAAUG 


27436 


8508 


2522 


UGAACACU C CACUUCCA 


9061 


UGGAAGUG CUGAUGAG GCCGUUAGGC CGAA AGUGUUCA 


27437 


8513 


2517 


ACUCCACU U CCACAUCU 


9062 


AGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AGUGGAGU 


27438 


8514 


2516 


CUCCACUU C CACAUCUC 


9063 


GAGAUGUG CUGAUGAG GCCGUUAGGC CGAA AAGUGGAG 


27439 


8520 


2510 


UUCCACAU C UCAGCUCU 


9064 


AGAGCUGA CUGAUGAG GCCGUUAGGC CGAA AUGUGGAA 


27440 


8522 


2508 


CCACAUCU C AGCUCUUG 


9065 


CAAGAGCU CUGAUGAG GCCGUUAGGC CGAA AGAUGUGG 


27441 


8527 


2503 


UCUCAGCU C UUGCCGGC 


9066 


GCCGGCAA CUGAUGAG GCCGUUAGGC CGAA A6CUGAGA 


27442 


8529 


2501 


UCAGCUCU U GCCGGCUG 


9067 


CAGCCGGC CUGAUGAG GCCGUUAGGC CGAA AGAGCUGA 


27443 


8542 


2488 


GCUGAUGU C UAUGGCAC 


9068 


GUGCCAUA CUGAUGAG GCCGUUAGGC CGAA ACAUCAGC 


27444 


8544 


2486 


UGAUGUCU A UGGCACAC 


9069 


GUGUGCCA CUGAUGAG GCCGUUAGGC CGAA AGACAUCA 


27445 


8560 


2470 


CCCAGUGU C AGCGUGCA 


9070 


UGCACGCU CUGAUGAG GCCGUUAGGC CGAA ACACUGGG 


27446 


8572 


2458 


GUGCACGU U CACGGAGA 


9071 


UCUCCGUG CUGAUGAG GCCGUUAGGC CGAA ACGUGCAC 


27447 


8573 


2457 


UGCACGUU C ACGGAGAG 


9072 


CUCUCCGU CUGAUGAG GCCGUUAGGC CGAA AAOGUGCA 


27448 


8595 


2435 


GCAGAACU C CUCCAACU 


9073 


AGUUGGAG CUGAUGAG GCCGUUAGGC CGAA AGUUCUGC 


27449 


8598 


2432 


GAACUCCU C CAACUGCG 


9074 


CGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGGAGUUC 


27450 


8622 


2408 


UGAGAGCU A UGGACCUA 


9075 


UAGGUCCA CUGAUGAG GCCGUUAGGC CGAA AGCUCUCA 


27451 


8630 


2400 


AUGGACCU A UCACGAGC 


9076 


GCUCGUGA CUGAUGAG GCCGUUAGGC CGAA AGGUCCAU 


27452 


8632 


2398 


GGAGCUAU C AGGAGCAU 


9077 


AUGCUCGU CUGAUGAG GCCGUUAGGC CGAA AUAGGUCC 


27453 


8641 


2389 


ACGAGCAU U GAUGCCCA 


9078 


UGGGCAUC CUGAUGAG GCCGUUAGGC CGAA AUGCUCGU 


27454 


8651 


2379 


AUGCCCAU C CACAACAG 


9079 


CUGUUGUG CUGAUGAG GCCGUUAGGC CGAA AUGGGCAU 


27455 


8676 


2354 


CCAGCAAU C CUUGCGUU 


9080 


AACGCAAG CUGAUGAG GCCGUUAGGC CGAA AUUGCUGG 


27456 


8679 


2351 


GCAAUCCU U GCGUUAUC 


9081 


GAUAACGC CUGAUGAG GCCGUUAGGC CGAA AGGAtJUGC 


27457 


8684 


2346 


CCUUGCGU U AUCCAGGA 


9082 


UCCUGGAU CUGAUGAG GCCGUUAGGC CGAA ACGCAAGG 


27458 


8685 


2345 


CUUGCGUU A UCCAGGAC 


9083 


GUCCUGGA CUGAUGAG GCCGUUAGGC CGAA AACGCAAG 


27459 


8687 


2343 


UGCGUUAU C CAGGACAU 


9084 


AUGUCCUG CUGAUGAG GCCGUUAGGC CGAA AU7ACGCA 


27460 


8700 


2330 


ACAUGCCU C CGAACAGU 


9085 


ACUGUUCG CUGAUGAG GCCGUUAGGC CGAA AGGCAUGU 


27461 


8721 


2309 


GGAAUGCU C CUCCGAAC 


9086 


GUUCGGAG CUGAUGAG GCCGUUAGGC CGAA AGCAUUCC 


27462 


8724 


2306 


AUGCUCCU C CGAACACU 


9087 


AGUGUUCG CUGAUGAG GCCGUUAGGC CGAA AGGAGCAU 


27463 


8733 


2297 


CGAACACU U GAUGGACA 


9088 


UGUCCAUC CUGAUGAG GCCGUUAGGC CGAA AGUGUUCG 


27464 


8746 


2284 


GACAGCCU U CCCAACUG 


9089 


CAGUUGGG CUGAUGAG GCCGUUAGGC CGAA AGGCUGUC 


27465 


8747 


2283 


ACAGCCUU C CCAACU6A 


9090 


UCAGUUGG CUGAUGAG GCCGUUAGGC CGAA AAGGCUGU 


27466 


8769 


2261 


ACACCCCU C CTVACUGAU 


9091 


AUCA6UUG CUGAUGAG GCCGUUAGGC CGAA AGGGGUGU 


27467 


8778 


2252 


CAACUGAU C CAAAGUCC 


9092 


GGAOJUUG CUGAUGAG GCCGUUAGGC CGAA AUCAGUUG 


27468 


8785 


2245 


UCCAAAGU C CCAAGCUG 


9093 


CAGCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUUUGGA 


27469 


8797 


2233 


AGCUGUGU C UCCUAGAG 


9094 


CUCUAGGA CUGAUGAG GCCGUUAGGC CGAA ACACAGCU 


27470 


8799 


2231 


CUGU6UCU C CUAGAGCG 


9095 


CGCUCUAG CUGAUGAG GCCGUUAGGC CGAA AGACACAG 


27471 


8802 


2228 


U6UCUCCU A GAGCGGCU 


9096 


AGCCGCUC CUGAUGAG GCCGUUAGGC CGAA AGGAGACA 


27472 


8811 


2219 


GAGCGGCU A GUCUCUGC 


9097 


GCAGAGAC CUGAUGAG GCCGUUAGGC CGAA AGCCGCUC 


27473 


8814 


2216 


CGGCUAGU C UCUGCGCU 


9098 


AGCGCAGA CUGAUGAG GCCGUUAGGC CGAA ACUAGCCG 


27474 


8816 


2214 


GCUAGUCU C UGCGCUCC 


9099 


GGAGCGCA CUGAUGAG GCCGUUAGGC CGAA AGACUAGC 


27475 


8823 


2207 


UCUGCGCU C CUUUGAGG 


9100 


CCUCAAAG CUGAUGAG GCCGUUAGGC CGAA AGCGCAGA 


27476 


8826 


2204 


GCGCUCCU U UGAGGGUG 


9101 


CACCCUCA CUGAUGAG GCCGUUAGGC CGAA AGGAGCGC 


27477 


8827 


2203 


CGCUCCUU U GAGGGUGG 


9102 


CCACCCUC CUGAUGAG GCCGUUAGGC CGAA AAGGAGCG 


27478 


8837 


2193 


agqguggu u guaaaggc 


9103 


GCCUUUAC CUGAUGAG GCCGUUAGGC CGAA ACCACCCU 


27479 
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8840 


2190 


GUGGUUGU A AAGGCUUU 


9104 


AAAGCCUU CUGAUGAG GCCGUUAGGC CGAA ACAACCAC 


27480 


8847 


2183 


UAAAGGCU U UGCCAAUG 


9105 


CAUUGGCA CUGAUGAG GCCGUUAGGC CGAA AGCCUUUA - 


27481 


8848 


2182 


AAAGGCUU U GCCAAUGC 


9106 


GCAUUGGC CUGAUGAG GCCGUUAGGC CGAA AAGCCUUU 


27482 


8861 


2169 


AUGCUGCU U CCAGACUU 


9107 


AAGUCUGG CUGAUGAG GCCGUUAGGC CGAA AGCAGCAU 


27483 


8862 


2168 


UGCUGCUU C CAGACUUG 


9108 


CAAGUCUG CUGAUGAG GCCGUUAGGC CGAA AAGCAGCA 


27484 


8869 


2161 


UCCAGACU U GUGCCAAU 


9109 


AUUGGCAC CUGAUGAG GCCGUUAGGC CGAA AGUCUGGA 


27485 


8884 


2146 


AUGGUGAU U GAUCUGUU 


9110 


AACAGAUC CUGAUGAG GCCGUUAGGC CGAA AUCACCAU 


27486 


8888 


2142 


UGAUUGAU C UGUUGUUC 


9111 


GAACAACA CUGAUGAG GCCGUUAGGC CGAA AUCAAUCA 


27487 


8892 


2138 


UGAUCUGU u Goacuccu 


9112 


AGGAGAAC CUGAUGAG GCCGUUAGGC CGAA ACAGAUCA 


27488 


8895 


2135 


UCUGUUGU U CUCCUCUG 


9113 


CAGAGGAG CUGAUGAG GCCGUUAGGC CGAA ACAACAGA 


27489 


8896 


2134 


CUQUUGUU C UCCUCDQC 


9114 


6CAGAG6A CUGAUGAG GCCGUUAGGC CGAA AACAACAG 


27490 


8898 


2132 


GUUGUOCU C CUCUGCCC 


9115 


GGGCAGAG CUGAUGAG GCCGUUAGGC CGAA AGAACAAC 


27491 


8901 


2129 


GUUCUCCU C UGCCCACC 


9116 


GGUGGGCA CUGAUGAG GCCGUUAGGC CGAA AGGAGAAC 


27492 


8913 


2117 


CCACCACU A UGUAUGAG 


9117 


CUCAUACA CUGAUGAG GCCGUUAGGC CGAA AGUGGUGG 


27493 


8917 


2113 


CACUAUGU A UGAGUCUC 


9118 


GAGACUCA CUGAUGAG GCCGUUAGGC CGAA ACAUA6UG 


27494 


8923 


2107 


GUAUGAGU C UCCAAAGG 


9119 


CCUUUGGA CUGAUGAG GCCGUUAGGC CGAA ACUCAUAC 


27495 


8925 


2105 


AUGAGUCU C CAAAGGGU 


9120 


ACCCUUUG CUGAUGAG GCCGUUAGGC CGAA AGACUCAU 


27496 


8937 


2093 


AGGGUGGU U CCAAUUCA 


9121 


UGAAUUGG CUGAUGAG GCCGUUAGGC CGAA ACCACCCU 


27497 


8938 


2092 


GGGUGGUU C CAAUUCAA 


9122 


UUGAAUUG CUGAUGAG GCCGUUAGGC CGAA AACCACCC 


27498 


8943 


2087 


GUUCCAAU U CAAUCAGG 


9123 


CCUGAUUG CUGAUGAG GCCGUUAGGC CGAA AUUGGAAC 


27499 


8944 


2086 


UUCCAAUU C AAUCAGGA 


9124 


UCCUGAUU CUGAUGAG GCCGUUAGGC CGAA AAUUGGAA 


27500 


8948 


2082 


AAUUCAAU C AGGACCUU 


9125 


AAGGUCCU CUGAUGAG GCCGUUAGGC CGAA AtTUGAAUU 


27501 


8956 


2074 


CAGGACCU U AGCGUUGG 


9126 


CCAACGCU CUGAUGAG GCCGUUAGGC CGAA AGGUCCUG 


27502 


8957 


2073 


AGGACCUU A GCGUUGGC 


9127 


GCCAACGC CUGAUGAG GCCGUUAGGC CGAA AAGGUCCU 


27503 


8962 


2068 


CUUAGCGU U GGCCGUGG 


9128 


CCACGGCC CUGAUGAG GCCGUUAGGC CGAA ACGCUAAG 


27504 


8989 


2041 


AAAAGGGU U GACAGUGA 


9129 


UCACUGUC CUGAUGAG GCCGUUAGGC CGAA ACCCUUUU 


27505 


9003 


2027 


UGACCAAU C UGCCCACU 


9130 


AGUGGGCA CUGAUGAG GCCGUUAGGC CGAA AUUGGUCA 


27506 


9017 


2013 


ACUG6CGU U AGGUCGUU 


9131 


AACGACCU CUGAUGAG GCCGUUAGGC CGAA ACGCCAGU 


27507 


9018 


2012 


CUGGCGUU A GGUCGUUC 


9132 


GAACGACC CUGAUGAG GCCGUUAGGC CGAA AACGCCAG 


27508 


9022 


2008 


CGUUAGGU C GUUCAAUG 


9133 


CAUUGAAC CUGAUGAG GCCGUUAGGC CGAA ACCUAACG 


27509 


9025 


2005 


UAGGUCGU U CAAUGAAG 


9134 


CUUCAUUG CUGAUGAG GCCGUUAGGC CGAA ACGACCUA 


27510 


9026 


2004 


AGGUCGUU C AAUQAAGC 


9135 


GCUUCAUU CUGAUGAG GCCGUUAGGC CGAA AACGACCU 


27511 


9047 


1983 


GACGAGAU A GGAACUUU 


9136 


AAAGUUCC CUGAUGAG GCCGUUAGGC CGAA AUCUCGUC 


27512 


9054 


1976 


UAGGAACU U UGCAAGGU 


9137 


ACCUUGCA CUGAUGAG GCCGUUAGGC CGAA AGUUCCUA 


27513 


9055 


1975 


AGGAACUU U GCAAGGUC 


9138 


GACCUUGC CUGAUGAG GCCGUUAGGC CGAA AAGUUCCU 


27514 


9063 


1967 


UGCAAGGU C CAUCCGUG 


9139 


CACGGAUG CUGAUGAG GCCGUUAGGC CGAA ACCUUGCA 


27515 


9067 


1963 


AGGUCCAU C CGUGCCAG 


9140 


CUGGCACG CUGAUGAG GCCGUUAGGC CGAA AUGGACCU 


27516 


9079 


1951 


GCCAGUGU A CUGCAAUU 


9141 


AAUUGCAG CUGAUGAG GCCGUUAGGC CGAA ACACUGGC 


27517 


9087 


1943 


ACUGCAAU U CCAACACC 


9142 


GGUGUUGG CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27518 


9088 


1942 


CUGCAAUU C CAACACCA 


9143 


UGGUGUUG CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27519 


9115 


1915 


ACCUGUGU C UGCGGGA6 


9144 


CUCCCGCA CUGAUGAG GCCGUUAGGC CGAA ACACAGGU 


27520 


9125 


1905 


GCGGQAGU C CCAAGAAA 


9145 


UUUCUUGG CUGAUGAG GCCGUUAGGC CGAA ACUCCCGC 


27521 


9136 


1894 


AAGAAACU U GAAAGCCU 


9146 


AGGCUUUC CUGAUGAG GCCGUUAGGC CGAA AGUUUCUU 


27522 


9145 


1885 


GAAAGCCU U UGAACAGA 


9147 


UCUGUUCA CUGAUGAG GCCGUUAGGC CGAA AGGCUUUC 


27523 


9146 


1884 


AAAGCCUU U GAACAGAC 


9148 


GUCUGUUC CUGAUGAG GCCGUUAGGC CGAA AAGGCUUU 


27524 


9160 


1870 


GACGCCAU A GGUUGUUC 


9149 


GAACAACC CUGAUGAG GCCGUUAGGC CGAA AUGGCGUC 


27525 


9164 


1866 


CCAUAGGU U 6UUCCCUU 


9150 


AAGGGAAC CUGAUGAG GCCGUUAGGC CGAA ACCUAUGG 


27526 


9167 


1863 


UAGGUUGU U CCCUUCAA 


9151 


UUGAAGGG CUGAUGAG GCCGUUAGGC CGAA ACAACCUA 


27527 


9168 


1862 


AGGUUGUU C CCUUCAAC 


9152 


GUUGAAGG CUGAUGAG GCCGUUAGGC CGAA AACAACCU 


27528 


9172 


1858 


UGUUCCCU U CAACUGCA 


9153 


UGCAGUUG CUGAUGAG GCCGUUAGGC CGAA AGGGAACA 


27529 


9173 


1857 


GUUCCCUU C AACUGCAA 


9154 


UUGCAGUU CUGAUGAG GCCGUUAGGC CGAA AAGGGAAC 


27530 


9183 


1847 


ACUGCAAU U UUUCCAUC 


9155 


GAUGGAAA CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27531 


9184 


1846 


CUGCAAUU U UUCCAUCU 


9156 


AGAUGGAA CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27532 


9185 


1845 


UGCAAUUa U UCCAUCUU 


9157 


AAGAUGGA CUGAUGAG GCCGUUAGGC CGAA AAAUUGCA 


27533 


9186 


1844 


GCAAUUUU U CCAUCUUC 


9158 


GAAGAUGG CUGAUGAG GCCGUUAGGC CGAA AAAAUUGC 


27534 


9187 


1843 


CAAUUUUU C CAUCUUCA 


9159 


UGAAGAUG CUGAUGAG GCCGUUAGGC CGAA AAAAAUUG 


27535 


9191 


1839 


UUUUCCAU C UUCACUCU 


9160 


AQAGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAAAA 


27536 


9193 


1837 


UUCCAUCU U CACUCUAC 


9161 


GUAQAGUG CUGAUGAG GCCGUUAGGC CGAA AGAUGGAA 


27537 


9194 


1836 


UCCAUCUU C ACUCUACA 


9162 


UGUAGAGU CUGAUGAG GCCGUUAGGC CGAA AAGAUGGA 


27538 


9198 


1832 


UCUUCACU C UACACUUC 


9163 


GAAGUGUA CUGAUGAG GCCGUUAGGC CGAA AGUGAAGA 


27539 


9200 


1830 


UUCACUCU A CACUUCAA 


9164 


UUGAAGUG CUGAUGAG GCCGUUAGGC CGAA AGAGUGAA 


27540 


9205 


1825 


UCUACACU U CAAAU6AC 


9165 


6UCADUUG CUGAUGAG GCCGUUAGGC CGAA AGUGUAGA 


27541 
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9206 


1824 


CUACACUU C AAAUGACC 


9166 


GGUCAUUU CUGAUGAG GCCGUUAGGC CGAA AAGUGUAG 


27542 


9221 


1809 


CCCGACGU C AACUUGAC 


9167 


GUCAAGUU CUGAUGAG GCCGUUAGGC CGAA ACGUCGGG 


27543 


9226 


1804 


CGUCAACU U GACAGUGU 


9168 


ACACUGUC CUGAUGAG GCCGUUAGGC CGAA AGUUGACG 


27544 


9235 


1795 


GACAGUGU U GCUUGAAA 


9169 


UUUCAAGC CUGAUGAG GCCGUUAGGC CGAA ACACUGUC 


27545 


9239 


1791 


GUGUUGCU U GAAAAUUC 


9170 


GAAUUUUC CUGAUGAG GCCGUUAGGC CGAA AGCAACAC 


27546 


9246 


1784 


UUGAAAAU U CCACAGGA 


9171 


UCCUGUGG CUGAUGAG GCCGUUAGGC CGAA AUUUUCAA 


27547 


9247 


1783 


UGAAAAUU C CACAGGAA 


9172 


UUCCUGUG CUGAUGAG GCCGUUAGGC CGAA AAUUUUCA 


27548 


9261 


1769 


GAAUGGCU C CAGCCAAA 


9173 


UUUGGCUG CUGAUGAG GCCGUUAGGC CGAA AGCCAUUC 


27549 


9273 


1757 


CCAAA6CU U GAU6CAQA 


9174 


UCUGCAUC CUGAUGAG GCCGUUAGGC CGAA AGCUUUGG 


27550 


9285 


1745 


GCAGAGCU C CCUCUUGa 


9175 


ACAAGAGG CUGAUGAG GCCGUUAGGC CGAA AGCUCUGC 


27551 


9289 


1741 


AOCaCCOJ C XJUGUQAGC 


9176 


GCUCACAA CUGAUGAG GCCGUUAGGC CGAA AGGGAGCU 


27552 


9291 


1739 


CUCCCaCU U GUGAGCCC 


9177 


GGGCUCAC CUGAUGAG GCCGUUAGGC CGAA AGAGGGAG 


27553 


9306 


1724 


CCAAUGCU A UCACAGAC 


9178 


GUCUGUGA CUGAUGAG GCCGUUAGGC CGAA AGCAUUGG 


27554 


9308 


1722 


AAUGCUAU C ACAGACUG 


9179 


CAGUCUGU CUGAUGAG GCCGUUAGGC CGAA AUAGCAUU 


27555 


9319 


1711 


AGACUGCU U CGUGGCGU 


9180 


ACGCCACG CUGAUGAG GCCGUUAGGC CGAA AGCAGUCU 


27556 


9320 


1710 


GACUGCUU C GUGGCGJJG 


9181 


CACGCCAC CUGAUGAG GCCGUUAGGC CGAA AAGCAGUC 


27557 


9333 


1697 


CGUGUGGU U CCUCAAAC 


9182 


GUUUGAGG CUGAUGAG GCCGUUAGGC CGAA ACCACACG 


27558 


9334 


1696 


GUGUGGUU C CUCAAAOJ 


9183 


AGUUUGAG CUGAUGAG GCCGUUAGGC CGAA AACCACAC 


27559 


9337 


1693 


UGGUUCCU C AAACUCCA 


9184 


UGGAGUUU CUGAUGAG GCCGUUAGGC CGAA AGGAACCA 


27560 


9343 


1687 


CUCAAACU C CAtJUAACG 


9185 


CGUUAAUG CUGAUGAG GCCGUUAGGC CGAA AGUUUGAG 


27561 


9347 


1683 


AACUCCAU U AACGUCUC 


9186 


GAGACGUU CUGAUGAG GCCGUUAGGC CGAA AUGGAGUU 


27562 


9348 


1682 


ACUCCAUU A ACGUCUCa 


9187 


AGAGACGU CUGAUGAG GCCGUUAGGC CGAA AAUGGAGU 


27563 


9353 


1677 


AXJUAACGU C UCUCUGUU 


9188 


AACAGAGA CUGAUGAG GCCGUUAGGC CGAA ACGUUAAU 


27564 


9355 


1675 


UAACXSUOJ C UOJGUUCC 


9189 


GGAACAGA CUGAUGAG GCCGUUAGGC CGAA AGACGUUA 


27565 


9357 


1673 


ACGUOJCU C UGUUCCUC 


9190 


GAGGAACA CUGAUGAG GCCGUUAGGC CGAA AGAGACGU 


27566 


9361 


1669 


CUCUCUGU U CCUCCACA 


9191 


UGUGGAGG CUGAUGAG GCCGUUAGGC CGAA ACAGAGAG 


27567 


9362 


1668 


UCUCUGUU C CUCCACAC 


9192 


GUGUGGAG CUGAUGAG GCCGUUAGGC CGAA AACAGAGA 


27568 


9365 


1665 


CUGUUCCU C CACACAGU 


9193 


ACUGUGUG CUGAUGAG GCCGUUAGGC CGAA AGQAACAG 


27569 


9374 


1656 


CACACAGU A CUUCCAGC 


9194 


GCUGGAAG CUGAUGAG GCCGUUAGGC CGAA ACUGUGUG 


27570 


9377 


1653 


ACAGUACU U CCAGCACU 


9195 


AGUGCUGG CUGAUGAG GCCGUUAGGC CGAA AGUACUGU 


27571 


9378 


1652 


CAGUACUU C CAGCACUG 


9196 


CAGUGCUG CUGAUGAG GCCGUUAGGC CGAA AAGUACUG 


27572 


9389 


1641 


GCACUGCU C CAAGGQAG 


9197 


CUCCCUUG CUGAUGAG GCCGUUAGGC CGAA AGCAGUGC 


27573 


9400 


1630 


AGGGAGGU U GAGGUCCA 


9198 


UGGACCUC CUGAUGAG GCCGUUAGGC CGAA ACCUCCCU 


27574 


9406 


1624 


GUUGAGGU C CAUGAACC 


9199 


GGUUCAUG CUGAUGAG GCCGUUAGGC CGAA ACCUCAAC 


27575 


9418 


1612 


GAACCACU C ACGAUGGA 


9200 


UCCAUCGU CUGAUGAG GCCGUUAGGC CGAA A6UGGUUC 


27576 


9437 


1593 


AAGAACGU C UUUGUUCC 


9201 


GGAACAAA CUGAUGAG GCCGUUAGGC CGAA ACGUUCUU 


27577 


9439 


1591 


GAACGUCU U UGUUCCAA 


9202 


UUGGAACA CUGAUGAG GCCGUUAGGC CGAA AGACGUUC 


27578 


9440 


1590 


AACGUCUU U GUUCCAAC 


9203 


GUUGGAAC CUGAUGAG GCCGUUAGGC CGAA AAGACGUU 


27579 


9443 


1587 


GUCUUUGU U CCAACAGU 


9204 


ACUGUUGG CUGAUGAG GCCGUUAGGC CGAA ACAAAGAC 


27580 


9444 


1586 


UCmJUGOU C CAACAGUC 


9205 


GACUGUUG CUGAUGAG GCCGUUAGGC CGAA AACAAAGA 


27581 


9452 


1578 


CCAACAGU C AUCACGUA 


9206 


UACGUGAU CUGAUGAG GCCGUUAGGC CGAA ACUGUUGG 


27582 


9455 


1575 


ACAGUCAU C AC6UAGUA 


9207 


UACUACGU CUGAUGAG GCCGUUAGGC CGAA AUGACUGU 


27583 


9460 


1570 


CAUCACGU A GUAUGCAU 


9208 


AUGCAUAC CUGAUGAG GCCGUUAGGC CGAA ACGUGAUG 


27584 


9463 


1567 


CACGUAGU A UGCAUUGG 


9209 


CCAAUGCA CUGAUGAG GCCGUUAGGC CGAA ACUACGUG 


27585 


9469 


1561 


GUAUGCAU U GGUGUCAA 


9210 


UUGACACC CUGAUGAG GCCGUUAGGC CGAA AUGCAUAC 


27586 


9475 


1555 


AUUGGUGU C AAUCCCUG 


9211 


CAGGGAUU CUGAUGAG GCCGUUAGGC CGAA ACACCAAU 


27587 


9479 


1551 


GUGUCAAU C CCUGACCG 


9212 


CGGUCAGG CUGAUGAG GCCGUUAGGC CGAA AUUGACAC 


27588 


9492 


1538 


ACC6UGGU U CACAGUCC 


9213 


GGACUGU6 CUGAUGAG GCCGUUAGGC CGAA ACCACGGU 


27589 


9493 


1537 


CCGUGGUU C ACAGUCCA 


9214 


UGGACUGU CUGAUGAG GCCGUUAGGC CGAA AACCACGG 


27590 


9499 


1531 


UUCACAGU C CACUGUCA 


9215 


UGACAGUG CUGAUGAG GCCGUUAGGC CGAA ACUGUGAA 


27591 


9506 


1524 


UCCACUGU C ACCUCUCC 


9216 


GGAGAGGU CUGAUGAG GCCGUUAGGC CGAA ACAGUGGA 


27592 


9511 


1519 


UGUCACCU C UCCAUAUU 


9217 


AAUAUGGA CUGAUGAG GCCGUUAGGC CGAA AGGUGACA 


27593 


9513 


1517 


UCACCUCU C CAUAUUCU 


9218 


AGAAUAUG CUGAUGAG GCCGUUAGGC CGAA AGAGGUGA 


27594 


9517 


1513 


CUCUCCAU A UUCUCCAA 


9219 


UUGGAGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGAG 


27595 


9519 


1511 


CUCCAUAU U CUCCAAGC 


9220 


GCUUGGAG CUGAUGAG GCCGUUAGGC CGAA AUAUGGAG 


27596 


9520 


1510 


UCCAUAUU C UCCAAGCU 


9221 


AGCUUGGA CUGAUGAG GCCGUUAGGC CGAA AAUAUGGA 


27597 


9522 


1508 


CAUAUUCU C CAAGCUOU 


9222 


AAAGCUUG CUGAUGAG GCCGUUAGGC CGAA AGAAUAUG 


27598 


9529 


1501 


UCCAAGCU U UAQUGUGU 


9223 


ACACACUA CUGAUGAG GCCGUUAGGC CGAA AGCUUGGA 


27599 


9530 


1500 


CCAAGCUU U AGUGUGUA 


9224 


UACACACU CUGAUGAG GCCGUUAGGC CGAA AAGCUUGG 


27600 


9531 


1499 


CAA6CUUU A GUGUGOAU 


9225 


AUACACAC CUGAUGAG GCCGUUAGGC CGAA AAAGCUUG 


27601 


9538 


1492 


UAGUGUGU A UGAAGGGG 


9226 


CGCCUUCA CUGAUGAG GCCGUUAGGC CGAA ACACACUA 


27602 


9567 


1463 


UGCUGAAU C UCCCUGCC 


9227 


GGCAGGGA CUGAUGAG GCCGUUAGGC CGAA AUUCAGCA 


27603 
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956S 


1461 


CUGAAUCU C CCUGCCUG 


9228 


CAGGCAGG CUGAUGAG GCCGUUAGGC CGAA AGAUUCAG 


27604 


9585 


1445 


GAGUGGCU C CAACCUGU 


9229 


ACAGGUUG CUGAUGAG GCCGUUAGGC CGAA AGCCACUC 


27605 


9601 


1429 


UGUGGAGU A GUOUCCGU 


9230 


ACGGAAAC CUGAUGAG GCCGUUAGGC CGAA ACUCCACA 


27606 


9604 


1426 


GGAGUAGU U UCCGUGCG 


9231 


CGCACGGA CUGAUGAG GCCGUUAGGC CGAA ACUACUCC 


27607 


9605 


1425 


GAGUAGUU U CCGUGGGA 


9232 


UCGCACGG CUGAUGAG GCCGUUAGGC CGAA AACUACUC 


27608 


9606 


1424 


AGUAGUUU C CGUGCGAC 


9233 


GUCGCACG CUGAUGAG GCCGUUAGGC CGAA AAACUACU 


27609 


9616 


1414 


GUGCGACU C CACAGUAG 


9234 


CUACUGUG CUGAUGAG GCCGUUAGGC CGAA AGUCGCAC 


27610 


9623 


1407 


UCCACAGU A 6UUGGUCC 


9235 


GGACCAAC CUGAUGAG GCCGUUAGGC CGAA ACUGUGGA 


27611 


9626 


1404 


ACAGUAGU U GGUCCAUG 


9236 


CAUGGACC CUGAUGAG GCCGUUAGGC CGAA ACUACUGU 


27612 


9630 


1400 


UAGUUCGU C CAUGGACA 


9237 


U6UCCAUG CUGAUGAG GCCGUUAGGC CGAA ACCAACUA 


27613 


9651 


1379 


UGQCCACU U CGOACUUG 


9238 


CAAGUACG CUGAUGAG GCCGUUAGGC CGAA AGUGGCCA 


27614 


9652 


1378 


GGCGACUU C GOACUUGA 


9239 


UCAAGUAC CUGAUGAG GCCGUUAGGC CGAA AAGUGGCC 


27615 


9655 


1375 


CACUUCGU A CUUGAUAU 


9240 


AUAUCAAG CUGAUGAG GCCGUUAGGC CGAA ACGAAGUG 


27616 


9658 


1372 


UUCGUACU U GAUAXJUCU 


9241 


AGAAUAUC CUGAUGAG GCCGUUAGGC CGAA AGUACGAA 


27617 


9662 


1368 


UACUUGAU A UUCUCUIKJ 


9242 


AAAGAGAA CUGAUGAG GCCGUUAGGC CGAA AUCAAGUA 


27618 


9664 


1366 


CUUGAUAU U CUCUUUCA 


9243 


UGAAAGAG CUGAUGAG GCCGUUAGGC CGAA AUAUCAAG 


27619 


9665 


1365 


UUGAUAUU C UCUUUCAA 


9244 


UUGAAAGA CUGAUGAG GCCGUUAGGC CGAA AAUAUCAA 


27620 


9667 


1363 


GAUAUUCU C UUUCAAGA 


9245 


UCUUGAAA CUGAUGAG GCCGUUAGGC CGAA AGAAUAUC 


27621 


9669 


1361 


UAUUCUCU U UCAAGAUG 


9246 


CAUCUUGA CUGAUGAG GCCGUUAGGC CGAA AGAGAAUA 


27622 


9670 


1360 


AUUCUCUU U CAAGAUGG 


9247 


CCAUCUUG CUGAUGAG GCCGUUAGGC CGAA AAGAGAAU 


27623 


9671 


1359 


UUCUCUUU C AAGAUGGU 


9248 


ACCAUCUU CUGAUGAG GCCGUUAGGC CGAA AAAGAGAA 


27624 


9680 


1350 


AAGAUGGU U CUUCCUAU 


9249 


AUAGGAAG CUGAUGAG GCCGUUAGGC CGAA ACCAUCUU 


27625 


9681 


1349 


AGAUGGUU C UUCCUAUU 


9250 


AAUAGGAA CUGAUGAG GCCGUUAGGC CGAA AACCAUCU 


27626 


9683 


1347 


AUGGUUCU U CCUAUUGC 


9251 


GCAAUAGG CUGAUGAG GCCGUUAGGC CGAA AGAACCAU 


27627 


9684 


1346 


UGGUUCUU C CUAUUGCC 


9252 


GGCAAUAG CUGAUGAG GCCGUUAGGC CGAA AAGAACCA 


27628 


9687 


1343 


UUCUUCCU A UUGCCUUG 


9253 


CAAGGCAA CUGAUGAG GCCGUUAGGC CGAA AGGAAGAA 


27629 


9689 


1341 


CUUCCUAU U GCCUUGGU 


9254 


ACCAAGGC CUGAUGAG GCCGUUAGGC CGAA AUAGGAAG 


27630 


9694 


1336 


UAUUGCCU U GGUAGAGC 


9255 


GCUCUACC CUGAUGAG GCCGUUAGGC CGAA AGGCAAUA 


27631 


9698 


1332 


GCCUUGGU A GAGCAGGC 


9256 


GCCUGCUC CUGAUGAG GCCGUUAGGC CGAA ACCAAGGC 


27632 


9711 


1319 


AG6CAAAU U UGGCGCAU 


9257 


AUGCGCCA CUGAUGAG GCCGUUAGGC CGAA AUUUGCCU 


27633 


9712 


1318 


GGCAAAUU U GGCGCAUG 


9258 


CAUGCGCC CUGAUGAG GCCGUUAGGC CGAA AAUUUGCC 


27634 


9724 


1306 


GCAUGUGU C AAUGCUUC 


9259 


GAAGCAUU CUGAUGAG GCCGUUAGGC CGAA ACACAUGC 


27635 


9731 


1299 


UCAAUGCU U CCUUUGCC 


9260 


GGCAAAGG CUGAUGAG GCCGUUAGGC CGAA AGCAUUGA 


27636 


9732 


1298 


CAAUGCUU C CUUUGCCA 


9261 


UGGCAAAG CUGAUGAG GCCGUUAGGC CGAA AAGCAUUG 


27637 


9735 


1295 


UGCUUCCU U UGCCAAAU 


9262 


AUUUGGCA CUGAUGAG GCCGUUAGGC CGAA AGGAAGCA 


27638 


9736 


1294 


GCUUCCUU U GCCAAAUA 


9263 


UAUUUGGC CUGAUGAG GCCGUUAGGC CGAA AAGGAAGC 


27639 


9744 


1286 


UGCCAAAU A AUCCGCAG 


9264 


CUGCGGAU CUGAUGAG GCCGUUAGGC CGAA AUUUGGCA 


27640 


9747 


1283 


CAAAUAAU C GGCAGCCG 


9265 


CGGCUGCG CUGAUGAG GCCGUUAGGC CGAA AUUAUUUG 


27641 


9757 


1273 


GCAGCCGU U GCCCCAGC 


9266 


GCUGGGGC CUGAUGAG GCCGUUAGGC CGAA ACGGCUGC 


27642 


9772 


1258 


GCCCCUGU C CACCACUC 


9267 


GAGUGGUG CUGAUGAG GCCGUUAGGC CGAA ACAGGGGC 


27643 


9780 


1250 


CCACCACU C CUUGUCUG 


9268 


CAGACAAG CUGAUGAG GCCGUUAGGC CGAA AGUGGUGG 


27644 


9783 


1247 


CCACUCCU U GUCUGCAC 


9269 


GUGCAGAC CUGAUGAG GCCGUUAGGC CG2^ AGGAGUGG 


27645 


9786 


1244 


CUCCUUGU C UGCACACA 


9270 


UQUGUGCA CUGAUGAG GCCGUUAGGC CGAA ACAAGGAG 


27646 


9805 


1225 


AGCUGGGU C AGCACGUU 


9271 


AACGUGCU CUGAUGAG GCCGUUAGGC CGAA ACCCAGCU 


27647 


9813 


1217 


CAGCACGU U UGUCAUUG 


9272 


CAAUGACA CUGAUGAG GCCGUUAGGC CGAA ACGUGCUG 


27648 


9814 


1216 


AGCACGUU U GUCAUUGU 


9273 


ACAAUGAC CUGAUGAG GCCGUUAGGC CGAA AACGUGCU 


27649 


9817 


1213 


ACGUUUGU C AUUGUGAG 


9274 


CUCACAAU CUGAUGAG GCCGUUAGGC CGAA ACAAACGU 


27650 


9820 


1210 


UUUGUCAU U GUGAGCUU 


9275 


AAGCUCAC CUGAUGAG GCCGUUAGGC CGAA AUGACAAA 


27651 


9828 


1202 


UGUGAGCU U CUCCCAUG 


9276 


CAUGGGAG CUGAUGAG GCCGUUAGGC CGAA AGCUCACA 


27652 


9829 


1201 


GUGAGCUU C UCCCAUGG 


9277 


CCAUGGGA CUGAUGAG GCCGUUAGGC CGAA AAGCUCAC 


27653 


9831 


1199 


GAGCUUCU C CCAUGGUC 


9278 


GACCAUGG CUGAUGAG GCCGUUAGGC CGAA AGAAGCUC 


27654 


9839 


1191 


CCCAUGGU C GGGCACGC 


9279 


GCGUGCCC CUGAUGAG GCCGUUAGGC CGAA ACCAUGGG 


27655 


9852 


1178 


ACQCAGCU U UGGUGGAG 


9280 


CUCCACCA CUGAUGAG GCCGUUAGGC CGAA AGCUGCGU 


27656 


9853 


1177 


CGCAGCUU U GGUGGAGA 


9281 


UCUCCACC CUGAUGAG GCCGUUAGGC CGAA AAGCUGCG 


27657 


9865 


1165 


6GAGAGAU C GCUQACGG 


"9282 


CCGUCAGC CUGAUGAG GCCGUUAGGC CGAA AUCUCUCC 


27658 


9875 


1155 


CUGACGGU A GCCAAAUA 


9283 


UAUUUGGC CUGAUGAG GCCGUUAGGC CGAA ACCGUCAG 


27659 


9883 


1147 


AGCCAAAU A GCAAUAAC 


9284 


GUUAUUGC CUGAUGAG GCCGUUAGGC CGAA AUUUGGCU 


27660 


9889 


1141 


AUAGCAAU A ACUGCGQA 


9285s^ 


UCCGCAGU CUGAUGAG GCCGUUAGGC CGAA AUUGCUAU 


27661 


9901 


1129 


GCGGACCU C UGCCAGGU 


9286 


ACCUGGCA CUGAUGAG GCCGUUAGGC CGAA AGGUCCGC 


27662 


9910 


1120 


UGCCAGGU U GACCGCCU 


9287 


AGGCGGUC CUGAUGAG GCCGUUAGGC CGAA ACCUGGCA 


27663 


9919 


1111 


GACCGCCU C CAUAUUCA 


9288 


U6AAUAUG CUGAUGAG GCCGUUAGGC CGTiA AGGCGGUC 


27664 


9923 


1107 


GCCUCCAU A UUCAUCAU 


9289 


AUGAUGAA CUGAUGAG GCCGUUAGGC CGAA AUGGAGGC 


27665 
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9925 


1105 


CUCCAUAU U CAUCAUCU 


9290 


AGAUGAUG CUGAUGAG GCCGUUAGGC CGAA AUAUGGAG 


27666 


9926 


1104 


UCCAUAUU C AUCAUCUU 


9291 


AAGAUGAU CUGAUGAG GCCGUUAGGC CGAA AAUAUGGA 


27667 


9929 


1101 


AUAUUCAU C AUCUUCAC 


9292 


GUGAAGAU CUGAUGAG GCCGUUAGGC CGAA AUGAAUAU 


27668 


9932 


1098 


UUCAUCAU C UUCACAUC 


9293 


QAUGUGAA CUGAUGAG GCCGUUAGGC CGAA AUGAUGAA 


27669 


9934 


1096 


CAUCAUCU U CACAUCGA 


9294 


UCGAUGU6 CUGAUGAG GCCGUUAGGC CGAA AGAUGAUG 


27670 


9935 


1095 


AUCAUCUU C ACAUCGAU 


9295 


AUCGAUGU CUGAUGAG GCCGUUAGGC CGAA AAGAUGAU 


27671 


9940 


1090 


CUUCACAU C GAUGGUAG 


9296 


CUACCAUC CUGAUGAG GCCGUUAGGC CGAA AUGUGAAG 


27672 


9947 


1083 


UCGAUGGU A GGCUUGUC 


9297 


GACAAGCC CUGAUGAG GCCGUUAGGC CGAA ACCAUCQA 


27673 


9952 


1078 


G6UAGGCU U GUCCUUAG 


9298 


CUAAGGAC CUGAUGAG GCCGUUAGGC CGAA AGCCUACC 


27674 


9955 


1075 


AGGCUUC?U C CUUAGACA 


9299 


UGUCUAAG CUGAUGAG GCCGUUAGGC CGAA ACAAGCCU 


27675 


9958 


1072 


CUUGUCCU U AGACAUGA 


9300 


UCAUGUCU CUGAUGAG GCCGUUAGGC CGAA AGGACAAG 


27676 


9959 


1071 


UUGUCCUU A GACAUGAU 


9301 


AUCAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGGACAA 


27677 


9968 


1062 


GACAUGAU A GUCACGCA 


9302 


UGCGUGAC CUGAUGAG GCCGUUAGGC CGAA AUCAUGUC 


27678 


9971 


1059 


AUGAUAGU C ACGCAGCU 


9303 


AGCUGCGU CUGAUGAG GCCGUUAGGC CGAA ACUAUCAU 


27679 


9982 


1048 


GCAGCUGU C GCCUUCGA 


9304 


UCGAAGGC CUGAUQAO GCCGUUAGGC CGAA ACAGCUGC 


27680 


9987 


1043 


UGUCGCCU U CGAGAACC 


9305 


GGUUCUCG CUGAUGAG GCCGUUAGGC CGAA AGGCGACA 


27681 


9988 


1042 


GUCGCCUU C GA6AACCA 


9306 


UGGUUCUC CUGAUGAG GCCGUUAGGC CGAA AAGGCGAC 


27682 


10000 


1030 


AACCAAAU C CACCCAUG 


9307 


CAUGGGUG CUGAUGAG GCCGUUAGGC CGAA AUUUGGUU 


27683 


10010 


1020 


ACCCAUGU U GCUCCAGA 


9308 


UCUGGAGC CUGAUGAG GCCGUUAGGC CGAA ACAUGGGU 


27684 


10014 


1016 


AUGUUGCU C CAGACACU 


9309 


AGUGUCUG CUGAUGAG GCCGUUAGGC CGAA AGCAACAU 


27685 


10023 


1007 


CAGACACU C CUUCCAAG 


9310 


CUUGGAAG CUGAUGAG GCCGUUAGGC CGAA AGUGUCUG 


27686 


10026 


1004 


ACACUCCU U CCAAGAAG 


9311 


CUUCUU6G CUGAUGAG GCCGUUAGGC CGAA AGQAGUGU 


27687 


10027 


1003 


CACUCCUU C CAAGAAGU 


9312 


ACUUCUU6 CUGAUGAG GCCGUUAGGC CGAA AAGGAGUG 


27688 


10036 


994 


CAAQAAGU C UCUGUUGC 


9313 


GCAACAGA CUGAUGAG GCCGUUAGGC CGAA ACUUCUUG 


27689 


10038 


992 


AGAAGUCU C UGUUGCUC 


9314 


GAGCAACA CUGAUGAG GCCGUUAGGC CGAA AGACUUCU 


27690 


10042 


988 


GUCUCUGU U GCUCAUUC 


9315 


GAAUGAGC CUGAUGAG GCCGUUAGGC CGAA ACAGAGAC 


27691 


10046 


984 


CUGUUGCU C AUUCCAAG 


9316 


CUUGG/AU CUGAUGAG GCCGUUAGGC CGAA AGCAACAG 


27692 


10049 


981 


UUGCUCAU U CCAAGGCA 


9317 


UGCCUUGG CUGAUGAG GCCGUUAGGC CGAA AUGAGCAA 


27693 


10050 


980 


UGCUCAUU C CAAGGCAG 


9318 


CUGCCUUG CUGAUGAG GCCGUUAGGC CGAA AAUGAGCA 


27694 


10060 


970 


AAGGCAGU U GAAGCUGU 


9319 


ACAGCUUC CUGAUGAG GCCGUUAGGC CGAA ACUGCCUU 


27695 


10069 


961 


GAAGCUGU A AGCUGGGG 


9320 


CCCCAGCU CUGAUGAG GCCGUUAGGC CGAA ACAGCUUC 


27696 


10092 


938 


AAAGCAAU A GCACGACA 


9321 


UGUCGUGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUUU 


27697 


10110 


920 


ACACAACU C UCUGCAUG 


9322 


CAUGCAGA CUGAUGAG GCCGUUAGGC CGAA AGUUGUGU 


27698 


10112 


918 


ACAACUCU C UGCAUGGU 


9323 


ACCAUGCA CUGAUGAG GCCGUUAGGC CGAA AGAGUUGU 


27699 


10123 


907 


CAUGGUGU U GCUCCCAA 


9324 


UUGGGAGC CUGAUGAG GCCGUUAGGC CGAA ACACCAUQ 


27700 


10127 


903 


GUGUUGCU C CCAAGCAU 


9325 


AUGCUUGG CUGAUGAG GCCGUUAGGC CGAA AGCAACAC 


27701 


10136 


894 


CCAAGCAU C CAACCAAU 


9326 


AUUGGUUG CUGAUGAG GCCGUUAGGC CGAA AUGCUUGG 


27702 


10165 


665 


CAGGGCAU A UCCAGGGU 


9327 


ACCCUGGA CUGAUGAG GCCGUUAGGC CGAA AUGCCCUG 


27703 


10167 


863 


GGGCAUAU C CAGGGUUC 


9328 


GAACCCUG CUGAUGAG GCCGUUAGGC CGAA AUAUGCCC 


27704 


10174 


856 


UCCAGGGU U CCUCAAGA 


9329 


UCUUGAGG CUGAUGAG GCCGUUAGGC CGAA ACCCUGGA 


27705 


10175 


855 


CCAGGGUU C CUCAAGAU 


9330 


AUCUUGAG CUGAUGAG GCCGUUAGGC CGAA AACCCUGG 


27706 


10178 


852 


GGGUUCCU C AAGAUCCA 


9331 


UGGAUCUU CUGAUGAG GCCGUUAGGC CGAA AGGAACCC 


27707 


10184 


846 


CUCAAGAU C CAUGAUUC 


9332 


GAAUCAUG CUGAUGAG GCCGUUAGGC CGAA AUCUUGAG 


27708 


10191 


839 


UCCAUGAU U CUGUUUUU 


9333 


AAAAACAG CUGAUGAG GCCGUUAGGC CGAA AUCAUGGA 


27709 


10192 


838 


CCAUGAUU C UGUUUUUA 


9334 


UAAAAACA CUGAUGAG GCCGUUAGGC CGAA AAUCAUGG 


27710 


10196 


834 


GAUUCUGU U UUUACCAA 


9335 


UUGGUAAA CUGAUGAG GCCGUUAGGC CGAA ACAGAAUC 


27711 


10197 


833 


AUUCUGUU U UUACCAAA 


9336 


UUUG6UAA CUGAUGAG GCCGUUAGGC CGAA AACAGAAU 


27712 


10198 


832 


UUCUGUUU U UACCAAAU 


9337 


AUUUGGUA CUGAUGAG GCCGUUAGGC CGAA AAACAGAA 


27713 


10199 


831 


UCUGUUUU U ACCAAAUA 


9338 


UAUUUGGU CUGAUGAG GCCGUUAGGC CGAA AAAACAGA 


27714 


10200 


830 


CUGUUUUU A CCAAAUAC 


9339 


GUAUUUGG CUGAUGAG GCCGUUAGGC CGAA AAAAACAG 


27715 


10207 


823 


UACCAAAU A CCUUGUGG 


9340 


CCACAAGG CUGAUGAG GCCGUUAGGC CGAA AUUUGGUA 


27716 


10211 


819 


AAAUACCU U GUGGCCUU 


9341 


AAGGCCAC CUGAUGAG GCCGUUAGGC CGAA AGGUAUUU 


27717 


10219 


811 


UGUGGCCU U GGUGCUGU 


9342 


ACAGCACC CUGAUGAG GCCGUUAGGC CGAA AGGCGACA 


27718 


10228 


802 


66UGCUGU C CAUCCAAG 


9343 


CUUGGAUG CUGAUGAG GCCGUUAGGC CGAA ACAGCACC 


27719 


10232 


798 


CUGUCCAU C CAAGCCCC 


9344 


GGGGCUUG CUGAUGAG GCCGUUAGGC CX3AA AUGGACAG 


27720 


10243 


787 


AGCCCCCU U CUUGUUCG 


9345 


CGAACAAG CUGAUGAG GCCGUUAGGC CGAA AGGGGGCU 


27721 


10244 


786 


GCCCCCUU C UUGUUCGC 


9346 


GCGAACAA CUGAUGAG GCCGUUAGGC CGAA AAGGGGGC 


27722 


10246 


784 


CCCCUUCU U GUUCGCUA 


9347 


UAGCGAAC CUGAUGAG GCCGUUAGGC CGAA AGAAGGGG 


27723 


10249 


781 


CUUCUUGU U CGCUAGAG 


9348 


CUCUAGCG CUGAUGAG GCCGUUAGGC CGAA ACAAGAAG 


27724 


10250 


780 


UUCUUGUU C GCUAGAGU 


9349 


ACUCUAGC CUGAUGAG GCCGUUAGGC CGAA AACAAGAA 


27725 


10254 


776 


UGUUCGCU A GAGUGCUU 


9350 


AAGCACUC CUGAUGAG GCCGUUAGGC CGAA AGCGAACA 


27726 


10262 


768 


AGAGUGCU U UCUCCGUG 


9351 


CACGGAGA CUGAUGAG GCCGUUAGGC CGAA AGCACUCU 


27727 
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10263 


767 


GAGUGCUU U CUCCGUGU 


9352 


ACACGGAG CUGAUGAG GCCGUUAGGC CGAA AAGCACUC 


27728 


10264 


766 


AGUGCUUU C UCCGUGUG 


9353 


CACACGGA CUGAUGAG GCCGUUAGGC CGAA AAAGCACU 


27729 


10266 


764 


UGCUUUCU C CGUGUGUC 


9354 


GACACACG CUGAUGAG GCCGUUAGGC CGAA AGAAA6CA 


27730 


10274 


756 


CCGUGUGU C UGCACUGU 


9355 


ACAGUGCA CUGAUGAG GCCGUUAGGC CGAA ACACACGG 


27731 


10283 


747 


UGCACUGU C AGUGACCU 


9356 


AGGUCACU CUGAUGAG GCCGUUAGGC CGAA ACAGUGCA 


27732 


10292 


738 


AGUGACCU C CGACUGCG 


9357 


CGCAGUCG CUGAUGAG GCCGUUAGGC CGAA AGGUCACU 


27733 


10302 


728 


GACUGCGU C UUGAGUGG 


9358 


CCACUCAA CUGAUGAG GCCGUUAGGC CGAA ACGCAGUC 


27734 


10304 


726 


OJGCXSUCU U GAGUGGC6 


9359 


OGCCACUC CUGAUGAG GCCGUUAGGC CGMi AGACGCAG 


27735 


10316 


714 


UGGCXSaiGU C UUG6U6CA 


9360 


UGCACCAA CUGAUGAG GCCGUUAGGC CGAA ACACGCCA 


27736 


10318 


712 


GCGUGUCU U GGUGCAUC 


9361 


GAUGCACC CUGAUGAG GCCGUUAGGC CGAA AQACACGC 


27737 


10326 


704 


UGGUGCAU C UUCCAUAC 


9362 


GUAUGGAA CUGAUGAG GCCGUUAGGC CGAA AUGCACCA 


27738 


10328 


702 


GUGCAUCU U CCAUACCU 


9363 


AGGUAUGG CUGAUGAG GCCGUUAGGC CGAA AGAUGCAC 


27739 


10329 


701 


UGCAUCUU C CAUACCUG 


9364 


CAGGUAUG CUGAUGAG GCCGUUAGGC CGAA AAGAUGCA 


27740 


10333 


697 


UCUUCCAU A CCUGACGU 


9365 


ACGUCAGG CUGAUGAG GCCGUUAGGC CGAA AUGGAAGA 


27741 


10342 


688 


CCUGACGU A GACUGCUG 


9366 


CAGCAGUC CUGAUGAG GCCGUUAGGC CGAA ACGUCAGG 


27742 


10354 


676 


UGCUGACU U UGUGCACC 


9367 


GGUGCACA CUGAUGAG GCCGUUAGGC CGAA AGUCAGCA 


27743 


10355 


675 


GCUGACUU U GUGCACCA 


9368 


UGGUGCAC CUGAUGAG GCCGUUAGGC CGAA AAGUCAGC 


27744 


10369 


661 


CCAACAGU C GAUGUCUU 


9369 


AAGACAUC CUGAUGAG GCCGUUAGGC CGAA ACUGUUGG 


27745 


10375 


655 


GUCGAUGU C UUCUGGAU 


9370 


AUCCAGAA CUGAUGAG GCCGUUAGGC CGAA ACAUCGAC 


27746 


10377 


653 


CGAU6UCU U CUGGAUCA 


9371 


UGAUCCAG CUGAUGAG GCCGUUAGGC CGAA AGACAUCG 


27747 


10378 


652 


GAUGUCUU C UGGAUCAU 


9372 


AUGAUCCA CUGAUGAG GCCGUUAGGC CGAA AAGACAUC 


27748 


10384 


646 


UUCUGGAU C AUUACCAG 


9373 


CUGGUAAU CUGAUGAG GCCGUUAGGC CGAA AUCCAGAA 


27749 


10387 


643 


UGGAUCAU U ACCAGCCG 


9374 


CGGCUGGU CUGAUGAG GCCGUUAGGC CGAA AUGAUCCA 


27750 


10388 


642 


GGAUCAUU A CCAGCCGA 


9375 


UCGGCUGG CUGAUGAG GCCGUUAGGC CGAA AAUGAUCC 


27751 


10410 


620 


CUGGGCAU U CAUAA6UG 


9376 


CACUUAUG CUGAUGAG GCCGUUAGGC CGAA AUGCCCAG 


27752 


10411 


619 


UGGGCAUU C AUAAGUGA 


9377 


UCACUUAU CUGAUGAG GCCGUUAGGC CGAA AAUGCCCA 


27753 


10414 


616 


GCAUUCAU A AGUGAUAG 


9378 


CUAUCACU CUGAUGAG GCCGUUAGGC CGAA AUGAAUGC 


27754 


10421 


609 


UAAGUGAU A GUAUCAUC 


9379 


GAUQAUAC CUGAUGAG GCCGUUAGGC CGAA AUCACUUA 


27755 


10424 


606 


6UGAUAGU A UCAUCGCA 


9380 


UGCGAUGA CUGAUGAG GCCGUUAGGC CGAA ACUAUCAC 


27756 


10426 


604 


GAUAGUAU C AUCGCACA 


9381 


UGUGCGAU CUGAUGAG GCCGUUAGGC CGAA AUACUAUC 


27757 


10429 


601 


AGUAUCAU C GCACAUGU 


9382 


ACAUGUGC CUGAUGAG GCCGUUAGGC CGAA AUGAUACU 


27758 


10438 


592 


GCACAUGU A UCCCACAU 


9383 


AUGUGGGA CUGAUGAG GCCGUUAGGC CGAA ACAUGUGC 


27759 


10440 


590 


ACAUGUAU C CCACAUCC 


9384 


GGAUGUGG CUGAUGAG GCCGUUAGGC CGAA AUACAUGU 


27760 


10447 


583 


UCCCACAU C CAUUGCUC 


9385 


GAGCAAUG CUGAUGAG GCCGUUAGGC CGAA AUGUGGGA 


27761 


10451 


579 


ACAUCCAU U GCUCUGAC 


9386 


GUCAGAGC CUGAUGAG GCCGUUAGGC CGAA AUGGAUGU 


27762 


10455 


575 


CCAUUGCU C UGACAAUG 


9387 


CAUUGUCA CUGAUGAG GCCGUUAGGC CGAA AGCAAUGG 


27763 


10467 


563 


CAAUGCAU A GGUUCUUU 


9388 


AAAGAACC CUGAUGAG GCCGUUAGGC CGAA AUGCAUUG 


27764 


10471 


559 


GCAUAGGU U CUUUCCAG 


9389 


CUGGAAAG CUGAUGAG GCCGUUAGGC CGAA ACCUAUGC 


27765 


10472 


558 


CAUAGGUU C UUUCCAGC 


9390 


GCUGGAAA CUGAUGAG GCCGUUAGGC CGAA AACCUAUG 


27766 


10474 


556 


UAGGUUCU U UCCAGCAG 


9391 


CUGCUGGA CUGAUGAG GCCGUUAGGC CGAA AGAACCUA 


27767 


10475 


555 


AGGDUCUU U CCAGCAGC 


9392 


GCUGCUGG CUGAUGAG GCCGUUAGGC CGAA AAGAACCU 


27768 


10476 


554 


GGUUCUUU C CAGCAGCU 


9393 


AGCUGCUG CUGAUGAG GCCGUUAGGC CGAA AAAGAACC 


27769 


10487 


543 


GCAGCUGU U GGAAUCGU 


9394 


ACGAUUCC CUGAUGAG GCCGUUAGGC CGAA ACAGCUGC 


27770 


10493 


537 


GUUGGAAU C GUGAUGAC 


9395 


GUCAUCAC CUGAUGAG GCCGUUAGGC CGAA AUUCCAAC 


27771 


10504 


526 


GAUGACAU C UGUGACGU 


9396 


ACGUCACA CUGAUGAG GCCGUUAGGC CGAA AUGUCAUC 


27772 


10513 


517 


UGUGAC6U C AGUA6CAU 


9397 


AUGCUACO CUGAUGAG GCCGUUAGGC CGAA ACGUCACA 


27773 


10517 


513 


ACGUCA6U A GCAUUUAC 


9398 


GUAAAUGC CUGAUGAG GCCGUUAGGC CGAA ACUGACGU 


27774 


10522 


508 


AGUAGCAU U UACCGUCA 


9399 


UGACGGUA CUGAUGAG GCCGUUAGGC CGAA AUGCUACU 


27775 


10523 


507 


GUAGCAUU U ACCGUCAU 


9400 


AUGACGGU CUGAUGAG GCCGUUAGGC CGAA AAUGCUAC 


27776 


10524 


506 


UAGCAUUU A CCGUCAUC 


9401 


GAUGACGG CUGAUGAG GCCGUUAGGC CGAA AAAUGCUA 


27777 


10529 


501 


UUUACCGU C AUCAUCAC 


9402 


GUGAUGAU CUGAUGAG GCCGUUAGGC CGAA ACGGUAAA 


27778 


10532 


498 


ACCGUCAU C AUCACCUU 


9403 


AAGGUGAU CUGAUGAG GCCGUUAGGC CGAA AUGACGGU 


27779 


10535 


495 


GUGAUCAU C ACCUUCCC 


9404 


GGGAAGGU CUGAUGAG GCCGUUAGGC CGAA AUGAUGAC 


27780 


10540 


490 


CAUCACCU U CCCUUGGA 


9405 


UCCAAGGG CUGAUGAG GCCGUUAGGC CGAA AGGUGAUG 


27781 


10541 


489 


AUCACCUU C CCUUGGAA 


9406 


UUCCAAGG CUGAUGAG GCCGUUAGGC CGAA AAGGUGAU 


27782 


10545 


485 


CCUUCCCU U GGAAGUUA 


9407 


UAACUUCC CUGAUGAG GCCGUUAGGC CGAA AGGGAAGG 


27783 


10552 


478 


UUGGAAGU U AGAGAGGG 


9408 


CCCUCUCU CUGAUGAG GCCGUUAGGC CGAA ACUUCCAA 


27784 


10553 


477 


UGGAAGUU A GAGAGGGU 


9409 


ACCCUCUC CUGAUGAG GCCGUUAGGC CGAA AACUUCCA 


27785 


10562 


468 


GAGA6G6U A ACUGCUCC 


9410 


GGAGCAGU CUGAUGAG GCCGUUAGGC CGAA ACCCUCUC 


27786 


10569 


461 


UAACUGCU C CUACGCUG 


9411 


CAGCGUAG CUGAUGAG GCCGUUAGGC CGAA AGCAGUUA 


27787 


10572 


458 


CUGCUCCU A CGCUGGCG 


9412 


CGCCAGCG CUGAUGAG GCCGUUAGGC CGAA AGGAGCAG 


27788 


10583 


447 


CUGGCGAU C AGGCCAAU 


9413 


AUUGGCCU CUGAUGAG GCCGUUAGGC CGAA AUCGCCAG 


27785 
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10592 


438 


AGGCCAAU C AUGACUGC 


9414 


GCAGUCAU CUGAUGAQ GCCGUUAGGC CGAA AUUGGCCU 


27790 


10604 


426 


ACUGCAAU U CCGGUCUU 


9415 


AAGACCGG CUGAUGAG GCCGUUAGGC CGAA AUUGCAGU 


27791 


10605 


425 


CUGCAAUU C CGQUCUUU 


9416 


AAAGACCG CUGAUGAG GCCGUUAGGC CGAA AAUUGCAG 


27792 


10610 


420 


AUUCCGGU C UUUCCUCC 


9417 


GGAGGAAA CUGAUGAG GCCGUUAGGC CGAA ACCGGAAU 


27793 


10612 


418 


UCCGGUCU U UCCUCCUC 


9418 


GAGGAGGA CUGAUGAG GCCGUUAGGC CGAA AGACCGGA 


27794 


10613 


417 


CCGGUCUU U CCUCCUCU 


9419 


AGAGGAGG CUGAUGAG GCCGUUAGGC CGAA AAGACCGG 


27795 


10614 


416 


CGGUCUUU C CUCCUCUU 


9420 


AAGAGGAG CUGAUGAG GCCGUUAGGC CGAA AAAGACCG 


27796 


10617 


413 


ucuuucca c cucuuuuc 


9421 


GAAAAGAG CUGAUGAG GCCGUUAGGC CGAA AGGAAAGA 


27797 


10620 


410 


uucxucoj c uumjcuuij 


9422 


AAAGAAAA CUGAUGAG GCCGUUAGGC CGAA AGGAGGAA 


27798 


10622 


408 


CCUCCUCU U UUCUUUUG 


9423 


CAAAAGAA CUGAUGAG GCCGUUAGGC CGAA AGAGGAGG 


27799 


10623 


407 


CUCCUCUU U UCUUUUGU 


9424 


ACAAAAGA CUGAUGAG GCCGUUAGGC CGAA AAGAGGAG 


27800 


10624 


406 


UCCUCUUU U CUUUUQUU 


9425 


AACAAAAG CUGAUGAG GCCGUUAGGC CGAA AAAGAGGA 


27801 


10625 


405 


CCUCUUUU C UUUUGUUU 


9426 


AAACAAAA CUGAUGAG GCCGUUAGGC CGAA AAAAGAGG 


27802 


10627 


403 


UCUUUUCU U UUGUUUUG 


9427 


CAAAACAA CUGAUGAG GCCGUUAGGC CGAA AGAAAAGA 


27803 


10628 


402 


CUUUUCUU U UGUUUUGA 


9428 


UCAAAACA CUGAUGAG GCCGUUAGGC CGAA AAGAAAAG 


27804 


10629 


401 


UUUUCUUU U GUUUUGAG 


9429 


CUCAAAAC CUGAUGAG GCCGUUAGGC CGAA AAAGAAAA 


27805 


10632 


398 


UCUUUUGU U UUGAGCUC 


9430 


GAGCUCAA CUGAUGAG GCCGUUAGGC CGAA ACAAAAGA 


27806 


10633 


397 


CUUUUGUU U UGAGCUCC 


9431 


GGAGCUCA CUGAUGAG GCCGUUAGGC CGAA AACAAAAG 


27807 


10634 


396 


UUUUGUUU U GAGCUCCG 


9432 


CGGAGCUC CUGAUGAG GCCGUUAGGC CGAA AAACAAAA 


27808 


10640 


390 


UUUGAGCU C C6CCGAUU 


9433 


AAUCGGCG CUGAUGAG GCCGUUAGGC CGAA AGCUCAAA 


27809 


10648 


382 


CCGCCGAU U GAUAGCAC 


9434 


GUGCUAUC CUGAUGAG GCCGUtJAGGC CGAA AUCGGCGG 


27810 


10652 


378 


CGAUUGAU A GCACUGGU 


9435 


ACCAGUGC CUGAUGAG GCCGUUAGGC CGAA AUCAAUCG 


27811 


10661 


369 


GCACUGGU C AAGGUCCC 


9436 


GGGACCUU CUGAUGAG GCCGUUAGGC CGAA ACCAGUGC 


27812 


10667 


363 


GUCAAGGU C CCUAGUUC 


9437 


GAACUAGG CUGAUGAG GCCGUUAGGC CGAA ACCUUGAC 


27813 


10671 


359 


AGGUCCCU A GUUCCUUC 


9438 


GAAGGAAC CUGAUGAG GCCGUUAGGC CGAA AGGGACCU 


27814 


10674 


356 


UCCCUAGU U CCUUCUUA 


9439 


UAAGAAGG CUGAUGAG GCCGUUAGGC CGAA ACUAGGGA 


27815 


10675 


355 


CCCUAGUU C CUUCUUAA 


9440 


UUAAGAAG CUGAUGAG GCCGUUAGGC CGAA AACUAGGG 


27816 


10678 


352 


UAGUUCCU U CUUAAAAC 


9441 


GUUUUAAG CUGAUGAG GCCGUUAGGC CGAA AGGAACUA 


27817 


10679 


351 


AGUUCCUU C UUAAAACU 


9442 


AGUUUUAA CUGAUGAG GCCGUUAGGC CGAA AAGGAACU 


27818 


10681 


349 


UUCCUUCU U AAAACUCA 


9443 


UGAGUUUU CUGAUGAG GCCGUUAGGC CGAA AGAAGGAA 


27819 


10682 


348 


UCCUUCUU A AAACUCAG 


9444 


CUGAGUUU CUGAUGAG GCCGUUAGGC CGAA AAGAAGGA 


27820 


10688 


342 


UUAAAACU C AGAAGGUG 


9445 


CACCUUCU CUGAUGAG GCCGUUAGGC CGAA AGUUUUAA 


27821 


10698 


332 


6AAGGUGU U UCAUCGCU 


9446 


AGCGAUGA CUGAUGAG GCCGUUAGGC CGAA ACACCUUC 


27822 


10699 


331 


AAGGUGUU U -CAUCGCUG 


9447 


CAGCGAUG CUGAUGAG GCCGUUAGGC CGAA AACACCUU 


27823 


1O7O0 


330 


AGGUGUUU C AUCGCUGU 


9448 


ACAGCGAU CUGAUGAG GCCGUUAGGC CGAA AAACACCU 


27824 


10703 


327 


UGUUUCAU C GCUGUUUG 


9449 


CA/^CAGC CUGAUGAG GCCGUUAGGC CGAA AUGAAACA 


27825 


10709 


321 


AUCGCUGU U UGUUUGUU 


9450 


AACAAACA CUGAUGAG GCCGUUAGGC CGAA ACAGCGAU 


27826 


10710 


320 


UCGCUGUU U GUUUGOUC 


9451 


GAACAAAC CUGAUGAG GCCGUUAGGC CGAA AACAGCGA 


27827 


10713 


317 


CUGUUUGU U UGUUCACA 


9452 


UGUGAACA CUGAUGAG GCCGUUAGGC CGAA ACAAACAG 


27828 


10714 


316 


UGUUUGUU U GUUCACAC 


9453 


GUGUGAAC CUGAUGAG GCCGUUAGGC CGAA AACAAACA 


27829 


10717 


313 


UUGUUUGU U CACACCUC 


9454 


GAGGUGUG CUGAUGAG GCCGUUAGGC CGAA ACAAACAA 


27830 


10718 


312 


UGUUUGUU C ACACCUCU 


9455 


AGAGGUGU CUGAUGAG GCCGUUAGGC CGAA AACAAACA 


27831 


10725 


305 


UCACACCU C UCCAUCGA 


9456 


UCGAUGGA CUGAUGAG GCCGUUAGGC CGAA AGGUGUGA 


27832 


10727 


303 


ACACCUCU C CAUCGAUC 


9457 


GAUCGAUG CUGAUGAG GCCGUUAGGC CGAA AGAGGUGU 


27833 


10731 


299 


CUCUCCAU C GAUCCAGC 


9458 


GCUGGAUC CUGAUGAG GCCGUUAGGC CGAA AUGGAGAG 


27834 


10735 


295 


CCAUCGAU C CAGCACUG 


9459 


CAGUGCUQ CUGAUGAG GCCGUUAGGC CGAA AUCGAUGG 


27835 


10746 


284 


GCACUGGU C GGGUCGGA 


9460 


UCCGACCC CUGAUGAG GCCGUUAGGC CGAA AGCAGUGC 


27836 


10751 


279 


GCUCGG6U C GGAGCAAU 


9461 


AUUQCUCC CUGAUGAG GCCGUUAGGC CGAA ACCCGAGC 


27837 


10760 


270 


GGAGCAAU U GCUGUGAA 


9462 


UUCACAGC CUGAUGAG GCCGUUAGGC CGAA AUUGCUCC 


27838 


10800 


230 


ACACAAAU C GUAUUGGC 


9463 


GCCAAUAC CUGAUGAG GCCGUUAGGC CGAA AUUUGUGU 


27839 


10803 


227 


CAAAUCGU A UUGGCCCC 


9464 


GGGGCCAA CUGAUGAG GCCGUUAGGC CGAA ACGAUUUG 


27840 


10805 


225 


AAUCGUAU U GGCCCCUU 


9465 


AAGGGGCC CUGAUGAG GCCGUUAGGC CGAA AUACGAUU 


27841 


10813 


217 


UGGCCCCU U GCCGUCGA 


9466 


UCGACGGG CUGAUGAG GCCGUUAGGC CGAA AGGGGCCA 


27842 


10819 


211 


CUUGCCGU C GAUCAGGC 


9467 


GCCUGAUC CUGAUGAG GCCGUUAGGC CGAA ACGGCAAG 


27843 


10823 


207 


CCGUCGAU C AGGCUCAA 


9468 


UUGAGCCU CUGAUGAG GCCGUUAGGC CGAA AUCGACGG 


27844 


10829 


201 


AUCAGGCU C AACAUAGC 


9469 


GCUAUGUU CUGAUGAG GCCGUUAGGC CGAA AGCCUGAU 


27845 


10835 


195 


CUCAACAU A GCCCUCUU 


9470 


AAGAGGGC CUGAUGAG GCCGUUAGGC CGAA AUGUUGAQ 


27846 


10841 


189 


AUAQCCCU C UUCAGUCC 


9471 


GGACUQAA CUGAUGAG GCCGUUAGGC CGAA AGGGCUAU 


27847 


10843 


187 


AGCCCUCU U CA6UCCAA 


9472 


UUGGACUG CUGAUGAG GCCGUUAGGC CGAA AGAGGGCU 


27848 


10844 


186 


GCCCUCUU C AGUCCAAU 


9473 


AUUGGACU CUGAUGAG GCCGUUAGGC CGAA AAGAGGGC 


27849 


10848 


182 


UCUUCAGU C CAAUCAAG 


9474 


CUUGAUUG CUGAUGAG GCCGUUAGGC CGAA ACU6AAGA 


27850 


10853 


177 


AGUCCAAU C AAGGACAA 


9475 


UUGUCCUU CUGAUGAG GCCGUUAGGC CGAA AUUGGACU 


27851 
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10874 


156 


CGGGGCAU U CCGCGUUU 


9476 


AAACGCGG CUGAUGAG GCCGUUAGGC CGAA AUGCCCCG 


27852 


10875 


155 


GGGGCAUU C CGCGUUUU 


9477 


AAAACGCG CUGAUGAG GCCGUUAGGC CGAA AAUGCCCC 


27853 


lOBBl 


149 


0UCCGC6U U UUAGCAUA 


9478 


UAUGCOAA CUGAUGAG GCCGUUAGGC CGAA ACGCGGAA 


27854 


10882 


148 


UCCGOQUU U UAGCAUAU 


9479 


ADAUGCUA CUGAUGAG GCCGUUAGGC CGAA AACGCGGA 


27855 


10883 


147 


CCXSCGUUa U AGCAUAUU 


9480 


AAUAUGCU CUGAUGAG GCCGUUAGGC CGAA AAACGCGG 


27856 


108S4 


146 


CGCGUUUU A GCAUAUUG 


9481 


CAAUAUGC CUGAUGAG GCCGUUAGGC CGAA AAAACGCG 


27857 


10889 


141 


UUUAGCAU A UUGACAGC 


9482 


GCUGUCAA CUGAUGAG GCCGUUAGGC CGAA AUGCUAAA 


27858 


10891 


139 


UAGCAUAU U GACAGCCC 


9483 


GGGCUGUC CUGAUGAG GCCGUUAGGC CGAA AUAUGCUA 


27859 


10904 


126 


GCCCGGCU C UUGCCGGG 


9484 


CCCGGCAA CUGAUGAG GCCGUUAGGC CGAA AGCCGGGC 


27860 


10906 


124 


CCGGCUCU U GCCGGGCC 


9485 


GGCCCGGC CUGAUGAG GCCGUUAGGC CGAA AGAGCCGG 


27861 


10917 


113 


CGGGCCCU C CU6GUUUC 


9486 


GAAACCAG CUGAUGAG GCCGUUAGGC CGAA AGGGCCCG 


27862 


10923 


107 


CUCCUGGU U UCUUAGAC 


9487 


GUCUAAGA CUGAUGAG GCCGUUAGGC CGAA ACCAGGAG 


27863 


10924 


106 


UCCUGGUU U CUUAGACA 


9488 


UGUCUAAG CUGAUGAG GCCGUUAGGC CGAA AACCAGGA 


27864 


10925 


105 


CCUGGUUU C UUAQACAU 


9489 


AUGUCUAA CUGAUGAG GCCGUUAGGC CGAA AAACCAGG 


27865 


10927 


103 


UGGUUUCU U A6ACAUCG 


9490 


CGAUGUCU CUGAUGAG GCCGUUAGGC CGAA AGAAACCA 


27866 


10928 


102 


GGUUUCUU A GACAUCGA 


9491 


UCGAUGUC CUGAUGAG GCCGUUAGGC CGAA AAGAAACC 


27867 


10934 


96 


UUAGACAU C OAGAUCUU 


9492 


AAGAUCUC CUGAUGAG GCCGUUAGGC CGAA AUGUCUAA 


27868 


10940 


90 


AUCGAGAU C UUCGUGCU 


9493 


AGCACGAA CUGAUGAG GCCGITUAGGC CGAA AUCUCGAU 


27869 


10942 


88 


CGAGAUCU U CGUGCUAA 


9494 


UUAGCACG CUGAUGAG GCCGUUAGGC CGAA AGAUCUCG 


27870 


10943 


87 


GAGAUCUU C GUGCUAAG 


9495 


CUUAGCAC CUGAUGAG GCCGUUAGGC CGAA AAGAUCUC 


27871 


10949 


81 


UUCGUGCU A AGAAACAG 


9496 


CUGUUUCU CUGAUGAG GCCGUUAGGC CGAA AGCACGAA 


27872 


10960 


70 


AAACAGCU C GCACUGUG 


9497 


CACAGUGC CUGAUGAG GCCGUUAGGC CGAA AGCUGUUU 


27873 


10970 


60 


CACUGUGU U AAUUGUUG 


9498 


CAACAAUU CUGAUGAG GCCGUUAGGC CGAA ACACAGUG 


27874 


10971 


59 


ACUGUGUU A AUUGUUGU 


9499 


ACAACAAU CUGAUGAG GCCGUUAGGC CGAA AACACAGU 


27875 


10974 


56 


GUGUUAAU U GUUGUUAA 


9500 


UUAACAAC CUGAUGAG GCCGUUAGGC CGAA AUUAACAC 


27876 


10977 


53 


UUAAUUGU U GUUAAUCC 


9501 


GGAUUAAC CUGAUGAG GCCGUUAGGC CGAA ACAAUUAA 


27877 


10980 


50 


AUUGUUGU U AAUCCUCA 


9502 


UGAGGAUU CUGAUGAG GCCGUUAGGC CGAA ACAACAAU 


27878 


10981 


49 


UUGUUGUU A AUCCUCAC 


9503 


GUGAGGAU CUGAUGAG GCCGUUAGGC CGAA AACAACAA 


27879 


10984 


46 


UUGUUAAU C CUCACAAA 


9504 


UUUGUGAG CUGAUGAG GCCGUUAGGC CGAA AUUAACAA 


27880 


10987 


43 


UUAAUCCU C ACAAACAC 


9505 


GUGUUUGU CUGAUGAG GCCGUUAGGC CGAA AGGAUUAA 


27881 


10997 


33 


CAAACACU A CUAAGUUU 


9506 


AAACUUAG CUGAUGAG GCCGUUAGGC CGAA AGUGUUUG 


27882 


11000 


30 


ACACUACU A AGUUUGUC 


9507 


GACAAACU CUGAUGAG GCCGUUAGGC CGAA AGUAGUGU 


27883 


11004 


26 


UACUAAGU U UGUCAGCU 


9508 


AGCUGACA CUGAUGAG GCCGUUAGGC CGAA ACUUAGUA 


27884 


11005 


25 


ACUAAGUU U GUCAGCUC 


9509 


GAGCUGAC CUGAUGAG GCCGUUAGGC OGAA AACUUAGU 


27885 


11008 


22 


AAGUUUGU C A6CUCACA 


9510 


UGUGAGCU CUGAUGAG GCCGUUAGGC CGAA ACAAACUU 


27686 


11013 


17 


UGUCAGCU C ACACAGGC 


9511 


GCCUGUGU CUGAUGAG GCCGUUAGGC CGAA AGCUGACA 


27887 



Input Sequence = AP196835_rc. Cut 
Site = UH/. 

Arm Length = 8. Core Sequence CUGAUGAG X CGAA (X = GCCGUUAGGC or other 
stem II) 

AF196835__rc reverse complement of West Nile virus strain NY99-flamin9o382- 
99, complete genome 
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Table IX: WNV minus strand Inozyme and Target Sequence 



Pos 


Pos 
(+str) 


Substrate 


Seq ID 


Ribozyine 


Rz Seq 


14 


11016 


CUGUGUUC U CXjCACCAC 


9512 


GUGGUGCG CUGAUGAG GCC6UUAGGC CGAA lAACACAG 


o f o a o 

27B88 


18 


11012 


GUUCUCGC A CCACCAGC 


9513 


GCUGGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAGAAC 


27889 


20 


11010 


UCUCGCAC C ACCAGCCA 


9514 


UGGCUGGU CUGAUGAG GCCGUUAGGC CGAA XUGCGAGA 


27890 


21 


11009 


CUCGCACC A CCAGCCAC 


9515 


GUGGCUdG CUGAUGAG GCCGUUAGGC CGAA XGUGCGAG 


27891 


23 


11007 


CGCACCAC C AGCCACCA 


9516 


UGGUGGCU CUGAUGAG GCCGUUAGGC CGAA lUGGUGCG 


27892 


24 


11006 


GCACCACC A GCCACCAU 


9517 


AUGGUGGC CUGAUGAG GCCGUUAGGC CGAA IGUGGUGC 


27893 


27 


11003 


CCACCAGC C ACCAUUGU 


9518 


ACAAUGGU CUGAUGAG GCCGUUAGGC CGAA ZCSJQWQQ 


27894 


28 


11002 


CACCAGCC A CCAUUGUC 


9519 


GACAAUGG CUGAUGAG GCCGUUAGGC CGAA IGCUGGUG 


27895 


30 


11000 


CCAGCCAC C AUUGUCQG 


9520 


CCGACAAU CUGAUGAG GCCGUUAGGC CGAA lUGGCUGG 


27896 


31 


10999 


CAGCCACC A UUGUCGGC 


9521 


GCC6ACAA CUGAUGAG GCCGUUAGGC CGAA IGUGGCUG 


27897 


42 


10988 


GUCGGCGC A CUGUGCCG 


9522 


CGGCACAG CUGAUGAG GCCGUUAGGC CGAA ICGCCGAC 


27898 


44 


10986 


CGGCGCAC U GU6CCGUG 


9523 


CACGGCAC CUGAUGAG GCCGUUAGGC CGAA lUGCGCCG 


27899 


49 


10981 


CACUGUGC C GUGUGGCU 


9524 


AGCCACAC CUGAUGAG GCCGUUAGGC CGAA ICACAGUG 


27900 


57 


10973 


CGUGUGGC U GGUUGUGC 


9525 


GCACAACC CUGAUGAG GCCGUUAGGC CGAA ICCACACG 


27901 


66 


10964 


GGUU6U6C A GAGCA6AA 


9526 


UUCUGCUC CUGAUGAG GCCGUUAGGC CGAA ICACAACC 


27902 


71 


10959 


UGCAGAGC A 6AAGAUCU 


9527 


AGAUCUUC CUGAUGAG GCCGUUAGGC CGAA ICUCUGCA 


27903 


79 


10951 


AGAAGAUC U CCUAGUCU 


9528 


AGACUAGG CUGAUGAG GCCGUUAGGC CGAA lAUCUUCU 


27904 


81 


10949 


AAGAUCUC C UAGUCUAU 


9529 


AUA6ACUA CUGAUGAG GCCGUUAGGC CGAA lAGAUCUU 


27905 


82 


10948 


AGAUCUCC U AGUCUAUC 


9530 


GAUAGACU CUGAUGAG GCCGUUAGGC CGAA IGAGAUCU 


27906 


87 


10943 


UCCUAGUC U AUCCCAGG 


9531 


CCUGGGAU CUGAUGAG GCCGUUAGGC CGAA lACUAGGA 


27907 


91 


10939 


AGUCaAUC C CAGGUGUC 


9532 


GACACCUG CUGAUGAG GCCGUUAGGC CGAA lAUAGACU 


27908 


92 


10938 


GUCUAUCC C AGGUGUCA 


9533 


UGACACCU CUGAUGAG GCCGUUAGGC CGAA IGAUAGAC 


27909 


93 


10937 


UCUAUCCC A GGUGUCAA 


9534 


UUGACACC CUGAUGAG GCCGUUAGGC CGAA IGGAUAGA 


27910 


100 


10930 


CAGGUGUC A AUAUGCUG 


9535 


CAGCAUAU CUGAUGAG GCCGUUAGGC CGAA lACACCUG 


27911 


107 


10923 


CAAUAUGC U GUUUUGUU 


9536 


AACAAAAC CUGAUGAG GCCGUUAGGC CGAA ICAUAUUG 


27912 


131 


10899 


UUUGUGGC A CGGGGUCU 


9537 


AGACCCCG CUGAUGAG GCCGUUAGGC CGAA XCCACAAA 


27913 


139 


10891 


ACGGGGUC U CCACUAAC 


9538 


GUUASUGG CUGAUGAG GCCGUUAGGC CGAA XACCCCGU 


27914 


141 


10889 


GGGGaCUC C ACUAACCU 


9539 


AGGUUAGU CUGAUGAG GCCGUUAGGC CGAA XAGACCCC 


27915 


142 


10888 


GGGUCUCC A CUAACCUC 


9540 


GAGGUUAG CUGAUGAG GCCGUUAGGC CGAA IGAGACCC 


27916 


144 


10886 


GUCUCCAC U AACCUCUA 


9541 


UAGAGGUU CUGAUGAG GCCGUUAGGC CGAA lUGGAGAC 


27917 


148 


10882 


CCACUAAC C UCUAGUCC 


9542 


GGACUAGA CUGAUGAG GCCGUUAGGC CGAA lUUAGUGG 


27918 


149 


10881 


CACUAACC U CUAGUCCU 


9543 


AGGACUAG CUGAUGAG GCCGUUAGGC CGAA IGUUAGU6 


27919 


151 


10879 


CUAACCUC U AGUCCUUC 


9544 


GAAGGACU CUGAUGAG GCCGUUAGGC CGAA lAGGUUAG 


27920 


156 


10874 


CUCUAGUC C UUCCCCUG 


9545 


CAGGGGAA CUGAUGAG GCCGUUAGGC CGAA XACUAGAG 


27921 


157 


10873 


UCUAGUCC U UCCCCUGA 


9546 


UCAGGGGA CUGAUGAG GCCGUUAGGC CGAA IGACUAGA 


27922 


160 


10870 


AGUCCUUC C CCUGACCU 


9547 


AGGUCAGG CUGAUGAG GCCGUUAGGC CGAA lAAGGACU 


27923 


161 


10869 


GUCCUUCC C CUGACCUA 


9548 


UAGGUCAG CUGAUGAG GCCGUUAGGC CGAA IGAAGGAC 


27924 


162 


10868 


UCCUUCCC C UGACCUAC 


9549 


GUAGGUCA CUGAUGAG GCCGUUAGGC CGAA IGGAAGGA 


27925 


163 


10867 


CCUUCCCC U GACCUACA 


9550 


UGUAGGUC CUGAUGAG GCCGUUAGGC CGAA IGGGAAGG 


27926 


167 


10863 


CCCCUGAC C UACAGCUU 


9551 


AAGCUGUA CUGAUGAG GCCGUUAGGC CGAA lUCAGGGG 


27927 


168 


10862 


CCCUGACC U ACAGCUUC 


9552 


GAAGCUGU CUGAUGAG GCCGUUAGGC CGAA IGUCAGGG 


27928 


171 


10859 


UGACCUAC A GCUUCAGU 


9553 


ACUGAAGC CUGAUGAG GCCGUUAGGC CGAA lUAGGUCA 


27929 


174 


10856 


CCUACAGC U UCAGUCAG 


9554 


CUGACUGA CUGAUGAG GCCGUUAGGC CGAA ICUGUAGG 


27930 


177 


10853 


ACAGCUUC A GUCAGGCU 


9555 


AGCCUGAC CUGAUGAG GCCGUUAGGC CGAA lAAGCUGU 


27931 


181 


10849 


CUUCAGUC A G6CUGGGC 


9556 


GCCCAGCC CUGAUGAG GCCGUUAGGC CGAA IACUGAA6 


27932 


185 


10845 


AGUCAGGC U OGGCCGUG 


9557 


CACGGCCC CUGAUGAG GCCGUUAGGC CGAA XCCUGACU 


27933 


190 


10840 


GGCUGGGC C GUGCACUU 


9558 


AAGUGCAC CUGAUGAG GCCGUUAGGC CGAA XCCCAGCC 


27934 


1 a e 


1 n o o c 










197 


10833 


CCGUGCAC U UUAAACCG 


9560 


CGGUUUAA CUGAUGAG GCCGUUAGGC CGAA lUGCACGG 


27936 


204 


10826 


CUUUAAAC C GCGGGGUC 


9561 


GPSICCCQC CUGAUGAG GCCGUUAGGC CGAA lUUUAAAG 


27937 


213 


10817 


GCGGGGUC U CCUCUAAC 


9562 


GUUAGAGG CUGAUGAG GCCGUUAGGC CGAA lACCCCGC 


27938 


215 


10815 


GGGGUCUC C UCUAACCU 


9563 


AGQUUAGA CUGAUGAG GCCGUUAGGC CGAA lAGACCCC 


27939 


216 


10814 


GGGUCUCC U CUAACCUC 


9564 


GAGGUUAG CUGAUGAG GCCGUUAGGC CGAA IGAGACCC 


27916 


218 


10812 


GUCUCCUC U AACCUCUA 


9565 


UAGAGGUU CUGAUGAG GCCGUUAGGC CGAA lAGGAGAC 


27940 


222 


10808 


CCUCUAAC C UCUAGUCC 


9566 


GGACUAGA CUGAUGAG GCCGUUAGGC CGAA lUUAGAGG 


27941 


223 


10807 


CUCUAACC U CUAGUCCU 


9567 


AGGACUAG CUGAUGAG GCCGUUAGGC CGAA IGUUAGAG 


27942 


225 


10805 


CUAACCUC U AGUCCUUU 


9568 


AAAGGACU CUGAUGAG GCCGUUAGGC CGAA lAGGUUAG 


27943 
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230 


10800 






rSRGTR&TVA rUGAUGAG GCCGUUAGGC CGAA lACUAGAG 


27944 


231 


10799 






AGGGC6AA CUQAUGAG GCCGUUAGGC CGAA IGACUAGA 


27945 


237 


10793 




Cm71 

^3 / X 


UUAACCAG CUQAUGAG GCCGUUAGGC CGAA ICGAAA6G 


27946 


238 


10792 




73 /45 


nTTTTTvac^nA CUGAUQAG GCCGUUAGGC CGAA IGCGAAAG 


27947 


239 


10791 


itTTtrr^r*r^r*r* tt nnTiTTAiiP'T^ 


y 3 / J 


TTnTTUaarc CUGAUGAG GCCGUUAGGC CGAA IGGCGAAA 


27948 


247 


10783 


UGGUUAAu A uuAUUAUU 


QC7A 

y3 


nOTTAZVTTflG HUGAUGAG GCCGUUAGGC CGAA lUUAAGCA 


27949 


249 


10781 




73 /3 


rnfiRrmail rfUiSAUGAG GCCGUUAGGC CGAA XUGUUAAC 


27950 


250 


10780 


UUAACACC A UUACUUVsu 


73 /O 


PfVrvsiTJUV mSMIGAG GCCGUUAGGC CGAA IGUGUUAA 


27951 


255 


10775 


AvJCAUuAL U V3lJWjL.UAo 


73 / f 


mTAnnrrc cu(3augag gccguuaggc cqaa iuaauggu 


27952 


261 


10769 


ACCGGuGC U AGvaGCCuC 


73 f O 


rrrrsrtrrrTT mcsziUGAG GCCGUUAGGC CGAA ICCCCC^iU 


27953 


267 


10763 


GCuAGvaoC U GCGUuuvab 


73 /7 


nnrn'^mn PTTRMTRaf? fSPCGUtlAGGC CGAA ICCCUAGC 


27954 


287 


10743 


UGGuUuGC C UUVavUUAA 


aeon 

730U 




27955 


288 


10742 


GGuUUGCC U UUGUUAAU 


QCfil 
730^ 


rjTTTTaapixa oTRATiGaG nrPGiirTAGGr' CGAA TGCAAACC 


27956 


297 


10733 


UUGUUAAC C CAGUCCUL 


730^ 


raaGnz^PTTG PTTGJXTTGZVG GPPGUIIAGGP cgaa TiniAACAA 


27957 


298 


10732 


UGUUaACC C AGUGCUsJL. 


7300 


nrsaonilPn PFTGZVT7G2Xn gppgutiaggp cgaa touuaaca 


27958 


299 


10731 


GUUAACCC A GUCCuCCU 


9584 


Arr'ariPlvP PTinz^TTGan GPPGTTTTIiGGP PGaiX TGGTTTT&AP 


27959 


303 


10727 


ACCCAGUC C UCCUGGGG 


O C Q C 


nnnr^'h.fin.'h. PTiniiTTGan GPPGTTTTivnGP POaa T2VPrT(5GGTT 


27960 


457 


10573 


ACCCAGUC C UCCUGGGG 


9585 




27960 


304 


10726 


CCCAGUCC U CCUGGGGC 


9586 


rtf^rvnik^M PTTfinTTnan iTPPnTTTTAGGP PG2LA TniVPIinGG 


27961 


306 


10724 


CAGUCCUC C UGGGGCAC 


730 / 


PTTfaPPPPA PITniiTTGafS GPP(TTITTAGGP PGAA TAGGAPTIG 


27962 


307 


10723 


AGUCCuCC U GGGGCACU 


O C Q Q 
7300 


'hfinrznnr'n pttgjxttgag gppgttttaggp cgaa TGAGGACU 


27963 


313 


10717 


CCUGGGGC A CUAUl-tjL.A 


Q C fi Q 
7307 


TTrspnanaG PTTRaiTGaG gppgutiaggp CGAA TCCCCAGG 


27964 


315 


10715 


uGGGGCAC U AUCGCAGA 


757U 


TTPTirapRaTT PTTGairGaG gppgttttaggp PGAA ItlGPPPPA 


27965 


321 


10709 


ji<nnpTiiTT/'v5/^ n rtar^T/^/^ar' 


737 J. 


GTTGPaGTTP PTTGATTGAG GPPGTJTIAGGP CGAA ICGAUAGU 


27966 


325 


10705 


UCGCAGAC U GCACUCUC 




pananiTRP PTTHATTGAG GPPGTTTTAGGP CGAA TUCUGCGA 


27967 


328 


10702 


CAGACUGC A CUCUCCGC 


737J 


rmfim^fzzkfi pttgattgag gppgttttaggp PGAA TPAGITPUG 


27968 


330 


10700 


GACUGCAC U CUCCGCAG 


7374 


rTinpfiTJAn pttgattgag gppgttttaggp pcaa tttgpagttp 


27959 


332 


10698 


CUGCACUC U CCGCAQAG 


9595 


rvmnnnnn PTTRivTTGAn gppgttttaggp PGAA TAGTTGPAG 


27970 


334 


10696 


GCACUCUC C GCAGAGUA 


937D 


iTAmnnnn PTTr»aTTn.ars fiPPGntiAGGP PGaA TAGZVGTTGP 


27971 


337 


10693 


CUCUCCGC A GAGUAGCA 


737/ 


TTfiinrTAPfTP ptviattgar gppgttttaggp pgaa tpggagag 


27972 


345 


10685 


aGj^guagc a cgccguaq 


7370 


PtfAPrmPfl PTTnATTOAn GPPGTTTTAGGP PGAA TPnAPITPTI 


27973 


349 


10681 


UAGCACGC C GUAGCGU<G 


9599 


PUPrtPITAP PimATTGAr! nPPGTTTTAGGP PGAA TfVSTTGPTTA 


27974 


361 


10669 


GCGUGGUC U GACAUUGG 


70UU 


PPaATinTTP PTTRATTGaG GPPGTTTTAGGP PGAA TAPPAPGP 


27975 


365 


10665 


/^rrrTOTTnnr^ tv tttt/tw^otttt 
GGUCUGAC A UUGGGCUU 


70U J. 


AAGPPPAA PTTGATTGAG GPPGTTTTAGGP PGAA TUPAGACC 


27976 


372 


10658 


/^TVTTTT/TV^/^rr TT TTIT/^A Br^TTTT 

CAUUoGGC U UUGAAfjUU 


7DUZ 


AAPTTTTPAA PTTGATTGAG GPPGTTTTAGGP PGAA TPCCAAUG 


27977 


383 


10647 


GAAGUUAC A AUAUtsULrvj 


70U J 


PP aPATTGTT PTTGATTGAG GPPGTTTTAGGP CGAA TTIAACUUC 


27978 


386 


10644 


GUUACAAU A UbUWivKjU 


70 U4 


^nnnni^O^ PTTGATTGAG GPfYJTTTTAGGP PGAA TtniGliAAC 


27979 


396 


10634 


/^TT^/^^/^T/^ ^ TTO/^TTT^^V 

GUGGGGUC C UCCUUCCG 


ocnc 


Pn/lA&ranA PITRATTGAn GPPGTTTIAGGP PGAA TAPPPPAC 


27980 


397 


10633 


UGGGGUCC U CCUUCCQA 


7&vb 


TTPnPAAr!<2 PfTflATTflAn GPPGTtTTAGGP PGAA TGAPPPCA 


27981 


399 


10631 


/*»/^*"*TT#^^^T/^ ^ TTTT^/^#^ Tl TV 

GGGUCCUC C UUCCGAGA 


7o07 


TTrTTrVST'aa PITnaiTflTin fSPPGTTTTAGGP PGaA TAGGAPPP 


27982 


400 


10630 


GGuCCuCC U UCCGAGAC 


9608 


r«TTr'TTr'/V5v r*tTr< RTTrnvr* norv^T'TTTannr* PoaA TrtaGfiaPP 


27983 


403 


10627 


CCuCCUuC C GnGACGGU 


70O7 


Rrrv^TTrtir' r^TTr*a.TTr«iifi i^ppniTiTARnp Pfzaa taagt^agg 


27984 


414 


10616 


GA06GUUC 17 GAGGGCuU 


Oft n 
7DXU 


a ar«r»r'Vf T/^ rrTnaTTna^ ^r'<'V3TTTTa(T<^P rv2fla TflAPPGTTP 


27985 


421 


10609 


^TTT^IV^K^^^ TT TT&^l&TTmOlk 

CUGAGGGC U UACAUGGA 


70 J.± 


TTPPaTimia PITflATTGAn f5PPGTTTTAf?nP PRAA TPPCZTTPAG 


27986 


425 


10605 


r^r^r^r^TTTTTV/^ tv TT/^o&Txr'R^ 
GGl^CUUAU A UlyvjrAUuAL. 


70 J. 46 


nTTfSatTPPA PTTHATTGAG GPPGTTTIAGGP CGAA TUAAGCCC 


27987 


432 


10598 


^TVTir^^TvTTr* TV r^i:xtr*r*f^r*r' 
CAUGGAUC A CUUCGCGG 


70 J.^ 


ppfSPfzaa/^ PlTnailGaG gppgttttaggp PGAA TAUCCAUG 


27988 


434 


10596 


UGGAUCAU U UL.Gd7(jjL.U 


OCT A 
7D J.4 


af2PPRPf2a PlinATTGAG GPPGTTTTAGGP PGAA TTIGAUCCA 


27989 


442 


10588 


jTt^r*f^f-^f*r^r* it TTTT/^TTTtr«ivr' 
UUCGCGGU U UU^aUUvJAu 


7Dl3 


rilTRaaPaA PITnaTiriAn flPPGTITTAGGP PGAA TPPGCGAA 


27990 


449 


10581 


CUUUoUUU A UUUAmUUL. 


70J.O 


fS/^APTTfVm PTTnATTGAn nPPGTTTTAGGP CGAA TAACAAAG 


27991 


451 


1 C T Q 




7DX / 


nARRAPTin PTTnATIGAG GPPGTTTTAGGP CGAA TUGAACAA 


27992 


452 


10578 


TT^^TITOTV rV* Tvr*TT/"V'l TrT' 

UGUUCACC C AGUCCUCC 


Qd 0 

7DXa 


rtParapaPTT PTiPATiraAfil nppGTTTlAGGP PGAA TGUGAACA 


* / 7 7 J 


453 


10577 


r«TTTTr^7V/Tr^^ TV r«TT/^r^TrT»TT 

GUUCACCC A GUCCUCCU 


70X7 


ar^ara/ian PTi/^aTTPan nPPGTTTTAGGP PGAA TGGTJGAAP 


27994 


458 


10572 


CCUAVjUCU U U^UGu^sGU 


Q CO rt 
7b^U 


anrr'narvi PTinaTifian mppgitttaggp PGAA TGAPUGGG 


27995 


460 


10570 


CAGUCCUC C UGGGGUUG 


9621 


CAACCCCA CUGAUGAG GCCGUUAGGC CGAA lAGGACUG 


27996 


461 


10569 


AGUCCUCC U GGGGUUGA 


9622 


UCAACCCC CUGAUGAG GCCGUUAGGC CGAA IGAGGACU 


27997 


475 


10555 


UGAGUCGC A GGCAGCAC 


9623 


GUQCUGCC CUGAUGAG GCCGUUAGGC CGAA ICGACUCA 


27998 


479 


10551 


ucgcaggc a GCACCGUC 


9624 


GACGGUGC CUGAUGAG GCCGUUAGGC CGAA ICCUGCGA 


27999 


482 


10548 


CAGGCAGC A CCGUCUAC 


9625 


GUAGACGG CUGAUGAG GCCGUUAGGC CGAA ICUGCCUG 


28000 


484 


10546 


GGCAGCAC C GUCUACUC 


9626 


QAGUAGAC CUGAUGAG GCCGUUAGGC CGAA lUGCUGCC 


28001 


488 


10542 


GCACCGUC U ACUCAACU 


9627 


AGUUGAGU CUGAUGAG GCCGUUAGGC CGAA lACGGUGC 


28002 


491 


10539 


CCC5UCUAC U CAACUUCC 


9628 


GGAAGUDG CUGAUGAG GCCGUUAGGC CGAA IUAGACG6 


28003 
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493 


10537 


GUCUACUC A ACUUCOGG 


9629 


CCGGAAGU CUGAUGAG GCC6UUAGGC CGAA lAGUAGAC 


28004 


496 


10534 


UACUCflAC U UCCGGaOG 


9630 


CCACCGOA CUGAUGAG GCCQUUAGGC CGAA lUUGAGUA 


28005 


499 


10531 


UCAACUUC C GGUGGCGG 


9631 


CCGCCACC CUGAUGAG GCCGUUAGGC CGAA lAAGUUGA 


28006 


512 


10518 


GC6GGAAC U UCCCGGCC 


9632 


GGCCGGGA CUGAUGAG GCCGUUAGGC CGAA lUUCCCGC 


28007 


515 


10515 


GGAACUUC C CGGCCUGA 


9633 


UCAGGCCG CUGAUGAG GCCGUUAGGC CGAA lAAGUUCC 


28008 


516 


10514 


GAACUUCC C GGCCUGAC 


9634 


GUCAGGCC CUGAUGAG GCCGUUAGGC CGAA IGAAGUUC 


28009 


520 


10510 


UUCCCX3GC C UGACUUUC 


9635 


GAAAGUCA CUGAUGAG GCCGUUAGGC CGAA ICCGGGAA 


28010 


521 


10509 


UCCCGGCC U GACUUUCU 


9636 


AGAAAGUC CUGAUGAG GCCGUUAGGC CGAA IGCCGGGA 


28011 




10505 


GGCCUGAC U UUCUCCUC 


9637 


GAGGAGAA CUGAUGAG GCCGUUAGGC CGAA lUCAGGCC 


28012 




10501 


UGACUUUC U CCUCAAAA 


9638 


UUUUGAGG CUGAUGAG GCCGUUAGGC CGAA lAAAGUCA 


28013 


3^ J. 


10499 


ACUUUCUC C UCT^AAAUU 


9639 


AAUUUUGA CUGAUGAG GCCGUUAGGC CGAA lAGAT^GU 
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28236 


1418 


9612 


UUGGGUCC U UUCCCUUU 


9862 


AAAurvauAA UUvaAUuAta LtLCuUUAotjiU LajAA X6ACCCAA 


26237 


1422 


9608 


GUCCUUUC C COUUUGUG 


9863 


UAL.AAAAV7 UUviAUvzALr GCUoUUAU^U UUaA xAAAGGAC 


28238 


1423 


9607 


UCCUUUCC C UUUUGUGA 


9864 


UUAUAAAA L.UUAUUAVJ GCCULfUAviGC UGAA IGAAAGGA 


28239 


1424 


9606 


CCUUUCCC U UUUGUGAG 


9865 


CUCACAAA CUGAUGAG GCCGUUAGGC CGAA IGGAAAGG 


28240 


1437 


9593 


UGAGUUUC U CCACAUCA 


9866 


UGAUGUGG CUGAUGAG GCCGUUAGGC CGAA lAAACUCA 


28241 


1439 


9591 


AGUUaCUC C ACAUCAUC 


9667 


GAUGAUGU CUGAUGAG GCCGUUAGGC CGAA lAGAAACU 


28242 


1440 


9590 


GUUUCUCC A CAUCAUCU 


9868 


AGAUGAU6 CUGADGAO GCCGUUAGGC CGAA IGAGAAAC 


28243 


1442 


9586 


UUOJCCAC A UCAUCUGG 


9869 


CCAGAUGA CUGAUGAG GCCGUUAGGC CGAA lUGGAGAA 


28244 


1445 


9585 


UCCACAUC A UCU6GGCC 


9870 


GGCCCAGA CUGAUGAG GCCGUUAGGC CGAA lAUGUGGA 


28245 


1448 


9582 


ACAUCAUC U 6GGCCAAU 


9871 


AUUGGCCC CUGAUGAG GCCGUUAGGC CGAA lAUQAUGU 


28246 


1 1453 


9577 


AUCUGGGC C AAUCACUC 


9872 


GAGUGAUU CUGAUGAG GCCGUUAGGC CGAA XCCCAGAU 


28247 
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1454 


9576 


UCuGGGCC A AUCACUCC 


9a / J 




^0^40 


1458 


9572 


GGCCAAUC A (JUUUUUUU 


So /ft 




28249 


1460 


9570 


CCAAUCAC U CCUUUUCu 


So iO 




26250 


1462 


9568 


AAUCACUC L. UUU^uuUU 


So /o 


V«UUv^wUvi>V7 xjw^ww^^vjvjv* v»vjrw 


28251 


1463 


9567 


AUCACUCC u UCCLCUUC 


9877 




28252 


1466 


9564 


ACuCCUUC C CCUUl-uA,U 


S o / o 




28253 


1467 


9563 


CuCCuUCC C CUUCCJUJC 


0 0*70 

9879 




28254 


1468 


9562 


UCCUUCCC C UUCCAUCA 


OOO A 

9oo0 


UV3AUI3V7AA UUUAUUmv V7W\«OUUAUro\,« V»V3An XUVatAnUPOA 


28255 


1469 


9561 


CCUUCCCC U UCCAUCAU 


9881 




^ O^ w o 


1472 


9558 


UCCCCUUC C AUCAUCCU 


9882 


AGGAUGAU CUGAUGAG GCCGUUAvsGC CvaAA lAAGGUvsA 




1473 


9557 


CCCCUUCC A UCAUCCUC 


9883 


GAGGAUGA CUGAUGAG GCCGUUAGGC CGAA IQAAGGGG 


O O O C Q 


1476 


9554 


CUUCCAUC A UCCUCACC 


9884 


GGUQAGGA CUGAUGAG uCCoUUAVavjL. LXjAA, lAUoUAAQa 


O DO CO 


1479 


9551 


CCAUCAUC C UCACCAGC 


9885 


GCUGGUGA CUGAUGAG GCCGUUAGGC CGAA lAUGAUGG 


ooocn 


1480 


9550 


CAUCAUCC U CACCAGCU 


9886 


AGCUGGUC3 CUvSAUvJAo taL.UV3UUAVjtjL. uvjrAA loAUv.3AUV7 


OQO CI 
ZoZD X 


1482 


9548 


UCAUCCUC A CCAGCUGG 


9887 




^ O^ 


1484 


9546 


AUCCUCAC C AGCUGGAC 


9888 


GUCCAGCU CuCiAUCxAu uv,«CC3UuAUoL. L.ulAA xUvJAuQiAU 


D J 


1485 


9545 


UCCUCACC A GCUGGACG 


9889 


CGUCCAGC CUGAUGAb uUUGUUAuuL. uQAA IVjUVsAuoA 


O OO C A 


1488 


9542 


UCACCAGC U GGACGGCC 


9890 


GGCCGUCC CUGAUGAG GCCGUUAGGC CGAA ICUGuUuA 


•5 0*X C 


1496 


9534 


UG6ACGGC C AGGUUGGU 


9891 


ACCAACCU CUGAUGAG (7CCGUUAQQC CGAA ICCGUCCA 




1497 


9533 


GGACGGCC A GGUUGGUG 


9892 


CACCAACC CUViAUoAur vj^VJvsUUAvavjL. UvaAA lv>V.V.v9UV«L. 


OOOCT 
Zo^o r 


1529 


9501 


UAGGUGAC A ACUUGUCC 


9893 


Tk i^TV TV /TTT /*T¥T<^ TV T T/^ TV /^O^/^TTTTTVO^O /^*^7VTV TTTOTVO/^TTV 

GGACAAGU CUviAUGAVj taLuLiUUAblaC. t-tjAA j.UUAuL.UA 


28266 


1532 


9498 


GUGACAAC U UGUCCACU 


9894 


AGUGGACA CUGAUGAG vyCC-GUUAGGL. UGAA iUULiUvJAC 


28269 


1537 


9493 


AACUUGUC C ACuCCCCC 


9895 


GGGGGAvjrU CUCiAUGAtj LrCUtjUUAljwLr KAjAtx ±AL~/i/ioUU 


^o^ /u 


1538 


9492 


ACUUGUCC A CUCCCCCU 


9896 


AGGGGGAvs CUGAUGAG vjV,L.GUUAGGi- UGA/V XljAL-AALaU 


Z oZ /X 


1540 


9490 


UUGUCCAC U CCCCCUCU 


9897 


AGAGGGGG LUGAUGALj LiiwUoUUAGuL. L.(aAA J.Uv-?GAV— AA 




1542 


9488 


GUCCACUC C CCCUCuGA 


9898 


UCAGAGGG CUGAUGAG GCCGUUAGGC CGAA XAGUGGAC 




1543 


9487 


UCCACUCC C CCUCUGAU 


9899 


AUCAGAGG CUGAUGAG GCCVjUUAGGC CVaAA XGAGUGvaA 




1544 


9486 


CCACUCCC C CUCUGAUC 


9900 


GAUCAGAG CUGAUGAG GCCGUUAGGC CGAA AGtiAoUo^j 


Z OZ 1 u 


1545 


9485 


CACUCCCC C UCUGAUCU 


9901 


AGAUCAGA CUGAUGAG GCCGUUAGGC CGAA XGGGAGUG 


Z oZ / O 


1546 


9484 


ACUCCCCC U CUGAUCUU 


9902 


AAGAUCAm CUGAUGAG GCCGUUAGGC CGAA IGGGGAuU 


ZOZ / / 


1548 


9482 


UCCCCCUC U GAUCUUCU 


9903 


AjGAAGAUC CUGAUGAG GCCGUUAGGC CGAA lAGGGGGA 


aOZ f D 


1553 


9477 


CUCUGAUC U UCUCUGGA 


9904 


*TM^kMTvr^Tt #WT^1VTT^1V^ /*<r~i/~V^TTTTTV i^/^/^ f^V^TV TV TliTT^TVOTV^ 

UCCAGAGA CUGAUGAG GCCGUUAGGC CGAA lAUCAGAG 




1556 


9474 


UGAUCUUC U CUGGAGAU 


9905 


AUCUCCAG CUGAUGAG GCCGUUAGGC CGAA lAAGAUCA 


•5 0*5 Q O 


1558 


9472 


AUCUUCUC U GGAGAUAA 


9906 


»TTT1V TT^nrTT/^/^ TV T T/*nv <^ ^^^rV^TTT T1V /^/^/^ /^/^ TV A X 14 TV TV ^ TV TT 

UUAUCUCC CUGAUGAG GCCGUUAGGC CGAA lAGAAGAU 


1 OO Q 1 


1568 


9462 


GAGAUAAC A UCCAUGAC 


9907 


r^Tir^TVTTr^O TV rTn/~«7\TTO A/^ /^/^r^r^TTTIV/T/5i^ /"VRA TTTTTIMT/^TO 

GUCAUGGA CUGAUGAG GCCGUUAGGC CGAA lUUAUCUC 


ZoZ oZ 


1571 


9459 


AUAACAUC C AUGACGGU 


9908 


■» /^/^/-iTTr-»T« TT /^T T/^ TV T Ti^ It /^/^^V^TTTTTt f^f^f^ /V^ TV IV T IV TT^T WTR TT 

ACCGUCAU CUGAUGAG GCCGUUAGGC CGAA lAUGUUAU 


28283 


1572 


9458 


UAACAUCC A UGACGGUU 


9909 


AACCGUCA CUGAUGAG GCCGUUAGGC CGAA XGAUGUUA 




1582 


9448 


GACGGUUC U UCCAUCAG 


9910 


CUGAUGGA CUGAUGAG GCCGUUAGGC CGAA lAACCGUC 


OOO Q C 


1585 


9445 


GGUUCUUC C AUCAGCAG 


9911 


CUGCUGAU CUGAUGAG GCCGUUAGGC CGAA XAAGAACC 


«oZoo 


1586 


9444 


GUUCUUCC A UuACjCACiL. 


9912 


GCUGCUGA CUGAUoAu V7v^^uU U AuiV7%^ v-uAA XoAAVjAAV. 




1589 


9441 


CUUCCAUC A GCAGCCGG 


9913 


#*l#'V^^/^TT^^ ^TTT^ TV T T^ TV ^ ^t^^^fT^TTV O^ TV TV T TV TT/*tO TV A ^ 

CCGGCUGC CUGAUGAG GCCGUUAGGC CGAA lAUGGAAG 


*) o o o o 


1592 


9438 


CCAUCAGC A GCCGGGC6 


9914 


CGCCCGGC CUGAUGAG GCCGUUAGGC CGAA ICUGAUGG 


*% O O Q Q 


1595 


9435 


UCAOCAGC C GGGOGCAU 


9915 


AUGCGCCC CUGAUGAG GCCGUUAGGC CGAA ICUGcUGA 


o o o o n 


1602 


9428 


CCGGQCGC A UCACUUUC 


9916 


GAAAGUGA CUGAUGAG GCCGUUAGGC CGAA ICGCCCGG 


28291 


1605 


9425 


GGCGCAUC A CUUUCACA 


9917 


UGUGAAAG CUGAUGAG GCCGUUAGGC CGAA J.AUGCGCC 


O 0*5 oo 


1607 


9423 


CGCAUCAC U UUCACAAC 


9918 


GUUGUGAA CUGAUGAG GCCGUUAGGC CGAA XUGAUGCG 


Z OZS J 


1611 


9419 


UCACUUUC A CAACUUUG 


9919 


^AAA^^TTTO /^T/^ATTt^ A/^ df^f^f^Xt'i^t'lf^t^ ("V^AA TAAA^^TTr^A 

CAAAGUUG CUGAUGAG GCCGUUAGGC CGAA lAAAGUGA 


O OO OA 


1613 


9417 


ACUUUCAC A ACUUUGUG 


9920 


CACAAAGU CUGAUGAG GCCGUUAGGC CGAA XUGAAAuU 


OQO OC 


1616 


9414 


UUCACAAC U UUGUGACG 


9921 


CGUCACAA CUGAUGAG GCCGUUAGGC CGAA XUUGUGAA 


1 oooe 
ZoZ9b 


1635 


9395 


AG6UGAGC U CaAUGAUG 


9922 


CAUCAUUG CUGAUGAG GCCGUUAGGC CGAA XCUCACCU 


2o297 


1637 


9393 


GUGAGCUC A AU5AUGGC 


9923 


GCCAUCAU CUGAUGAG GCCGUUAGGC CGAA XAGCUCAC 


OOOO 

^oZ9o 


1646 


9384 


AUGAUGGC C CUGGCAAG 


9924 


CUUGCCAG CUGAUGAG GCCGUUAGGC CGAA ICCAUCAU 


O Q O Q O 

ZoZ S9 


1647 


9383 


UGAUGGCC C UGGCAAGA 


9925 


UCUUGCCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUCA 


28300 




7 JO A 




9926 


GUC?nfTGCC CUGAUGAG GCCGUUAGGC CGAA IGGCCAUC 


28301 


1652 


9378 


GCCCUGGC A AGACGCCG 


9927 


CG6CGUCU CUGAUGAG GCCGUUAGGC CGAA ICCAGGGC 


28302 


1659 


9371 


CAAGACGC C GAUGUUCC 


9928 


GGAACAUC CUGAUGAG GCCGUUAGGC CGAA ICGUCUUG 


28303 


1667 


9363 


CGAUGUUC C CCAUCAAG 


9929 


CUUGAUGG CUGAUGAG GCCGUUAGGC CGAA lAACAUCG 


28304 


1668 


9362 


GAUGUUCC C CAUCAAGC 


9930 


GCUUGAUG CUGAUGAG GCCGUUAGGC CGAA IGAACAUC 


28305 


1669 


9361 


AUGUUCCC C AUCAAGCA 


9931 


UGCUUGAU CUGAUGAG GCCGUUAGGC CGAA IGGAACAU 


28306 


1670 


9360 


UGUUCCCC A UCAAGCAG 


9932 


CUGCUUGA CUGAUGAG GCCGUUAGGC CGAA IGGGAACA 


28307 


1673 


9357 


UCCCCAUC A AGCAGCUC 


9933 


GAGCUGCU CUGAUGAG GCCGUUAGGC CGAA lAUGGGGA 


28308 



314 



wo 02/068637 



Table DC 



PCT/USOl/48350 



1677 


9353 


CaUCaaGC a GCUCAAGC 


9934 






1680 


9350 


CAAGCAGC U CAAGCACC 


9933 


r?Lr»TTpr«iTrTr' mtnaTTr'afz nprvzTTTTi^fsnp rvzAH TniTnniTTTn 


^ o^xu 


1682 


9348 


AGCAGCUC A AGCACCUU 


9936 




JXX 


1686 


9344 


GCUCAaGC a CCUUAbrCU 


9937 




A X<6 


1688 


9342 


UuAASCAC. L. UUAvjUUuU 


993 8 


naanrTTJia r«nnafTf3An nPPnTTIT2irif5P POZkA TTTf5r*tTITf3A 


28313 


1689 


9341 


CAAGCACC U UAo^UUvJA 


993 9 


TTnaarTTTa rTTnaTinan nr*nfZTTTT2vnnp poail tottopitttr 


£ O J X4 


1694 


9336 


T» /■»/ II 1 1 Ttl /** TT TTr^TVTTTTTTTTO 

ACCUUAGC U UlJAXJUUUC 


9940 






1697 


9333 


T TT TTt TT TO 51 TTTTTTTTO/^Tl H 


9941 


TTTTripivB jin PTTn&TTfi&n nppniTTTiiflnp pn&& T&AfTCTTZiA. 


28316 


1703 


9327 


UCAUUUUC C AA.GUCAGC 


9942 




28317 


1704 


9326 


CAUUUUCC A AGUCA6CU 


9943 


no/^Tr^iVi^T r^TOHTTr^ A/^ /20rV2TTITli/2r2P P/IAA TPlVAMVITfl 


0Q01 p 
^ O JXO 


1709 


9321 


UCCAAGUC A GCUCUCGU 


9944 


ACGAQAstC ClAiAUvsAu \iwv*v»UlUtuV9u LJvxAA XaUUUuuA 


460 


1712 


9318 


AAGUCAGC U CUC6UGAU 


9945 


AUCACGAG CuGAUGAG GCCGUUAGGC CGAA ICUGACUU 




1714 


9316 


GUCAGCCJC U OGDGAUGC 


9946 


GCAUCACG CUGAUGAG GCCGUUAGGC CGAA XAGCUGAC 


J^X 


1730 


9300 


CGGGUGUC C CAGCCAGC 


9947 


GCUGGCUG CUGAUGAG GCCGUUAGGC CGAA lACACCCG 


28322 


1731 


9299 


GGGUGUCC C AGCCAGCU 


9948 


AGCUGGCU CUGAUGAG GCCGUUAGGC CGAA IGACACCC 


28323 


1732 


9298 


GGUGUCCC A GCCAGCUG 


9949 


CAGCUGGC CUGAUGAG GCCGUUAGGC CGAA IGGACACC 




1735 


9295 


GUCCCAGC C AGCUGUGU 


9950 


ACACAGCU CUGAUGAG GCCGUUAGGC CGAA ICUGGGAC 


28325 


1736 


9294 


VCCCAGCC A GCUGUGUC 


9951 


GACACAGC CUGAUGAG GCCGUUAGGC CGAA XGCUGGGA 


OOOOf 


1739 


9291 


CAGCCAGC U GUGUCAUC 


9952 






1745 


9285 


GCUGUGUC A UCAGCAUA 


9953 


TTT»TT/^orT/*t* ^^TrtTlTT^5l/^ ^/^O^^ITTR /^/^/^ ^V5JI TV TR^Jl^S/a^ 

UAUGCUGA CUGAUGAG vsCCoUUAvjou UCiAA XACZAUAvsC 


O DO OQ 


1748 


9282 


GUGUCAUC A GCAUAGAU 


9954 


*TT/^TTvTT/^/^ /^TTrtTV TT/^TV/^ O r^^^/^TTTTA ^/^/^ i^f^ftTV TATTER OTi^ 

AUCUAUGC CUGAUGAG GCCGUUAGGC CGAA XAUGACAC 


O □ O O Q 


1751 


9279 


UCAUCAGC A UAGAUCUU 


9955 


AAGAUCUA CUGAUGAG GCCGUUAGGC CGAA ICUGAUGA 


28330 


1758 


9272 


CATJAGAUC U UGCCCCCA 


9956 


UGGGGGCA CUGAUGAG GCCGUUAGGC CGAA XAUCUAUG 


28331 


1762 


9268 


6AUCUU6C C CCCA6GCC 


9957 


GGCCUGGG CUGAUGAG GCCGUUAGGC CGAA ICAAGAUC 


28332 


1763 


9267 


AUCUUGCC C CCA6GCCG 


9958 


CGGCCUGG UUGAUtsAG uCCljUUALrLrU U(jAA HjUAACjAU j 


O Q "3 "3 T 


1764 


9266 


UCUUGCCC C CAGGCCGG 


9959 


CCGGCCUG CUGAUGAG GCCGUUAGCsC CCsAA XGGLAAtiA 


O Q O O A 


1765 


9265 


CUUGCCCC C AGGCCGGG 


9960 


CCCGGCCU CUGAUGAG GuLoUUAVjrVaC L.UAA XGGv^UAAo 


o □ o o c 
4C o J J 3 


1766 


9264 


UUGCCCCC A GGCCGGGU 


9961 


ACCCGGCC L.UGAUGAG GuU^jUUAooU \Jan±\ XGooVjCAA 


O Q O O C 


1770 


9260 


CCCCAGGC C GGGUGCCA 


9962 


TT/^/^r«TVr«^^<^ r«TT/^?iTTP7Vr« PrrV'TTrTTl/^^P PPAA TPPfTr!!/7!/T!/2 

UGijCAL-CV. CUVjAUutAur l3U(JV7UUAV3oC La^AA Xl«>UUi.3i3V3f\j 




1777 


9253 


CCGGGUGC C AACUUCAC 


9963 


GUGAAGUU CUGAUGAG GCCC3UUAGGC CGAA XCAwCCuu 


O QOO Q 


1778 


9252 


C6G6UGCC A ACUUCACO 


9964 


CGUGAAGU CUGAUGAG GCCGUUAGGC CGAA XGCACCCG 


o ao o Q 
28339 


1781 


9249 


GUGCCAAC U UCACGCAG 


9965 


CUGCGUGA CUGAUGAG GuLGUUAGGC uGAA XUU^aVaUAL. 


o OO A n 


1784 


9246 


CCAACUUC A CGCAGGAU 


9966 


TVTTOrWTO/^r^ /^T/^TVTTO TV /*^0/^/^TTrT7V r^/^TVTV X TV TV T TT T/^ O 

AUCCUGCG CUGAUGAG GCCGUUAGGC CGAA XAAGUUGG 


28341 


1788 


9242 


CUUCACGC A GGAUGUAA 


9967 


UUACAUCC CUGAUGAG GCCGUUAGGC CGAA ICGUGAAG 


28342 


1798 


9232 


GAUGUAAC C CAGUUUUU 


9968 


•m t\ IK TV. Or T^ TO TV ft^N TV O O O O/'^tT TT T TV O OO TV TV ^ T TTT TV rtH,TT^ 

AAAAACUG CUGAUGAG GCCGUUAGGC CGAA lUUACAUC 


28343 


1799 


9231 


AUGUAACC C AGUUUUUG 


9969 


CAAAAACU CUGAUGAG GCCGUUAGGC CGAA IGUUACAU 


28344 


1800 


9230 


UGUAACCC A GUUUUUGG 


9970 


OOTl TV m, Tl TV O /'^TO TV 1' TO TV O O O 0/"TT TT TTV O OOTV TV ^ OOTTTTTV OIV 

CCAAAAAC CUGAUGAG GCCGUUAGGC CGAA IGGUUACA 


28345 


1813 


9217 


UUGGAGGC C CAAGCCCU 


9971 


TV^^OOOTWT^ /TT To TV T T^t TV O ^^^/ Wll TT TTV ^^<N^*t OO TV TV Y ^O^V Y^^^tli H 

AGGGCUUG CUGAUGAG GCCGUUAGGC CGAA XCCUCCAA 


28346 


1814 


9216 


UGGAGGCC C AAGCCCUC 


9972 


GAGGGCUU CUGAUGAG GCCGUUAGGC CGAA XGCCUCCA 


28347 


1815 


9215 


GGAGGCCC A AGCCCUCG 


9973 


CGAGGGCU CUGAUGAG GCCGUUAGGC CGAA IGGCCUCC 


28348 


1819 


9211 


GCCCAAGC C CUG6ACAC 


9974 


,^VT TO* V.OO Tit .or TO Tt T TO IV O /N^OO^NTTPT IV OOtO OO Tt 9V YOTTTT^VO^VO 

GUGUCGAG CUGAUGAG GCCGUUAGGC CGAA ICUUGGGC 


28349 


1820 


9210 


CCCAAGCC C UCGACACC 


9975 


^NOlWMW^^^*! m /'It TO TV T TV^ TV O ^OO^IT WTTV ^t^^H OO IV TV T O Of TT TOOO 

GGuGUOGA CUGAUGAG GCCGUUAGGC CGAA XGCUUGGG 


28350 


1821 


9209 


CCAAGCCC U CGACACCU 


9976 


^ ^VOVirOTV^^M T/^ TV T TV O OOOrf^TTTYTV ^l^t^% OO TV TV 'y' If TTT^tO 

AGGUGUCG CUGAUGAG GCCGUUAGGC CGAA IGGCUUGG 


2 8351 


1826 


9204 


CCCuCGAC A CCCTCCuCC 


9977 


GGAGGAGG CUGAUGAG GCCGUUAGGC CGAA lUCGAGGG 


28352 


1828 


9202 


CuCGACAC C UCCUCCUG 


9978 


«TV^«TV/^OriV ^ff T^TVTTOTV ^ ^/^^OT IITTV/^O/^ ^V»TVTV XTT/^TT/^O TV 

CAGGAGGA CUGAUGAG GCCGUUAGGC CGAA lUGUCGAG 


28353 


1829 


9201 


UCGACACC U CCUCCUGA 


9979 


TTA^TV <^OTV OO or TO TV T TO TV O OOOOTTTTTV OO O OO TV TV X OT TOT TOO TV 

UCAGGAGG CUGAUGAG GCCGUUAGGC CGAA XGUGUCGA 


26354 


1831 


9199 


GACACCUC C UCCUGAGU 


9980 


TV OTTOTVOOTV OTTOTVTTOTVO OOOOTTT TTV OOO OOA A X TV OOTTOTTO 

ACUCAGGA CUGAUGAG GCCGUUAGGC CGAA lAGGUGUC 


o OO e c 
2o3d5 


1832 


9198 


ACACCUCC U CCUGAGUU 


9981 


miVOVTOTVOO OtTOTVWOTVO OOOOTTTTTV OOO OOTVTV XOTVOOTTOTT 

AACUCAGG CUGAUGAG GCCGUUAGGC CGAA XGAGGUGU 


28356 


1834 


9196 


ACCuCCuC C uGaGUUCU 


9982 


TV OTV TV OTTOTV r^TO TV TTO TV O OOOOTTTTTV OOO OOTV TV X TV OO Tl OOT T 

AunACUCA CUGAUGAG GCCGUUAGGC CGAA XAGGAGGU 


OOOCO 

«o337 


1835 


9195 


CCuCCuCC U GAOUUCUU 


9983 


^ TV O TV TV OTTO TO TV T TO TV O OOOATTTTIV OOO OOTV TV XOTVOOTVOO 

AAGAACUC CUGAUGAG GCCGUUAGGC CGAA XGAIGGAGG 


OOOCD 

2o3Da 


1842 


9188 


CuGAGUUC U UuCUuCCA 


9984 


TTV^Olv TVOA 9V ^VTOSVTTOHO 000/^WT7t/**00 AV^SA TBA^^rTOA/S 

UGGAAGAA CUGAUGAG GCCGUUAGGC CGAA XAACUCAU 


OOOCO 


1846 


9184 


r'TTTT^^TTTTTO TT TT/^f^l\ IV/^IO/^ 

(iUUUUUUL. U U^LAAbruU 


9985 


OOOTTTTOOTV OTTOIVTTORO OOOOTTTTTV /^OO r^OR R TAAAOlVJiP 

GGCUUGGA CUGAUGAG GCUGUUAGGC CGAA XAAAGAAC 


o QO 


1849 


9181 


L.UUUL.UUL. C A/utCwUjU 


9986 


TVOfTOOOTTfT OTTOTVTTOTVO OOOOT Tf TTV IVIO OOTV R TTVAOTVATV^ 

ACUGGCUU CUGAUGAG GCCGUUAGGC CGAA XAAGAAAG 


O OO C1 

JoX 


1850 


9180 


UUnCUUCC A AGCCAGUG 


9987 


CACUGGCU CUGAUGAG GCCGUUAGGC CGAA IGAAGAAA 


28362 


1854 


9176 


UUCCAAGC C AGUGGUCU 


9988 


AGACCACU CUGAUGAG GCCGUUAGGC CGAA ICUUGGAA 


28363 


1855 


9175 


UCCAAGCC A GUGGUCUU 


9989 


AAGACCAC CUGAUGAG GCCGUUAGGC CGAA IGCUUGGA 


28364 


1862 


9168 


CAGUGGUC U UCAUUGAG 


9990 


CUCAAUGA CUGAUGAG GCCGUUAGGC CGAA lACCACUG 


28365 


1865 


9165 


UGGUCUUC A UUGAGAAA 


9991 


UUUCUCAA CUGAUGAG GCCGUUAGGC CGAA lAAGACCA 


28366 


1876 


9154 


GAGAAAAC C CAGAGCCU 


9992 


AGGCUCUG CUGAUGAG GCCGUUAGGC CGAA lUUUUCUC 


28367 


1877 


9153 


AGAAAACC C A6AGCCUC 


9993 


GAGGCUCU CUGAUGAG GCCGUUAGGC CGAA IGUUUUCU 


26368 


1878 


9152 


GAAAACCC A Gi\GCCUCQ 


9994 


CGA6GCUC CUGAUGAG GCCGUUAGGC CGAA IGGUUUUC 


28369 
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1883 


9147 


CCCAGAGC C UCGJ^CUC 


9995 


GAGUUCGA CUQAUGAG GCCGUUAGGC CGAA I CUCUGGG 


OQ'inn 


1884 


9146 


CCAGAGCC U G6AACUCC 


9996 


GGAGUUCG CUGAUGAG GCCGUUAGGC CGAA IGCUCUGG 


283 71 


1890 


9140 


CCUCGAAC U CCAGAAAG 


9997 


CUUUCUGG CUGAUGAG GCCGUUAGGC CGAA lUUCGAGG 


283 72 




9138 


UCGAACtTC C AGAAAGCG 


9998 


CGCUUUCU CUGAUGAG GCCGUUAGGC CGAA IAGlTnPf5A 


o no Tx 
^Oj / j 




7X«> / 




9999 


UCGCUUUC CUGAUGAG GCCGUUAGGC CGAA IGAGOUCG 


A DO 1*1 








10000 


UGGCUCC5G CUGAUGAG GCCGUUAGGC CGAA ICUCGCUU 


9 one 


D 






10001 


UGUGGCUC CUGAUGAG GCCGUUAGGC CGAA lAGCOCGC 










10002 


GUUCAU6U CUGAUGAG GCCGUUAGGC CGAA ICUOGGAG 




1912 


9118 


UCCGAGCC A CAUGAACC 


10003 


GGUUCAUG CUGAUGAG GCCGUUAGGC CGAA IGCUCGGA 


28378 


1914 


9116 


CGAGCCAC A UGAACCAA 


10004 


UUGGUUCA CUGAUGAG GCCGUUAGGC CGAA lUQGCUCQ 


283 79 


1920 


9110 


ACAUGAAC C AAAUGGCU 


10005 


AGCCAUUU CUGAUGAG GCCGUUAGGC CGAA lUUCAUGU 


283 80 


1921 


9109 


CAUGAACC A AAUGGCUC 


10006 


GAGCCAUU CUGAUGAG GCCGUUAGGC CGAA IGUUCAUG 


283 81 


1928 


9102 




10007 


GGAAGCAfi CUGAUGAG GCCGUUAGGC CHAA TCPATTUUO 


283 82 


1 Q'in 






10008 
xuwuo 


AflnGAAfiP CUGATTRAS f3PfY5ITITaOOP Pn&Sl TAfiPPATTTT 




1 0*^ 

X9 JO 








praARrirsa nTRaTinar! csncxstttT^nfir* pnaa TPananpp 


^0 J 0% 


1936 


9094 




10010 


AnflPPAAG PTTRATTnaO nPPRTTtTAfJTlP PRAA TAAOPARA 


283 85 


1 Q '5 T 






±UUX J. 




283 86 






TTfZrTTTTPPP TT TTrtrtPPTTTTTT 


10012 


AAAfittPPA PiTnATTfJAR oppnTiTTAf3rjp PHAA TnnaartPA 


0 0*7 

^ 0 J o / 


1943 


9087 


PPPTTTTnnP P TTTTTTPPOAA 


10013 


TTTTPnrJAAA PTTOATirJAfr nPPRTTTTArjnP POAA TPPAAnnn 


op 


1944 


9086 


PPTTTTrjnPP TT TIITPPnAAP 


10014 


RTJTTrGGAA GUGAITRAG RPPGrJIIARRP PHAA TnPPAAGR 




1948 


9082 


rjnPPTJTITTP P rJAAPTTPTTP 


10015 


RAnAGiniP CURATTRAG OPPGnUAGTSP PGA A TAAArJHPP 


28390 


1953 


9077 


UUCCGAAC U CUPCGGGU 


10016 


ACCCGGAG CUGAUGAG GCCGUUAGGC CGAA lUUCGGAA 


283 91 


1955 


9075 


CCGAACUC U CCGGGUUU 


10017 


AAACCCGG CUGAUGAG GCCGUUAGGC CGAA lAGUUCGG 


283 92 


1957 


9073 


GAACUCUC C GGGITUUun 


10018 


AAAAACCC CUGAUGAG GCCGUUAGGC CGAA lAGAGUUC 




1968 


9062 




10019 


AAAGAGAG CUGAUGAG GCCGUUAGGC CGAA TAAAAAAC 


<c 00 74 


1970 


9060 




10020 


GGAAAGAG CUGAUGAG GCCGUUAGGC CGAA TAGAAAAA 


QC 


1972 


9058 


TTTTTTPTIPTIP U PtTTTTTPPrA 


10021 


TTGRGAAAG PUGATTGAG GPPGHTTTAGTJP PGAa TaGaHAaa 


^ 0 J 70 


1974 


9056 


TTPTTPTTPITP T7 TITTPPPRTTP 


10022 


GATTGGGaa PtIGaTTGaG GPPGTTTTAGGP PGaa TaGAGaGa 


^Q"! on 
^ 00 / 


1978 


9052 


UCUCUUUC C CAUCAUGU 


10023 


ACAUGAUG CUGAUGAG GCCGUUAGGC CGAA TAAAGAGA 


283 98 


1979 


9051 


CUCUUUCC C AUCAUGUU 


10024 


AACAUGAU CUGAUGAG GCCGUUAGGC CGAA IGAAAGAG 


283 99 


1980 


9050 


UCIJUUCCP A UCAUGUtTG 


10025 


CAACAUGA CUGATTGAG GPPGTITTAGfSP PGAA TGGAaaGA 




1983 


9047 


UUCCCAUC A UGUtJGUAA 


10026 


UUACAACA CUGAUGAG GCCGUUAGGC CGAA TAUGGGAA 


0 04, m 

^ Ot \J JL. 


1996 


9034 


GUAAAnGC A AGUGOGAC 


10027 


GUCACACU CUGAUGAG GCCGUUAGGC CGAA TCAUITUAC 


00409 


2005 


9025 


AGnnUGAC A UlTCCCCCC 


10026 


GGGGG6AA CUGAUGAG GPrVSUTIAGGP PGAA TTTPaPAPTT 




2009 


9021 


UGACATJUC C CCCCGCAG 


10029 


CUGCGGGG CUGAUGAG GPPGUTTAGGP PGAA TAATTGUPA 


284 04 


2010 


9020 


f5ACATJnPP C PCPGCAGA 


10030 


T7PTTGPGGG PTIGATTGAG GPPGTTTTAGGP PGAA TGAATTGTTP 


28405 


2011 


9019 


APATTTTPPP P PPfiPAriATT 


10031 


ATTPTTGPGG PTIGATTGAG GPPGTTTTAGGP PGAA TGGAATTGTT 


9Pd f\(Z 


2012 


9018 


PATTTTPPPP P PnPAC?ATTR 


10032 


PATTPTIGPG CUGATTGAG GPPGUTTAGnP PGAA TGGGAATTG 


284 07 


2013 


9017 


AT mPPPPP P nPArSATIOTT 


10033 


APATTPTTGP PTIGATTGAG GPPGTTTTAGGP PGAA TGGGGaaiT 


004 no 


2016 


9014 


PPPPPPf3P A fiATTfllTCM^P 


10034 


GGPaPATTP PTIGATTGAG GPPGTTTTAGGP PGAA JCCinrZCinrz 


9 no 
^ Oft 


2024 


9006 


AGAtJGTIGC C UCGCGCUC 


10035 


GAGfY5PGA CUGATTGAG GPPGTTTTAGGP PGAA TPAPATIPTT 


9 fl4 1 n 
^ 0^ X V 


2025 


9005 


GAUGUGCC U CGCGCUCC 


10036 


GGAGCGCG CUGAUGAG GCCGUUAGGC CGAA TGPAPAUP 


^aot XX 


2031 


8999 


CCUCGCGC U CCUPAUCC 


10037 


GGATTGAGG PTIGATTGAG GPPGTTTTAGGP PGAA TmmJ^nn 


0 04 T 0 


2033 


8997 


UCGCGCUC C UCAtTCCAC 


10038 


GUGGAUGA CUGAUGAG GCCGUUAGGC CGAA TAGPGPGA 




2034 


8996 


CGCGCUCC U CAUCCACC 


10039 


GGUGGAUG CtlGAUGAG GPPGUTTAGGP PGAA TdJ^CirCiTCi 




2036 


8994 


CGCUCCUC A UCCACCAU 


10040 


AUGGU6GA CUGAUGAG GCCGUUAGGC CGAA lAGGAGCG 


28415 


2039 


8991 


UCCUCAUC C ACCAUCUC 


10041 


GAGAUGGTT PUGRTTGAG GPPGTTTTAGGP PGAA TATTGAGGA 


2 84 16 


2040 


8990 


CCUCAUCC A CCAUCUCC 


10042 


GGAGAUGG CUGAUGAG GCCGUUAGGC CGAA IGAUGAGG 


28417 


2042 


8988 


UCAUCCAC C AUCUCCCA 


10043 


UGGGAGATT PTIGATTGAG GPPGUTTAGGP PGAA TtlGGAtTGA 


28418 


2043 


8987 


CMJCCACC A UCUCCCAA 


10044 


TITTGGGAGA PTIGATTGAG GPPGTTTTAGGP rV5AA TGTTGGAT7G 


9 R4 1 Q 


2046 


8984 


CCACCAUC U CCCAAAAU 


10045 


ATTTTTTTTGGG PTIGATTGAG GPPGTTTTAGGP PGAA TATTGGTTGG 


9 0/190 


2048 


8982 


ACCAUCUC C CAAAAUUU 


10046 


AAAUUUUG CUGAUGAG GPPGUUAGGC maa TAGATTGGT1 


90401 
<&o^^x 


2049 


8981 


CCAUCUCC C AAAAUUUU 


10047 


AAAAUUUU CUGAUGAG GCCGUUAGGC CGAA IGAGAUGG 


28422 


2050 


8980 


CAUCUCCC A AAAUUUUG 


10048 


CAAAAUUU CUGAUGAG GCCGUUAGGC CGAA IGGAGAUG 


28423 


2063 


8967 


UUUGGAUC U UCAACUGC 


10049 


GCAGUUGA CUGAUGAG GCCGUUAGGC CGAA lAUCCAAA 


28424 


2066 


8964 


GGAUCUUC A ACUGCUUC 


10050 


GAAGCAGU CUGAUGAG GCCGUUAGGC CGAA lAAGAUCC 


28425 


2069 


8961 


UCUUCAAC U GCUUCUCU 


10051 


AGAGAAGC CUGAUGAG GCCGUUAGGC CGAA IUUGAA6A 


28426 


2072 


8958 


UCAACUGC U UCUCUGGC 


10052 


GCCAGAGA CUGAUGAG GCCGUUAGGC CGAA ICAGUUGA 


28427 


2075 


8955 


ACUGCUUC U CUGGCGCU 


10053 


AGCGCCAG CUGAUGAG GCCGUUAGGC CGAA lAAGCAGU 


28428 


2077 


8953 


UGCUUCUC U CGCGCUCC 


10054 


GGAGCGCC CUGAUGAG GCCGUUAGGC CGAA lAGAAGCA 


28429 


2083 


8947 


UCUGGCGC U CCUCCAUU 


10055 


AAUGGAGG CUGAUGAG GCCGUUAGGC CGAA ICGCCAGA 


28430 
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2085 


8945 




xUUDD 


TTf^ A ATT/^/^ A ^^T^^ATTr^A/^ ^/^fY^TTTAr^/^r^ ^^/"'AA TA^f^/^/^/^A 


28431 








1 nn^7 




28432 


O A D Q 


Q O 




1 nnt^ft 

O 


f^aiiTTr'TiaTT rTTrsatTfian nppnrirTZifvsp Pfsaa Tivrifianpr' 

V3AAUL.AAU \.UoAUoALr Vs^L^VaU U Auuu. v>.VjAA XAVjViAVjVMVa 


28433 




o34X 




J. 27 


ar!aaTTr«Aa r»TTr»aTTr«an nPrr^TTTTarj/^i^ r'/tiaa TfiT^ci/i'^fir* 
ALtAAUUAA CUUAULjAur (jUULtUL/AuOC L.uAA XuAlioAwrU 


28434 


2097 


a o 




XUUoU 


TTr'aa^Ar^/^ /^T/^aTTr«a/^ H<^/^r^TTrTar'/^r^ /'Y'aa TaaTT^aaTi 
UoAAGAGt- CUuAUwUa ljr^L.uUUAvjuU LiviAA XAAULAAU 


28435 


2100 


8930 




XUUOX 


rtiiTTTT/^AAra r»TTr«ATTr«ao /v^r'faTTTTa^vsr' /"vaa t/^aotvatt^ 
GUUuGAAG CUGAUGAG GUCuUUAGGC («GAA XCAGAAUC 


28436 


2102 


6928 


UuCuGCUC U uCAAACiuJ 


10062 


AUGuuuGA CuGAuGAG GCCGUuAGGC CGAA lAGCAGAA 


26437 


2105 


o ooc 
892b 




XUUO J 


/^nr'atTrniTT nrTr<aTtr»an rs/^/^^TTTTa^v^r* /^r«AA Ta»^'A«r*A 
IsUUAUGUU CUQAUvxAu GUUuUUAUoQ^ UlsAA XAAGAGCA 


28438 


2109 


8921 


UUUCAAAC A UGGCACCC 


XUUb4 


GGGuGCCA CUGAUGAG GCCGUUAGGC CGAA XUUUGAAG 


28439 


2114 


8916 


nAr^iMT^?/v TV /^r'/^iviiiv/^/^ 
A CCCAAAtiC 


XUUob 


f^r^Ttmnfyr* ^^t/^att/^a/^ ^i^^v^ttttao^^ r^r«AA xo^^att^tttt 
\3UUUuC3ViG CUGAUGAJj L>L.CGUUAUGC CGAA XCCAUGUU 


28440 


2116 


8914 


OTviTrw^Tvo ^ rijvTv JV/^r*TTr^ 
vJAUVtoUAC U LJ\AAoUUlj 


XUUoo 


r'ar'OTTTTTTr^ /^ir^tiTTf^T^r* /^/^^r^TTTA/^^/^ O^AA TTT/*»/^/^ATTr^ 

L.ALjCUUU(a CUGAUGAG GCCGUUAGGC CGAA XUGCCAUG 


28441 


2117 


8913 




1 r\r\cn 
XUUo / 


rr^arv^rTTTTT /^T^^AtTr'AO /^/^r"«r^TrTA/~»^v^ ^/^aa tott/^o/^att 
tjUAIjV-UUU CUGALUjAtj (jCCGUUAUGC CGAA XGUGCCAU 


28442 


211B 


8912 


UGGCACCC A AAGCuuCA 


10068 


UGCAGCUU CUGAUGAG GCCGUUAGGC CGAA IGGUGCCA 


28443 


2123 


8907 


0/^0R7VTV^^ TT ^^TVTTTT/^^^T 


XUUo!^ 


A/^r^AATT/^^ ^WT^ATTrtA^ ^^i^yTT TTTA /^^/*» /^r^Ji K T /^l TT TT Tf^f^^ 

AGCAAUGC CUGAUGAG GCCGUUAGGC CGAA XCUUUGGG 


28444 


2J.20 




jv TV Tir*r*T^r\/^ tv ittt^/^totttt 
AAAUCUCtC a UUuLUoUU 


XUU /t; 


AAUAQCAA UUGAUuAG GCCGUUAGGC CGAA XCAGCUUU 


28445 


2131 


8899 


UGCAUUCK. U GUUGACCU 


10071 


A/O/^T^AAO /^T/^ATT^A/^ />^^VTTTTTA /^/^/^ /"V^ Ik TV T^»lkTTrt*^lk 

AGGUCAAC CUGAUGAG GCCGUUAGGC CGAA XCAAUGCA 


28446 


2138 


8892 


CUGUUCsAC C XJUUCUUAU 


10072 


AUAAGAAA CUGAUGAG GCCGUUAGGC CGAA lUCAACAG 


28447 


2139 


8891 


TT/^TTTTmv^^ TT TTTT^TTTTUTT^ 


X0073 


^ATTA A ^1 A A ^(TT^ATT^A^ O^^/^TTTTA ^V^lk Ik "mTT^A Ik n« 

CAUAAGAA CUGAUGAG GCCGUUAGGC CGAA XGUCAACA 


28448 


2143 


8887 


QACCUUUC U UAUGAAUU 


10074 


AAUUCAUA CUGAUGAG GCCGUUAGGC CGAA lAAAGGUC 


28449 


2X5 J 


8877 


TVTT/^IV IVTTTT/^ ^ TT^tTTOnTV/^TV 

AUGAAUUC C UCuCGAGA 


10075 


TT^TT^I^TV^A rrTT^ATV^A^ ^0^/^TTTTA/*lO«~* r*kr«AA TAATTTTr^ATT 

UCUCGAGA CUGAUGAG GCCGUUAGGC CGAA XAAUUCAU 


28450 


01 


OO /O 


TT/^TVTVTTTTr^/** TT f^Tr^r* TV r» TV ^ 

UGAAUUCC U wUCUAviAG 


XUU /b 


f^lf^jr*/^Tif^ ^TTr^ATT/^AO r^O/^r*TTf TAO/^/^ /^r^AA T^A ATTTT^A 

CUUUCGAva CUGAUGAG GCCGUUAGGC CGAA XGAAUUCA 


26451 


01 c<? 


OO /4 


a TVTTTT^/^Tr< TT /^/^TV/^TVO<^IV 

AAUUCCUC U COAoA<a<JA 




iir*nur^if^r* /^t^att/^a/^ /^/^tv^tttttv/^/^/^ /^/^aa ta^/^aatttt 
UGCUCUCG CUGAUGAG GCCGUUAGGC CGAA XAGGAAUU 


26452 


01 CA 


O O C f 

oobo 


UQ^VjAwVvtU a vZAUUCUUvj 


10078 


CCAtjAAUG CUGAUGAG GCCGUUAGGC CGAA XCUCUCGA 


28453 




0004 


TV TTTtr«TT^2/a/^A 


XUU /7 


Tt/^/^r*ai^aa <^T^aT7^ar« ^^noi^TTTTarrio oi^aa XT^r^j^jr^tr^ 
UCCCAuAA CUUAUuAls V7CCGUUAGGC CGAA XUGCUCUC 


28454 


«X /U 


QfliTn 

OooU 


^ST'Ar'iirTrTy^ tt rt/?/^»/TriTtTT 
varUAILAUUL. U uiiuA^^UU 


T nnon 
XUUoU 


A A r*r*Tif^r^r* /^t/^ attip' a/^ r»r^rvTTTT» nr»r^ r^r^A* t a a tt/^t t/^/^ 
AACGUCCC CUGAUGAG GCCGUUAGGC CGAA XAAUGUGC 


28455 




oo4 f 


rV^TTTTTTTTTT^ TT /^TrVS^^AA 


XUUoX 


TTTTrtft^^art riTT^ATT^A/^ ^/*I^/^TTTTA^V1#^ ^trt A A TAAAAA^m 

UUGGCCAG CUGAUGAG GCCGUUAGGC CGAA XAAAAACG 


28456 


Otoe 


O Oil c 

oo45 


T T1 TT Tf TTT/*n T/^ TT f^r^C*r*l^ AAA 

UUUUUCUC U GGCCAAAA 


10082 


T H Tl H 1/ t/t ^TTT^Af T^lk /^A'lOOT'tTTA .^^K Tk VA^IkAAAlk 

UUUUGGCC CUGAUGAG GCCGUUAGGC CGAA XAGAAAAA 


28457 


OT QQ 


oo4X 


Tiffir^ftrir^r^ aaaaa^/^o 
UCUCUGGC C AAAAACGC 


1 nn o 1 
XOOo J 


f^f^C*^ Tt TT 11 II T /^TOATT/^A/^ /^/^/"V^TTTTA O/^^ A A T <^i^ A A Ik 

GCGUUUUU CUGAUGAG GCCGUUAGGC CGAA XCCAGAGA 


28458 


OT OA 

2X90 


8840 


r^tr^ir*f^r*r^ a aaaa/'vo/^ 
CuCUGGCC A AAAACGCC 


10084 


r^^TTYTTTT T /TT T/^ Ik T T/^ 1\ /n» /^^/^/^TTTTA O/^i^ /^^*Tl T /^<^0 H Tk 

GGCGUUUU CUGAUGAG GCCGUUAGGC CGAA IGCCAGAG 


26459 


2198 


8832 


AAAAACGC C CACAACCA 


10085 


UGGUUGUG CUGAUGAG GCCGUUAGGC CGAA ICGUUUUU 


26460 


2199 


6831 


A A A A /"V^^^ A^AA/^/*<A/^ 

AAAACvaCC C ACAACCAG 


10086 


/^T/*»/^TTTT^^T TO A T T/*1 *k 000/*TTTtT1k Ik TOj-VrrTTTfrrT 

CUGGUUGU CUGAUGAG GCCGUUAGGC CGAA IGCGUUUU 


28461 


2200 


8830 


AAACGCCC A CAACCAGU 


10087 


ACUGGUUG CUGAUGAG GCCGUUAGGC CGAA IGGCGUUU 


26462 




oo2a 


a/^/V/^i^A/^ TV A/^^A/*'TTT1/^ 

AiLGCCUAC. A ACCAuULro 


1 AO O O 

XUUoo 


CAACUGGU CUGAUGAG GCCGUUAGGC CGAA XUGGGCGU 


28463 


2ZUd 


o ooc 




1 A AO Q 
XUU07 


OA/^^AAOTT TO A TTO A O ^/■lOOTTTTA OOA A TTTTTOTTOOrt 

CACCAACU CUGAUGAG GCCGUUAGGC CGAA XUUGUGGG 


28464 


Z2UO 


Q Q O ^ 

o o^4 


r'/^Ar'Tv ivr*i^ a r^TTTTrr^T/^/^ 


T A A Q A 


OOAOOAAO /^TOATTOAO OOO/^TTT A OOO OOAA TOTttt/^TOO 

CCACCAAC CUGAUGAG GCCGUUAGGC CGAA XGUUGUGG 


28465 


001 o 


ooU 


TT^nT^2<^TT/^ TT O ATTTT/^ A/"S/^ 


T A A 01 


OOTTOA ATTO OTTOATTOAO OOi"V^ TTTA OO O OOAA T A OOA OOTk 

GCUCAAUG CUGAUGAG GCCGUUAGGC CGAA XACCACCA 


28466 




O O J. J. 


mT/'ST^Tr'TTr' a TTTT/^a^^r'ar* 


1 A A OO 


OTTOOTTf^aa OTTOaiTOAO ^V^OOTTTTAiOO^ I^OAA TAOAO^A^ 

(7UC7LULAA CUGAUGAG GCCGUUAGGC CGAA XAGACCAC 


26467 




Q an A 

OOU4 


r* ATTTTr'a/^i^ a /■v^Ta/^TTTTr^ 


T AAOO 


OaaOTTAO/l /^TOaTTOA^ ^?0/"V*T TTT A 00 OOAA TOTTOAATTO 

GAAGUACG CUGAUGAG GCCGUUAGGC CGAA XCUCAAUG 


28466 


0010 

Z2 JZ 


QOOQ 


r»r«arv3TTar« tt TT/^a^rTr«r^T 


1 AAQ>I 

XUU94 


1\ 00 Ik OTTO A ^TTO Ik T TO A O OOOOT TTTlk OOO OOAA TTVIkOOTTOn 

AGGAGUGA CUGAUGAG GCCGUUAGGC CGAA XUACGUGC 


28469 


ooo c 


o /yb 


/"V^TTa/^TTT^ a OTT/^^^TTT/^T 


10095 


AGAAGGAG CUGAUGAG GCCGUUAGGC CGAA lAAGUACG 


28470 


o o o o 
22 J / 


o /9 J 


TTAr^TTT^A^ TT J^^^TTTOTT^r^ 

UACUUCAC U CCUUCUGG 


10096 


CCAGAAGG CUGAUGAG GCCGUUAGGC CGAA lUGAAGUA 


28471 


O O O Q 

22 J9 


8791 


OTTfT^AOTT^ TTTT/^T/*?O^V^ 

CUUCACUC C UUCUGGCG 


10097 


^li^^^TV ^^Tl TV ^*TT "f/^l TV Y TV ^ <^ ^t^^T TT TH ^* ^ Tl ▼ Tk ^TT^ Tk Tl ^ 

CGCCAGAA CUGAUGAG GCCGUUAGGC CGAA lAGUGAAG 


28472 


224U 


O OOA 


iTTTr^anTor" it itr^ir^fTT^i'^r* 


10098 


r^r^f^ 00 Tk 0 Tk OTTOATTOAO OOOOTTTTAOOO Or^ Ik Ik Tr^AOTTOAlk 

CCGCCAGA CUGAUGAG GCCGUUAGGC CGAA XGAGUGAA 


28473 


2244 


o /o / 


ar^TrV^fWT^ TT /V^^WSITTT^' 


10099 


OAAOOOOO OTTOATTOAO OOOiOTITTA OOO OOlk Ik YAKOOAOVT 

GAACCGCC CUGAUGAG GCCGUUAGGC CGAA XAAGGAGU 


28474 




P70tl 


nncvsrtSfTTTr* a /T/^ann^TiTTT 


1 A1 AA 

xuxuu 


aaaooiTOO ottorttoao ^^ooottttaooo 00 a a t* a a 00000 
AAAGCUCC CUGAUGAG GCCGUUAGGC CGAA XAACCGCC 


28475 




O f f A 


|TpAf2/aiv/2f^ TT TFTPTSTTflTTr* 
UwAuH9Av9V» U UUUoUvaUU 


1 A1 A1 

xuxux 


oa^AOoaa ottoattoao oooottttaooo ooaa t or toot to a 
GACACGAA CUGAUGAG GCCGUUAGGC CGAA ICUCCUGA 


26476 


4bZO 1 


O / O J 


TTTTpnTTniTr* r* ar*n^7TTr*TT/^ 

VJUvm>vjUuUVv A^v»UU\»U\^ 


T A1 AO 

XUXU2 


OarSAA/T!OTT OTTOATTOAra OOOOTTTTAOOO OOAA TAOAOOAA 

LrAurAAUuU CUGAUGAG GCCGUUAGGC CGAA XACACGAA 


28477 


oo<? ft 

4CZOO 


O / DZ 


J'lOCz\l^vl^^^* a r»r*iTiTnT/^T 
UuLjU(j^UL.L» a ul.uu^uuu 


T A1 AO 

XUXU J 


AOAOAAOO OTTOATTOAO OOOOTTTTAOOO OOAA TOlkOAOOTk 

AGAGAACjG CUGAUGAG GCCGUUAGGC CGAA XGACACGA 


28476 




O / O V 




T A1 AA 


aaaoAoaa ottoattoao /^ooottttaooo ooaa tttooaoao 
AAAviAvjAA CUljAUljAG kiCCGUUAGGC CGAA XUGGACAC 


28479 


ZZ # JL 


R7i;q 




1 A1 A C 


OAAAOAOA OTTOATTOAO OOOOTTTTAOOO OOAA TOTTOOAOA 

LAAACtAGA CUViAUGAG GCCGUUAGGC CGAA XGUGGACA 


28480 




o f bo 


r*r*'h.r*fvnir* tt r»rTTTrT^aa/^ 


10106 


GUUCAAAG CUGAUGAG GCCGUUAGGC CGAA lAAGGUGG 


28481 


oooc 
ZZ r O 


R7CA 
O / b4 


APrfTTirTTn it nriraiijiniip 

nL.V«UUv.UW» il UU\win>V..>AV* 


*l A*l AO 


OTTOTTTTOAA OTTOATTOAO OOOOTTTTAOOO OOAA TAOAAOOXT 

GUGUUCAA CUGAUGAG GCCGUUAGGC CGAA XAGAAGGU 


28482 


99B'l 




mTTTTrtu an n Pf TfyiniTfiu^ 

V.UUUV3AA^ A I^U^>A7VtfUUn,.> 


1 A1 AO 

XUXOo 


/50AOOOA/3 OTTOATTOAO OOOOTTTTAOOO OOAA TTTTTOAAAO 

GCAGCGAG CUGAUGAG GCCGUUAGGC CGAA XUUCAAAG 


28483 


2285 


8745 


UUGAACAC U CGCUGCUG 


10109 


CAGCAQCG CUGAUGAG GCCGUUAGGC CGAA lUCSUUCAA 


28484 


2289 


8741 


ACAOJCGC U GCUGCCCG 


10110 


CCSGGCAGC CUGAUGAG GCCGUUAGGC CGAA ICGAGUQU 


26485 


2292 


8738 


CUCGCUGC U GCCCGAAG 


10111 


CUUC6GGC CUGAUGAG GCCGUUAGGC CGAA ICAGCGAG 


28486 


2295 


8735 


GCUGCUGC C CGAAGGGA 


10112 


UCCCUUCG CUGAUGAG GCCGtKJAGGC CGAA ICA6CAGC 


28487 


2296 


8734 


CUGCUGCC C GAAGGGAG 


10113 


CUCCCUUC CUGAUGAG GCCGUUAGGC CGAA IGCAGCAG 


28488 


2312 


8718 


GUAGUGUC A GUCAUGGC 


10114 


GCCAUGAC CUGAUGAG GCCGUUAGGC CGAA lACACUAC 


28489 


2316 


8714 


UGUCAGUC A UGGCCAUG 


10115 


CAUGGCCA CUGAUGAG GCCGUUAGGC CGAA lACUGACA 


28490 


2321 


8709 


GUCAUGGC C AUGGUGGU 


10116 


ACCACCAU CUGAUGAG GCCGUUAGGC CGAA XCCAUGAC 


28491 
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Table K 
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2322 


8708 




1 111 1 *7 


tTiiPPannji nTTiiMTnAfl nfPrsTiTTiifinp pn&iv TnnpnTWSi^ 

UaI.»W^^Ih>A LtUVJAUVanw ^J^V>UUUAUi\7V» UA3nA XV3^V.AUUtn 


28492 


2333 


8697 


rTTfVTTJlAr* JIV TTTlP^ZTTfJliTT 




n\J\m^\J\Jnn. V.UvjtA.UVoAw V7\ii.^.oUU/\UV3^ \,A3nn X U UA^^I-AVm 


•5 OA ca 


2348 


8682 


nrrc*/^ir^tf^ r> r'JMT/tir*nTTTT 
AUGoUGUL' V. UAUvtVjUUU 




AAAL>vJAUG CUGAUGAlj >jL.vA3UUiU3\7L. UuiAA J.AnJAw.vJAU 


28494 


2349 


8681 




T A 1 Oft 




O O A QC 


2350 


8680 




1 m o 1 
XUX^ JL 


r»iiAA&r'r«n mir'&TTpar! fZPPfSfiTTJVfsnn pn&A TnnjiPJiPP 

wuw\AL.w\ L-UvzAUoiU? ol»^oUUAV3ul» ^unn XuoAL*nV«k,> 


OOA oez 


2367 


8663 






Tit^nfir'nr^tk r^yn'ATir^'h^rs. rtPPfiTTlT^fS^SP pn&& tpitppitptt 
AoUv3V3UL.A ^UuAUfoAu u^^JVaUUAIao^ vAsnn XUUUV*UL«U 


OOA on 


2368 


8662 






r*'Afuxr*r*'nr^ rfi/UkiTrtiirt fSPPfZTTiT&rsrtP pn&& t^spttpptip 
wUsUuoU^ L>UuA.Uv3nU uw^^iaUUnulsV* UUAa Xvn.«U^v«Uv« 




2372 


8658 


AGCCUQAC C ACUUCAUU 


10124 


1i RfT/VTk^^T rTT^HTTf^Jkrt rtPP^STTtTHra/aP ^VllkA TTTPIV^S/TSPTT 

AAUGGAGU CUvaAUviAVj viUCviUUAKiViL. CUAA lUUAiJvrUU 




2373 


8657 


GCCUGACC A CuCCAuUG 


10125 


CAAuGGAG CUC^AUGAva oL.L.oUuAG<^ CGAA XvjUCAvioL. 


o o c n A 


2375 


8655 


CUQACCAC U CCAUUGAC 


10X26 


GUCAAUGG CUGAUGAG GCCGUUAGGC CGAA lUGGUCAG 


28501 


2377 


8653 


QACCACUC C AUuGaCCa 


10127 


TWY/WT/^MKTT ^trmiklT/^Tl/n /*t/^/*T/*TTTTTTV ^/*f ^ K T 1i ATT/^^WTn 

UGGUCAAu CUGAUGAG GCCGUUAGGC CGAA lAGUGGUC 


28502 


2378 


8652 


ACCACUCC A UUG2VCCAG 


10128 


CUGGUCTuV CUGAUGAG GCCGUUAGGC CGAA IGAGUGGU 


26503 


2384 


8646 


CCAUUGAC C AGCGAACU 


10129 


AGUUCGCu CUGAUGAG GCCGUUAGGC CGAA lUCAAUGG 


28504 


2385 


8645 


CAUUGACC A GCGAACUG 


10130 


CAGUUCGC CUGAUGAG GCCGUUAGGC CGAA IGUCAAUG 


28505 


2392 


8638 


CAGCGAAC U GGCGGAGC 


10131 


GCUCCGCC CUGAUGAG GCCGUUAGGC CGAA lUUCGCUG 


28506 


2401 


8629 


GGCGGAGC C UGUGGGCU 


10132 


AGCCCACA CUGAUGAG GCCGUUAGGC CGAA ICUCCGCC 


28507 


2402 


8628 


GCGGAGCC U GUGGGCUU 


10133 


AAGCCCAC CUGAUGAG GCCGUUAGGC CGAA IGCUCCGC 


28508 


2409 


8621 


CuGUGGGC U UCACAUCA 


10134 


TT/^I^TTr^Tr^Xl ^Tr^TiTTA&r* /^rirV^TTTA^V^^ ^^KK Tn^^TV/*«Aini 

UGAUGUGA CUGAUGAG GCCGUUAGGC CGAA ICCCACAG 


28509 


2412 


8618 


UGGQCUUC A CAUCAUAA 


10135 


TTTTTVTT^IVTT/^ ^WT/^IVTT^TV ^ ^^<"t^f Tl TtV ^t^K TV TlV^r^^^^^^ 

UUAUGAU6 CUGAUGAG GCCGUUAGGC CGAA lAAGCCCA 


26510 


2414 


8616 


GGCUUCAC A UCAUAACU 


10136 


^ ^TT TY T TV T T^*1 TV t\\ T^*t TV TT^^ T^ /T J*"! J^^^L^TTTYX ^T ^^^TV W ^TY^IV TV 

AGUUAUGA CUGAUGAG GCCGUUAGGC CGAA lUGAAGCC 


28511 


2417 


8613 


UUCACAUC A tJAACUGCC 


10137 


r^r^^ A f^TTTTTV /^Tr^ATT^aO ^/^r^/*YTTrTA f/^O O/^A A TAtTA^T/*^AA 

GGCAGUUA CUGAUGAG GCCGUUAGGC CGAA lAUGUGAA 


28512 


2422 


8608 


AUCAUAAC U GCCGUGAU 


10138 


AUCACGGC CUGAUGAG GCCGUUAGGC CGAA lUUAUGAU 


28513 


2425 


8605 


AUAACUGC C GUGAUAGU 


10139 


TV r*TTYA TY/^T\ r> r^T/^ A TT/^ A /*• ^fSf^^l ITTA /I J^y*^ y^#^A A *r ^ A /"tT TT T A T T 

ACUAUCAC CUGAUGAG GCCGUUAGGC CGAA ICAGUUAU 


28514 


2436 


8594 


GAUAGUUC C AGGUUCUA 


10140 


TTA^AAr^/^T r^T TO A TT/** A f^f^f^i <l Tl TA A^/IO A A TAA/TTTATT/^ 

UAGAAUCU LUGAUCsAb GLCGUUAGGC- CGAA lAACUAUC 


28515 


2437 


8593 


AUAGUUCC A GGUUCuAU 


10141 


A TTA /~I A A /^/^ /^T/^ATT/^AO /^^jT/^TT TA y^O/^ yTi^ A A T* A A /*trT A T Y 

AUAGAACC CUGAUGAG GCCGUUAGGC CGAA IGAACUAU 


28516 


2443 


8587 


/^r^TV/^r^TTTT/^ TT 7\TT1\TT/T!/1/^TT 

CCAGGUUC U AUAUGGGU 


10142 


ACUCAUAU L.UGAUGAG GL.L.GUUAGGL. CGAA 1AACL.UGG 


28517 


2457 


8573 


GtjUGCsUUU u UAUHjUmj 


10143 


CCACviAUvjT L.UuAUoA(j uC^LGUUAGGC CuAA lAACCACL, 


28518 


2459 


8571 


UGGUUCUC A UCGUGGUG 


10144 


^A/^^A/^/^A /^TTOATTOA^ /'lO/'V^T TTTA /^/^ ^/^A A TAOAA/^^A 

CACCACGA CUGAUGAG GCCGUUAGGC CGAA lAGAACCA 


28519 


2469 


8561 


^li^tYY^^IYY^/^ TV ^^/^T T^^ ^ H 

CGUGGUGC C ACGUC6AA 


10145 


UUCGACGU CUGAUGAG GCCGUUAGGC CGAA ICACCACG 


28520 


2470 


8560 


GUGGUGCC A CGUCGAAC 


10146 


GUUCGACG CUQAUGAO GCCGUUAGGC CGAA IGCACCAC 


28521 


2479 


8551 


CGUCGAAC U GUACUCAC 


10147 


GUGAGUAC CUGAUGAG GCCGUUAGGC CGAA lUUCGAOG 


28522 


2484 


8546 


AACUGUAC U CACGCCUG 


10146 


CA6GC6U6 CUGAUGAG GCCGUUAGGC CGAA lUACAGUU 


28523 


2486 


8544 


CUGUACUC A CGCCUGAG 


10149 


CUCAGGCG CUGAUGAG GCCGUUAGGC CGAA lAGUACAG 


28524 


2490 


8540 


ACUCACGC C UGAGUCGU 


10150 


ACGACUCA CUGAUGAG GCC(S^PlQGC CGAA ICGUGAGU 


28525 


2491 


8539 


CUCACGCC U GAGUCGUU 


10151 


TV IV TV T^T /^T T/^ TV T T/^ IV <T /^^dTT^TT TTTTV r^^^ ^ ^^TV TV T ^ ^T^^tT TV ^ 

AACGACUC CUGAUGAG GCCGUUAGGC CGAA IGCGUGAG 


28526 


2501 


8529 


% ^'^fTTn^TTTT^^ Tk W V'T^^WY^^TTT Y 

AGUCGUUC A AUCCUGUU 


10152 


TV TV ^IV ^^TV TT T/*T TV T T^ TV ^ W 1 1 11 TTV 0^0% ^ J^/^Tk T%, T* H, It ^^^^ H T 

AACAGGAU CUGAUGAG GCCGUUAGGC CGAA lAACGACU 


28527 


2505 


8525 


GUUCAAUC C UGUUCUUG 


10153 


^TV TV^^TV IV <TTV ^TT^TV TT^TV 0% ^%^0^0^^ WW T^V 0H0%0% HV TV ^ % ▼ 

CAAGAACA CUGAUGAG GCCGUUAGGC CGAA lAUUGAAC 


28528 


2506 


8524 


UUCAAUCC U GUUCUUGA 


10154 


UCAAGAAC CUGAUGAG GCCGUUAGGC CGAA IGAUUGAA 


28529 


2511 


8519 


UCCUGUuC U UGAUUUUA 


10155 


TTA A A A TTO A ^TTT/** ATT^ A^ ^^n^t TT 1 A ^^i^ A TAA^AM^A 

UAAAAUCA CUGAUGAG GCCGUUAGGC CGAA lAACAGGA 


28530 


2521 


8509 


^*TTTYTTrTJ^ T"f f^f^TTm'^f^T^ 

GAUUUUAC U GGUGUCUG 


10156 


A A A /^r^ /TTT/^ A TT/^ A O/^/^A^TTTA /^^/^ rVI A A TT Y A A A A YT/*^ 

CAGACACC CUGAUGAG GCCGUUAGGC CGAA lUAAAAUC 


28531 


2528 


8502 


CuGGUGUC U GAGUUGAG 


10157 


CUCAACUC CUGAUGAG GCCGUUAGGC CGAA lACACCAG 


28532 


2538 


8492 


AGUUGAGC A GGGGUUUU 


10156 


AAAA^^/^^ A^T/*1 ATT^ A /^/^^/^TTTTA f^/^ A A Y Y^ A A A>T T 

AAAACCCC CUGAUGAG GCCGUUAGGC CGAA ICUCAACU 


28533 


2548 


8482 


GGGUUUUC C CACCGCCC 


10159 


^ /-I /"» /•T^T /TT T^^ ^tTT^ TV TT^ IV /T ^^^^tTTTTK TV TV Y TV Ti Tfc TV ^#^^T 

GGGCGGUG CUGAUGAG GCCGUUAGGC CGAA lAAAACCC 


28534 


2549 


84 81 


GGUUUUCC C ACCGCCCU 


10160 


?V /^O^^H^l^TT ^TT T^ TV T T^T T\ ^^^^YWYtv ^T ^T TV Yv IV TV TV IV 

AGGGCGGU CUGAUGAG GCCGUUAGGC CGAA IGAAAACC 


28535 


2550 


8480 


GUUUUCCC A CCGCCCUG 


10161 


mk^n^f^/'ir^ ATTT/*^ Af T/^ A OOO^TTTTTA/^/^O A A X i^/*Hv IV A A <^ 

CAGGGCGG CUGAUGAG GCCGUUAGGC CGAA IGGAAAAC 


28536 


2552 


8478 


UUUCCCAC C GCCCUGGu 


10162 


A<^^A^^/^#^ /^TOAtT/^A/^ /*l/*l/*iytl f TTA nf^f* #^/^A A TYY/^»^/^AAA 

ACCAGGGC CUGAUGAG GCCGUUAGGC CGAA lUGGGAAA 


28537 


2555 


8475 


r^r^t~* yi. r*» /*i r^T/T*TTTT/^^ 

CCCACCX5C C CUGGUuCC 


10163 


A A ^/"t A /^T/^ATT/^A^ TITA /^/^AA T /^/Nr^T Y/*t/*«#^ 

GGAACCAG CUGAUGAG GCCGUUAGGC CGAA ICGGUGGG 


28538 


2556 


8474 


CCACCGCC C UGGUUCCA 


10164 


TT^^AA^^A /^T^ATT^A^ ^^^^tTTTTA r^^^ ^>^A A ^ e^r^^%f^\ 

UGGAACCA CUGAUGAG GCCGUUAGGC CGAA IGCGGUGG 


28539 


/ 


Q A "70 

o% / 3 


f^^f^f*nj^f*r* TT /^nTTTTPi^Ar^ 
CACCGCCC U GGUUCCAC 


10165 


GUGGAACC CUGAUGAG GCCGUUAGGC CGAA IGGCGGUG 


28540 




QA C7 
040 f 


CCuGGUUC C ACUUCCCA 


lOlOD 


YT^nO A A ^TT ^Tf TO ATTO A O OOOOTTTTA 0/*10 O^TV A Y A A AT^^A /AO 

UGGGAAGU CUGAUGAG GCCGUUAGGC CGAA lAACCAGG 


28541 


1 CCA 


QA 

04Db 


CUGGUUCC A CUUCCCAA 


lOlbV 


YTTTOOOA AO OTTOATTOAO OOOOTTTTAOOO OOATV TOAA^OA^ 

UUGGGAAG CUGAUGAG GCCGUUAGGC CGAA IGAACCAG 


28542 








10168 


AOITTTOOOA OTTOATTOAO OOOOTTTTAOOO OOA A TTTOOAAOO 

ACUUGGGA CUGAUGAG GCCGUUAGGC CGAA lUGGAACC 


28543 


C C Q 


OA CI 


ULCALUUC C, CAAuUUUA 


10169 


YY7V TV TV ^TTYTT^ /TT Tr^ TV T T^T IV ^ <T^^*^TYYYTV ^t^H^T TV TV ^ TV TV ^YYY^rt TV 

UAAACUUG CUGAUGAG GCCGUUAGGC CGAA lAAGUGGA 


28544 


2570 


8460 


CCACUUCC C AA6UUUAC 


10170 


GUAAACUU CUGAUGAG GCCGUUAGGC CQAA TGAAGUCSG 


28545 


2571 


8459 


CACUUCCC A AGUUUACA 


10171 


UGUAAACU CUGAUGAG GCCGUUAGGC CGAA I6GAAGUG 


28546 


2579 


8451 


AAGUUUAC A UCUUCCUC 


10172 


GAGGAAGA CUGAUGAG GCCGUUAGGC CGAA lUAAACUU 


28547 


2582 


8448 


tJUUACAUC U UCCUCGUA 


10173 


UACGAGGA CUGAUGAG GCCGUUAGGC CGAA lAUGUAAA 


28548 


2585 


8445 


ACAUCUUC C UCGUAUUG 


10174 


CAAUACGA CUGAUGAG GCCGUUAGGC CGAA IAA6AUGU 


28549 


2586 


8444 


CAUCUUCC U CGUAUUGG 


10175 


CCAAUACG CUGAUGAG GCCGUUAGGC CGAA IGAAGAUG 


28550 


2599 


8431 


UUGGGGUC C CUUCCAGG 


10176 


CCUGGAAG CUGAUGAG GCCGUUAGGC CGAA lACCCCAA 


28551 


2600 


8430 


UGGG6UCC C UUCCA6GU 


10177 


ACCUGGAA CUGAUGAG GCCGUUAGGC CGAA IGACCCCA 


28552 



318 



wo 02/068637 



Table K 
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ux 


Q AO Q 




10178 


GAPPTIGGA PTinATTGAG GPPGTTITAGGC CGAA IGGAPPPP 






nA9C 
O^^O 




10179 


AAGGACCU dlGAlTGAG GPPGTUUAGGC CGAA IAAGGCeAC 


28554 




8425 




10180 


AAAGGACC CUGAUQAG GCCGUUAGGC CGAA IGA2\GGGA 


28555 


2610 


8420 


UCCAGGUC C UUUUUUCC 


10181 


GGAAAAAA CUGAUGAG GCCGUUAGGC CGAA lACCUGGA 


28556 




8419 




10182 


UGGAAAAA CUGAUGAG GCCGUUAGGC CGAA IGACCUGG 


28557 


2618 


8412 


CUUUUUUC C AUUCUUCC 


10183 


GGAAGAAU CUGAUQAG GCCGUUAGGC CGAA lAAAAAAG 


28558 


OCT O 


o^xx 




10184 


AGGAAGAA CUGAUGAG GPPGUUAGGC CGAA IGAAAAAA 


28559 




8407 




10185 


UCCUAG6A CUGAUGAG GCCGUUAGGC CGAA IAAU6GAA 


28560 




8404 


PM7T7PITTTP P TIAC3GAGCA 


10186 


UGCUCCUA CUGAUGAG GCCGUUAGGC CGAA lAAGAAUG 


28561 




8403 


aTTTTPTTTTPP TT AflGAGPAP 


10187 


GUGCUCCU CUGAUGAG GCCGUUAGGC CGAA IGAAGAAU 


28562 


oca X 




pTTirs/iivrsp 21 ppTinnPTTG 


10188 


PAGPPAGG PTTGRTTGRG RPPRTTTTAGGP PGA A TPTTPPITAG 


28563 




0-5^4 




1 m fl 0 
xux 0 y 


appa/^ippzi PTmarTrjziG nppGTTTTAnnP rvjAA tttgpttpptt 


28564 


2637 


000^ 




1 m on 
xu x^u 


V3AV_L^oL>^ L>UOAUI>jAw VjL^^utUUAVjvj^ ^Vjn/\ XoUv7V.rU v.. V_ 


28565 




Q 0 a 0 
0 Joy 




XUX9X 


ATTATTGAPP PTTGATTAAG GPPGT77TAGGP rV3AA TPPAGGTTrt 


^OSQO 








10192 


AGITGAATTA PTTGAUGAG GPPGUITAGGC CGAA TAPCAGCC 

MVvUUnAUA X«UV3AUV3/Wi7 V3Vm^\JUUAV9VJV» \*VJrtA X AV„ V^iAVIrVa. 


28567 




Q 0 OD 


T7r»aTT2vrTTTr« a /^Tr*a aTT/2TT 


XV/X J7 J 


APATTTTPAG PTTGATT^SaG GPPGTTTTSGGP PGA A TAATTATTGA 


^ 030 0 




Q 0 OC 


JVTTJMTTT^ar^ TT r»2V UTT^TTAO 


1 m OA 


GITAPATTtTP PTTGZSkTTGAG GPPGTTTTAGGP PGA A TTTGZIATTATT 


0 R C^^Q 
46 0 SO 7 




QOC7 
OJO / 




XUX73 


GGPAATTGTT PTTGATTGAG GPPGTTTTAGGP rVJAA TTTAPATTTTP 


^ 0 3 / U 


^004 


0000 


AATTHITAPP A PATTTTTIPPIT 


10196 


AGGPAAT1R CTTGATJGAG GPPGtJITAGGP PGA A TGTTAPAtlTT 


28571 


ZOOO 


0 J 0^ 


TTPTTAPPAP A T7TT/2PPrT<7!A 


XUX7 / 


TTPAGGPAA PTTGAITGAG GPrV3TlTTAGGP rY7AA TTTGGTTAPA 


^09 


AO f X 




PaPATTTTGP P TTRAAGPTTP 


1 ni QR 

XU X J^O 


GAGPTTTTPA PTTGAUGAG GPPGTTTTAGGP PGAA TPAATTGTTG 


^ 03 f .9 


^ 0 / 


0 J3o 


APATTTT/^PP TT /^AArjPTTPn 


xux 79 


PGAGPTTTTP PTTGAITGAG GPPGTTTTAGGP PGAA TGPAATTGTT 


9fl ^7A 


9S'7R 


R'^ c:0 


ppTTnaanp tt pgapitpap 


xu^ 


GTTGAGTTPG PTTGAT7GAG GPPGTTTTAGGP PGAA TPTTTTPAGG 


0 R J^7c; 




0 J / 


A^2PTTrY3AP TT PAPPPAATT 


10201 


ATTTTGGGTTG PTIGATTGAG GPPGTTTTAGGP f\3AA TTTPGAGPTT 


28576 




R*) AQ 


(^TrviAnTP a ppr»aATTAP 


1 no n9 


GTTAT1TTGGG PTTGATTrSAG GPPGTHIAGGP PGAA TAGTTPGAG 


OflC77 

zoo 1 1 


4SOO / 


R 1 A "3 


P/3APTTPAP P PAATTAPATT 
\«V3riVi*UL>AV« v« L>aaUaV<>aU 


XU«U J 


ATTGTTATITTG PriGATTnAG GPPGTTTTAGGP PGAA TTTGAGfTPG 


Oflcoa 

« /O 


^000 


RT49 


rtAPITPAPP P aattapattp 

V9n.^UV>A^«M \^ aaUauaU^ 


1 n9nd 

xu ^v± 


GAT1GTTAT1TT CTTGAtlGAG GPPGTTTTAGGP PGAA TGTTGAGTTP 


0 a COQ 

A 0 3 / 7 


^007 


0 Jrt X 


APTTPAPPP A AfTAPATTPTT 


1 n9rt'? 

XU^ U3 


AGATTGTTATT PTTGATTGAG GPPGTTTTAGGP PGAA TGGTTGAGTT 


OR c^fln 

^ 0 30 V 




R'3 "^j; 

0 J JO 


PPP A atT A P A TTPTTPf5TTr!P 


1 n9 nfi 

XU 4S uo 


GPAPGAGA PTTGATTGAG GPPGTTTTftGGP PGAA TTTATTTTGf3G 


^ 0 30X 


9^Q7 
*o ^ f 




AATTAPATTP TT rV^TTGPGTTn 


10207 


Ci^CfXCJ^CCl PTTGATTGAG GPPGTTTTAGGP PGAA TATTGTTATTTT 


28582 


9 710 
Z / XZ 


00X0 


TTfTTIAIiTTrTP P OTTnAOAniT 


10208 


APTTPTTPnP PTTGATTGAG GPPGTTTTaGGP PGAA TAATTTTPPA 


0 R t;fl7 
^ 0 3 a J 


2728 


8302 




10209 


GAPTTGGTTP PTTGAITGAG GPPGTTTTAGGP PGAA TAAAPPPA 

VJlrtV» ViVJVjU V^ \^\J\JT\\J\,3tV'J VJV« V«V7U V.FAVjV7V> V»V3.nA. XArlAV^V^V«>A 


28584 


z / 


flO QR 


TTTTTTPTTfSAP P AGTTPPPPP 


1 09 1 n 

X U ^ X w 


GHGGGAPTT PTTGATTGAG GPPGTTTTAGGP PGAA TTTPAGAAA 


OR tr flc 


07^5 "3 
z / J J 




TTTTPTTPAPP A nTTrTTTT^r* 


XU4£ XX 


CiClflC2Cimi.O PTTGaTTf3AG GPPGTTTTAGGP PGAA TGTTPAGaA 


OR CR<r 






PaPPJifJTTP P PPPPPPATT 


1 n9 1 9 
xu^ xz 


ATTGGGGGG PTTGATTGAG GPPGTTTTAGGP PGAA TAPTTGGTTP 

AUOOv3V5V3Uf V^UUAUVjrAO Vj\».V».VjViUrt.v5V3V^ V^VJn/^ XaV,»Uv7V7UVv 


OR t^R7 




0000 


JvL\SA\3\J\^\m L. v»L.W«L.LiAVJA 


1 no 1 7 


jt^jicmrsfzfi ntjei'h.tjcih.a. rtPPCTTTTanczr* rwaa Tfi'^t^xcir*\t 


00 CQQ 






PPAfiTlPPP P PPPPATTAP 


•1 AOI A 


GTTATTGGGG PrmATTf2AG GPPfiTlTTAGGP PGAA TGGAPITGf^ 


OR COO 


0 "7 A 


0 0 on 


f^%f^ir*r*f^r* 0 *^#^r»aTTar»/^ 
LIAUUVmCUU U wu>(JaUa\i,»U 


1 noi c 




0 0 con 


0 OAT 


RO RQ 


AflTTPPPPP P PPATTAPPfa 


xu«xo 


PGGITATTGG PTTGATTfSAG GPPGTTTiaGGP PGAA TGGGGAPfl 


00CQ1 


9 7A9 


R9RR 


nnrnnnnc p pattapprg 


1 noi 7 

XU^ X # 


PPGGTTATTG PTTGATTGAG GPPGTTTTAGGP PGAA ICiClCZC^^O 


OR CQO 


97A1 


0^0 1 


nrcnrnnc* p ATTAPPfvzp 


1 noi R 
xuz xo 


GPPGGT7ATT PTTGATTGAG GPPGTTTTAGGP PGAA TGGGGGflA 
VSV-.^VTOUAU ^UucnUOAV? Vj\^v«VjU Uaov7 W l_Vvi/\ XuuuovTUA 


OR CO*! 




8286 


CTC^crcc'c A TTAPpnrjpn 


10219 


PGPPGGTTA PTTGATTGAG GPPGTTTTAGGP PGAA TGGGGGGG 


OR QA 


2748 


6282 


PPPPATTAP P GnPrSTTTTfir! 


10220 


PPAAPGPP PTTGATTGAG GPPGTTTTAGGP PfJAA TTTATTGGGG 

V^^—firtV^ VJV^ V- V^UOAUOAv? v3V>^v7UUrVV3VJ^ V.VAnA XUAvJwVJOV? 


0 R c;qc; 

Z 0 3 73 


2760 


8270 


GTTTIfiOAGP A GPTTPPAITP 


10221 


GATTGGAGP PTTGaTTGAG GPPGTTTTAGGP PGAA TPTTPPAAP 


9 fl ^QC 
^ 0 3 70 


2763 


8267 


GGAGPAfiC n CCAITPITUP 


10222 


GAAGATTGG PTTGATTGAG GPPGITIIAGGP PGAA TPITGPTTPP 

V7AnUAUV9V7 VvUvTaUOAw VTVvWV? W UrtvJVJv.. WUAA X Va.Uv7V.U V»V-. 


^037 / 


2765 


8265 


AfSPAOPTTP P ATTPITTTPTTP 

AUV«AUi^UV« V* AiJ^UU\«UW 


XU^^ J 


GAG A AG ATT PTTGATTGAG GPPGTTTTAGGP PGAA TAGPTTGPTT 


«037o 




R9^d. 

0^04 


GPAOPTTPP A TTPTTTTPTTPTT 


1 nooA 


AnanaarsA rtT/^aiTr'an riPPnnTTannr^ p^^aa Td'h.nnx'xtir* 

AwiVJnAvjA v«UuaUoav3 o^^^UUnVao^ L^uHA Xvi/\v7v»UVjV. 


0 Q C QQ 
Z0377 




OZOX 


GPTTPPATTP TT TTPlTPTTATTrt 


1 nooc 


/^aTTanana r«iT^3aTTr'ar» nr'rYiiTTTafi/^r* nnaa TaTT/inanr* 


0 Q £nn 


2772 


8258 


PPATTPTTTTP TT PTIATTGAPTT 


X v^4C 0 


A<?TTPATTAG PTTTaATTftarS flPPGTTFTAGGP PGAA TAAnATTrU? 




2774 


8256 




10227 


AAAGTTPATT PTTGATTGAG GPPGTTTTAGGP PGAA TAGAAGATT 




2780 


8250 




10228 


ATTGPPGAA PTTGATTGAG GPPGTTTTAGGP PGAA TTTPATIAGA 

AUu\a^V3AA ImUUaUUaL? VJv>V_VJVJ L/rW7V7^ V«\3nA XwVvAUAVSa 




2787 


8243 


CUUUCC3GC A UGUAC3GC5G 


10229 


PPPPITAPA PTTGATTGAG GPPGTTTTAGGP PGAA TPPGAAAG 


28604 


2797 


8233 


GUAGGGGC A GAGCACCU 


10230 


AGGTTGPTTP PTTGATTGAG GPPGTTTTAGGP PGAA TPPPPTTAP 


28605 


2802 


8228 


GGCAGAGC A CCUUCACG 


10231 


CGUGAAGG CUGAUGAG GCCGUUAGGC CGAA ICUCUGCC 


28606 


2804 


8226 


CAGAGCAC C UUCACX3CA 


10232 


UGCGUGAA CUGAUGAG GCCGUUAGGC CGAA lUGCUCUG 


28607 


2805 


8225 


AGAGCACC U UCACGCAA 


10233 


UUGCGUGA CUGAUGAG GCCGUUAGGC CGAA IGUGCUCU 


28608 


2808 


8222 


GCACCUUC A CGCAAAAU 


10234 


AUUUUGCG CUGAUGAG GCCGUUAGGC CGAA lAAGGUGC 


28609 


2812 


8218 


CUUCACGC A AAAUUCCC 


10235 


GGGAAUUU CUGAUGAG GCCGUUAGGC CGAA ICGUGAAG 


28610 


2819 


8211 


CAAAAUUC C CUUGGCCC 


10236 


GGGCCAAG CUGAUGAG GCCGUUAGGC CGAA lAAUUUUG 


28611 


2820 


8210 


AAAAUUCC C UUGGCCCU 


10237 


AGGGCCAA CUGAUGAG GCCGUUAGGC CGAA IGAAUUUU 


28612 


2821 


8209 


AAAUUCCC U UGGCCCUC 


10238 


GAGGGCCA CUGAUGAG GCCGUUAGGC CGAA IGGAAUUU 


28613 
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2826 


O A Vi 




10239 




28614 


2827 


8203 




10240 


TTfV^APrOA PTTG2VTTGAO GC!C?GTIl7aGGn PGAA TGPPAAGG 

UV7\,#AVv\mVJA WillJUAUwAV OWv^wW v/AUV\« \«V3nn XUw^AnUK? 


28615 


2828 


8202 




1 054.1 
xu^tx 


PTTGPAPPG PTTGATTGAG GCCGlltTAGGP PGAA TGGPPJVAG 


26616 


2835 


8195 




X v4^^ 


GGAPTTGGP PTTGATTGRG GT^PGIinAGGP PGAA TPAPPGAG 


28617 


2838 








TIGAGGAPIT CUGAUGAG GCCGUUAGGC C6AA ICUGCACC 


28618 


2839 


8191 






T1TTGAGGAP PTTGATTGAR GCPGITITAGRT! PGAA IGPtTnCAf 


26619 


2843 


O 1 Q'7 




XU 


ATTGGITTTGA PTTGATTGAG GPPGTTTTAGGC PGAA TACTTGGCCT 


26620 


2844 


818d 


PPPHPTIPP TT PJMIPPIMTTT 


XVA^O 


ZiATTGGTTITG PTTGATTGAG GPPniTTTAGGP PGAA TGAPFTGOf* 


28621 




oxo4 


PJi/lTTPPTTP 2i aPPWITTTTP 


10247 


GAAATTGGU CUGAUGAG GCCGUUAGGC CGAA TAGQACUG 


28622 


2849 


OXOX 


TTr'PTTPa a.P P 2iTTrTTTP2i2if2 


xu^^ o 


PTTTTGaaATT PTTGATTGAG GPPGTTITAGGP PGAA TTTtTGAGGA 


28623 


2850 


Q 1 Q A 


ppTTPaapp ft. TTHTTPaAnfZ 


XU^427 


PPTTTTGHAA PTTGATTGAG GPfYTTTTTAGGP PGftA TGTITTGAGG 


28624 


o o c c 
2835 


OX /5 


ftPpaTTiTTiP ft arinapppTJ 


10250 


PGGGTTPPTT PTTGaTTGAG GPPGTTITAGGP PGAA TTVRAtTGGTT 


28625 


2861 


81d9 




10251 


APGATTTTPG PTTGATTGAG GPPGTTTTAGGP PGAA TTTPPTTTTGA 


28626 


2862 


8168 


riHA/5Pl\PP naRTTPflTTP 


XU^3<(i 


fZAPGATTTTP PTTGATTGAG GPPGTTTTAGGP PGAA TGTTPPTTTTG 


28627 


2871 


8159 


i^yikKi^r*f^ir* XTivTt/iPiTPTT 
GAAUCoUu C UAUGt^Uv^U 


XU^iO^ 


a/^AraPATTA PTTflATTnAn /V^PnTTTTAlTnP Pf2AA TAPGATTTTP 
AvjAo\JAiXA L.UoAUutAur V:r^L.V7U UAuOL» wucAn. XAUVsAUU^ 




2872 


8158 


7\ MirvrTrT" it aTTPPTTPTTTt 
AAULAjrUUL. U AUoCUV^UU 


1 AOC A 


AAGAnPATT PTTGATTGAfl nPPrarTTTA^2(^P PflAA TflAPRATTTT 
AAurAljv.mAU V^UOAUUAV? V7Vm>\.oU UAoo^ \,,.^AA XV3AU.UAUU 




2877 


8153 


UCCUAUGC U CUUCAACC 


10255 


GGUuGAAG CUGAUGAG GCCGUUAGGC CGAA XCAUAGGA 


28630 


2879 


8151 


CUAUGCUC U UCAACCUC 


10256 


IV ^^TTTT^ TV ^ITT^1VTT/^TV/t ^ /' W W «l 11 T1V ^ ^VITV TV YIV^^TVTTTV^ 

GAGGUUGA CUGAUGAG GCCGUUAGGC CGAA xAGCAUAG 


28631 


2882 


8148 


UGCUCUUC A ACCUCA6C 


10257 


r^oTTPa^PTT r^TPaTTPa/^ pprv^TTTTAPPP ^^aa Taa/^a/5Pa 
G\,.UuAu(,jU CUliAUoAG (jULXjUUAG^U CuAA XAAUAbCA 


00^00 
28o j2 


2885 


8145 




XU^OD 


aPTW^PTTrsa PXTfiaTTnap riPpnTTriAnnp praaa TTTTTnaaraa 

AV^UUrCUuA ^^LrVjAUuAvj o<>^V_urUUAvavjV.^ v.UnA XUUuAAvsA 


oa£^ 1 


O Q Q £ 


O X44 


/^TTTPaTiPP TT pa/^paPTTTT 


X U^37 


AAGTTGPTTG PTTGATTGAG GPPGTTTTAGGP PGAA TGTTTTGAAG 


28634 


O Q Q Q 


QIAO 




XU^ D U 


TTPAAGTTGP PTTGATTGAG GPPGTTTTAGGP PGAA TAGGTTITGA 


28635 


OQQ1 


oXJ? 


appTTPanp a PiTTinAprizv 


10261 


TTPGTTPAAG PTTGATTGAG GPfVJTTTTAGGP PGAA TPTTGAGGTT 


28636 




Q 1 "5 T 
UXJ / 


pTTPappAP TT TTi^apnar!/^ 


xu^ 


PPITPGTTPA PTTGATTGAG GPPGTTITAGGP rY^AA TTTGPTTGAG 




2904 


□ Xzo 


Tvr'PBr'PnP tt pttpp^att/^ 


1 n9C3 
XU.604 


PATTPGGAG PTTGATTGAG GPfyaTTTTAOGP PGAA TTTPPITfVWT 

(JaUIm13V3au lM.UUAViUAV7 U\,AA7UUAWJ\.» ^V9nA XU^ImUwA9U 




2906 


8124 


OanPTVPTTP TT PPraHTT/lTTP 


xu«b4 


riAPATTPGG PTTGATTGAn faPPGTTfTAGGP PGAA TAGTTPPTTP 


Zoo 


2908 


8122 


n/^aPTTPrTP p rtaTT/2TTPap 


XU^O D 


riTTGAPATTP PTTGATTGAG GPPGTTTTAGGP PGAA TAGAGTTPP 
OUurAUAVJL. ^UUtAUvaAV? V>V«LAjVJUAo^9W v>V7AA XAoAxjrvlvV,^ 


ZOD4V/ 




oXXb 


pppRTTPTTP a r^'h.'^'h.cin.'h.ci 

L>v<AjAUoUV. a V_AAriV3oAO 


XU^ D D 


PTTPPTTTTTTG PTTGATTGAG GPPGTTTTAGGP PGAA TAPATTPGG 


9 

Zo04 X 


2917 


8113 


UAUGUCaL a AAoUAWjo 


1 AO C "7 


PPPTTPPTTTT PTTPaiTPaP PPPPTTTTaPPP PPaa TTTPaPaTTP 


OOCA 0 


2 93 0 


8100 


^/SftPTTrtTTP a PRAPaPTTP 
A&3N3V3Uv9U^ A l.AAUAL>U^M 


XU^O o 


GAGTTGTTTTG PTTGATTGAP GPPGTTTTAGGP PGAA TAPAPPPTT 
vaAoUvsUUVa v-UoAUvjAIj o^COUUA^jV^V,. ^VaAA XAUA^.«.v«v.U 


OQCA1 






IjVjU^ULaAVi A A<.<AL>UL^V7 


1 09 *t Q 


PTTGAGTTGTT PTTGATTGAG GPPGTTTTAGGP PGAA TTTGAPAPP 


28644 


2935 


8095 


/^TTpapaap a PTTPa/^aa/3 


xu^ / u 


PTTTTPTTGa^^ PTTHaXTGaP GPPGTTTT&GGP P/^AA TTTTTPTTfiaP 




i^^J / 




papaapup TT P2if5aAf2nTT 

UA(..AAVmA^ U ^AVJAAUVjU 


10271 


APPTTTTPTTG PTTGATTGAG GPPGTTTTAGGP PGAA TTTGTTTTGTTG 


28646 


293 9 


8091 


paapapTTP a naanriTTPTT 


1 09*79 
xu^ / ^ 


AGAPPITTTP PTTGATTGAG GPPGTTTTAGGP rV2AA TAGTTGITTTG 




*5 OAT 


Q n Qi 
oUo J 


anazvpfZTTP TT riTTZVfsaapjv 

A(.3AA\7CrUv,< \J OUAV3AA\.^ 


xu^ / o 


TTGITTTPTTAP PTTGATTGAG GPPGTTTTAGGP PGAA TAPPTTTTPTT 


28648 




oU /5 


TT/TITKnMkP 2V PaTTPPAPTI 


1 097A 


AGTTGGATTG PTTGATTGAG GPPGTTTTAGGP PGAA TTTTTPTTAPA 
AVaUVaVjAUVS VvV<Iv3AUUAu O^^VaUUAVsWV* VvVxnA XUU\^UAV.i>A 


Z0047 


2957 


8073 


TTKr^ a a pa p a iTPPa pttpp 




GG&rSTiriGa PTTGaTTGAG GPPGTTTTaGGP PfSaa TTWSrTfTPTTa 


OQC C A 


2960 


8070 


aar*a/^aTTr* a/**TTPPaprT 
AACACAUC C ACUCCaCU 


XUZ /O 


aPTTr»paGF-T PTTPaiTPap ppppTTTTappp ppaa TaTxr^TPiTTT 


Zobbx 


2961 


8069 


a/^ar^aTT/^o a Ptxppa/^TP 
ACaCAUCC a CUuvJAuUVi. 


XU^ / / 


paPTTfSPap PTTPatTGap pppPTtrTapGP poaa TGatTPTTrarT 




2963 


8067 


IV /*1TVTTO/^a TT P^aPTT/^TTT 

ACAUCCAC U CCAuUCUU 


10278 


aapapTTPP PTTPATTPar" ppr'PTTTTappp pptva tttppattptt 
AAvjAtrUvj^a uUoAUviAlj ^jrL.L.UrU U AoVjL. CvjAA XUIjUALUjU 


26653 


2965 


8065 


AUCCACUC C ACUQJUuCA 


10279 


TT/^TvA^aPTT i^TPaxTPar^ /^p/^r^TTTappp rv3aa Tar*TT/v^aTT 
UvxAAbAvrU t-LKaAUUAvj VaUL.(jU UAolaL. CuAA XAviuWiAU 


28654 


2966 


8064 


TxrT'A /^T^r» a PTTr»TiTT/^aTT 


1 AO Q A 


aTTPAapap PTTpatipap ppppTTTTaGGP PGaa TPapTT^spa 
AUvjAAvjA^j, v-ULiAULiAo V7V.L.0UUA0UU UviAA XoALiUoUA 


0 Q C C C 


2968 


8062 


oaPTTO/^ar* tt PiiTTPaTTPP 


1 AO D T 


ppaiTPaap PTTpaiTPap ppppTTTTaGPP ppaa tttcipapttp 


0 D C C C 

Zoobb 


2970 


8060 


PTTPPaPTTP TT TTPaTTPPTTP 


1 nOQO 

XU^d«& 


PaPPflTTGa PTTPATTGaP GPPGTTTTaGGP PGat TaPTTGGAG 


Z 0 DD / 


a)9 to 




paPtTPTTiTP a TTp^TT/^apa 


1 09ft^ 


TTGTTPAPPA PTTGATTGAG GPPGTTTTAGGP PGAA TAAGAGTTG 


ZOObO 


O OQ 1 
J. 




aTTTinTTfllVP 21 UTTfSTTTfPPlV 


1 09ftA 


TIGGAAPATT PTTGATTGAG GPPGTTTTAGGP PGAA TTTPAPPATT 


Z0099 


2988 


O A A O 

oU4^ 


paaTTPTTTTP p aTTPpaTTaa 


1 AOQC 

xu^ob 


TTTTATTGGATT PTTPATTGAG GPPGTTTTAGGP PGAA TAAPATTTTG 
UUAUVaoAU v^UoAUuAur l^V^CuU UA^jO^* ^^AA XAALiAUUv^ 


0 Q C*? A 




Q A A 1 


aaiTPTTTTPi^ a TTPPaTTaap 


1 AOQC 
XU4eob 


PTTTTaTTGPa PTTpaTTPar" ppppTTTTaGGP PGaa TGaapaTTTT 
oUUAUuvsA V^U^oAUisAlo UAoV7V,« CoAA XVjAAUAUU 


Z DbbX 




Q A1 a 


^TTTTPPaTTP P atTaaPTTTTTT 


1 090*7 

xu«o / 


AAAPTTTTATT PITPATTGAP GPPGTTTTAGGP PGAA TATTGGAAP 
AAAvvUUaU UU\3AUoAV7 vaVvLrVjUUAVaoV* ^unA XAUuuAAIm 


OQCCO 

zobb«s 




Q A'a T 


TTiTPPaTTPn a tTaaPTHTiira 


XU«00 


paaapTTfTa PTtrsaTTPap pppGTTTTaGGP rviaa TGaxTGGaa 


zobb J 




Q A'a o 


TTPPanaap tt TTfTfSPaPiTa 
UC\JAUAAU U UUVjuAuUA 




TTaGtTGPaa pttpaTTPar* ppppTTTTaGGP PGaa TTlTTaTTGPa 
UAUUvvJAA LtUviAUuAo ov^CvaULIAouV. UvanA XUUAUwjA 


OQCCA 

Zobb4 




Q AOT 


aaPTTTTTTrSP a PTTarSTTTTrtrt 


1 09Q0 


PPaaPfTaP PTTPaTTPaP 'GPPGTTTTaGGP PGAa TPaaaGTTTT 
(.•LAAUlJAlj CU(iAU<jAV7 vjUpUjUIJAooU UoAA XL.AAAV3UU 


0 Q C 






PTTTTTTfZPZLP TT TKTTTTTnnfSrt 


1 09Q1 


PPPPAAPTT PTTGATTGAG GPPGTTTTAGGP PGAA TTTGPAAAG 


opcirr 
^0000 


3015 


8015 


GUUGGGGC U CIKJCAUGU 


10292 


ACAUGAAG CUGAUGAG GCCGUUAGGC CGAA ICCCCAAC 


28667 


3017 


8013 


UGGGGCUC U UCAUGUCC 


10293 


GGACAUGA CUGAUGAG GCCGUUAGGC CGAA lAGCCCCA 


28668 


3020 


8010 


GGCUCUUC A U6UCGGGG 


10294 


CCCGGACA* CUGAUGAG GCCGUUAGGC CQAA lAAGASCC 


28669 


3025 


8005 


UUCAU617C c gggaccxk: 


10295 


GGQGUCCC CUGAUGAG GCCGUUAGGC CGAA lACAUGAA 


28670 


3031 


7999 


UCCGGGAC C GCCCDDUG 


10296 


CAAAGGGC CUGAUGAG GCCGUUAGGC CGAA lUCCCGGA 


28671 


3034 


7996 


GGGACCGC C CUUUGUGU 


10297 


ACACAAAG CUGAUGAG GCCGUUAGGC CGAA ICGGUCCC 


28672 


3035 


7995 


GGACCX3CC C UUUGUGUA 


10298 


UACACAAA CUGAUGAG GCCGUUAGGC CGAA IGCGGUCC 


28673 


3036 


7994 


GACCGCCC U UUGUGOAC 


10299 


GUACACAA CUGAUGAG GCCGUUAGGC CGAA IGGCGGUC 


28674 



320 
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3045 


7985 


UUGUGUAC C CUCXTGACU 


10300 


AGUCAGAG CUGAUGAG 6CCGUUAGGC CGAA lUACACAA 


28675 


3046 


7984 


UGUGUACC C UCUGACUU 


10301 


AAGUCAGA CUGAUGAG GCCGUUA6GC CGAA IGUACACA 


28676 


3047 


7983 


GUGUACCC U CUGACUUC 


10302 


GAAGUCAG CUGAUGAG GCCGUUAGGC CGAA IGGUACAC 


28677 


3049 


7981 


GUACCCUC U GACUUCUU 


10303 


AAGAAGUC CUGAUGAG GCCGUUAGGC CGAA lAGGGUAC 


28678 


3053 


7977 


CCUCUGAC U UCUUGGAC 


10304 


GUCCAAGA CUGAUGAG GCCGUUAGGC CGAA lUCAGAGG 


28679 




t if I'k 




10305 


AGAGUCCA CUGAUGAG GCCGUUAGGC CGAA lAAGUCAG 


28680 

M O W V W 








10306 


CAAAAAA6 CUGAUGAG GCCGUUAGGC CGAA lUCCAAGA 


28681 








1 ft'^07 
XU<9v f 


PPPAAAAR CUGAUGAG GCCGUTTAGGP CGAA TAGITPPAA 


28682 


'ifX'I'J 
J\J f 1 






10308 


TTAPTTAT7ATT PTTGATIGAG GPCGtTUAOGP CGAA TPAAPPPA 


28663 




70CO 






T7T7APTTATTA PT7GATTGAG GPPGT7TTAGGP PGA A TGPAAPPP 


28664 


J vO O 


7942 




10310 


GPGGTTTTGG PTTGATTGAG GPCGTItTAGGP PGAA TTITTAPTTATT 


28685 


J U J? U 




AnTTAAPAP P AAPPnPPTT 


10311 


AGGPGGTTTT PTTGATTGAG GPPGTTFTAGGP PGAA TT7GTTT7APTT 


^ oo o o 


3 091 


793 9 


niTAAP A PP A APPfiPPIIP 


10312 


GAGGCGGU CUGAUGAG GCCGUUAGGC CGAA TGUGUnAC 


28687 




/ J O 


APAPPAAP P nPPTTPITTTP 


10313 


GAAGAGGP PUGATTGAG GPPGITI7AGGP PGAA TTn7GGIIGTI 


9Rf;RR 


3097 


7933 




10314 


6UGGAAGA CUGAUGAG GCCGUUAGGC CGAA TCGGUUGG 


28689 




/ 7 J ^ 


ni^'h.CC^CZnC* TT PTTTTPPAPA 


10315 


T7GTTGGAAG PUGATIGAG GPPGT7T7AGGP PGAA TGPnGTTT7G 


oo^r QA 






APPnPPTTP TT TTPPAPATTP 


XU J xo 


GMTGTTGGA PTTGATTGAG GPPGTTTTAGGP PGAA TAGGPGGTT 


^ OD 7X 




700*7 




1 nil 7 

XU JX / 


TTTTGGATTGTT PTTGATTGAG GPPGTTTTAGGP PGAa TAA/^aGGP 








PPTTPTTITPP "h, PaiTPPAAfS 


1 nil fi 


PITTTHGAnG PTTGATTGAG GPPGTTTTAGGP PGAA TGAAGAGG 








TTPTTTTPPAP A TTPPAAOfiHT 


1 mi <s 

XU JX2I 


APPTiriGGA PITGAT7GAG GPCVWTTTAGGP PGAA TTTGGAAGA 




3109 


7921 


TTPPAPATTP P AAGC5TTPAA 


10320 


UUGACCUU CUGAUGAG GCCGUUAGGC CGAA TAUGUGGA 


28695 


1 in 


7920 


PPAPATTPP A AnnTTPAATT 


10321 


ATTTTGAPPTT PTTGATTGAG GPPGT7T7AGGP PGAA TGATTGTTGG 




31X6 


7914 


PPAAGC3TJP A ATIPAPUTJU 


10322 


AAAGUGAU CUGAUGAG GCCGUUAGGC CGAA TACCUUGG 


28697 


3120 


7910 




10323 


CGGAAAAG CUGAUGAG GCCGUUAGGC CGAA lAUUGACC 


26698 


3122 


7908 




10324 


GUCGGAAA CUGAUGAG GCCGUUAGGC CGAA TUGAUUGA 


28699 


Ai,^ i 




PAPITIIITTTP P fZAPPnrSTTIT 


XU J a3 


AAPfY3GT7P PTTGATTGAG GPPGTTTTAGGP PGAa TAAAAGITG 


7fl7nn 


■51 


7AQQ 




1 019^ 
XUiJ aD 


PTTPGAAPP PTTGATTGAG GPPGTTTTAGGP PGAa TTTPGGAAa 


/UX 


3144 


7886 


POAf3AAAP P TTPPRTTTTPfi 


10327 


PGAAPGGA PTTGATTGAG GPPGTTTTAGGP PGAa TTTTTTTPTTPG 


28702 


3145 


7885 


f^AnAAAPP TT PPfSTTTTPnA 


10328 


TTPGaAPGG PTTGATTGAG GPPGTTTTAGGP PGAZi TGTTTK7PTTP 


9 R7ni 




7ft fl7 

/ a o J 


nAAAPPTTP P fSTTTTPTiAPP 


X V J 


GGTTPGAAP PTTGATTGAG GPPGTTTTAGGP PGAa TaGGTTITTTP 


9 QTn A 


J X J o 




PniTTTPf^AP P AnPPIVTTPTT 


1 nn n 

XU J J U 


aGaTTGGPTT PTTGATTGAG GPPGTTTTAGGP PGA A TTTPGAAPG 


/ U3 


J XDt? 


7 Q T A 




XU J J X 




28706 


■^1 Q 


7ft71 


PfSAPPAflP P AITPTTPAfSTT 


XU J 


APTTGAGAT7 PTTGATTGAG GPPGTTTTAGGP PGAa TPTTrSGITPG 


/u / 


3160 


7870 


OAPPAfSPP A TTPTTPArSTlTT 


1 nm 

XUO J J 


AAPTTGAGA PTTGATTGAG GPPGTTTTAGGP PGAA TGPT7GG7TP 


9R7nfl 


3163 


7867 


PARPPATTP TT PAnTTTTTTTTn 


10334 


PAAaaPTTG PTTGatTGaG GPPGTTTTaGGP PGaa TaTTGGPTTG 


zo /Ui' 


3165 


7865 


RPPAITPTTP A GUnUTIGPtJ 


10335 


AGPAAAAP PUGATIGAG GPPGTTTTAGGP PGAA TAGATTGGP 


9ft7i n 
/xu 


3173 


7857 




10336 


AGGGGPAP PUGATIGAG GPCGTTT7AGGP PGAA TPAAAAPTT 


9R71 1 
^ O f XX 


3178 


7852 


TTGPriGriGP P PPTTAGAGA 


10337 


TTPfirriAGG PUGATIGAG GPrWrTTTAGGP PGAA TPAPAGPA 


9R71 9 

^ o / x^ 


3179 


7851 




10338 


GITPrrPTlAG PTTGATTGAG GPPGTTTTAGGP PGAA TGPAPAGP 


9ft71 1 

A O / X J 


3180 


7850 


PT7GTTGPPP P TTAGAGAPTT 


XU J J ? 


AGTTPTTPTTA PTTGATTGAG GPPGTTTTAGGP PGAA TGGPaPaG 


9ft71 A 

<£0 /X4 


1 ft! 


7 fid Q 


TTGTTGPPPP TT AGAGAPTTG 


1 ni4n 

XU u 


PaGTTPTTPTT PTTGaTTGaG GPPGTTTTAGGP PGAa TGGGPaPa 


9fl71 Q 
ZO / X3 






PTTaGAGAP n GGATTGPPP 


1 niAi 

XU J^X 


GGGPaTTPP PTTGaTTGaG GPPGTTTTaGGP PGaa TTTPTTPTTaG 


9ft71 C 
ZO /XO 




7Rm 


PTTflGATTGP P PITPPAGTTG 


1 nid7 


PaPITGGAG PTTGaTTGaG GPPGTTTTAGGP PGaa TPaTTPPaG 


^ O /X / 


3196 


7834 


TTGGAIIGPP P TTPPAGTTGA 


1 nidi 

XU J V J 


TTPAPnGGA PTTGATTGAG GPPGTTTTAGGP PGAa TGPATTPPA 


9 fl71 fl 
/XD 


3197 


7833 




10344 


niTPAPTIGG PTTGATTGAG GPPGTTTTaGGP PGAA TGGPATTPP 


9R71 Q 
A O / X9 


3199 


7831 


AUGCCCUC C AGUGAPATT 


10345 


ATTGTTPAPTT PTTGATTGAG GPPGTTTTAGGP PGAA TAGGGPATT 


9fl79n 


3200 


7830 


ITGCCCUCC A GUGACAUU 


10346 


AATTGTTPAP PTTGATTGAG GPPGTTTTAGGP PGAa TGaGGGPa 


9fi791 
ZO <4SX 


3206 


7824 


CCAGUGAC A UUGCCUUC 


10347 


GAAGGPAA PUGATIGAG GPPGTTTIAGGP PGAA TTTPAPTTGG 


28722 


3211 


7819 


GACAUUGC C UUCUUUCC 


10348 


GGAAAGAA PTTGATTGAG GPPGTTTTAGGP PGAa TPAAT7GTTP 


28723 


3212 


7818 


ACAUUGCC U UCUUUCCU 


10349 


AGGAAAGA PUGATTGAG GPPGTTTIAGGP PGAA TGPAATIGTT 


28724 


3215 


7815 


UUGCCUUC U UUCCUGGC 


10350 


GPPAGGAa PTTGaTTGaG GPPGTTTTAGGP PGAa TaaGGPAA 


9 fl79C; 


3219 


7811 


CUUCUUUC C UG6CGUGU 


10351 


APAPGPPA PTTGATTGAG GPPGTTTTAGGP PGAA TAAAGAAG 


9H79C 


3220 


7810 


UUCUUUCC U GGCGUGUU 


10352 


AAPAPGPP PITGATTGaG GPPGTTTTAGGP PGAA TGAAAGAA 


9R797 


3233 


7797 


UGUUUUGC C GCUGAGCG 


10353 


CGCUCAGC CUGAUGAG GCCGUUAGGC CGAA ICAAAACA 


28728 


3236 


7794 


UUUGCCGC U GAGCGAUC 


10354 


GAUCGCUC CUGAUGAG GCCGUUAGGC CGAA XCGGCAAA 


28729 


3248 


7782 


CGAUCGAC U UCGAUGAU 


10355 


AUCAUCGA CUGAUGAG GCCGUUAGGC CGAA lUCGAUCG 


28730 


3260 


7770 


AUGAUGGC C UCUUUGCG 


10356 


06CAAAGA CUGAUGAG GCCGUUAGGC CGAA ICCAUCAU 


28731 


3261 


lies 


UGAUGGCC U CUUUGCGG 


10357 


CCGCAAAG CUGAUGAG GCCGUUAGGC CGAA IGCCAUCA 


28732 


3263 


7767 


AUGGCCUC U UUGCGGUA 


10358 


UACCGCAA CUGAUGAG GCCGUUAGGC CGAA lAGGCCAU 


28733 


3273 


7757 


UGCGGUAC C UAGUGAAC 


10359 


GUUCACUA CUGAUGAG GCCGUUAGGC CGAA lUACCGCA 


28734 


3274 


7756 


GCG6UACC U AGUGAACU 


10360 


A6UUCACU CUGAUGAG GCCGUUAGGC CGAA IGUACCGC 


28735 
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3282 


7748 






2V7va2vr^iv&n rTT/^aiTrt&n n.oncsiTXi'h.cinn rviaiv TiTTTr^ivr«i»iv 

AAnAljAAv7 V^UvariUuti-lV^ oV^V^VjuUAoVov^ U\3nA XUUlLJAUUA 


28736 






nTVJiiJiPTTr' TT TTnirnTTTrsiT 


10362 


&PAA2V&n7V ntTRAITRAG GCCGTTTTAGnr* mAA TAHTTTTPAP 

t\\^cxr\t\JnS3T\. \^\*\3n\J\3n\3 \3\^\»\3\J\Jtl\3\3\^ \^\JX\t\ X f\\3 VJ \J V«jn.\^ 


•5 P'70'7 


3287 


7743 


arTT/^TIT/^ TT TTTTIT/WTr'ATT 




ATTf^APAAA PTTHATT/^Ari rSPPriTTTTAnnP P/^LA TA&PAr!TTTT 


O Q*70 O 

/ Jo 


3294 


/ /Jb 


/^TTTTTTTr^Tr' TTr^TTTSl^TTT/^ 


XU J Drik 


PAAPPAfilA PTTTlAITfiAfi fSPPntTTTAnnP PHAA TAPAAA&^ 


O O TO O 


3297 


/ /oJ 




lUJob 


APTTPAAPP PrT^ATT^A^ f3PP<^TTrTArtr!P P^AA TATK^APHA 


O Q lA A 


3307 




nTTTWlinTTr* TT TTTTfTTTTTTnn 


XU JOD 


rUlAAARAA PTTnATlRAR fSPPrSfTTTAORP PAAA TAPtTPAAP 




3311 


7719 


Vk/^T^TTTTT^ TT TTTTr^^l^ K & 




PTTTTfTr!PlVlV PTT^aJVTTrSlVrt riPPrSTTTTlV^yP P/31V1V TiVlVa/OlVPTT 

\9UUUuvaAA UUuAUliAu vjCUajUUAwjU UiaAA XAAAUAUU 




3315 


7715 


TTI Tf TOTTT Tf T/*t O Ti IV Tk f^f^ir*1 T 




APTV^SPTTTTIT PI T/2IVTTr2JV/^ PPP/^TTTlvr!PP P/1*1V T1VIV3VP1VAA 

AuAouUUU UUuAUvoAo oCUVaUUAvsvj^ UuAA XAAAvjAAA 




3316 


7714 


UUCUUUCC A AACCUCUC 


10369 


/^A/?iAr^r^Tf T r«TTPATTPAP r»y^rT»TTrTAnr»r« r'/^AA TOAAArtAA 
GAGAGGUU CUGAUGAJb GCC,VaUUAGGC uCaAA IGAAAGAA 


28744 


3320 


7710 


UUCCAAAC C UCUCCCAA 


X0370 


TTTT^5/5/^ AO A PfTOATTOAP /nOOOTTtT AOOO OOAA TTTTTTTf'lOA A 

UUGGGAGA CUGAUGAb GCCGUUAvsGC CvxAA lUUUGGAA 


*5 O lA C 


3321 


7709 


UCCAAACC U CUCCCAAG 


10371 


/^IfTOOOAO OTTOATTOAO OOOOTTITAOOO OOAA TOTTTTTT/'^O A 

CUUGGGAG CUGAUGAG GCCGUUAGGC CGAA xGUUUGGA 


28746 


3323 


7707 


CAAaCCUC U CCCAAGGU 


10372 


AOOfTTTOOO OfTOATTOAO OOOOTTITAOOO OOAA TAOOTTfTTTO 

ACCUUGGG CUGAUGAG GCCGUUAGGC CGAA xAGGUUUG 


28747 


3325 


7705 


AACCUCUC C CaaGGUGC 


10373 


OOAO/^TTTT' OTTOATTOAO OOOOTTTTAOr'O OOAA TAOAO/TTTTT 

GCACCUUG CUGAUGAG GCCGUUAGGC CGAA lAGAGGUU 


28748 


3326 


7704 


ACCUCUCC C AAGGUGCvj 


10374 


r>r«PAr«/^TTT rTir'ATTOAr* /*»oo/^TTTAr!or» ooaa xoAOAn/^T 


28749 


3327 


7703 


CCUCUCCC A AC3GUGCGU 


XU J /b 


AP^'SPAPPTT PTTrSATTPAP OPPPTTTTA^W^ OOAA Trv^AOArT* 

AI..GVJAL.L.U l^UGAUuAG GL.UGUUAGGC CGAA IGGAGAGG 


28750 


3337 


7693 


GGUGCGUC C UUUuGCCC 


XU J7o 


O^^OPAAAA PTTPTiTTOAP OOPr'TTTTA OOAA TAOOOAOO 

GGGLAAAA L.UGAUGAG V3L.UGUUA0GC UGAA lACGCACC 


28751 


3338 


7692 


uUGCGUCC U UUUGCCCC 


10377 


/V^OPOAAA OTTr'ATTOAO OOOOTTTTAO^Ti/^ OOAA TOA/VnAO 

UGGGCAAA CUGAUGAG GCCGUUAGGC CGAA IGACGCAC 


28752 


3344 


7686 


CCUUUUGC C CCACCUUU 


1 no TO 
XUo /o 


AOlVP/TTnrS PrTPlVTTr»AP OOPPlTTTIVn/^O r»OAA TOAAAA/V* 

AGAuGUGG CUGAUGAG GCCGUUAGGC CGAA ICAAAAGG 


28753 


3345 


7685 


CUUUUGCC C CACCuCUU 


10379 


AAGAGGUG CUGAUGAG GCCGUUAGGC CGAA IGCAAAAG 


28754 


3346 


7684 


UUUUGCCC C ACCUCUUU 


10380 


AAAGAGGU CUGAUGAG GCCGUUAGGC CGAA IGGCAAAA 


28755 


3347 


7683 


UUUGCCCC A CCUCUUUU 


10381 


AAAAi^AOO /^TOATTOAO i^/^OOTTTT A ^/^/^ /^^AA X/^^/^/^A TV »v 

AAAAGAGG CUGAUGAG GCCGUUAGGC CGAA IGGGCAAA 


28756 


3349 


7681 


UGCCCCAC C UCUUUUUA 


10382 


TTTV TV A TV A A /^TOATT^AO ^r^f^r^i TIT A r^^f^ i^^TVA TT Ti^/^/*»*^/^n 

UAAAAAGA CUGAUGAG GCCGUUAGGC CGAA lUGGGGCA 


28757 


3350 


7680 


GCCCCACC U CUUUUUAG 


10383 


^^TAAAAA/^ /^T/^ATT^AO 11 TA f^rtn ^^IV TV T/"^Tr^/^rt/^/H 

CUAAAAAG CUGAUGAG GCCGUUAGGC CGAA IGUGGGGC 


28758 


3352 


7678 


r^r^r^i^ r^r^it'^r^ tt ttttttttiv ^^TTr^ 


103 84 


OA/^TAAAA /^TOATTOAO O OOOTTTTA 0/*»0 OOAA TAOrTTTriOO 

GACUAAAA CUGAUGAG GCCGUUAGGC CGAA lAGGUGGG 


28759 


3361 


7669 


TTTTTTTTTV OTT/^ T T/"^ /"^T TT TT TT TT T 

UUUUAGUC C UGGUUUUU 


103 85 


AAAAAOOA /^TOATT/^AO /**OOr*TTf T A OO O OOAA TA/^TAAATV 

AAAAACCA CUGAUGAG GCCGUUAGGC CGAA lACUAAAA 


28760 


3362 


7668 


UUUAGUCC U GGUUUUUC 


10386 


OA A A A A OO OTTOATTOAO OOOOTTTTAOOO OOAA TOAOTTATVA 

GAAAAACC CUGAUGAG GCCGUUAGGC CGAA IGACUAAA 


28761 


J J /X 




^5/^TTTTTTTTT^ O 7VTT/^TTTT/*^TTT 




AAPAAOATT OTTOATTOAO rtPPOTTTTAPOO OOAA TAAAAAOO 

AAGAACAU CUGAUGAG GCCGUUAGGC CGAA lAAAAACC 


28762 


J J /A 




r^TTTTTTTTTT/^^ A TT/^TTT/^TTTTT 


1 AO O Q 


&AJVPAJVPIV PTT/T.ATTPTVP PPPOTTTTAPnP POAA TOAAAAAO 

AAAGAACA CUGAUGAG GCCGUUAGGC CGAA i.GAAAAAC 


28763 


3378 


7652 


/^^TVTT/TTTTT/^ TT TTTTTV TT/^ * /^T T 

CCAUGUUC U UUAUGAGU 


10389 


IVOTTOATTTVA /^TOATT/^TVO OOO^^TTTTV /*l»^i^ O/^ IV TV ▼ TV TV ^TV TT^^ 

ACUCAUAA CUGAUGAG GCCGUUAGGC CGAA lAACAUGG 


28764 


3390 


7640 


UGAGUGUC C AUGUUAUG 


10390 


OATTAAOATT OTTOATTOAO OOOOTTTTAOOO /"V^JV A TAOAOFTOA 

CAUAACAU CUGAUGAG GCCGUUAGGC CGAA XACACUCA 


28765 


3391 


7639 


^*^tTT^fT^^ JV TT^*TTTTliTT^^ 

GAuUGUCC A UGUUAUGG 


10391 


OOAtTAAOA OTTAATTOAO OOO/tTTTTA OOO OOAA TOKOAOTTO 

CCAUAACA CUGAUGAG GCCGUUAGGC CGAA XGACACUC 


28766 


3406 


7624 


GGAUAGAC A UGACaACC 


1039.2 


GGUUGUCA CUGAUGAG GCCGUUAGGC CGAA xUCuAUCC 


28767 


3411 


7619 


gacaugac a ACCAACCC 


10393 


OOOTTfTOOTT OTTOATTOIVO r^^/lyil TTTTV Or*i^ rV^TV IV XTT/^ ATT«TT/^ 

GGGUUGGU CUGAUGAG GCCGUUAGGC CGAA lUCAUGUC 


28768 


3414 


7616 


AUGACAAC C AACCCCCA 


10394 


TTOOOOOTTTT OTTOATTOAO /"iOOOTTTTAOOO OOAA TTTTTOTTmvTT 

UGGGGGUU CUGAUGAG GCCGUUAGGC CGAA lUUGUCAU 


28769 


3415 


7615 


UGACAACC A ACCCCCAC 


103 95 


OTTO/TWOtT rTTTOAITOAO OOrV^TTTAOOO 007V A TOTTTTOTTrrA 

GUGGGGGU CUGAUGAG GCCGUUAGGC CGAA IGUUGUCA 


28770 


3418 


7612 


CAACCAAC C CCCACGCA 


10396 


UGCGUGGG CUGAUGAG GCCGUUAGGC CGAA xUUGGUUG 


28771 


3419 


7611 


AACCAACC C CCACGCAu 


10397 


AUGCGuGG CUGAUGAG GCCGUUAGGC CGAA XGUUGGUU 


28772 


3420 


7610 


ACCAACCC C CACGCAUG 


10398 


CAUGC6UG CUGAUGAG GCCGUUAGGC CGAA IGGUUGGU 


28773 


3421 


7609 


r^^A A ^^^^ ^ A A TT^ A 

CCAACCCC C ACGCAUGA 


10399 


TTO TV f TOOO 1 T OFTOTVTTOAO i^/^Or^TTTTTV ^V^TV IV T^^ili itTr^« 

UCAUGCGU CUGAUGAG GCCGUUAGGC CGAA IGGGUUGG 


28774 


3422 


7608 


r*T^T^f^t^r*r^r* a ^/^^att/^att 
Li\/iUCv«L.U A LGCAUGAU 


10400 


ATTOATTOOO OTTOATTOAO OOO/^TTTTA O/^^ 0/~»Tl TV T /^/^/*»/^TTTTi^ 

AUCAUGCG CUGAUGAG GCCGUUAGGC CGAA IGGGGUUG 


28775 


3426 


7604 


^/V>^A^V^/^ A TT/^ ATT^TT/^/^ 

CCCCACGC A UGAUGUGG 


10401 


CCACAUCA CUGAUGAG GCCGUUAGGC CGAA ICGUGGGG 


28776 


343 6 


7594 


GAUGUGGC A GAGUCCGA 


10402 


UCGGACUC CUGAUGAG GCCGUUAGGC CGAA ICCACAUC 


28777 


3442 


7588 


*^OA A /*»TTi^ ^ATTOr^/^A^ 

GCAGAGUC C GAuGGCAG 


10403 


f^T/^ /^/^ TV TT/^ /^T/^T\ Y T/^ "A y^/*l/^/^TTT TTV /*1 /Ti^TV TV T TV tf^T T/^ ^ 

CUGCCAUC CUGAUGAG GCCGUUAGGC CGAA lACuCUGC 


28778 


3449 


7581 


OrV^ATT^T'O A /^TTTP«TTTT/^0 

t-UGAUvjGU A GUUGUUtjt- 


10404 


GCAACAAC CUGAUGAG GCCGUUAGGC CGAA ICCAUCGG 


28779 


3462 


75oo 


TTTTOr^^T II TO O AAAOA/^AO 

UuuL.(.9UUU U AAAuAuAib 


10405 


OTTOTTOTTTTTT OTTOTVTTOTVO rt t T/'1y'«l 11 1 IV ^ O^IV TV TIVTV^^^TVIV 

CUCUGUUU CUGAUGAG GCCGUUAGGC CGAA lAACGCAA 


28780 


1 A O 

34oo 


7bb / 


UGCvrUUuL. A AALAuAoU 


1 A>l Af 

10400 


OOTTOTTOTTTT OTTOATTOAO OOOOTTTTAOOO OOAA TOAAOOOA 

GCUCUGUU CUGAUGAG GCCGUUAGGC CGAA XGAACGCA 


28781 


3467 


7563 


TTTTr^r^AAAO A OAr»OTTfTOO 

UUCCAAAC A GAGCUUGC 


10407 


OOATV/^/^TO ^TTTO TV T T/^ TV /~»00/*lTTTTTV IV TV TTTTTTT/^r^Tl TV 

GCAAGCUC CUGAUGAG GCCGUUAGGC CGAA XUUUGGAA 


28782 


1 A *TO 




?V Ar^AO JVrtr* TT TT/?»r«TTr'/^ATT 

AAUAoAvil. U UGUUCCAU 


10408 


ATTOOTVOOA OTTOTVTTOAO OOO/^TTTTlVO/^r^ O/^TV TV Tr^TT^^T/^TTTT 

AUGGAGCA CUGAUGAG GCCGUUAGGC CGAA XCUCUGUU 


28783 


S*± /o 


/bb4 


fTh.cv^TXK'ir* TT rr^aTTTTr^Tn 


^ t\A AO 


OAOAATTOO OTTOATTOAO OOOOf TTTIVOOO OOAA TOAAOOTTO 

GAGAAUGG CUGAUGAG GCCGUUAGGC CGAA XCAAGCUC 


28784 


^ '7Q 
J4 /O 




n.f^Ti'jnf^if^ r* atttt^^t/^^^^ 


1 Ail 1 A 

104X0 


OOOAOAATT OTTOATTOAO OOOOTTTTAOOO OOAA TA/50AA00 

GGGAGAAU CUGAUGAG GCCGUUAGGC CGAA XAGCAAGC 


28785 


•J A T Q 


/bb J. 


r^TTTfsnTor* n TiTTr^Trrva 
CUUoU'UCV.^ A UUuUdJvJA 


10411 


TTOOOAOAA OTTOATTOAO OOOOTTfTAOOO OOAA TOAOOAAO 

UGGGAGAA CUGAUGAG GCCGUUAGGC CGAA XGAGCAAG 


26786 




/b* / 


nTPr'iiTTTTO TT nrT'Aivivr^r' 

V.UCV.«^UUI^ U ^v^V..AAAVj\. 


"I A>4 1 O 


OOTTfTTTOPO OTTOATTOAO OOOOTTTTAOOO OOAA TAATTOOAO 

GCUUUGGG CUGAUGAG GCCGUUAGGC CGAA XAAUGGAG 


28787 




/ 3^3 


pnaTTTTnTP p r'Azvzvr'rviTT 


1 Am "a 


AOOOITTTTTO OTTOATTOAO OOOOTTTTAOOO OOAA TAOAATTOO 

ACGCUUUG CUGAUGAG GCCGUUAvjGC CGAA XAGAAUGG 


28788 


3486 


7544 


CAUUCUCC C AAAGCGUC 


10414 


GACGCUUU CUGAUGAG GCCGUUAGGC CGAA I6AGAAUG 


28789 


3487 


7543 


AUUCUCCC A AAGCGUCA 


10415 


UGACGCUU CUGAUGAG GCCGUUAGGC CGAA IGGAGAAU 


28790 


3495 


7535 


AAAGCGUC A C06CUGCG 


10416 


CGCAGCGG CUGAUGAG GCCGUUAGGC CGAA lACGCUUU 


28791 


3497 


7533 


AGCGUCAC C GCU6CGGC 


10417 


GCCGCAGC CUGAUGAG GCCGUUAGGC CGAA XU6ACGCU 


28792 


3500 


7530 


GUCACCGC U GCGGCCGU 


10418 


ACGGCCGC CUGAUGAG GCCGUUAGGC CGAA ICGGUGAC 


28793 


3506 


7524 


GCUGCGGC C GUGAUCAA 


10419 


UUQAUCAC CUGAUGAG GCCGUUAGGC CGAA ICCGCAGC 


28794 


3513 


7517 


CCGUGAUC A AAAUUCCG 


10420 


CGGAAUUU CUGAUGAG GCCGUUAGGC CGAA lAUCACGG 


28795 


3520 


7510 


CAAAAUUC C GGCUUCUC 


10421 


GAGAAGCC CUGAUGAG GCCGUUAGGC CGAA XAAUUUUG 


28796 



322 



wo 02/068637 



Table DC 



PCT/USOl/48350 



3524 


7506 


AUUCCGGC U UCuCatUAC 


1 Ail 00 

10422 


OUACGAGA CUGAUGAG GCCGUUAGGC CGAA ICCGGAAU . 


28797 


3527 


7503 


CCGGCUUC u CGUACUuU 


10423 


Ik /^TTTk ^TT T/^ Ik T T/^ 7\ ^ ^^^T W t Ik Tk ^Tk*^r^««« 

ACAGUACG CUGAUGAG GCCGUUAGGC CGAA lATUoCCGG 


28798 


3533 


7497 




10424 


/^TT/^TV TV ^IV /TTT/^TVTT/^TV /^r^^Vlf Tl TTl f^f^^ /^/^TVTV TTTTV /V^TV J*» TV 

GUGAAGAC CUGAUGAG GCCvjUUAGGC CGAA XUACGAGA 


28799 


3537 


7493 


GUACUGuC U UCACAGAC 


10425 


GUCUGUGA CUGAUGAG GCCGUUAGGC CGAA lACAGUAC 


26800 


3540 


7490 




10426 


/^^^OTT/^T/^ T^ TV T Tr* TV ^O/'V^TTTTV /^^^^ /^/1T\ TV T TV TV TV /.^ TV ^ 

CCCGUCUG CUGAUGAG GCCGUUAGGC CGAA XAAGACAG 


28801 


3542 


7488 




1 n A TT 


AAL.uL.UUL. UUoAUoAo V3L.L.V5UUAl3LiL. L-oAA lULrAAGAU 


28802 


3552 


7478 




X044fiO 


AVjUAGUAo L.UuAUv3Au u(«UUUUAVjrurL.. UviAA 1AAL.L.CGU 


28803 


3554 


7476 


GGGUUCAC U ACuACUlsC 


10429 


GCAGUAGU CUGAUGAG GCCGUUAGGC CGAA lUGAACCC 


28804 


3557 


7473 


UUCACUAC U ACuGCAGC 


10430 


<^^WT^/^TI /^TT /TTTrf^TVTT^ JV/^ /^^/^^TTTTTV ^/K/^ /^/*1*TV TT TTV /nrTT/^ TV TV 

GCUGCAGU CUGAUGAG GCCGUUAGGC CGAA lUAGUGAA 


28805 


3560 


7470 


ACuACUAC U GuAGCuAG 


10431 


^WTTV /"I^WTM A ^*1T IV T T/^ TV <^^^/^TTTTTV /*t/^^^ r^^lVTV TTTTk /*ITT« ^TT 

CUAGCUGC CUGAUGAG GCCGUUAGGC CGAA XUAGUAGU 


28806 


3563 


7467 


AC17ACUQC A GCuAGAQA 


10432 


UCUCUAGC CUGAUGAG GCCGUUAGGC CGAA ICAGUAGU 


26807 


3566 


7464 


ACUGC7\6C U AGAGACAC 


10433 


GUGUCUCU CUGAUGAG GCCGUUAGGC CGAA ICUGCAGU 


28808 


3573 


7457 


CUT^GAGAC A CCAAGAUC 


10434 


GAUCUUGG CUGAUGAG GCCGUUAGGC CGAA lUCUCUAG 


28809 


3575 


7455 


AGAGACAC C AAGAUCAG 


10435 


CUGAUCUU CUGAUGAG GCCGUUAGGC CGAA lUGUCUCU 


28810 


3576 


7454 


GAGACACC A AGAUCAGC 


10436 


GCUGAUCU CUGAUGAG GCCGUUAGGC CGAA IGUGUCUC 


28811 


3582 


7448 


CCAAGAUC A GCAUGAUC 


10437 


GAUCAUGC CUGAUGAG GCCGUUAGGC CGAA lAUCUUGG 


28812 


3585 


7445 


AGAUCAGC A UGAUCUGU 


10438 


ACAGAUCA CUGAUGAG GCCGUUAGGC CGAA ICUGAUCU 


28813 


3591 


7439 


GCAUGAUC U GUCCAACU 


10439 


AGUUGGAC CUGAUGAG GCCGUUAGGC CGAA lAUCAUGC 


26314 


3595 


7435 


GAUCUGUC C AACUUUCU 


10440 


^ Tk Ik ^ ^T TW ^WT/^%TT^%^V ^l^^t^^T TTt^ ^.Mm «k 

AGAAAGUU CUGAUGAG GCCGUUAGGC CGAA lACAGAUC 


28815 


3596 


7434 


AUCUGUCC A ACuUUCUU 


10441 


AAGAAAGU CUGAUGAG GCCGUUAGGC CGAA IGACAGAU 


28816 


3599 


7431 


UGUCCAAC U UUCUUCUG 


10442 


CAGAAGAA CUGAUGAG GCCGUUAGGC CGAA lUUGGACA 


28817 


3603 


7427 


CAACUUUC U UCUGCAUG 


10443 


CAUGCAGA CUGAUGAG GCCGUUAGGC CGAA lAAAGUUG 


28818 


3606 


7424 


CUUUCUUC U GCAUGAUG 


10444 


CAUCAUGC CUGAUGAG GCCGUUAGGC CGAA lAAGAAAG 


28819 


3509 


7421 


UCUUCUGC A UGAUGGGU 


10445 


ACCCAUCA CUGAUGAG GCCGUUAGGC CGAA XCAGAAGA 


28820 


3627 


7403 


UGGUGCGC U CUAAUUCU 


10446 


AGAAUUAG CUGAUGAG GCCGUUAGGC CGAA ICGCACCA 


28821 


3629 


7401 


GUGCGCUC U AAUUCUGG 


10447 


CCAGAAUU CUGAUGAG GCCGUUAGGC CGAA lAGCGCAC 


28822 


3635 


7395 


UCUAAUUC U GGGACGUC 


10448 


GACGUCCC CUGAUGAG GCCGUUAGGC CGAA lAAUUAGA 


28823 


3644 


7386 


GGGACGUC C GUGGCCAC 


10449 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA lACGUCCC 


28824 


3650 


7380 


UCCGUGGC C ACGAUGCC 


10450 


GGCAUCGU CUGAUGAG GCCGUUAGGC CGAA ICCACGGA 


28825 


3651 


7379 


CCGUGGCC A CGAUGCCA 


10451 


UGQCAUCG CUGAUGAG GCCGUuAGGC CGAA IGCCACGO 


28826 


3658 


7372 


CACGAUGC C AUCCACUA 


10452 


UAGUGGAU CUGAUGAG GCCGUUAGGC CGAA ICAUCGUG 


28827 


3659 


7371 


KWpSj^^Q a UCCACuAC 


10453 


GUAGUGGA CUGAUGAG GCCGUUAGGC CGAA XGCAUCGU 


28828 


3662 


7368 


UTTrtrt/^Tl TT^ 7*/^T*/HTVrt^ 

AUGCCAUC C ACUACAGC 


10454 


GCUGUAGU CUGAUGAG GCCGUUAGGC CGAA lAUGGCAU 


28829 


3663 


7367 


TT/^rt^J%TTi^/*H > i^TT* /^ri/^ 

UGCCAUCC A CUACAGCG 


10455 


CGCUGUAG CUGAUGAG GCCGUUAGGC CGAA IGAUGGCA 


28830 


3665 


7365 


^^lkTT^*^llk ^T TT Tk ^^/^TTTT 

CCAUCCAC U ACAGCGUU 


10456 


AACGCUGU CUGAUGAG GCCGUUAGGC CGAA lUGGAUGG 


28831 


3668 


7362 


UCCACUAC A GCGUUCUU 


10457 


AAGAACGC CUGAUGAG GCCGUUAGGC CGAA lUAGUGGA 


28832 


3675 


7355 


^t%#<I^^^^TTTT^t TT TT^Y^TT^IhTTTV 

CAGCGUUC U UCAUGAUU 


10458 


AAUCAUGA CUGAUGAG GCCGUUAGGC CGAA lAACGCUG 


28833 


3678 


7352 


CGUUCUUC A UGAUUCCG 


10459 


CGGAAUCA CUGAUGAG GCCGUUAGGC CGAA XAAGAACG 


28834 


3685 


7345 


^^TT^KTtTT^^ ^% ^^^.^V^^TVT^^ 

CAUGAUUC C GGCCGCUG 


10460 


CAGCGGCC CUGAUGAG GCCGUUAGGC CGAA XAAUCAUG 


28835 


3689 


7341 


AUUCCGGC C GCUGUCCG 


10461 


CGGACAGC CUGAUGAG GCCGUUAGGC CGAA XCCGGAAU 


28836 


3692 


7338 


CCGGCCGC U GUCCGCCG 


10462 


CGGCGGAC CUGAUGAG GCCGUUAGGC CGAA ICGGCCGG 


28837 


3696 


7334 


CCGCUGUC C GCCGCUGG 


10463 


CCAGCGGC CUGAUGAG GCCGUUAGGC CGAA lACAGCGG 


28838 


3699 


7331 


CUGUCCGC C GCUGGGCU 


10464 


AGCCCAGC CUGAUGAG GCCGUUAGGC CGAA ICGGACAG 


28839 


3702 


TO O Q 


UW.VAiUL.VTV. U VjrViOCULaAVi 


10465 


CUCAGCCC CUGAUGAG GCCGUUAGGC CGAA ICGGCGGA 


28840 


3707 


TO n 

f O^J 


CGCUGGGC U GAGCGCAU 


10466 


9k TT/^^iT/TTY/^ /TT T/T fk T T/T Ik /T ^1 /T/T/TT TT /T/T Ik « ^m^^ 

AUGCGCUC CUGAUGAG GCCGUUAGGC CGAA ICCCAGCG 


28841 


S / J.4 


TO 1 C 


I.UV3AV9UV9L. A UUGCv.UuA 


10467 


T T/^ 7k Ik Tk T^ Ik T T/T Ik ^ /T ^/^/TT TTTIk /T^T /T /T/^ Tk Tk ^^^^^Tw^^m^ 

UGAGGCAA CUGAUGAG GCCGUUAGGC CGAA XCGCUCAG 


28842 


3719 


7311 


CGCAUUGC C UCAGCUUG 


10468 


CT^AGCUGA CUGAUGAG GCCGUUAGGC CGAA ICAAUGCG 


28843 


3720 


7310 


GCAUUGCC U CAGCUUGC 


10469 


GCAAGCUG CUGAUGAG GCCGUUAGGC CGAA XGCAAUGC 


28844 


3722 


7308 


7VTTTTrV*OTT/^ « /^/^TTT^/^/^TV 

AUUGCCUC A GCUUGCCA 


10470 


UGGCAAGC CUGAUGAG GCCGUUAGGC CGAA lAGGCAAU 


28845 


"5 "TOC 

S / 


7305 


CvCCULAGL. U UGCCAACC 


10471 


GGUUGGCA CUGAUGAG GCCGUUAGGC CGAA XCUGAGGC 


28846 


"5 TO Q 


T o n 1 


vJAGv-UUGC C AACCGGGA 


10472 


UCCCGGUU CUGAUGAG GCCGUUAGGC CGAA XCAA6CUG 


28847 


J / J \J 


TOrt A 


AGCUUGCC A ACCGGGAA 


10473 


UUCCCGGU CUGAUGAG GCCGUUAGGC CGAA IGCAAGCU 


28848 


3733 




U UVjV.V«/iAV<> V« V7V3V3iu\V.(..A 


1 ft A T A 


TT^/Tr YT T^^/^ /^T^TVTTOIVrt ^ r^r^f^ TTTTV ^VTTV TV TTTTT/^^/^TV TV 

UGGUUCCC CUGAUGAG GCCGUUAGGC CGAA XUUGGCAA 


28849 


3740 


7290 


CCGGGAAC C AUGUAGGC 


10475 


GCCUACAU CUGAUGAG GCCGUUAGGC CGAA TUUCCCGG 


TOQCft 

<a OS u 


3741 


7289 


CGGGAACC A UGUAGGCA 


10476 


UGCCUACA CUGAUGAG GCCGUUAGGC CGAA IGUUCCCG 


28851 


3749 


7281 


AUGUAGGC A UAGUGGCA 


10477 


UGCCACUA CUGAUGAG GCCGUUAGGC CGAA ICCUACAU 


28852 


3757 


7273 


AUAGUGGC A AAAAAGGA 


10478 


UCCUUUUU CUGAUGAG GCCGUUAGGC CGAA XCCACUAU 


28853 


3773 


7257 


AGUGUUGC C GCUGUUAC 


10479 


GUAACAGC CUGAUGAG GCCGUUAGGC CGAA XCAACACU 


28854 


3776 


7254 


GUUGCCGC U GUUACCGU 


10480 


ACGGUAAC CUGAUGAG GCCGUUAGGC CGAA ICGGCAAC 


28855 


3782 


7248 


GCUGUUAC C GUAACGGU 


10481 


ACCGUUAC CUGAUGAG GCCGUUAGGC CGAA lUAACAGC 


28856 


3800 


7230 


AGGGUGAC U UGUCCCCA 


10482 


UGGGGACA CUGAUGAG GCCGUUAGGC CGAA lUCACCCU 


28857 
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10483 


rJATinPTTn*^ PTTnaiTHArj nppnrTTiar^np rr^aa TAPaaPTTP 


O Q D C Q 


o one 






1 nAftd 

XW%04 


fySATTnPTTn PTTnAITnAfl fiPPniTTlAnrSP PnaA T<^APAaPTT 


28859 


JOU f 




r77rTf3TTPPP P AfiPAITPrV^ 


10485 


PCWATTfiPTT PTTrtATTOArt (3PPRrJtTAf?f?P Pf5AA Tr!f?APAAf3 


OQQf n 


J DUO 




TTTTflT TPPPP A fiPATTPPTin 


10486 


PPnnATTfSP PITCSATTRAO RPPf?tTIJAnriP POAA IfWHAPAA 


7on<ci 

^ OOO X 




'701 Q 


TTPPPPAflP A TIPPORPITR 


10487 


PArSPPflOA PUnATTRAri GCPOnriAGGP PHAA TPtTn«5f3f5A 


O QOiTO 




791 ^ 


PPAflPAlTP P fSCSPtJGPUA 


10488 


C!D6AtI6AG GCPGUITA66C HGTVA lATTGPUnO 


28863 


3818 








prTr!PfTAfiP PTTnaTTrtAn nonczi'Ui'Lfino praa TPrvinaTTiri 

L>tJOV«uA!ov« V«Ul3nUV3Av7 vjrv^^V^UUiluO^ v,v3nA X^I.AA3cAUl7 


ZOoo4 


•a o'ii 


/ 


ppfsrtPTTnp TT AfSPAnrsArt 


XU4 7 V 


PITPPITfJPTT PTTnATTRA/^ rSPPr^TTTTAfSrSP Pn&A TPArSPPRTS 


Z0009 


J OA^ 


Tine 


pTTrspiTivnp zv nnnnAOPP 


1 ndQi 

XU%7X 


RfSPTTPITPP PTinatTRArt OPPnTTTTAfW^ PnaA TPTTAf3PAf3 


ooQ/rc 
z o ooo 


1 o o n 


7197 




1 nAQ7 


/T/iai^TTfiiTP PTTraaTtnara rspp^^riTTarsnp ppaa tpttpttpptt 
V9vvAv7UuUv^ V..UuAUliAla uL.L.VjUUAv3ijC ^uAA XuUCUUL>U 


OQQtro 
ZOQO / 


3837 






XU47 J 


TTf2TTrTnnafi PTTfiatTnan npp/^TTTanfiP rv^aa TTTpn/^piTP 




3839 


7191 


^•^•^'n7^ OR/^ tt i^r'aar'iTTr' 


1 AA Q A 


/^aTT/^TTTTmp rTTPRTTPar^ r^ppPTTnart/"^ ppaa tttpttppi'I/^ 


O Q Q <C Q 
Z O O D7 


3841 


7189 




1 A A Q C 


TTPP aTT/^TTTT PTTPRTTPaP PPPPTTTTftPPP PP7\TV TSPTTPTTPP 

ULuAU^jUU CUUAUVjALr uUUtjUUAtioL. ULjAA XALiUfaUULj 


O Q QO A 

Zoo iK) 


3842 


7188 


GACACULC a AvJAULvjAu 


1 A A CkC 


niTPviaTTPTT PitpaiTna/*' npppTTnaprip* ppaa TPapTTPTTi^ 
oULAiAUuU W*UuAUuAu li\.L>v7UUAv3oC UGAA XuAvjuVjUU 


O Q Q Ol 
4£00 /X 


3845 


7185 


ACUCCAAC A UCuACGAA 


1 AA QT 
XU47 / 


TTTTP/^TPPa ^TT^atTPlvr^ PPPPTTTTaPPP r^#^iva TTTTT^^T'Tvr'TT 

uU^oUUGA (..UGAUoAtv GL.L.OUUAGGL. UGAA XUULiGAoU 


O Q D OO 

Zoo 1 2. 


3 862 


7168 


CiGUGAAviU U UL.VjL'UC(iA 


t A A QO 


TTPPPPPPa r^TTPaTTPap* ppppiTTTapnp rv^aa xPTTTTPr^pp 


28873 


3863 


7167 


^/^^7v TV *^*^/^ TT fyf^r*r*r^c*'Kr^ 
GGGAAGCC U CGuuCGAG 


10499 


PTTPPPPyP PTTPalTPA^ PPOI^TTTTa/^OO r^t^'KTi "TF^t*! 11 T/^/^/^ 

UUUGUu^Jvj UUGAUGAu GUUGUUAuou LoAA XGUUULCC 


28874 


3oo4 


714d 


TV ivTTiv^^Tnr' IV f^Tiifif*rt^r* 
AAUAuUv»C A wUU&i-CUG 


1 ncnrv 
XU9UU 


r'uripp&an f^finikJifiKn f^f^t^nnfi^fsfif^ P«a» TOArTTivTTTT 
UAbwUnAlv UUUAUuAvr GULvUUAGbU CGAA XUAL.UAUU 


o ocvc 
2oo75 


Joob 


AA 


T¥ivr»TT^r^ii^ TT iT/^rv^Trsim 
UAvaUoCnU U UuwUUvaAA 


XUSUX 


iTTTr'afari/'B. rtTrtaTTTsart fiPPPTTTTap/^r' ppaa TTTn^a/^TTv 


O O O Tf 


"3 Q on 


'71 Art 






AaprtfTTTna priraaTTrsart fSPPnT ttt a rnpp pnaa Tr^aarsTTPr* 

Anv^uUUwn ^UUnUvlnU V9V.L.OUUi\oV2L. L-^AA X\«AAuUu^ 


OQOT7 


Q01 
J D7± 






XU3 Uo 


aaapniTTiP PTT/^aiTna/^ fippnTiTTappp pj^aa T(^r*»aaPTTr! 

AAnV«^UUV,i« v^UoAUlaAVs iJ^V-vsUUAVjijO UoAA Xs7V.>AAoUV3 


O Q D O Q 




71 "Jl 




1 ACOA 
XU3 U*t 


PAPPTTPATT PtTnATTf?An nppriTTTTarinp prsaa TAPPiipaa 


O Q Q7Q 
Zoo 1^ 




71 m 
/xux 




XU3 U3 


arTPapfJiTP PTT/^aTTrjan f3PPrt77rTaf!<^!P prsaa TafTTTapnTr 


OOPOA 




•7rt01 


a/^/^TTr«ivTT/^ IV a TvTTr'nTTTTT 


1 ACAC 


aaaripaTTTT r^ics.'hJin.'h.n ^iPPPTiriappp ppaa TaTXPappTT 
AAAvjfUAUU L.UuAUVjAvj LrUv,.urUUAok7L> L.uAA XAUCAUoU 


28B81 


1 OA c 




TTPlia7lTTi^r» TT TTTTa/ir»arTT 




ar^T^apfiaa. PTtriaTTrtars rspp/^TTTanrip ppaa TPaTTTWTPa 
A^UViwUAn dJlsAUUAo u^t^vvUUAuu^ vJVxAA XuAUUUGA 


o o o o o 
zoooz 


3951 


7079 


gcuuuagc a GuGGAGuG 


10508 


CACUCCAC dJGAUGAG GCCGUUAGGC CGAA XCUAAAGC 


^ n n n ^ 

28883 


3965 


7065 


QUGACSGAC C GCUGUUGU 


n ncrto 


ACAACAGC CUGAUGAG GCCGUUAGGC CGAA XUCCUCAC 


28684 


? O 


•7 AO 




1 A c 1 n 


PTTPAPaAP PTTPATTPAr* PPr'^^TTTTA l^r^r' /"•r'AA T r^r«/^TTr«/~«TT 

vjUoALAAU UUGAUliAVj (juLoUIJALTbU. CoAA XCGGuLCU 


28885 






r'TTOTTTTr^TTn A f^'t.C^nCTfXTi.r* 


1 AC1 1 
XU3 XX 


mTap<T/^TP PTTpaTT^tiap ppppttttappp ppaa tapaa^'a/"' 
oUAL.vjUUo L>UuAU(aAo oI-L.oUUAoVjU L.vjAA 1AL.AAuAu 


28886 


/ / 




OTTTTr'TTr'a/^ a r^rv^Tar^ar* 
VaULKjUxJAU A kjUuUAUAlj 


T A C 1 O 


nTPTTaPP/^ PTTPaTTPaP PPPPTTTTAP/V ppaa TTTOAr^AA^^ 

UUoUAV-ol^ UUviAUoAtj (jL-L-oLPUAuViC UoAA XUGALAAL. 


O Q O f> T 




T AA C 


r'&r^rr'TTar' a nTpapr'an 
v-AVjUVjUAL. a VaUIoAL-vJALr 


1 A c 1 'a 


PTT/n/ntTPa P /^TPaTT^iap ppppttttappp rr'aa TTTAPomt/^ 
^-.Uti^UV-AL. LrUoAULiAtj LjUt-oUUAVioL. L,oAA lUAC.oL.UG 


O □ D O O 


1 Q Q A 

J y y u 


T A A A 


AUAoUvjiALp L. AvJvaLULxUU 


1 n 1 A 

XU 3 JL4 


aapappPTT pttpattpap (TPppttttappp rr'AA TTTi^Amyr'TT 
AAVJAV3UL.U L<UViAUv7Al;j o\«L.tjUUAvjV3U LoAA XUVJAL.UGU 


O O Q O Q 

2aoo9 




7 A"l Q 
/ U J 7 


pariTTrtAPP 3V ri/inTrarTTTfi 


XU3 X9 


paaparjpp PiTfiaiTfian nr^r^nxjx't'h.nnr* ppaa T/^TTPapiTP 


O Q O Q A 




7m R 


nappAn^ip TT nTTTTRpp/a/i 


1 AC 1 C 
XU9 XD 


pp<T/2Paap PTT/3aTT/ia^3 npprtTTTTar!f2P ppaa tppttppttp 

xwWVjuUAAV wUuAUVaAu uv«\«VjUUAv3UrL. uVsAA XL>lMiUovaUv« 


O O D Ql 


*x uu± 


707 Q 




1 nc%i 7 

XU3X / 


T TTTi^ a /"IP pr* PTTnaiTnan riPPnTtiTappp ppaa TPaapapp 


O O DOO 


4005 


7025 


TTTTr^Pr'^V'P P TTr«TV TvrtTP/^ 


1 A CI o 


/I/^ APTTTTP A /^TPATTPA^ POI^/^TTTTA/"!/^/^ r^^AA Tn^r^/^/^AA 

GGACUUGA CUGAUGAG GCCGUUAGGC CGAA XCCGGCAA 


28893 


4006 


7024 


TTIff^/*l^^^O IT niV IV^TTr^^A 

UGCCGGCC U CAAGUCCA 


10519 


TT^I^A^TTVT^ Otl^ATTOA/^ O^O^^TTTA/^f^O /WA A T/^/l/m/iniV 

UGGACUUG CUGAUGAG GCCGUUAGGC CGAA IGCCGGCA 


28894 


4008 


7022 


f^^r*r*c*f^^^ IV iv^TTPOiv IV IV 
CCGGUCUC A AGUGCAAA 


10520 


UUUGGACU CUGAUGAG GCCGUUAGGC CGAA XAGGCCGG 


28895 


4013 


7017 


^*tT^IV IV ^TTO TV IV IV IV O IV IV K 

CUuAAGuC C AAAAGAAA 


10521 


UUUCUUUU CUGAUGAG GCCGUUAGGC CGAA XACUUQAG 


28896 


4014 


TAI £ 


TTPIVJV^TTPP TV MvaPSTVIVP 

UuAAvjrUL.L. A AAAuAAAU 


1 A coo 


PTTTTTTPTTITTT PTTPATTPAP PPO/^TTTAPPP O/^JVA T/** A /^TTTO A 

GUUUCUUU CUGAUGAG GCCGUUAGGC CGAA XGACUUGA 


o ft n "T 

28897 


A rt o o 


•7 A A*? 
/UU / 


Tvaivpivivap tt pttppptvttp 
AAAvaAAAL. U CULULuAUvj 


1 A COO 


PATT/iPPAP PTT/OATTPAP /V^/V^TTTTAPPP PPAA TTTnTTPfTfTTT 

CAUGGGAG CUGAUGAG GCCGUUAGGC CGAA lUUUCUUU 


o n n 

28898 




•7A AC 


apaaaPTTP tt oppaTT/'2/^T 
AoAAA^^UW. U v^v^LJiUoC'U 


1 A C 7 A 


aPPaTT/^/iP PTTPATTPAP /^IPPPTTTTA PPP PPAA TAPTTTTTTPTT 

ALzL^UGGG L.UGAUvjAG OCL.GUUAGGL. CGAA xAGUUUCU 


o o o n n 

28899 




7nni 


AAAPITPTTP P pannPTTrtA 


XU3^3 


TTPa*!lPaTTn PTTPaiTrtar* ppppTHTappp ppaa TapapTmrt 
UCAuvJAUur v^UoAUuAVj vsCClaUUAouU LoAA XAoAGUUU 


' o Q Q o r* 




7nn9 


AAPfTPlTPP P ATlRPTTn&A 


XU3ZD 


TTTTPAnpATT PTTfSATTnar! rappTiTTTTarspp ppaa TPapapiTTT 
UULoAUww ^UVanUVwua iTCCviUUAUurU L.(jAA XuAviAGUU 


2 8901 




7noi 

/ UwX 


APfTPTTPPP A TTrSPTTnAAA 


1 flR77 


TTTTTTPAflPA PTTnATTntAr! rtPPttTTiTaPiV* ppaa TPr«apar21T 


28902 


Anil 


£QQ7 


ITPPPATTfSP TT nAAATTITPTT 




a^^aaTTTiTTP PTTfaatTirsa/s rtPPnnTTappp ppaa TPATTrspPA 
AunAUUUL^ ^UuAUvsAvar uUCViUUAxsuU L.GAA XCAUGGGA 


28903 


AHA 1 




FTrtAAATTTTP TT PPrTTTHAPP 


1 A C 70 


ftiTTTPaapp PTTiPaTTPap ppppttttbppp ppaa TAATTTTTTPA 
ViV7Uv..AAuVjr \.«UoAUUAL9 vjrk,.L.viUUAviVj^ C.GAA lAAUUUCA 


O O Q A>l 




^QR7 

oi»o / 


Aa ATTTTPTTP P TTIT^aPnTP 


1 ACO A 
XU3 


^sa/aPTTpaa PTT<aaTT<^AP rT*r*rrtix^'tLr*f^r* ppaa xapaatttttt 
VoAurvaULJiA CUGAUGAG urCLGUUAvjVjU CGAA lAGAAUUU 


28905 






AAT7ITPT7PP TT TTflAPPlTPA 


1 ncii 

XU3 JX 


TT/^ao/STTPa PTT/aaTT/^ap ppppttttaptip ppaa tpapaatttt 
UoAuVaUCA \.«UoAUoAv3 Vjv.CuUUAuViC CGAA XGAGAAUU 


28906 




6981 




1 AC"50 
XUS 


apaaTTTTPA PTTPaTTPap ppppttttappp ppaa xttpaap/tia 
AoAAUUGA CUGAUGAG GCCGUUAGGC CGAA XUCAAGGA 


28907 


A n c: A 
*± U 3 u 


c Q n n 
o y o u 


PPTTTimaOP TT PftaTTTTPTTTT 


10533 


AAPAATTTTP PTTPATTPAP ppppttttappp ppaa TPTTPlVAPP 

AAGAAUUG CUGAUGAG GCCGUUAGGC CGAA XGUCAAGO 


^ o n A n 

28908 




<CQ7fl 
D J> f o 


TTITnAPPTTP A liTTTTPTTITnn 


1 ACaA 

XU3 J4 


PAAAPAATT PTTPATTPAP PPPPTTTTAPPP PPAA T A PPTTPA A 

CAAAGAAU CUGAUGAG GCCGUUAGGC CGAA XAGGUCAA 


26909 


4057 


6973 


CtlPAATltTP TT TTTTRPPPAA 


1 ACO c 
XU3 J9 


TTTTfim'ipaa PTTnaTT<^ar2 /^pprrrTTTappp ppaa xaATTrTPAP 
UUkjVjuCAA CUoAUVoAij uCCuUUAuoC CGAA xAAUUGAG 


28910 


4062 


6968 


UUCUUUGC C CAAACAAA 


10536 


UUUGUUUG CUGAUGAG GCCGUUAGGC CGAA ICAAAGAA 


28911 


4063 


6967 


UCUUUGCC C AAACAAAC 


10537 


6UUU617UU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGA 


28912 


4064 


6966 


CUUUGCCC A AACAAACU 


10538 


A6UUUGUU CUGAUGAG GCCGUUAGGC CGAA IGQCAAA6 


28913 


4066 


6962 


GCCCAAAC A AACUGCUU 


10539 


AAGCAGUU CUGAUGAG GCCGUUAGGC CGAA lUUUGGGC 


28914 


4072 


6958 


AAACAAAC U GCUUAUGU 


10540 


ACAUAAGC CUGAUGAG GCCGUUAGGC CGAA lUUUGUUU 


28915 


4075 


6955 


CAAACUGC U UAaGUCAC 


10541 


GUGACAUA CUGAUGAG GCCGUUAGGC CGAA ICAGUUUG 


28916 


4082 


6948 


CUUAUGUC A CUCUUGGU 


10542 


ACCAAGAG CUGAUGAG GCCGUUAGGC CGAA XACAUAAG 


28917 


4084 


6946 


UAUGUCAC U CUUGGUCU 


10543 


AGACCAAG CUOAUGT^ GCCGUUAGGC CGAA lUGACAUA 


28918 
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4086 


6944 








^ O J? X7 


4092 


6938 








28920 


4097 


6933 






rwznnfifzrm mRATTfJAG G<^C!GUUAGGC CGAA lATIAAGAC 


28921 


4101 


6929 






rzATinnfiTTTT ntRAnCAG GCCGUUAGGC CGAA ICUAGAUA 


28922 


4102 


6928 






nf;ATir:f3Rri PfTGATTRAG GCCGUUAGGC CGAA IGCUAGAU 


28923 


4105 


6925 


UACjLUAAL. L. UAUUUL.UU 






28924 


4106 


6924 


AGCCAACC C AUVJUCQUU 






28925 


4107 


6923 


GCCaACCC a UCUCCjUUU 


10551 


naanr^ar^A r^TGATTRAG RPPGITTTAGGP PGA A TGGTItTGGP 


28926 


4110 


6920 


AACCCAUC U CGuUGGCU 


T nc CO 


arT'OaaPG PTIGATTGAG GfT'GTTrTAGGr' fGAA TATTGGGTTIT 


28927 


4118 


6912 


UCX3UUGGC U GCCACUGC 


10553 


^WT/^r^n ^WT/^ATT^AO /*»^^/^TTTA ^V^AA TO^AAO/^A 

GCAGUGGC CUGAUQACa GCCGUUAuUC CVaAA ICCAAUvjA 




4121 


6909 


UuGGCuGC C ACUGCGCu 


10554 


7vr«r«r'nnr'TT ^IPATTnAG GTYYlTTnAGGr* PGA A TPAGr*PAA 


28929 


4122 


6908 


UGGCuGCC A CuGCGCUC 


10555 


r»Ar«r»riy^An r»TTr^jvTTr»»n nrT'GTTTTAGG/^ Pnaa TRnannpa 




4124 


6906 


GCUGCCAC U GCGCUCAC 


10556 


QUuAVjCvsL. UUucAUuAG VjCxAjUUAvaijL. W^VjAH ± Uo\7^../\k3Vw 


Z O ? JX 


4129 


6901 


CACuGCGC U CaCAAGGG 


10557 


r^r»mTTTr•T^/^ r*tir*'^Tjn'h.fi. nr*r*nt'tTi'h.nnr* pgaa TnGPAGTTG 




4131 


6899 


CUGCGCUC a CAAGGGUC^ 




GAPPr^TTTG PTTGATIGAG GPPGTTTTAGGP PGA A TAGPGPAG 


28933 


4133 


6897 


GCGCUCAC A AGGGUCAU 


10559 


ATTr«Apr«/^T fTin^nn.'&n /iPPGiTfTAGGT* pgi^a tttgugpgp 




4140 


6890 


CAAGGGUC a UGACACAA 


10560 


TTTTr'TTr'TTr'A mt/^'A'tin'R.n fincfU'nTh.nfir* poaa TapppTtiin 




4145 


6885 


GUCAUGAC a CAAAUCAG 


10561 




Z07 Jo 


4147 


6883 


CAUGACAC A AAUCAGGA 


X0562 






4152 


6878 


CACAAAUC A GGAACACG 


lUao J 


rv^TnTTTPP OTTGATTGAG GPPGTTTTAGGP PGA A TATTTTTTGTTG 


28938 


4158 


6872 


UCAGGAAC A CGGCUAGC 


10564 


ljUUAliuUvj L>U(jAUl7Alj VjU L.V7U UAo\7\« L-VaAA XUUU\^UL3>i 


•5 Q Q 


4163 


6867 


AACACGGC U AGCUGGUU 


10565 


AA/*»r»AO^TT rTTr'ATTPAP PPfV^TTiariPP TPPPTTPTTTT 

AACCAGCU CUGAUGAG oULrVjUUAviGt- UVoAA Xi_L.GUGUU 


o n OA n 


4167 


6863 


CGGCUAGC U GGUUGUCU 


10566 


AriAriAArr* r^TPATTPiv/i ppprsnTTaG/^r" ppba Tn^iapppp 
AGACAACL- UUGAuUAG GUt^ljUUIAovri* v^*aAA XCUA\aV-L.G 




4175 


6855 


UGGUUGUC U GUCUGCGA 


10567 


UCvaCAGAL. x-UGALUxftXi Gu^JVjUUAJoVsU (^AaAA XAWVAV^UA 




4179 


6851 


UCjUCUbUC U bCUAAL-tjU 


10568 


nrv^TTTTPr'P ninXTTrnvG riPPGITTTAGGT' PG&A TAPAGAPA 




4191 


6839 


TV 1\ ^'V^TTTTO TT TT/TTT^^T/"*/^/^ 

AACGUUGC U UCUCUC3GC 


10569 


r*r»r*i^r''Ari'^ piTfiikTT/aaR RPPraiTTTAGfaP Pfi&& TPAaPfSTiTT 




4194 


6836 


GUUGCUUC U CUvjVjLULA 




TTPAPPPAra PITGKTTGaG GPPGTTTTAGTSr* PGAA TAAGPAAP 




4196 


6834 


UGCUUCUC U GGCUCAGG 


T n C TT 

i05 71 


ppTTPAppp PTinaiT/^an RPPRiTTiaGRP priaa TaGaAGPa 


zoy*to 


4200 


6830 


UCUCUGGC U CAGQAAUU 


10572 


aattttppttp PTTPATTriAP ppp^TTTTTaGRP PRiva TPPafZaRK 
AAUULCUG CuViAUviAo uUVAa-UUAoGl. UvjAA XUV^loAoA 




4202 


6828 


UCuGGCuC A GGAAUUaG 


10573 


CUAAUuCt. UUvsAUGAG VaCUvrUUAuiiC vJvjAA XAGUvJAoA 




4212 


6818 


GAAUUAGC A CAAUCAUC 


10574 


/^ATTTtATTTTP PT"WiATTPaP PPPrtTTTTaGPP PPaH TPTTaaitTTP 




4214 


6816 


AUUAGCAC A AUCAUCAA 


10575 


TTTTPATTPaiT PTTPATTPaP nPOmTTtAG/SP PGiA TTTGPTTaaTl 




4218 


6812 


GCACAAUC A UCAAGAGA 


10576 


TTrTTmTTTPA PTTPATTPAP PPPPTTTTafVP PPAA TaTTfTr2TTnp 
UCUCUUGA LpUoAUoAG uL.vJGUUAAiV7U UuAA XAUUuUoL- 


O Q Q CT 


4221 


6809 


^iv ivTT^TvTT^ R ?v/^?vr»a ^rr^ 
CAAUCAUC A AvjAUAAvjo 




PPTTITPTTPTT PTTGaiTGaG GPPGTTTTAGGP PGAA TATTGATTTTG 


TQQCO 


4236 


6794 


O/^i^TV/^ A/^/^ A r^/^AA^ATTTT 

GGGAGAGC A GCAACAUU 


10578 


AATTPirrTPP PTTriATTPap pppr!TTrTar!ir2P Pfiaa tpttpttppp 


0 QQCI 


4239 


6791 


AGAGCAGC A ACAUUCCG 


10579 


n^l^AATT^TT PTTPATTPAP PPPPTTTTanPP PPAA TPITPPTTPTT 


O Q OC A 


4242 


6788 


Ai^/*tA A A TTTT/^^V^^V^ 

GCAGCAAC A UUCCGGUG 


10580 


/wwspaa PTTPariPa/a *2PP*TffiTTarapp ppaa tttitg^tpp 


^o7bb 


4246 


6784 


CAACAUUC C GGCGAUCU 


10581 


^IT^UTT^ A^ ^A^^VTTTTTA^^^ ^/^A A TAATT^TTTT/^ 

AGAUCGCC CuGAUGAG GCCGUUAGGC CGAA XAAUGUUG 


28956 


4254 


6776 


rW/V*ATT^ TT TTr^rtTTTf^PTT 




aGPaaPPA pitgattgag GPPGTTTTAGGP PGAA TATTPGPPG 




4261 


6769 


CUUCGUUC C UGGAACUU 


10583 


AAPTTTTPPA pfTPATTPAP PPPPTTTTA iipp ppaa Taap^^aan 
AAuUUCCA L.UoAUuAG GCCGUUAGvsL. L>oAA lAAUL^AAG 


Q Q C Q 
Z07bo 


4262 


6768 


TTTTrV^TTT^/** TT A H ^T TT T/^ 

UuCGUuCC U GGAACUUC 


10584 


/^A AnTTTTr^r» ^TPATTPArt pppTiJTTTar^pp ppaa Tpaappaa 
CaAAGUUCC CUGAUVsAG uCCwrUUAViurL. L.GAA XGAAL^GAA 


0 QQCO 
^07b7 


4268 


6762 


CCUGGAAC U UCAGCCAU 


10585 


ATTr^/^/TfTr^ A ^^tr^ATT^AP* ^^Pr^TTTAP^P PPAA TTTTTPPAPP 

AUGGCUGA CUGAUGAG GCCGUUAGGC CGAA XUUCCAGG 


0 Q 0 <r A 


4271 


6759 


GGAACUUC A GCCAUCCA 


10586 


TT^/^ ATT/^r^O /^Tr^ATT^ar* r^r^/^^^TTTTA /"V^P P/^AA TAAPTTTTPP 

UGGAUGGC CUGAUGAG GCCGUUAGGC LGAA iAAGUUCC 


^0 y 0 X 


4274 


6756 


TV W T/^ >V ^1 ^ ^ IV TTi^^TV TV ^7V 

ACUUCAGC C AUCCAACA 


10587 


TT^TTTT/^/^ ATT T/^ TV TT(^ A O O/^T TTT7V n/^/^ P^^AA T/^TTPAAPTT 

UGUUGGAU CUGAUGAG GCCGUUAGGC CGAA iCUGAAGU 




4275 


6755 


/^TTT/^A/IO^ A TTOr^AAOA/n 

CUUCAUCC A UCLAACAvi 


10568 


PTTPTTTTPPA PTTPATTPaP ^PP/TTTTTafS/SP PPaa TOPTTfSaaG 

CUGUUGGA CUGAUGAG GCCGUUAoliC UUAA XGCUGAnG 




4278 


6752 


OA/nr^r^ATTr^ AA/^A^AAA 

CAGCUAUC C AACAUAAA 


10589 


TTTTTTrtTTPTTTT PfTPATTPan PPP^I WTafft/aP PTSaa TaiTRRPTtfi! 

UUUCUGUU CUGAUGAG GCCliUUAGGC C^aAA XAUGGCUG 




4279 


6751 


A/^Pt^ATTr^r^ A A<^A/^AAAA 

AGCCAUL.C A AUAUAAAA 




TTTTTTTTrTTPTT PTTPATT/^aP PPPPTTTTaPPP PPaa TPaTTfll'lPTT 

UUUUCUGU CUGAUGAG GCCvjUUAGGC CoAA XGAUuLrCU 


^070b 


4282 


6748 


OATT/^^^A^/^ A /^AAAAA^^/^ 

CAUCCAAC A GAAAAAVaU 


10591 


r^PTTTTrTTTTTn PTTPATT/^AP PPPPTTTTariPP PPAA TTTTTPPaiTr! 

CCUUUUUC CUGAUGAG GCCGUUAGGC CuAA XUUGGAUG 




4298 




rtTr'/waik it fW*a/Mir* 
laUuVjUVanh* U wCwVAwlVC 


10D72 


PTtPTTtTRfaP PrWlMTGAP RPrVSTtTTAGGP PGUA TTTPGPGAP 
GUCUUGGG CUGAUGAG GCCGUUAGGC \.AjAA XUCG^GAC 




4300 


o /JU 


CGCuACUC C CAAGACAG 


1 Aca*) 
lUb9J 


prTPTTPrtTTP ptTpaTT/aap ppppiTTTap/sp pfiaa TaRTTPriPG 
CUGUCuUG CUGAUGAG GCCGUUAGGC CGAA XAGUCGCG 




4301 


6729 


fir*i^^f^'tr*f* r* a Ar«A#^iir»r^ 


10594 


PPTTPTTPTTIT PfTraATTi^aP PPPPTTTTaPPP PPail TRBRTTPTSP 

GCUGUCUU CUGAUGAG GCCGUUAGGC CGAA XGAGUCGC 




A 1 rtO 

4 JU^ 


"70 Q 
O /^O 


v^oALUUCC A AVjACAvjtJVa 


1 A C O C 


r'PPTTPTTPTT PTTPATTPAP PPPPTTTTaPPP PPaa TrirSaGTTPG 

CGCUGUCU CUGAUGAG GCCGUUAGGC CGAA XGGAGU^G 


z 0 ^ / u 


/ 


5723 


CLCAAUAC A (jCLyCUUCC 


10596 


r^TPATT/^Ar^ ^/^fY^TTTAPPP PPAa TT TPTTTTf2/'2/^ 

GGAGGCGC CUGAUGAG GCCGUUAGGC CGAA lUCUUGGG 


0 Q GOT 


4312 


6718 


GACAGCGC C UCCCAAAC 


10597 


GUUUGGGA CUGAUGAG GCCGUUAGGC CGAA ICGCUGUC 


28972 


4313 


6717 


ACAGCGCC U CCCAAACC 


10598 


GGUUUGGG CUGAUGAG GCCGUUAGGC CGAA IGCGCUGU 


28973 


4315 


6715 


AGCGCCUC C CAAACCUA 


10599 


UAGGUUUG CUGAUGAG GCCGUUAGGC CGAA lAGGCGCU 


28974 


4316 


6714 


GCGCCUCC C AAACCUAU 


10600 


AUAG6UUU CUGAUGAG GCCGUUAGGC CGAA IGAGQCGC 


28975 


4317 


6713 


CGCCUCCC A AACCUAUC 


10601 


GAUAGGUU CUGAUGAG GCCGUUAGGC CGAA IGGAGGCG 


28976 


4321 


6709 


UCCCAAAC C UAUCUUUC 


10602 


GAAAGAUA CUGAUGAG GCCGUUAGGC CGAA lUUUGGGA 


28977 


4322 


6708 


CCCAAACC U AUCUUUCC 


10603 


G6AAAGAU CUGAUGAG GCCGUUAGGC CGAA IGUUUGGG 


28978 


4326 


6704 


AACCUAUC U UUCCAAUG 


10604 


CAUUGGAA CUGAUGAG GCCGUUAGGC CGAA lAUAGGUU 


28979 
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4330 


6700 


UAUCUUUC C AAUGCCCU 


10605 


AGGGCAUU CUGAUGAG GCCGUUAGGC CGAA lAAAGAUA 


28980 


4331 


6699 


AUCUUUCC A AUGCCCUU 


10606 


AAGGGCAU CUGAUGAG GCCGUUAGGC CGAA XGAAA6AU 


28981 


4336 


6694 


UCCAAUGC C CUOCCGCU 


10607 


AGC6GAAG CUGAUGAG GCCGUUAGGC CGAA XCAUUGGA 


28982 


4337 


6693 


CCAAUGCC C UUCCGCUG 


10608 


CAGCGGT^ CUGAUGAG GCCGUUAGGC CGAA IGCAUUGG 


28983 


4338 


6692 


CAAUGCCC U UCCGCUGC 


10609 


GCAGCGGA CUGAUGAG GCCGUUAGGC CGAA IGGCAUUG 


28984 


4341 


6689 


UGCCCUUC C GCUGCAUG 


10610 


CAUGCAGC CUGAUGAG GCCGUUAGGC CGAA lAAGGGCA 


28985 


4344 


6686 


CCDUCCGC U GCAUGAGG 


10611 


CCUCAUGC CUGAUGAG GCCGUUAGGC CGAA ICGGAAGO 


28986 


4347 


66B3 


UCCQCUQC A UGAGGAGG 


10612 


CCUCCUCA CUGAUGAG GCCGUUAGGC CGAA ICAGCGQA 


28987 




6666 


AAnAAtTAC TT CCCAUC3GU 


10613 


ACCAUGGG CUGAUGAG GCCGUUAGGC CGAA TUAUUCUU 


28988 


^ Joo 


OOOfc 




10614 


UGAPPAUQ CUGAUGAG GCCGUUAGGC CGAA TAGUAUUC 


28989 


4Jb / 


boo J 


AaTTarTTrr* n MinnrTPATT 


10615 


ATTRZVPPATT PTTflATTOAfT flPPfJITTTannP PTIAA TfiAOTTATTTT 






o o o ^ 


RTTamprP a T7fV?TTPATJC 

/\U7t.L» U \— n \J\j^\J\.rtWJ\^ 


10616 


GAUGACCA CUGAUGAG GCCGUUAGGC CGAA TGGAGUAU 


28991 


A'>'7A 


OODO 


npaTTnTlTTP & TTPiPZkPTTP 


10617 


CARTTHTTOA PTIGATTGAO OPPntTTTArSfiP Pf?AA TAPPaTTfV5 




*J / / 


DODO 




10618 


AUUGAGUG CUGAUGAG GCCGUUAGGC CGAA TAUf3ACCA 


28993 


A'i'JQ 


O D 3X 


rnTPATTPAP a pitpamtaa 


10619 


XK7AUUGA6 CUGAUGAG GCCGUUAGGC CGAA TUGAUGAC 


28994 


4 J OX 


OD**i7 


P2XTTP3SkPJlP TT PIVATTT^GG 


10620 


CCUUAUUQ CUGAUGAG GCCGUUAGGC CGAA TUGtTGAUG 


28995 


A"? A"? 
4 JO J 


O O^ / 


TTP2VPAPTTP a IXTTAARnPA 


10621 


UGCCITUAU CUGAUGAG GCPGTTUAGGP PGR A TaGTTGTTGA 


28996 




6639 




10622 


GCCUUGAU CUGAUGAG GCCGUUAGGC CGAA TCCUUAUU 


28997 


4395 


6635 


AGGCAAUG A AGGCAAUU 


10623 


AAUUGCCU CUGAUGAG GCCGUUAGGC CGAA lAUUGCCU 


26998 


4400 


6630 


AOCAAGGC A AUUGUCUG 


10624 


CAGACAAU CUGAUGAG GCCGUUAGGC CGAA ICCUUGAU 


28999 


***i\J / 


O O ^ J 


PaATTTTflTTP TT RAAOAnPA 


10625 


UGCUCUUC CUGAUGAG GCCGUUAGGC CGAA TACAAtTUG 






O O X.O 


TTnaananp a iTPTTRnPAf? 


10626 


PUGPPAGA PTIGAtTGAG GPPGTITTAGGP PGAA TPTTPTITTPA 




4418 


6612 


AGAGCAUC U GGCAGUUC 


10627 


GAACUGCC CUGAUGAG GCCGUUAGGC CGAA lAUGCUCU 


29002 


4422 


6608 


PATTPITOflP A GtlUCCtlCC 


10628 


GGAGGAAC CUGAUGAG GCCGUUAGGC CGAA TCCAGAUG 


29003 


4427 


6603 


GGCAGUUC C UCCAGGGC 


10629 


GCCCUGGA CUGAUGAG GrCCGUUAGGC CGAA lAACUGCC 


29004 




6602 


fiPafilTTTPP TT PPAfSRfiPP 


10630 


GGCPPTTGR PTIGATTGAG GPPGTTTTAGGP PGAA TGAAPURP 




4430 


6600 


AGUUCCUC C AGGGCCAU 


10631 


AUGGCCCU CUGAUGAG GCCGUUAGGC CGAA lAGGAACU 


29006 


4431 


6599 


GUUCCUCC A GGGCCAUU 


10632 


AAUGGCCC CUGAUGAG GCCGUUAGGC CGAA IGAGGAAC 


29007 


4436 


6594 


UCCAGGGC C AUUCUGUG 


10633 


CACAGAAU CUGAUGAG GCCGUUAGGC CGAA ICCCUGGA 


29008 


4437 


6593 


CCAGGGCC A UUCUGUQA 


10634 


UCACAGAA CUGAUGAG GCCGUUAGGC CGAA IGCCCUGG 


29009 


4441 


6589 


PnPPATTTTP TT ftTTnRGPTTP 


10635 


GAGPTTPAP PTIGATTGAG GPPGTTTTAGGP PGAA TAATTGGPP 


29010 






PTTnTT/^afJP TT PTTTTPPTTPP 


10636 


GGAGGAAG PTIGATTGAG GCPGrTTTAGGP PGAA TPTTPAPAG 


z :? u J. X 




6580 


raiGAOPITP TT UPPTTPPTIU 


10637 


AAGGAGGA CUGATTGAG GCPGTTUAGGP PGAA TAGPTTPAP 


OQftI 7 




oo / / 


AnPrTPTlTTP P TTPPTTTTTTPTT 


10638 


AGAAAGGA PTTGATIGAG RPPGTTTTAGGP PGAA TAArtAGPIT 


7om ^ 

^7i/X J 


4454 


6576 


GCUCUUCC U CCUUUCUC 


10639 


GAGAAAGG CUGAUGAG GCCGUUAGGC CGAA TGAAGAGC 


29014 


4456 


6574 


TTPTJfTPmP P TTTTITPUPTJG 


10640 


CAGAGAAA CUGAUGAG GCPGTTUAGGP PGAA TAGGAAGA 


70fti i; 


/ 


6573 


PtTITPPTTPP TI llTIPlTPlTf3P 


10641 


GCAGAGAA CUGAUGAG GPPGTTUAGOP PGAA TGAGGAAG 


74ni ^ 


4461 


6569 


CUCCUUUC U CUGCAGUG 


10642 


CACUGCAG CUGAUGAG GCCGUUAGGC CGAA TAAAGGAG 


29017 


4463 


6567 


CCUUUCUC U GCAGUGGC 


10643 


GCCACUGC CUGAUGAG GCCGUUAGGC CGT^ TAG2^AAGG 


29018 


4466 


6564 


UUCUCUGC A GUGGCCAC 


10644 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA TCAGAGAA 


29019 


4472 


6558 


RPAf3TTf3GP P APAAPfJUA 


10645 


T7ACGTTUGII CUGAUGAG GPPGUUAGGP PGAA TPPAPTTGP 


9Qn7ft 


4473 


6557 


CAGUGGCC A CAACGUAC 


10646 


GUACGUUG CUGAUGAG GCCGUUAGGC CGAA TGPPAPTIG 


9Qn71 


4475 


6555 


GUGGCCAC A ACGUACAU 


10647 


AU6UACGU CUGAUGAG GCCGUUAGGC CGAA TTTGGPCAP 


00070 


4482 


6548 


CAACGUAC A UGGU6UCA 


10648 


TTGACACCA CUGATTGAG RPrVTUnAGGP PGAA TTIAPGITfTG 




4490 


6540 


AUGGUGUC A AGUGCUUC 


10649 


GAAGCACU CUGAUGAG GCCGUUAGGC CG2^ TAPAPCATI 




4496 


6534 


UCAAGUGC U UCCCAUC3U 


10650 


ACAT1GGGA PUGAUGAG GPrGtJIlAGGP PGAA TPAPTTTTRA 


9Qn7C 


4499 


6531 


AGUGCUUC C CAUGUCUU 


10651 


AAGACAUG CUGAUGAG GCCGUUAGGC CGAA TAAGCAPTT 


7Qn7<? 
4S u« O 


4500 


6530 


GUGCUUCC C AUGUCUUC 


10652 


GAAGACAU CUGAUGAG GCCGUUAGGC CGAA TGAAGCAP 


29027 


4501 


6529 


UGCUUCCC A UGUCUUCC 


10653 


GGAAGACA CUGAUGAG GCCGUUAGGC CGAA XGGAAGCA 


29028 


4506 


6524 


CCCAUGUC U UCCCCAUG 


10654 


CAUGGGGA CUGAUGAG GCCGUUAGGC CGAA IACATK5GG 


29029 


4509 


6521 


AUGUCUUC C CCAUGAAG 


10655 


CUUCAUGG CUGAUGAG GCCGUUAGGC CGAA lAAGACATT 




4510 


6520 


UGUCUUCC C CAUGAAGU 


10656 


ACUUCAUG CUGAUGAG GCCGUUAGGC CGAA IGAAGAPA 


29031 


4511 


6519 


GUCUUCCC C AUGAA6UG 


10657 


CACUUCAU CUGAUGAG GCCGUUAGGC CGAA IGGAAGAC 


29032 


4512 


6518 


UCUUCCCC A UGAAGUGC 


10658 


GCACUUCA CUGAUGAG GCCGUUAGGC CGAA I6GGAAGA 


29033 


4521 


6509 


UGAAGUGC U CAGGCAUC 


10659 


GAUGCCU6 CUGAUGAG GCCGUUAGGC CGAA ICACUUCA 


29034 


4523 


6507 


AAGUGCUC A GGCAUCUU 


10660 


AAGAUGCC CUGAUGAG GCCGUUAGGC CGAA lAGCACUU 


29035 


4527 


6503 


GCUCAGGC A UCUUUCCC 


10661 


QGQAAAGA CUGAUGAG GCCGUUAGGC CGAA ICCUGAGC 


29036 


4530 


6500 


CAGGCAUC U UUCCCAGA 


10662 


UCUGGGAA CUGAUGAG GCCGUUAGGC CGAA XAUGCCUG 


29037 


4534 


6496 


CAUCUUUC C CAGAACCU 


10663 


AGGUUCUG CUGAUGAG GCCGUUAGGC CGAA lAAAGAUG 


29038 


4535 


6495 


AUCUUUCC C AGAACCUC 


10664 


GAGGUUCU CUGAUGAG GCCGUUAGGC CGAA IGAAAGAU 


29039 


4536 


6494 


UCUUUCCC A GAACCUCA 


10665 


UGAGGUUC CUGAUGAG GCCGUUAGGC CGAA IGGAAAGA 


29040 
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4541 


6489 


C0CA6AAC C UCAAUGAG 


10666 


CUCAUUGA CUGAUGAG GCCGUUAGGC CGAA lUUCUGGG 


29041 


4542 


6488 


CCAGAA.CC U CAAUGAGC 


10667 


GCUCAUUG CUGAUGAG GCCGUUAGGC CGAA IGUUCUGG 


29042 


4544 


6486 


ASAACCUC A AUQAGCCC 


10668 


GGGCUCAU CUGAUGAG GCCGUUAGGC CGAA lAGGUUCU 


29043 


4551 


6479 


CAAUGAJGC C CUAUOJGA 


10669 


UCAGAUAG CUGAUGAG GCCGUUAGGC CGAA ICUCAUUG 


29044 


4552 


6478 


AAUGAGCC C UAUCUGAG 


10670 


CUCAGAUA CUGAUGAG GCCGUUAGGC CGAA IGCUCAUU 


29045 


4553 


6477 


AUGAGCCC U AUCUGAGA 


10671 


UCUCAGAU CUGAUGAG GCCGUUAGGC CGAA IGGCUCAU 


29046 


4557 


6473 


GCCCUAUC U GAGAACGU 


10672 


ACGUUCUC CUGAUGAG GCCGUUAGGC CGAA lAUAGGGC 


29047 


4570 


6460 


ACGUUUUC C CGAGGCGA 


10673 


UCGCCUCG CUGAUGAG GCCGUUAGGC CGAA lAAAACGU 


29048 


4571 


6459 


CGUUUUCC C GAGGCGAA 


10674 


UUCGCCUC CUGAUGAG GCCGUUAGGC CGAA IGAAAACG 


29049 


4583 


6447 


GCGAAGUC C UUGAACGC 


10675 


GCGUUCAA CUGAUGAG GCCGUUAGGC CGAA lACUUCGC 


29050 


45B4 


6446 


CGAAGUCC U UGAACGCC 


10676 


GGCGUUCA CUGAUGAG GCCGUUAGGC CGAA IGACUUCG 


29051 


4592 


6438 


UUGAACGC C UUUAGUGC 


10677 


GCACUAAA CUGAUGAG GCCGUUAGGC CGAA ICGUUCAA 


29052 


4593 


6437 


UGAACGCC U UUAGUGCC 


10678 


GGCACUAA CUGAUGAG GCCGUUAGGC CGAA IGCGUUCA 


29053 


4601 


6429 


UUUAGUGC C UGGUGAUC 


10679 


GAUCACCA CUGAUGAG GCCGUUAGGC CGAA TCACTIAAA 




4602 


6428 


UUAGUGCC U GGUQAUCC 


10680 


GGAUCACC CUGAUGAG GCCGUUAGGC CGAA IGCACUAA 


29055 


4610 


6420 


UGGUGAUC C GAGUACAC 


10681 


GUGUACUC CUGAUGAG GCCGUUAGGC CGAA TAUCArCA 




4617 


6413 


CCGAGUAC A CCCUGGCG 


10682 


CGCCAGGG CUGAUGAG GCCGUUAGGC CGAA lUACUCGG 


29057 


4619 


6411 


GAGUACAC C CUGGCGUC 


10683 


GACGCCAG CUGAUGAG GCCGUUAGGC CGAA lUGUACnc 


29058 


4620 


6410 


AGUACACC C UGGCGUCA 


10684 


UGACGCCA CUGAUGAG GCCGUU7«3GC CGAA IGUGUACU 


29059 


4621 


6409 


GUACACCC U GGCGUCAA 


10665 


UUGACGCC CUGAUGAG GCCGUUAGGC CGAA IGGUGUAC 


29060 


4628 


6402 


CUGGCGUC A AUCCAGCG 


10686 


CGCUGGAU CUGAUGAG GCCGUUAGGC CGAA lACGCCAG 


29061 


4632 


6398 


CGUCAAUC C AGCGCGGC 


10687 


GCCGCGCU CUGAUGAG GCCGUUAGGC CGAA lAUUGACG 


29062 


4633 


6397 


GUCAAUCC A GCGCGGCC 


10688 


GGCCGCGC CUGAUGAG GCCGUUAGGC CGAA IGAUUGAC 


29063 


4641 


6389 


AGCGCGGC C UCAGAAUC 


10689 


GAUUCUGA CUGAUGAG GCCGtJUAGGC CGAA ICCGCGCU 


29064 


4642 


6388 


GCGCGGCC U CAGAAUCU 


10690 


AGAUUCUG CUGAUGAG GCCGUUAGGC CGAA IGCCGCGC 




4644 


6386 


GCGGCCUC A GAAUCUUC 


10691 


GAAGAUUC CUGAUGAG GCCGUUAGGC CGAA lAGGCCGC 


29066 


4650 


6380 


UCAGAAUC U UCCUUUCA 


10692 


UGAAAGGA CUGAUGAG GCCGUUAGGC CGAA lAUUCUGA 


29067 


4653 


6377 


GAAUCUUC C UUUCACCA 


10693 


UGGUGAAA CUGAUGAG GCCGUUAGGC CGAA lAAGAUUC 


29068 


4654 


6376 


AAUCUUCC U UUCACCAA 


10694 


UUGGUGAA CUGAUGAG GCCGUUAGGC CGAA IGAAGAUU 


29069 


4658 


6372 


UUCCUUUC A CCAAGCUU 


10695 


AAGCUUGG CUGAUGAG GCCGUUAGGC CGAA lAAAGGAA 


29070 


4660 


6370 


CCUUUCAC C AAGCUUCG 


10696 


CGAAGCUU CUGAUGAG GCCGUUAGGC CGAA lUGAAAGG 


29071 


4661 


6369 


CUUUCACC A AGCUUOGO 


10697 


ACGAAGCU CUGAUGAG GCCGUUAGGC CGAA IGUGAAAG 


29072 


4665 


6365 


CACCAAGC U UCGUGAUG 


10698 


CAUCACGA CUGAUGAG GCCGUUAGGC CGAA ICUUGGUG 


29073 


4676 


6354 


6UGAUGAC U UCCACUUC 


10699 


GAAGUGGA CUGAUGAG GCCGUUAGGC CGAA lUCAUCAC 


29074 


4679 


6351 


AUGACUUC C ACUUCGUU 


10700 


AACGAAGU CUGAUGAG GCCGUUAGGC CGAA lAAGUCAU 


29075 


4680 


6350 


UGACUUCC A CUUCGUUG 


10701 


CAACGAAG CUGAUGAG GCCGUUAGGC CGAA IGAAGUCA 


29076 


4682 


6348 


ACUUCCAC U UCGUUGUU 


10702 


AACAACGA CUGAUGAG GCCGUUAGGC CGAA lUGGAAGU 




4694 


6336 


UUGUUGUC U UCUAAAAU 


10703 


AUUUUAGA CUGAUGAG GCCGUUAGGC CGAA XACAACAA 


o Q07Q 


4697 


6333 


UUGUCUUC U AAAAUUGU 


10704 


ACAAUUUU CUGAUGAG GCCGUUAGGC r'rzAA TAARAr^AA 


OQ07Q 


4713 


6317 


UGUUUGUC C UAGGACCA 


10705 


UGGUCCUA CUGAUGAG GCCGUUAGGC CGAA TACAAAPA 


29080 


4714 


6316 


GUUUGUCC U AGGACCAU 


10706 


AUGGUCCU CUGAUGAG GCCGUUAGGC CGAA IGACAAAC 


29081 


4720 


6310 


CCUAGGAC C AUCAAAGC 


10707 


GCUUUGAU CUGAUGAG GCCGUUAGGC CGAA lUCCUAGG 


29082 


4721 


6309 


CUAGGACC A UCAAAGCA 


10708 


UGCUUUGA CUGAUGAG GCCGUUAGGC CGAA IGUCCUAG 




4724 


6306 


GGACCAUC A AAGCACCA 


10709 


UGGUGCUU CUGAUGAG GCCGUUAGGC CGAA lAUGGUCC 


29084 


4729 


6301 


AUCAAAGC A CCACCUCC 


10710 


GGAGGUGG CUGAUGAG GCCGUUAGGC CGAA ICUUUGAU 


29085 


4731 


6299 


CAAAGCAC C ACCUCCGG 


10711 


CCGGAGGU CUGAUGAG GCCGUUAGGC CGAA lUGCUUUG 




4732 


6298 


AAA6CACC A CCUCCGGU 


10712 


ACCGGAGG CUGAUGAG GCCGUUAGGC CGAA IGUGCUUU 




4734 


6296 


AGCACCAC C UCCGGUCG 


10713 


CGACCGGA CUGAUGAG GCCGUUAGGC CGAA lUGGUGCU 




4735 


6295 


GCACCACC U CCGGUCGU 


10714 


ACGACCGG CUGAUGAG GCCGUUAGGC CGAA IGUGGUGC 


29089 


4737 


6293 


ACCACCUC C GGUCGUGG 


10715 


CCACGACC CUGAUGAG GCCGUUAGGC CGAA lAGGUGGU 


29090 


4752 


6278 


GGUAUGAC A CUCCAGCC 


10716 


GGCUGGA6 CUGAUGAG GCCGUUAGGC CGAA lUCAUACC 


29091 


4754 


6276 


UAUGACAC U CCAGCCGC 


10717 


GCGGCUGG CUGAUGAG GCCGUUAGGC CGAA lUGUCAlIA 




4756 


6274 


UGACACUC C AGCCGCUG 


10718 


CAGCGGCU CUGAUGAG GCCGUUAGGC CGAA lAGUGUCA 


29093 


4757 


6273 


GACACUCC A GCCGCUGC 


10719 


GCAGCGGC CUGAUGAG GCCGUUAGGC CGAA IGAGUGUC 


29094 


4760 


6270 


ACUCCAGC C GCUGCAAC 


10720 


GUUGCAGC CUGAUGAG GCCGUUAGGC CGAA ICUGGAGU 


29095 


4763 


6267 


CCAGCCGC U GCAACCUU 


10721 


AAGGUUGC CUGAUGAG GCCGUUAGGC CGAA ICGGCUGG 


29096 


4766 


6264 


GCCGCUGC A ACCUUGUA 


10722 


UACAAGGU CUGAUGAG GCCGUUAGGC CGAA ICAGCGGC 


29097 


4769 


6261 


GCUGCAAC C UU6UAAGC 


10723 


GCUUACAA CUGAUGAG GCCGUUAGGC CGAA lUUGCAGC 


29098 


4770 


6260 


CUGCAACC U UGUAAGCC 


10724 


GGCUUACA CUGAUGAG GCCGUUAGGC CGAA IGUUGCAG 


29099 


4778 


6252 


UUGUAAGC C AGCCAAAC 


10725 


GUUUGGCU CUGAUGAG GCCGUUAGGC CGAA ICUUACAA 


29100 


4779 


6251 


UGUAAGCC A GCCAAACU 


10726 


AGUUUGGC CUGAUGAG GCCGUUAGGC CGAA XGCUUACA 


29101 
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4782 


6248 




10727 


GCCAGUUU CUGAUGAG GCCGUUAGGC CGAA ICUGGCUU 


29102 


4783 


6247 




10728 


UGCCAGUU CUGAUGAG GCCGUUAGGC CGAA IGCU6GCU 


29103 


4787 


6243 




10729 


QAUCUGCC CUGAUGAG GCCGUUAGGC CGAA lUUUGGCU 


29104 


4791 


6239 


naannnnn 2^ nMTr*TTRC!A 


10730 


UGCAGAUC CUGAUGAG GCCGUUAGGC CGAA ICCAGUUU 


29105 


4796 


6234 


rvr'Rr'TVTTn tt fiH'^nnnnn 


10731 


AGGACUGC CUGAUGAG GCCGUUAGGC CGAA lAUCUGCC 


29106 


4799 


6231 




10732 


UUGAG6AC CUGAUGAG GCCGUUAGGC CGAA ICAGAUCU 


29107 


4803 


6227 






ACUGUUGA CUGAUGAG GCCGUUAGGC CGAA lACUGCAG 


29108 


4804 


6226 


j'tr*r^Ti.t-*jJtTt TT <^JV1vntt/3nTT 




AACUGUUG CUGAUGAG GCCGUUAGGC CGAA IGACUGCA 


29109 


4806 


6224 


/^7voTTr«/^Tr» a "Af^^fTtTtff^C 
CAGUUuUVrf A AL;AoUUI-.V» 




GGAACUGU CUGAUGAG GCCGtJUAGGC CGAA lAGGACUG 


29110 


4809 


6221 


UCCUuAAC A uiUUUUAVmI 


XU r o D 


ITrtTGRAAC CUGAUGAG GCCGUUAGGC CGAA lUUGAGGA 


29111 


4814 


6216 


A/IwUtLIUC C AUAAAItUU 


xv ' J / 


AarUITUCTJ CUGAUGAG GCCGUUAGGC CGAA lAACUGUU 


29112 


4815 


6215 


ACAolJUw^ A UAAAUUUU 


1 ft7Tft 
XU too 


AAACUUUC CUGAUGAG GCCGUUAGGC CGAA IGAACUGU 


29113 


4828 


6202 




XU / J 3? 


GAGAAGAG CUGAUGAG GCCGUUAGGC CGAA lAAAAAAC 


29114 


4830 


6200 


TTTTTTrTrt/^T/^ TT rtTTT^^TPTTT 


XU / * u 


AnnAGAAG CUGAUGAG GCCGUUAGGC CGAA lAGAAAAA 


29115 


4832 


6198 


TTTTTXr^Tr^Tr^ TT TT^^T/'V^TOTT 




A/3 Anna r3& PTTfJATlRACJ OPnoTJUAGGC CGAA TAGAGAAA 


29116 


4835 


6195 


CUCUCUUC U CCUCUGAvj 




mrARAGfl CUGAUGAG GCCGUUAGGC CGAA lAAGAGAG 


29117 


4837 


6193 


CUCUUCUC C UCUGAGCC 


XU /43 


PPPTTPafSa PTTrtBLTTrJAn nPCfiTTUARnC CRAA TAHAAGAG 


29118 


4838 


6192 


UCUUCUCC U CUGAGCCG 


1 n7>i A 
XU /44 


Pr!/3PITPaf2 PITnATTRAfl RPCflllTIAnGP CGAA TGAGAAGA 


29119 


4840 


6190 


UUCUCCUC U GAGCCeeu 


10745 


^nnnnntm PTT/iATirsAn RPP/37lT7A/3nr' cnAA TAncSARAA 


29120 


4845 


6185 


CUCUGAGC C GGUAUUCC 


XU /4d 


/SPaHTTJlPP PnOATTfJAn nPPnTIUAGGr' CGAA TCUCAGAG 


29121 


4853 


6177 


CGGUAUUC L. L.LAUL.UAU 


1 n7A7 
XU /% / 


ATTf^rjaTTnr; puriATTnAci rpcruuaggc cgaa iaauaccg 


29122 


4854 


6176 


/r!/^T7VTTTTOO O r^&TT^ORTTr* 

GGUAUUUL. C vJAUL>LiAUG 


1 n7Afl 

XU / ft o 


CAUGGAUG CUGAUGAG GCCGUUAGGC CGAA IGAAUACC 


29123 


4855 


6175 


(jUAuUL.L.C v.. AUv^iJAUvaur 


XU / 4 7 


CCAUGGAU CUGAUGAG GCCGUUAGGC CGAA IGGAAUAC 


29124 


4oDb 


74 


TT7VTTTTr*r*r»r' a TTPpannniT 


10750 


ACCAUGGA CUGAUGAG GCCGUUAGGC CGAA I6GGAAUA 


29125 


4859 


6171 


TTr«/^r»r«ATT/^ r* IkTTn/^TTTVTTA 

UCCUCAUL. AUGijUAUA 


XU / D X 


TTMTArrLATT PUGAUGAG GCCGUUAGGC CGAA lADGGGGA 


29126 


4860 


6170 


0<^/^OTVTT/^0 IV TTfV^TRTTRTT 


XU / 


ATTATTAPPA PUGAUGAG GCCGUUAGGC CGAA IGAUGGGG 


29127 


4871 


6159 


uUAUAUAU v.. UUL.UVJAV.vj 


XU /3 J 


PGt IGAGAA PUGAUGAG GCCGUUAGGC CGAA lUAUAUAC 


29128 


4872 


6158 


TTJVTTATTJvr^/^ TT TTr^TTr** por" 


1 n7CA 
XU /Sffc 


GPGTTGaGA PTTGATTGAG GPCGUUAGGC CGAA IGUAUAUA 


29129 


4875 


6155 


AUACCUUC U UAwoClJUU 


"1 n7cc: 
XU /bs 


AGaGPGTTG PTTGATTGAG GPPGUUAGGP CGAA TAAGGUAU 


29130 


4877 


6153 


accuucuc a CGCUCUQS 


XU /30 


PPa/ianPG pttgattgag gppgttttaggp pgaa tagaaggu 

^^xvO!nM\«w wwUtnUUnU^ wVr^BwvJUJAVjvjv.1 v.v3xv^ x.nx7nn.wwu 


29131 


4881 


6149 


UCUCaCQC u cuuguugg 


1 ft7C7 
XU /D / 


PPJIAPPAG PTTGATTGAG GPPGUUAGGP PGAA IPGUGAGA 


29132 


4883 


DJ147 


TT<^ar«r»r»TTr' tt f2/3niT^arsiTa 


1 n7t;A 
XU too 


UAPPAACC CUGAUGAG GCCGUUAGGC CGAA lAGCGUGA 


29133 


4905 


6125 


V3AGv.GAUL> A oUL.V.ljUUU 


XU / 3 7 


AAAPGGAC CUGAUGAG GCCGUUAGGC CGAA lAUCGCUC 


29134 


4909 


6121 


GAUvJAvjU^ U oUUUGVjUA 


1 ri7<^n 
XU / o u 


TTGPPAAAP PUGAUGAG GCCGUUAGGC CGAA lACUGAUC 


29135 


4917 


6113 


L,V7UUUooV^ A UoUULsAUO 


XU /OX 


PATTPAAPA PUGAUGAG GCCGUUAGGC CGAA ICCAAACG 


29136 


4931 


6099 


AUGUUtrUL. L, AGLAUoAU 


1 n7<;7 
XU /o^ 


ATTPAUGPU PUGAUGAG GCCGUUAGGC CGAA lACAACAU 


29137 


4932 


6098 


UGUUGULL. A GlJAUViAUU 


1 ft7d 
XU / O J 


AATIPAUGP PUGAUGAG GCCGUUAGGC CGAA XGACAACA 


29138 


4935 


6095 


UGUCCAGL. A UvjAUUUVjU 


1 n7CA 
XU /04 


ArV3AaTTPA PTTGATTGAG GPPGTTTTAGGP PGAA TCUGGACA 


29139 


4946 


6084 


?VTTTT/~«r»TT/^<^ TT^AOTT^^/^lk 


XU 


TT/snnPTinii pttgattgag gppgttttaggp pgaa TPAOGAAU 

UwLiAVvUuA VvWVxAUUnVi? V7V.>V.V3UUnwVjV.> U>v3nn xv.A\>.V3tnnu 


29140 


4947 


6083 


UUCGUGCL U LAGUCLAA 


1 A7<Ctf 
XU /OO 


TtTTGPLPTTG PITGZiTTGAG GPPGTTTTAGGP PGAA TGPAPGAA 

UUIi7uAV.Uw V.UO/iUUxlV7 VjV. V.V7U UnwV^V. V.Uxirl x vjv.«rt^vx<irt 


29141 


4949 


6081 


O/^TTr^/^/^TO A OTT/^OAATTf^ 

CGUGCCuC A GUCL.AAUG 


1 n*7^*T 
XU to 1 


PatTTT^^aP PTTGATTGAG GPPGTTTTAGGP PGAA TAGGPAPG 
L^AUUwVvAL. N^UUrnUwtnw VJV.V«V7U UnuwVi. V.V7ivV XAV3VJV...rl.v.V3 


29142 


4953 


6077 


r^rTT/^AOTTO O A ATT/5/5/^^V» 


XU /DO 


pnPPPaTTTT PTTGATTGAG GPPGTTTTAGGP PGAA TAPIJGAGG 


29143 


4954 


6076 


r^T/^Ar'TTr'o a ATT/wr'raA 
CUCAGUv-U A AUuUGUGA 


XU / by 


TTP/ZPPPaiT PTTGaTTGAG GPPGTTTTAGGP PRAA TGACUGAG 


29144 


4976 


6054 


r*'Krmr*r*Tir* tt Tir'MTTTr'OTT 
GAuULa^Uw U UIJAUU^V^U 


1 n77n 


a PGA ATTG A PTTGATTGAG GPPGT 77 7 AGGP PGAA TACGACUC 


29145 


. 4979 


CO C 1 

oUbl 


TT<^f2TTnTrTn a TTTTPnTTnTlfl 
UV.uUL.UUL. Jn. UUV.OUoUv7 


T 0771 
XU / / X 


PAPAPGAA PUGAUGAG GCCGUUAGGC CGAA lAAGACGA 


29146 


4989 


oU4x 


UL.L>ULiUuL. L. V.V.V.V.AU/u\ 




TTTTATTGGGG PTTGATTGAG GCfVlUUAGGC CGAA TCACACGA 


29147 


4 990 


6040 


V.LiULtUv:>L.L. V- V.V^\..A.Unn.V.. 


XU f / J 


GTTTTATTGGG PUG AT TG AG GPPGUUAGGC CGAA IGCACACG 


29148 


4991 


6039 


GUUUGL.UU U uUAUAAuA 


XU / /4 


ITGniTATT/2G r*TTGATTGAG GPPGTTTTAGGP PGAA TGGCACAC 


29149 


4992 




UGUVA<wLA« L> wAUAn\i>nh9 


XU / / 3 


PTTGnTTATTG PtmATTGAG GCfV3UTTAGGP PGAA IGGGCACA 


29150 


4993 


6037 


rSTTPPPPPP P lVTT21AP&mT 
GUuL>LaA«L> L> AUAAWvlvU 


1 m7<c 

XU / /D 


HPITrSTTTTATT PTTGATTGAG GPPGTTTTAGGP PGAA TGGGGCAC 


29151 


4994 


6036 


TTPpppppp 1^ TTnaPiknTTik 

UGL*L.L.L.V,V,« A uAAVJAVsUA 


1 n*T77 
XU / / / 


TTAPTTGITTTA PTTGATTGAG GPPGTTTTAGGP PGAA TGGGGGCA 
UAv.UV9UUA V«UV3AUUvwi UV.V.V3UU>iOurV. \Mtnl% x\3\3uruN7V>n 


29152 


4999 


6031 


PPPRTTaaP A ftTTftPTTP&TT 
L.V.VJAUAAL. A GUAL^ULIAU 


XU 1 to 


aTTrsarJTiaP PTTGarTGAG GPPGTTTTAGGP PGAA TUUAUGGG 
AUVjAuUAV. V.UoAUV3x1VJI V7V»V.V3VIUAV30V. V.^3r\*4 xuunuvavjw 


29153 


5004 




RaPanTTAP IT Pft.TTP2^PPli 
AAL.A»UA^ U L~r\U L>nL.L.;n 


XU / /2> 


TTr!nTTf2ATTf5 PTTGATTGAG GPPGTTTTAGGP PGAA TUACUGUU 


29154 


5006 


6024 


CAGUACUC A UCACCAAC 


10780 


GUUGGUGA CUGAUGAG GCCGUUAGGC CGAA lAGUACUG 


29155 


5009 


6021 


UACUCAUC A CCAACUUG 


10781 


CAAGUUGG CUGAUGAG GCCGUUAGGC CGAA lAUGAGUA 


29156 


5011 


6019 


CUCAUCAC C AACUUGCG 


10782 


CGCAAGUU CUGAUGAG GCCGUUAGGC CGAA lUGAUGAG 


29157 


5012 


6018 


UCAUCACC A ACUUGCGA 


10783 


UCGCAAGU CUGAUGAG GCCGUUAGGC CGAA IGUGAUGA 


29158 


5015 


6015 


UCACCAAC U UOCGACGG 


10784 


CCGUCGCA CUGAUGAG GCCGUUAGGC CGAA lUUGGUGA 


29159 


5029 


6001 


CGGAUUUC U ACCGAUAC 


10785 


GUAUCGGU CUGAUGAG GCCGUUAGGC CGAA lAAAUCCG 


29160 


5032 


5998 


AUUUCUAC C GAUACGUC 


10786 


GACGUAUC CUGAUGAG GCCGUUAGGC CGAA lUAGAAAU 


29161 


5041 


5989 


GAUACGUC C AC6UCUCU 


10787 


AGAGACGU CUGAUGAG GCCGUUAGGC CGAA lACGUAUC 


29162 
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5042 


5988 


AuACGUCC A CGUCuCUG 


1 A*7ao 
lu7oo 


vAGAGACG CUGAUGAG L>L.L.L3UUAjLivjrL. (JUAA. IvxACGUAU 


29163 


5047 


5983 


TTn/^is/^r^TT/^ IT r^if^nr^t^fiT* 
UCCAuGUC U uULiUvjL-taVj 






29164 


5049 


5981 


CACGuCuC U GGGCGGCA 


10790 


UGCCGCCC CUQAUQAG GCCGUUAvjCjC CvsAA IAGACGUG 


29165 


5057 


5973 


UGGGCGGC A CUAGCUGC 


10791 


uCAGCUAG CUGAUGAG bL.L.GUUAvil3L UWjAA 1L.(JGCL.uA 


29166 


5059 


5971 


GGCGGCAC U AGCUGCUG 


10792 


CAGCAGCU CUGAUGAG GCtAjUUAvjGC CuAA lU(iCUGL.(^ 


29167 


5063 


5967 


GCACUAGC U GCUuUCJAL. 


10793 


LjUGACAGC CJUGAuGAVj oUCGUUAoiiC UoAA iL.UAvjULyC 


29168 


5066 


5964 


CUAGCUGC U GUCACUGC 


10794 


GCAGUGAC CUGAUGAG GCCGUUAGGC CGAA lUAGCUAG 


29169 


5070 


5960 


CUGCtlGUC A CUGCAGAU 


10795 


AUCUGCAG CUGAUGAG GCCGUUAGGC CGAA lACAGCAG 


29170 


5072 


5958 


GCUGUCAC U GCAQAUGG 


10796 


CCAUCUGC CUGAUGAG GCCGUUAGGC CGAA lUGACAGC 


29171 


5075 


5955 


GUCACUGC A GAUGGUUC 


10797 


GAACCAUC CUGAUGAG GCCGUUAGGC CGAA ICAGUGAC 


29172 


5084 


5946 


GAUGGUUC U CCCAGGAU 


10798 


AUCCUG6G CUGAUGAG GCCGUUAGGC CGAA XAACCAUC 


29173 


5086 


5944 


UGGUUCUC C CA6GAUCA 


10799 


UGAUCCUG CUGAUGAG GCCGUUAGGC CGAA XAG/^CCA 


29174 


5087 


5943 


G6UUCUCC C AGGAUCAC 


10800 


GUGAUCCU CUGAUGAG GCCGUUAGGC CGAA IGAGAACC 


29175 


5088 


5942 


GUUCUCCC A GGAUCACU 


10801 


A6UGAUCC CUGAUGAG GCCGUUAGGC CGAA IGGAGAAC 


29176 


5094 


5936 


CCAGGAUC A CUCUCCCU 


10802 


AGGGAGAG CUGAUGAG GCCGUUAGGC CGAA lAUCCUGG 


29177 


5096 


5934 


AGGAUCAC U CUCCCUUC 


10803 


GAAGGGAG CUGAUGAG GCCGUUAGGC CGAA lUGAUCCU 


29178 


5098 


5932 


GAUCACUC U CCCUUCUC 


10804 


GAGAAGGG CUGAUGAG GCCGUUAGGC CGAA lAGUGAUC 


29179 


5100 


5930 


UCACUCUC C CUUCUCCU 


10805 


AGGA6AAG CUGAUGAG GCCGUUAGGC CGAA lAGAGUGA 


29180 


5101 


5929 


CACUCUCC C UUCUCCUU 


10806 


AAGGAGAA CUGAUGAG GCCGUUAGGC CGAA IGAGAGUG 


29181 


5102 


5928 


ACUCUCCC U UCUCCUUC 


10807 


GAAGGAGA CUGAUGAG GCCGUUAGGC CGAA IGGAGAGU 


29182 


5105 


5925 


CUCCCUUC U CCUUCUGU 


10808 


ACAGAAGG CUGAUGAG GCCGUUAGGC CGAA lAAGGGAG 


29183 


5107 


5923 


CCCUUCUC C UUCUGUUA 


10809 


UAACAGAA CUGAUGAG GCCGUUAGGC CGAA lAGAAGGG 


29184 


5108 


5922 


CCUUCUCC U UCUGUUAU 


10810 


AUAACAGA CUGAUGAG GCCGUUAGGC CGAA IGAGAAGG 


29185 


5111 


5919 


UCUCCUUC U GUUAUGAU 


10811 


AUCAUAAC CUGAUGAG GCCGUUAGGC CGAA lAAGGAGA 


29186 


5130 


5900 


UUGGUUUC A CACUCUUC 


10812 


GAAGAGUG CUGAUGAG GCCGUUAGGC CGAA lAAACCAA 


29187 


5132 


5898 


GGUUUCAC A CUCUUCCG 


10813 


CGGAAGAG CUGAUGAG GCCGUUAGGC CGAA lUGAAACC 


29188 


5134 


5896 


UUUCACAC U CUUCCGGC 


10814 


GCCGGAAG CUGAUGAG GCCGUUAGGC CGAA lUGUGAAA 


29189 


5136 


5894 


UCACACUC U UCCGGCUG 


10815 


CAGCCGGA CUGAUGAG GCCGUUAGGC CGAA lAGUGUGA 


29190 


5139 


5891 


CACUCUUC C GGCUGUCA 


10816 


UGACAGCC CUGAUGAG GCCGUUAGGC CGAA lAAGAGUG 


29191 


5143 


5887 


CUUCCGGC U 6UCAAUCA 


10817 


UGAUUGAC CUGAUGAG GCCGUUAGGC CGAA ICCGGAAO 


29192 


5147 


5883 


CGGCUGUC A AUCACCCU 


10818 


AGGGUGAU CUGAUGAG GCCGUUAGGC CGAA lACAGCOG 


29193 


5151 


5879 


UGUCAAUC A CCCUGCUC 


10819 


GAGCAGGG CUGAUGAG GCCGUUAGGC CGAA lAUUGACA 


29194 
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29231 


5314 


5716 




1 nftR'7 


TTPAAnATTG PTTGAT7RAG GCCGUUAfiRP PGAA TGAATTGAf^ 
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AGACGGUU CUGiuJGiw QCCGUUAGGC CGAA xGUUUGUG 


29241 


5342 


5668 




XU0O r 


nnnATiflAO PTTGATTGAG GPPGTTTTAGGP rVS&A TTTrTTTfMTlFT 
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GGCACUUC CUGAUGAG GCCGUUAGGC CGAA lAUCCAUU 
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29261 
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GAAGUGCC U GGUGGQGu 


10887 


ACCCCACC CUGAUGAG GCCGUUAGGC CGAA IGCACUUC 
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GGGGUGGC U GUCAUGAA 
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UuCAUGAC CUGAUGAG GCCGUUAGGC CGAA ICCACCCC 
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AAUAUUuL* C oUuu^^UL. 


1 AO on 


vjAviijiUuuL. LUoAUUrAo oL.CUrUUAv.JoL. UuAA XCAAUAUU 
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c c o c 
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cif*r*n.f*f^^r* rv»rTivr«r»iT/^ 
ViCLAjUv^UC C wCUAuUUC 


X0d94 


PA/VTTTlV«r* /TtTOTVTTr»Aft rrpPPTTTTA/V^P PPAA TA/V3r»rtr«^ 

GAUCUAGu CUGAUGAG GCCGUUAUGU CuAA XAuGCGGC 


^7207 


5496 


C C O A 

bbo4 
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CCaALrCUALj CULrAUGAv? <jL.CQ?UUAV3(jC CvjAA IGAbCsUGo 


29270 


/ 
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b42>o 
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viuuUUUUU U AoUUUUAU 
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UUCGAUCU CUGAUUAIj oUCuUUAUvjU CuAA XUGGAGGC 
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29272 
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r*PPPTTar»r* tt rviarTTTTiTT 
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AriPTiPfiap p TTnrTfiiTnna 
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/b 
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GUAACCUC U UGCUGCAA 
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5499 


CCUCUUGC U GCAAUGCU 
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5534 
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CUUGCUGC A AUGCUAGC 
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5539 
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UGCAAUGC U AGCUGGGU 
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29283 
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5468 


AAUGAGCC U CAUCCAUC 
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GUUGUGGC CUGAUGAG GCCGUUAGGC CGAA ICUGAGAU 


29325 


b / J b 


CO Q C 

biG ^b 


TTPAGPAGP P APAAPPPTT 


1 OQm 

X V93X 


AGGGTTTTGTI CUGAUGAG GCCGUUAGGC CGAA ICUGCUGA 


29326 


b / J o 


R9QA 


CIit.CiCJ^CirC A PAAPPPTTG 


10952 


CAGGGUUG CUGAUGAG GCCGUUAGGC CGAA XGCUGCUG 


29327 


D / J O 


D^y ^ 


GPAGPPAP A APPPTTGGTT 


10953 


ACCAGGGU CUGAUGAG GCCGUUAGGC CGAA lUGGCUGC 


29328 


b / ^ J. 




GPCAPAAC C PUGGniTGG 

\3V»^»XXVirfxn.w \^ V»UwUwUU\7 


10954 


CCAACCAG CUGAUGAG GCCGUUAGGC CGAA IUU6UGGC 


29329 


5742 


5288 


W^iXX^XWX%v\v W W\9WWWV7W 


10955 


ACCAACCA CUGAUGAG GCCGUUAGGC CGAA IGUUGUGG 


29330 




5287 




10956 


CACCAACC CUGAUGAG GCCGUUAGGC CGAA IGGUUGUG 


29331 




5277 


GUUGGUGC U AGCACXSGC 

WWwVSVwwW U XXU^XXW\9WVw 


10957 


GCCGUGCU CUGAUGAG GCCGUUAGGC CGAA ICACCAAC 


29332 




5273 


GlTGCtlAGC A CGGCUGUU 


10958 


AACAGCCG CUGAUGAG GCCGUUAGGC CGAA ICUAGCAC 


29333 


3 / D ^ 


(«9^n 

3^0 O 


AGPAPGRC tl GUlldlC^AG 


10959 


PtlGAGAAP CUGAUGAG GCCGUUAGGC CGAA ICCGUGCU 


29334 


«;7fi7 

3 / D / 


9^0 J 




10960 


GAAGACITG CUGAUGAG GCCGUUAGGC CGAA lAACAGCC 


29335 


5769 


5261 


PITGUUCUP A GUCUUCUG 


10961 


CAGAAGAP CUGAUGAG GCCGUUAGGC CGAA IAGAACA6 


29336 


5773 


5257 




10962 


UAAACAGA CUGAUGAG GCCGUUAGGC CGAA IACU6AGA 


29337 


5776 


5254 


CAGUCUUC U GUUUAUGG 


10963 


CCAUAAAC CUGAUGAG GCCGUUAGGC CGAA lAAGACUG 


29338 


5786 


5244 


UUUAUGGC C UCUUUGAU 


10964 


AUCAAAOA CUGAUGAG GCCGUUAGGC CGAA ICCAUAAA 


29339 


5787 


5243 


XJUADG6CC U CUUUGAUG 


10965 


CAUCAAAG CUGAUGAG GCCGUUAGGC CGAA I6CCAUAA 


29340 


5789 


5241 


AUGGCCUC U UUGAUGAU 


10966 


AUCAUCAA CUGAUGAG GCCGUUAGGC CGAA XAGGCCAU 


29341 


5799 


5231 


UGAUGAUC U GUGGCAGA 


10967 


UCUGCCAC CUGAUGAG GCCGUUAGGC CGAA lAUCAUCA 


29342 


5805 


5225 


UCUGUGGC A GAAUCCUC 


10968 


GAGGAUUC CUGAUGAG GCCGUUAGGC CGAA ICCACAGA 


29343 


5811 


5219 


GCAGAAUC C UCCUUGUU 


10969 


AACAAGGA CUGAUGAG GCCGUUAGGC CGAA lAUUCUGC 


29344 


5812 


5218 


CAGAAUCC U CCUUGUUU 


10970 


AAACAAGG CUGAUGAG GCCGUUAGGC CGAA IGAUUCUG 


29345 
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Table DC 



PCTAJSOl/48350 



5614 


5216 


nilJMTfVFTr' r* tTTTrJTTTTTTITA 


10971 




29346 


5815 




a ivTTr'nrTinr' tt nfSTTTiTTTTAr' 




niTAAAACA CUGAUQAQ 6CG6U17AGGC! C(3AA IGAGGAUU 


29347 


5824 




TintTnTTTTan r* cmr^oc^CiCi 


10973 


rC^RCWC? CUGAUGAG C3COC3UUAGGC CGAA lUAAAACiA 


29348 


5630 


5200 




10974 


UV»>^nV^wVvV« \mt\J\jn.\J\J£VJ wv^^Vi? w wx^VjwV*^ \M>V7nn j> v»vjiVi«\vW>Mrw 


29349 


5843 


5187 


TTr«r»ivraiMTr» r* &r!TTAr*AnTT 




APTTfiTTAfTT PlTrlATTnAO GPrrJtTTTARRP CGAA TATTPTTPPA 


29350 


5844 


5186 




1 nonr^; 

XV9 /o 


PAf^TraTAC rtmATTnAR GPf^llTAOGf' OCA A TGAIICTIPP 


29351 


5849 


5181 




XU9 / / 


PAfiATT^^af m^ATIRAr! fJrTVJTTTTnrjnr' HGAA TUAnTfl^iA 


29352 


5856 


5174 


/^nmTnnTTi^ tt ^^TTIITtTTTfTr* 

CAuUUAUU U GUUUUUUV« 




naaaAAAP PTwaATTfSAp nf^rTziTiTh.rzf2r* rtiAA TATTPAnira 

IjAAArwIAv* wUvaAUVsAo UV^L^uU UA^jtvt^ ^Asnn XAUW«.Vi»IJ\3 




5865 


5165 




1 AO*7Q 


r»ATTr«mr^a prT/^aTTPa/2 m^rvmminnr* rvsaa TAaaaaAr* 

V3AUV9V,«U(jA VrfUVxAUvaAV^ V3U.L>V7UUAouv.» ^UnA ±±\ni\r%nn\^ 




5866 


5164 


TTITTTTTTTTT/^/^ TT /^R/^/^^TT/^T 






OQ'a ce 


5866 


5162 


TtTTTTTT/^/WT^ 71 /^/^ Jl TT^^TOTl 

UuUuCCuC A CtvJAUCUUA 


1 AOQ T 


UGAViAUuU WUUAUvjAur ViCvJuUUAViuL. UUAA XAoloAAAA 




5871 


5159 


UCCUCAGC A UCUCAGtiU 


10982 






5874 


5156 


f T^ii/*»f^KTT^ TT r^^rr^Tnr^r^ 
UCAUUAUC. U vJAvjoUULtj 


XUl7 0J 






5876 


5154 


AGCAUCUL, A oOUUUviAA 




TTTT/^/^aa/^r* r^Tr'ATir'ari ci/^r^nxTrf^nfn^ rviaa TanaTT/ir«rT 
UULfOAA^U uLloAUvdAo liV,»L>V9UUAoU\. (JVsAA XAoAUijV,U 


0 Q*) CO 


5887 


5143 


UUCGAAUC U Lxov-Ut»vjV3A 




UL.V«UAvjW.U L.UViAVJV7Avjr uUWisUUAulaV. vJuAA XAUUViAiAA 




5891 


5139 


7> jkTT^O/^^f^ TT n/VSJVTTTT^n 


XU700 


rT" A AT TorT* nTr'ATTnar' n/^r*nxiTTKnnr* r«rtaa Trrri/saTTTT 
L.V-AAUL.L.U L-UvaALHaAkj oL.V^V7UUAVjrVi\., UuAA XCUuroAUU 


^7 JOX 


5901 


5129 


GGAUITGGC U CAUCCAUC 




r'ATTrr'ATTr* r'TTr'AiTr'Ar* nr^r^raTt^^nnr^ rr'aa Tr^i^A ATTr»r« 


O CO 
^7 JOZ 


5903 


5127 


AUuGGCuC A UCCAUCCU 


10988 


Ar5<^ATWA ^T/^ATTr»art /S0^VnfTArt/50 ^VAA T a/?ir*r»a ATT 

AUuAUuoA UUuAUVaAU iiUUuUUAiiu^ UaAA XAmwL.AAU 


o Qi ca 

Jo J 


5906 


5124 


GGCUCAUC C AUCCUUUC 


X0969 


/SAAArV^AIT f^T/SATTOA/^ ^r^r^r*TTTTArtr*r^ /"V^AA T ATTr^A^STT' 

isAAAuVxAU UUUAUUAo vjL.v...IjUUAUvj^ diAn XAUoAuC^ 


Z9 Jo4 


5907 


5123 


GCuCAUCC A uCCUUUCA 


10990 


ITrtAAA/^rtA /^TOATTf^A/^ /^/^r*r»TTTTAr«^r' /"V^AA Tr»ATT^Ar^l^ 

UGAAAuGA CUGAUGAv? (:rCv^uUUAljiVj(^ CviAA XuAU^AvtU 




5910 


5120 


r^TVTT^^T\ TT/^ ^ TTf TTTr^A ^r^/^ 

CAUCCAUC C UUUCACCC 


1 AOQ1 

ioyyx 


rTT'TTr'a A A r^Tr»ATTr'ar' f^rT'njui'hnfir* Ofiaa TaTTnrsaTTr! 


^7 Job 


5911 


5119 


ATTr'/^TiTTr'^ TT TTTTr»a ^^^'^^T 
AUuCAUCL. U UUUA.UL.^U 






Z7JO / 


5915 


cine 


RTTrrn'TTTTTr' » rrrTTrr'ar' 


1 AQQ'3 




^7 JOO 


5917 


5113 


CCUUUCAt. C CUCaCAL-UA 




TTAr'TTnT'Ar' /^TTr'ATTr'ar' cf^fVnTtTh.rsfit^ fviaa Ttinaaar'/Ti 
UAuUtjWikO CUuAUoAo VsCUlaUUAuoC LajAA XUIjAAAvsu 


^7 Jb7 


5918 


5112 


rTTTTTTr'A/^**' O TTnT'a r*IT3MT 




aTTa/3rTnr*a ortr'aTiinart nr*f'*fstxtj'^rstir* fVSAA T/srTn&Aa/i 

AUAuUutJA WUunUlxnILv V3^VA7UUAv3vjv» \.A3nn XOUonnAu 




5919 


5111 


TTTTTT*^K^/*»/^ IT ^/^A^^TT^TT^ 

UUuCACCC U uCACUAUC 


1 A QOC 
10970 


^ATTArST/^f r«f Tr» ATT/^ A^ ^VrVTTTTA/5/3/^ rVAA Trt^^TfiAAA 

GAUAGUvjL. L.UGAUvxAl9 Gv-UuUUAlauV.* lAsAA Xul^UuAAA 


*5 QTT1 
Z7J /X 


5922 


5108 


f% ■» r*r*(r^ ir* tn /^tatt/^/v*^ 
CACCCUGC A CUAUCGCv? 




/"v^rv^ ATTAr« rTTr'ATT/^Ar* f^f^f^cfxtti^m^f^ rv*aA X(^^r*m^^r* 


Z7J 


5924 


5106 


CL.L.UUIJAC U AUUv3L.oL.U 


1 A Q QQ 


arsTTTr'ATT rTTr'ATi/^ar* rrrr'TTTTartSi'ir* r'^iaa TTT/^na/^rT" 


Z7J / J 


5932 


5098 


TT1\TT/^^0^/^ TT TTATtr'TTfitT/*' 

UAUuGCCiL. U UAUbUAUu 


1 A OQ Q 


r'ATTAr'ATTA r^TO ATTr» Ar* f^r^rTTTmrT'^ /"V^aa T/^r'O/^aTTa 




5944 


5066 


GUAUGAGC C GUUGGOCA 


11000 


TT/TlT'l^r'A A r» /^ITnATTr* Ar* r«r^/'V^TTTA/^/^/^ rV^AA Tr'TTr^ATTAr' 

UoCL.LAAU UUGAUoAo VjUUGUUAv7ou L.V3AA X^UCAUAU 


Z^J /D 


5952 


5078 


/VTTTTrt/^/V » TTTTRTT/^ Ar^T 

CGUUGGGC A UUAUviACU 


T 1 AA1 


arTir'aiTAA OTTi^atTr^a/^ n/^rv2TTTTar2/^^ rvsaa TorT*aar^p 
AljUVjAUAA UUGAUGAVi IjCUVaUUAoiaC VAsAA Xv_L.LAAL.Vj 


Z7 J / b 


5960 


5070 


«TTtTIlTTmi^ TT ^^KTTTT^/^^ 

AUuAUQAC U CCAXJuGCC 


11002 


n/VtA ATTr5r« ^Tr'ATT/^Art /^/^J"VTTITA/^/^/^ /"V^AA TTT/^ATTAATT 

GGCAAUGG CUGAUGAG GCGGUUAoGC CUAA XUCAUAAU 


29377 


5962 


5068 


TTUTT/^ » ^WTr^ ^ *TTtT^r^^*TT 

UAUGACUC C AUUGCCAU 


11003 


ATT^V/^A ATT /^TT<^ ATT^ A/^ r'O^VTTTTA#^l^**» <"V^A A TAr^T/^ATTA 

AUGGCAAU CUGAUGAG GCCGUUAGGC CGAA XAGUCAUA 


29378 


5963 


5067 


TVTT/^Tl /VT^O IV TTIT^^^T^TTIV 

AUGACUCC A UUGCCAUA 


T 1 AAA 


TTAfT/^r»r«A A /^Tr« ATT/^Ar* rr^rV^TTTA/^r*^ /TTIAA TOAOTTr»AfT 

UAUGGCAA CUGAUGAG GCCGUUACjGC CGAA XGAGUCAU 


O T A 
^7J 


5968 


5062 


UCCAUUCjC C AUAAAIjCL, 


11005 


rt/VTTTTTTATT /^T<^ A TTr» A/^ rTTV^TITA/'^/^/^ O/^AA T/^AATT/^r^A 

GGCUUUAU CUGAUGAG GCCGUUAGGC CGAA XCAAUGGA 


O Q1 D A 

^7 JoU 


5969 


5061 


/^/^IVTTTT/^i^/^ TV TTIV IV 

CCAUUGCC A UAAAvtCCC 


*l 1 AAC 


^f^n/^TtTTTA /^TO ATTr«Ar^ f^f^f^^TXTKf^f^n rV^AA T/^/^A ATT/^r* 

GGGCUUUA CUGAUGAG GCCGUUAGGC CGAA XGCAAUGG 


O D 1 


5976 


5054 


/^TVTTa IV ivf^r* /^ik*TTr**f^ii 
CAUAAAuL. L. L.AAULALA 


T 1 Am 
XXUU / 


TTrtTf^aiTiTr* r»iTr*ATTr'Art nr^mximrs/v* rvs&a TorTTTTTATTr* 
UGUGAUUG v.UGAUGAur GL.\A7UUA\3GC LrGAA XCUUUAUG 


^7Jo^ 


5977 


5053 


AUAAAuUL. U AAUUAUAU 


1 1 AAQ 
XXUUO 


aTTT'Tt/^ATTTT /^T/^ ATTr»Ar« OOrT^TTTTAnrT* I'V^AA T^VnTTTITATT 

/wGUGAUU CUGAUGAG GCL.GUUA\JGL. vJGAA XV9i.UUUAU 


Z7J0J 


5978 


5052 


UAAAGL«L>L. A AUUAwAUU 


XXUU7 


laAUGUGnU uUGAUGAG GULvjUUAGGu UGAA XGGuUUUA 


0 Q*) DA 

^7Ja4 


5982 




vjUuCAAUU a VJAUvJAUUvj 


XXUXU 


V.«ouUuAUvj L.U^i\UuAV7 vsLrtJVaU Ua\3V3^ \mHJ\ XAUUoVtvjL 


z 7 Job 


5984 


5046 


^/-tjk TiTT^jk A TT^Ar'^^^TTT 

CCAAUCAC A UCACCGUU 


1 1 A 1 1 

xxuxx 


AAP/^TTTr'A r^Tr^ ATT/^ Ar^ rT^/^r^TTTTArtOr* fV^A A TTTr« AT7TT/^r» 

AACGGUGA CUGAUGAG GCCGUUAGGC CUAA XUGAUUGG 


^7JOD 


5987 


5043 


ATT/^A^ATT^ A /^O/^TTTTTTTTTT 

AUCACAUC A CCGUUUUU 


11012 


AAAAA^O/^ /^rr^TVTT/^ A^ r^^/'V*TTTTAr50^ O^AA TATT^^T^^ATT 

AAAAACGG CUGAUGAG GCCGUUAGGC CGAA lAUGUGAU 


29387 


5989 


5041 


CACAUCAC C GUuUUUGU 


11013 


TV /^TV TV JV J» TV y™tr T/^ Tk T T/^ Tl ^ r^/^rVTTTTTTi /^/^^ /*V^ 11 T» T T T/^ TV T T/^ TrT 

ACAAAAAC CUGAUGAG GCCGUUAGGC CGAA XUGAuGUG 


29388 


5999 


5031 


UUUUUGUC C ACUAUUGG 


11014 


O/^TV TV TTTV /^TT /*»r T^ TV T T/^ TV r^^/^f^Tlt TTV ^0/*T A A X A r^TV TV A TV IV 

CGAAUAGU CUGAUGAG GCCGUUAGGC CGAA lACAAAAA 


29389 


6000 


5030 


TTIWTIT^TT^^ A /^TATTTT/5/^rT 

UUUUGUCC A CUAUUwGU 


1 1 A1 C 


A^V^AATTA/^ /^T/^ATV^AA^ /'^^VTTFTA^I/S^ ^VA A T/^A/^AAAA 

ACCAAUAG CUGAUGAG GCCGUUAGGC CGAA XGACAAAA 


29390 


6002 


5028 


TTITr*TT/^r*5vr' TT ATlTTn/^f T/^ A 


11 A1 C 

XXUXo 


TTr»Ar«r«A ATT /^Tr* ATT/^AO nOfVTTTTA/3/^^ ^V^AA TIT/5r«AOAA 

UCACCAAU CUGAUGAG GCCGUUAGuC CGAA XUGGACAA 


29J9X 


6013 


C A 1 •7 

5UX7 


TT/VTTO A/^O ^ TT/^ AIT/^TTTT/^ 


1 1 A 1 T 

XXUX f 


r*AA/^ATTr'A /^T/^ATT<^A^ /^^/^/^TTTA/?/V /^^A A TrTT/^A^/^A 

GAACAUCA CUGAUGAG GCCGUUAGGC CGAA XCUCACCA 


29392 


6014 


5016 


^^TTr^A/T^/^ TT A TT^^ TTT/^^ 


11018 


A A /^ATT/^ rTTT^ ATT/^ A/^ /^/^/"VTTTT A /Tl/^/^ A A T/^/^T/^ A Z^/*" 

QGAACAUC CUGAUGAG GCCGUUAGGC CGAA xGCUCACC 


29393 




c A no 


Tir'aTTr'TTTTr' r* ^fsnnf2/2r*7^ 
UviAUoUU^ \^ AuUourvatoA 


1 1 A1 O 
XXUX^ 


TT/^n<^r'A/^T p^Tr" ATi/^Ai^ r*f^rv2TTrTar2/^r' <'viaa xaa/^aTTi^a 
UL.L.L.UAL.U L.UGAUGAG GL.UV9UUAmvaC vJGAA XAALAUUA 


QA 

^7 J94 




C A A*? 
DUX) / 


r»nTTr*TTnr»r» tv cnfjrrifi^'ii. 
bAUwUUuU A I^ULtuuVjAA 


1 1 AOA 


TTrT^r«^r«AO rrrTr^ATtr^Ar' rt/^^vmrTA^^/^/^ rvaa t/^aa^att/^ 
UUCCCCAC CUGAUGAG GCCGUUAGGC CuAA XGAACAUC 


0 OC 


bU Jo 




UrurtiAAoUU C> AnAoULAU 


1 1 A01 
XXU^X 


rtTTrtAnTTTTrT /^TftATt/^Art n/^# v'li ttta fs/ir^ rviaa Ti^rtTiTr^r*/^ 
GUGACUUU CUGAUGAG GClAiUUAUGC CuAA XACUUCCL. 


29J9o 








1 T ATS 


L.GUGACUU CUGAUGAG GCCijUUAG<jL. CuAA XvjAL.UUCL> 






>l OO Q 


rr^aa A/^TTi^ A r*r*nf^r*r*r*ri 
L.LAAAL7Ul« A L.\3G\.«^k.vA> 


1 1 AT ^ 
XXUZ J 


CGGGGCCG CUGAUGAG GCCGUUAuiaC CGAA XACUUUGG 


29398 


6047 


4983 


GUCACGGC C CCX5AUUUC 


11024 


QAAAUCGG CUGAUGAG GCCGOUPiGGC CGAA ICCGUGAC 


29399 


6048 


4982 


UCACGGCC C CGAUUUCU 


11025 


AGAAAUCG CUGAUGAG GCCGUUAGGC CGAA IGCCGUGA 


29400 


6049 


4981 


CACC3GCCC C GAUUUCOC 


11026 


GAGAAAUC CUGAUGAG GCCGUUAGGC CGAA IGGCCGUG 


29401 


6056 


4974 


CC6AUUUC U CCUUCAG6 


11027 


CCUGAAGG CUGAUGAG GCCGUUAGGC CGAA lAAAUCGG 


29402 


6058 


4972 


GAUUUOJC C UUCAGGUG 


11028 


CACCU6AA CUGAUGAG GCCGUUAGGC CGAA lAGAAAUC 


29403 


6059 


4971 


AUUUCUCC U UCAGGUGU 


11029 


ACACCUGA CUGAUGAG GCCGUUAGGC CGAA IGAGAAAU 


29404 


6062 


4968 


UCUCCUUC A GGUGUUUU 


11030 


AAAACACC CUGAUGAG GCCGUUAGGC CGAA lAAGGAGA 


29405 


6075 


4955 


UUCIUGAAC A CCCCUQGU 


11031 


ACCAGGG6 CUGAUGAG GCCGUUAGGC CGAA lUUCAAAA 


29406 



332 



wo 02/068637 



Table K 
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6077 


4953 


UUGAACAC C CCUGGUU0 


11032 


AAACCAGG CUGAUGA6 GCC6UUAGGC CGAA lUGUUCAA 


29407 


6078 


4952 


UGAACACC C CUGGUUUC 


11033 


GAAACCAG CUGAUGAG GCCGUUAGGC CGAA IGUGUUCA 


29408 


6079 


4951 


GAACACCC C U66UUUC6 


11034 


CGAAACCA CUGAUGAG GCCGUUAGGC CGAA IGGUGUUC 


29409 


6080 


4950 


AACACCCC U GGUUUCGU 


11035 


ACGAAACC CUGAUGAG GCCGUUAGGC CGAA IGGGUGUU 


29410 


6090 


4940 


GUUUCX5UC U GGACGfUUC 


11036 


GAACGUCC CUGAUGAG GCCGUUAGGC CGAA lACGAAAC 


29411 


6099 


4931 


GGACGUUC U UAACGUUC 


11037 


GAACGUUA CUGAUGAG GCCGUUAGGC CGAA lAACGUCC 


29412 


6108 


4922 


UAACGUUC U UGCCAGGU 


11038 


ACCUGGCA CUGAUGAG GCCGUUAGGC CGAA lAACGUUA 


29413 


6112 


4918 


GUUCUUGC C AGGUUCCA 


11039 


UGGAACCU CUGAUGAG GCCGUUAGGC CGAA ICAAGAAC 


29414 


6113 


4917 


UaCUUGCC A GGUUCCAC 


11040 


GUGQAACC CUGAUGAG GCCGUUAGGC CGAA IGCAAGAA 


29415 


6119 


4911 


CCAGGUUC C ACCACAAU 


11041 


AUUGUGGU CUGAUGAG GCCGUUAGGC CGAA I7ACCUGG 


29416 


6120 


4910 


CAGGUUCC A CCACAAUC 


11042 


GAUUGUGG CUGAUGAG QCCQUUAGGC CGAA IGAACCUG 


29417 


6122 


4908 


GGUUCCAC C ACAAUCAU 


11043 


AUGAUUGU CUGAUGAG GCCGUUAGGC CGAA lUGGAACC 


29418 


6123 


4907 


GUUCCACC A CAAUCAUC 


11044 


GAUGAUUG CUGAUGAG GCCGUUAGGC CGAA IGUGGAAC 


29419 


6125 


4905 


UCCACCAC A AUCAUCUG 


11045 


CAGAUGAU CUGAUGAG GCCGUUAGGC CGAA lUGGUGGA 


29420 


6129 


4901 


CCACAAUC A UCUGCACC 


11046 


GGUGCAGA CUGAUGAG GCCGUUAGGC CGAA lAUUGUGG 


29421 


6132 


4898 


CAAUCAUC U GCACCUCA 


11047 


UGAGGUGC CUGAUGAG GCCGUUAGGC CGAA lAUGAUUG 


29422 


6135 


4895 


UCAUCUGC A CCUCAUCC 


11048 


GGAUGA6G CUGAUGAG GCCGUUAGGC CGAA ICAGAUGA 


29423 


6137 


4893 


AUCUGCAC C UCAUCCUG 


11049 


CAGGAUGA CUGAUGAG GCCGUUAGGC CGAA lUGCAGAU 


29424 


6138 


4892 


UCUGCACC U CAUCCUGC 


11050 


GCAGGAUG CUGAUGAG GCCGUUAGGC CGAA IGUGCAGA 


29425 


6140 


4890 


UGCACCUC A UCCUGCCC 


11051 


GGGCAGGA CUGAUGAG GCCGUUAGGC CGAA lAGGUGCA 


29426 


6143 


4887 


ACCUCAUC C UGCCCGUU 


11052 


AACGGGCA CUGAUGAG GCCGUUAGGC CGAA lAUGAGGU 


29427 


6144 


4886 


CCUCAUCC U GCCCGUUC 


11053 


GAACGGGC CUGAUGAG GCCGUUAGGC CGAA IGAUGAGG 


29428 


6147 


4883 


CAUCCUGC C GGUUCCAC 


11054 


GUGGAACG CUGAUGAG GCCGUUAGGC CGAA ICAGGAUG 


29429 


6148 


4882 


AUCCUGCC C GUUCCACU 


11055 


AGUGGAAC CUGAUGAG GCCGUUAGGC CGAA IGCAQGAU 


29430 


6153 


4877 


GCCCGUUC C ACUUGUGC 


11056 


GCACAAGU CUGAUGAG GCCGUUAGGC CGAA lAACGGGC 


29431 


6154 


4876 


CCCGUUCC A CUUGUGCU 


11057 


AGCACAAG CUGAUGAG GCCGUUAGGC CGAA IGAACGGG 


29432 


6156 


4874 


GGUUCCAC U UGUGCUGC 


11058 


GCAGCACA CUGAUGAG GCCGUUAGGC CGAA lUGGAACG 


29433 


6162 


4868 


ACUUGUGC U GCAAUUUC 


11059 


GAAAUUGC CUGAUGAG GCCGUUAGGC CGAA ICACAAGU 


29434 


6165 


4665 


UGUGCUGC A AUUUCCAG 


11060 


CUGGAAAU CUGAUGAG GCCGUUAGGC CGAA ICAGCACA 


29435 


6171 


4859 


GCAAUUUC C AGGGUCCU 


11061 


AGGACCCU CUGAUGAG GCCGUUAGGC CGAA lAAAUUGC 


29436 


6172 


4858 


CAAUUUCC A GGGUCCUC 


11062 


GAGGACCC CUGAUGAG GCCGUUAGGC CGAA IGAAAUUG 


29437 


6178 


4852 


CCAGGGUC C UCCGUAAC 


11063 


GUUACGGA CUGAUGAG GCCGUUAGGC CGAA lACCCUGG 


29438 


6179 


4851 


CAGGGUCC U CCGUAACA 


11064 


UGUUACGG CUGAUGAG GCCGUUAGGC CGAA IGACCCUG 


29439 


6181 


4849 


GGGUCCUC C GUAACAAA 


11065 


UUUGUUAC CUGAUGAG GCCGUUAGGC CGAA lAGGACCC 


29440 


6187 


4843 


UCCGUAAC A AAGUCGAU 


11066 


AUCGACUU CUGAUGAG GCCGUUAGGC CGAA lUUACGGA 


29441 


6197 


4833 


AGUCGAUC C UCCUUGAC 


11067 


GUCAAGGA CUGAUGAG GCCGUUAGGC CGAA lAUCGACU 


29442 


6198 


4832 


GUCGAUCC U CCUUGACA 


11068 


UGUCAAGG CUGAUGAG GCCGUUAGGC CGAA IGAUCGAC 


29443 


6200 


4830 


CGAUCCUC C UUGACACU 


11069 


AGUGUCAA CUGAUGAG GCCGUUAGGC CGAA lAGGAUCG 


29444 


6201 


4829 


GAUCCUCC U UGACACUG 


11070 


CAGUGUCA CUGAUGAG GCCGUUAGGC CGAA IGAGGAUC 


29445 


6206 


4824 


UCCUUGAC A CUGCCCCA 


11071 


UGGGGCAG CUGAUGAG GCCGUUAGGC CGAA XUCAAGGA 


29446 


6208 


4822 


CUUGACAC U GCCCCAGU 


11072 


ACUGGGGC CUGAUGAG GCCGUUAGGC CGAA XU6UCAAG 


29447 


6211 


4819 


GACACUGC C CCAGUAUG 


11073 


CAUACUGG CUGAUGAG GCCGUUAGGC CGAA ICAGUGUC 


29448 


6212 


4818 


ACACUGCC C CAGUAUGG 


11074 


CCAUACUG CUGAUGAG GCCGUUAGGC CGAA IGCAGUGU 


29449 


6213 


4817 


CACUGCCC C AGUAUGGG 


11075 


CCCAUACU CUGAUGAG GCCGUUAGGC CGAA IGGCAGUG 


29450 


6214 


4816 


ACUGCCCC A GUAUGGGU 


11076 


ACCCAUAC CUGAUGAG GCCGUUAGGC CGAA IGGGCAGU 


29451 


6224 


4806 


UAUGGGUC C AGGCGGCC 


11077 


GGCCGCCU CUGAUGAG GCCGUUAGGC CGAA lACCCAUA 


29452 


6225 


4805 


AUGGGUCC A GGCGGCCC 


11078 


GGGCCGCC CUGAUGAG GCCGUUAGGC CGAA IGACCCAU 


29453 


6232 


4798 


CAGGCGGC C CUCUCCGC 


11079 


GCGGAGAG CUGAUGAG GCCGUUAGGC CGAA ICCGCCUG 


29454 


6233 


4797 


AGGCGGCC C UCUCCGCU 


11080 


AGCGGAGA CUGAUGAG GCCGUUAGGC CGAA IGCCGCCU 


29455 


6234 


4796 


GGCGGCCC U CUCCGCUC 


11081 


GAGCGGAG CUGAUGAG GCCGUUAGGC CGAA IGGCCGCC 


29456 


6236 


4794 


CGGCCCUC U CCGCUCAU 


11082 


AUGAGCGG CUGAUGAG GCCGUUAGGC CGAA lAGGGCCG 


29457 


6238 


4792 


GCCCUCUC C GCUCAUCA 


11083 


UGAUGA6C CUGAUGAG GCCGUUAGGC CGAA ZAGAGGGC 


29458 


6241 


4789 


CUCUCCGC U CAUCAAAG 


11084 


CUUUGAUG CUGAUGAG GCCGUUAGGC CGAA ICGGA6AG 


29459 


6243 


4787 


CUCCGCUC A UCAAAGCG 








6246 


4784 


CGCUCAUC A AAGCGGCU 


11086 


AGCCGCUU CUGAUGAG GCCGUUAGGC CGAA lAUGAGCG 


29461 


6254 


4776 


AAAGCGGC U CCUUUUGU 


11087 


ACAAAAGG CUGAUGAG GCCGUUAGGC CGAA ICCGCUUU 


29462 


6256 


4774 


AGCGGCUC C UUUUGUUG 


11088 


CAACAAAA CUGAUGAG GCCGUUAGGC CGAA lAGCCGCU 


29463 


6257 


4773 


GCGGCUCC U UUUGUUGU 


11089 


ACAACAAA CUGAUGAG GCCGUUAGGC CGAA IGAGCCGC 


29464 


6270 


4760 


UUGUAU6C C AAAGGGUG 


11090 


CACCCUUU CUGAUGAG GCCGUUAGGC CGAA ICAUACAA 


2.9465 


6271 


4759 


UGUAUGCC A AAGGGUGU 


11091 


ACACCCUU CUGAUGAG GCCGUUAGGC CGAA IGCAUACA 


29466 


6287 


4743 


UGGAAAAC A CCUUCAAC 


11092 


GUUGAAGG CUGAUGAG GCCGUUAGGC CGAA lUUUUCCA 


29467 
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6289 


4741 


GAAAACAC C UUCAACCA 


11093 


UGGUUGAA CUGAUGAG GCCGUUAGGC CGAA lUGUUUUC 


29468 


6290 


4740 


AAAACACC U UCAACCAU 


11094 


AUGGUU6A CUGAUGAG GCCGUUAGGC CGAA IGUGUUUU 


29469 


6293 


4737 


ACACCUUC A ACCAUCAC 


11095 


GUGAUGGU CUGAUGAG GCCGUUAGGC CGAA IAA6GUGU 


29470 


6296 


4734 


CCUUCAAC C AUCACGCC 


11096 


6GCGUGAU CUGAUGAG GCCGUUAGGC CGAA lUUGAAGG 


29471 


6297 


4733 


CUUCAACC A UCACGCCC 


11097 


GGGCGUGA CUGAUGAG GCCGUUAGGC CGAA IGUU6AAG 


29472 


6300 


4730 


CAACCAUC A CGCCCGCU 


11098 


AGCGGGCG CUGAUGAG GCCGUUAGGC CGAA lAUGGUUG 


29473 


6304 


4726 


CAUCACGC C CGCUCCUG 


11099 


CAGGAGCG CUGAUGAG GCCGUUAGGC CGAA ICGUGAUG 


29474 


6305 


4725 


AUCACGCC C GCUCCUGC 


11100 


GCAGGAGC CUGAUGAG GCCGUUAGGC CGAA IGCGUGAU 


29475 


6308 


4722 


ACGCCCGC U CCUGCUDG 


11101 


CAAQCAGG CUGAUGAG GCCGUUAGGC CGAA ICGGGCGU 


29476 


6310 


4720 


GCCCGOJC C UQCUUGAU 


11102 


AUCAAGCA CUGAUGAG GCCGUUAGGC CGAA lAGCGGGC 


29477 


6311 


4719 


CCCGCUCC U GCUUGAUA 


11103 


UAUCAAGC CUGAUGAG GCCGUUAGGC CGAA IGAGCGGG 


29478 


6314 


4716 


GCUCCUGC U UGAUAACU 


11104 


AGUUAUCA CUGAUGAG GCCGUUAGGC CGAA ICAGGAGC 


29479 


6322 


4708 


UUGAUAAC U GCCGAGCA 


11105 


VGCaCGGC CUGAUGAG GCCGUUAGGC CGAA lUUAUCAA 


29480 


6325 


4705 


AUAACUGC C GAGCAGCC 


11106 


GGCUGCUC CUGAUGAG GCCGUUAGGC CGAA ICAGUUAU 


29481 


6330 


4700 


UGCCGAGC A GCCCACGA 


11107 


UCGUGGGC CUGAUGAG GCCGUUAGGC CGAA ICUCGGCA 


29482 


6333 


4697 


CGAGCAGC C CACGAGUC 


11108 


GACUCGUG CUGAUGAG GCCGUUAGGC CGAA ICUGCUCG 


29483 


6334 


4696 


GAGCAGCC C ACGAGUCA 


11109 


UGACUCGU CUGAUGAG GCCGUUAGGC CGAA IGCUGCUC 


29484 


6335 


4695 


AGCAGCCC A CGAGUCAU 


11110 


AUGACUCG CUGAUGAG GCCGUUAGGC CGAA IGGCU6CU 


29485 


6342 


4688 


CACGAGUC A UGAUCCUG 


mil 


CAGGAUCA CUGAUGAG GCCGUUAGGC CGAA lACUCGUG 


29486 


6348 


4682 


UCAUGAUC C UGUAGACG 


11112 


CGUCUACA CUGAUGAG GCCGUUAGGC CGAA lAUCAUGA 


29487 


6349 


4681 


CAUGAUCC U GUAGACGC 


11113 


GCGUCUAC CUGAUGAG GCCGUUAGGC CGAA IGAUCAUG 


29488 


6358 


4672 


GUAGACGC C GGUGGUCG 


11114 


CGACCACC CUGAUGAG GCCGUUAGGC CGAA ICGUCUAC 


29489 


6371 


4659 


GUCGUGUC C CCCUUUUU 


11115 


AAAAAGGG CUGAUGAG GCCGUUAGGC CGAA lACACGAC 


29490 


63 72 


4658 


UCGUGUCC C CCUUUUUG 


11116 


CAAAAAGG CUGAUGAG GCCGUUAGGC CGAA IGACACGA 


29491 


6373 


4657 


CGUGUCCC C CUUUUUGU 


11117 


ACAAAAAG CUGAUGAG GCCGUUAGGC CGAA IGGACACG 


29492 


6374 


4656 


GUGUCCCC C UUUUUGUA 


11118 


UACAAAAA CUGAUGAG GCCGUUAGGC CGAA IGGGACAC 


29493 


6375 


4655 


UGUCCCCC U UUUUGUAC 


11119 


GUACAAAA CUGAUGAG GCCGUUAGGC CGAA IGGGGACA 


29494 


6384 


4646 


UUUUGUAC U CCUUUGGU 


11120 


ACCAAAGG CUGAUGAG GCCGUUAGGC CGAA lUACAAAA 


29495 


6386 


4644 


UUGUACUC C UUUGGUGA 


11121 


UCACCAAA CUGAUGAG GCCGUUAGGC CGAA lAGUACAA 


29496 


6387 


4643 


UGUACUCC U UUGGUGAG 


11122 


CUCACCAA CUGAUGAG GCCGUUAGGC CGAA IGAGUACA 


29497 


6404 


4626 


GGAGUGUC C CACAACAC 


11123 


GUGUUGUG CUGAUGAG GCCGUUAGGC CGAA lACACUCC 


29498 


6405 


4625 


GAGUGUCC C ACAACACG 


11124 


CGUGUUGU CUGAUGAG GCCGUUAGGC CGAA IGACACUC 


29499 


6406 


4624 


AGUGUCCC A CAACACGC 


11125 


GCGUGUUG CUGAUGAG GCCGUUAGGC CGAA IGGACACU 


29500 


6408 


4622 


UGUCCCAC A ACACGCCU 


11126 


AGGCGUGU CUGAUGAG GCCGUUAGGC CGAA lUGGGACA 


29501 


6411 


4619 


CCCACAAC A CGCCUCCU 


11127 


AGGAGGCG CUGAUGAG GCCGUUAGGC CGAA lUUGUGGG 


29502 


6415 


4615 


CAACACGC C UCCUCUCU 


11128 


AGAGAGGA CUGAUGAG GCCGUUAGGC CGAA ICGUGUUG 


29503 


6416 


4614 


AACACGCC U CCUCUCUU 


11129 


AAGAGAGG CUGAUGAG GCCGUUAGGC CGAA IGCGUGUU 


29504 


6418 


4612 


CACGCCUC C UCUCUUUG 


11130 


CAAAGAGA CUGAUGAG GCCGUUAGGC CGAA lAGGCGUG 


29505 


6419 


4611 


ACGCCUCC U CUCUUUGU 


11131 


ACAAAGAG CUGAUGAG GCCGUUAGGC CGAA IGAGGCGU 


29506 


6421 


4609 


GCCUCCUC U CUUUGUGU 


11132 


ACACAAAG CUGAUGAG GCCGUUAGGC CGAA lAGGAGGC 


29507 


6423 


4607 


CUCCUCUC U UUGUGUAU 


11133 


AUACACAA CUGAUGAG GCCGUUAGGC CGAA lAGAGGAG 


29508 


6444 


4586 


GAGUUAUC C AAAAUCCA 


11134 


UGGAUUUU CUGAUGAG GCCGUUAGGC CGAA lAUAACUC 


29509 


6445 


4585 


AGUUAUCC A A7VAUCCAA 


11135 


UUGGAUUU CUGAUGAG GCCGUUAGGC CGAA IGAUAACU 


29510 


6451 


4579 


CCAAAAUC C AACUACUG 


11136 


CAGUAGUU CUGAUGAG GCCGUUAGGC CGAA lAUUUUGG 


29511 


6452 


4578 


CT^AAAUCC A ACUACUGA 


11137 


UCAGUAGU CUGAUGAG GCCGUUAGGC CGAA IGAUUUUG 


29512 


6455 


4575 


AAUCCAAC U ACUGAGGG 


11138 


CCCUCAGU CUGAUGAG GCCGUUAGGC CGAA lUUGGAUU 


29513 


6458 


4572 


CCAACUAC U GAGGGCAA 


11139 


UUGCCCUC CUGAUGAG GCCGUUAGGC CGAA lUAGUUGG 


29514 


6465 


4565 


CUGAGGGC A AGAUUGCC 


11140 


GGCAAUCU CUGAUGAG GCCGUUAGGC CGAA ICCCUCAG 


29515 


6473 


4557 


AAGAUUGC C CAGGGGGU 


11141 


ACCCCCUG CUGAUGAG GCCGUUAGGC CGAA ICAAUCUU 


29516 


6474 


4556 


AGAUUGCC C AGGGGGUG 


11142 


CACCCCCU CUGAUGAG GCCGUUAGGC CGAA IGCAAUCU 


29517 


6475 


4555 


GAUUGCCC A GGGGGUGU 


11143 


ACACCCCC CUGAUGAG GCCGUUAGGC CGAA IGGCAAUC 


29518 


6488 


4542 


GUGUACGC A COAAUCGC 


11144 


GCGAUUAG CUGAUGAG GCCGUUAGGC CGAA ICGUACAC 


29519 


6490 


4540 


6UAC6CAC U AAUCGCGA 


11145 


UCGCGAUU CUGAUGAG GCCGUUAGGC CGAA lUGCGUAC 


29520 


6502 


4528 


CGCGAGAC A GACCAUUC 


11146 


GAAUGGUC CUGAUGAG GCCGUUAGGC CGAA lUCUCGCG 


29521 


6506 


4524 


AGACAGAC C AUUCUGAG 


11147 


CUCAGAAU CUGAUGAG GCCGUUAGGC CGAA lUCUGUCU 


29522 


6507 


4523 


GACAGACC A UUCUGAGC 


11148 


GCUCAGAA CUGAUGAG GCCGUUAGGC CGAA IGUCUGUC 


29523 


6511 


4519 


GACCAUUC U GAGCAUCC 


11149 


GGAUGCUC CUGAUGAG GCCGUUAGGC CGAA lAAUGGUC 


29524 


6516 


4514 


UUCUGAGC A UCCAUAUC 


11150 


GAUAUGGA CUGAUGAG GCCGUUAGGC CGAA ICUCAGAA 


29525 


6519 


4511 


UGAGCAUC C AUAUCUUC 


11151 


GAAGAUAU CUGAUGAG GCCGUUAGGC CGAA lAUGCUCA 


29526 


6520 


4510 


GAGCAUCC A UAUCUUCC 


11152 


GGAAGAUA CUGAUGAG GCCGUUAGGC CGAA IGAUGCUC 


29527 


6525 


4505 


UCCAUAUC U UCCAAGGU 


11153 


ACCUUGGA CUGAUGAG GCCGUUAGGC CGAA lAUAUGGA 


29528 
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652B 


4502 


AUAUCUUC C AAGGUGCU 


11154 


AGCACCUU CUGAUGAG GCCGUUAGGC CGAA lAAGAUAU 


29529 


6529 


4501 


aAUCUUCC A AGGUGCUC 


11155 


GAGCACCU CUGAUGAG GCCGUUAGGC CGAA IGAAGAUA 


29530 


6536 


4494 


CAAGGUGC U CCUGGAUC 


11156 


GAUCCAGG CUGAUGAG GCCGUUAGGC CGAA XCACCUUG 


29531 


6538 


4492 


AGGUGCUC C UGGAUCAU 


11157 


AUGAUCCA CUGAUGAG GCOGUUAOGC CGAA lAGCACCU 


29532 


6539 


4491 


GGUGCUCC U GGAUCAUU 


11158 


AAUGAUCC CUGAUGAG GCCGUUAGGC CGAA XGAGCACC 


29533 


6545 


4485 


CCUGGAUC A UUCAUGAG 


11159 


CUCAUGAA CUGAUGAG GCCGUUAGGC CGAA lAUCCAGG 


29534 


6549 


4481 


GAUCAUUC A UGAGCUGG 


11160 


CCAGCUCA CUGAUGAG GCCGUUAGGC CGAA lAAUGAUC 


29535 


6555 


4475 


UCAUGAGC U GGAAGUUU 


11161 


AAACUUCC CUGAUGAG GCCGUUAGGC CGAA ICUCAUGA 


29536 


6565 


4465 


GAAGUUUC C AUCAUCAU 


11162 


AUGAUGAU CUGAUGAG GCCGUUAGGC CGAA lAAACUUC 


29537 


6566 


4464 


AAGUUUCC A UCAUCAUC 


11163 


GAUGAUGA CUGAUGAG GCCGUUAGGC CGAA IGAAACUU 


29538 


6569 


4461 


UUUCCAUC A UCAUCAAG 


11164 


CUUGAUGA CUGAUGAG GCCGUUAGGC CGAA lAUQGAAA 


29539 


6572 


4458 


CCAUCAUC A UCAAGCCG 


11165 


CGGCUUGA CUGAUGAG GCCGUUAGGC CGAA lAUGAUGG 


29540 


6575 


4455 


UCAUCAUC A AGCCGCAC 


11166 


GUGCGGCU CUGAUGAG GCCGUUAGGC CGAA lAUGAUGA 


29541 


6579 


4451 


CAUCAAGC C GCACAUCA 


11167 


UGAUGUGC CUGAUGAG GCCGUUAGGC CGAA ICUUGAUG 


29542 


6582 


4448 


CAAGCCGC A CAUCAACU 


11168 


AGUUGAUG CUGAUGAG GCCGUUAGGC CGAA ICGGCUUG 


29543 


6584 


4446 


AGCCGCAC A UCAACUCU 


11169 


AGAGUUGA CUGAUGAG GCCGUUAGGC CGAA lUGCGGCU 


29544 


6587 


4443 


CGCACAUC A ACUCUUUC 


11170 


GAAAGAGU CUGAUGAG GCCGUUAGGC CGAA lAUGUGCG 


29545 


6590 


4440 


ACAUCAAC U CUUUCGCU 


11171 


AGCGAAAG CUGAUGAG GCCGUUAGGC CGAA lUUGAUGU 


29546 


6592 


4438 


AUCAACUC U UUCGCUCG 


11172 


CGAGCQAA CUGAUGAG GCCGUUAGGC CGAA lAGUUGAU 


29547 


6598 


4432 


UCUUUCGC U CGAGCCUG 


11173 


CAGGCUCG CUGAUGAG GCCGUUAGGC CGAA ICGAAAGA 


29548 


6604 


4426 


GCUCGA6C C UGUAAUUU 


11174 


AAAUUACA CUGAUGAG GCCGUUAGGC CGAA ICUCGAGC 


29549 


6605 


4425 


CUCGAGCC U GUAAUUUC 


11175 


GAAAUUAC CUGAUGAG GCCGUUAGGC CGAA IGCUCGAG 


29550 


6614 


4416 


GUAAUUUC U GCAUCACU 


11176 


AGUGAUGC CUGAUGAG GCCGUUAGGC CGAA lAAAUUAC 


29551 


6617 


4413 


AUUUCUGC A UCACUUUC 


11177 


GAAAGUGA CUGAUGAG GCCGUUAGGC CGAA ICAGAAAU 


29552 


6620 


4410 


UCUGCAUC A CUUUCCCA 


11178 


UGGGAAAG CUGAUGAG GCCGUUAGGC CGAA lAUGCAGA 


29553 


6622 


4408 


UGCAUCAC U UUCCCAGG 


11179 


CCUGGGAA CUGAUGAG GCCGUUAGGC CGAA lUGAUGCA 


29554 


6626 


4404 


UCACUUUC C CAGGAAAU 


11180 


AUUUCCUG CUGAUGAG GCCGUUAGGC CGAA lAAAGUGA 


29555 


6627 


4403 


CACUUUCC C AGGAAAUG 


11181 


CAUUUCCU CUGAUGAG GCCGUUAGGC CGAA XGAAAGUG 


29556 


6628 


4402 


ACUUUCCC A GGAAAUGU 


11182 


ACAUUUCC CUGAUGAG GCCGUUAGGC CGAA IG6AAAGU 


29557 


6638 


4392 


GAAAUGUC C GCCGUUCU 


11183 


AGAACGGC CUGAUGAG GCCGUUAGGC CGAA lACAUUUC 


29558 


6641 


4389 


AUGUCCGC C GUUCUCUC 


11184 


GAGAGAAC CUGAUGAG GCCGUUAGGC CGAA ICGGACAU 


29559 


6646 


4384 


CGCCGUUC U CUCAAUCC 


11185 


GGAUUGAG CUGAUGAG GCCGUUAGGC CGAA lAACGGCG 


29560 


6646 


4382 


CCGUUCUC U CAAUCCAC 


11186 


GUGGAUUG CUGAUGAG GCCGUUAGGC CGAA lAGAACGG 


29561 


6650 


4380 


GUUCUCUC A AUCCACAU 


11187 


AUGUGGAU CUGAUGAG GCCGUUAGGC CGAA lAGAGAAC 


29562 


6654 


4376 


UCUCAAUC C ACAUAUCU 


11186 


AGAUAUGU CUGAUGAG GCCGUUAGGC CGAA lAUUGAGA 


29563 


6655 


4375. 


CUCAAUCC A CAUAUCUG 


11189 


CAGAUAUG CUGAUGAG GCCGUUAGGC CGAA IGAUUGAG 


29564 


6657 


4373 


CAAUCCAC A UAUCUGUU 


11190 


AACAGAUA CUGAUGAG GCCGUUAGGC CGAA lUGGAUUG 


29565 


6662 


4368 


CACAUAUC U GUUGAUUU 


11191 


AAAUCAAC CUGAUGAG GCCGUUAGGC CGAA lAUAUGUG 


29566 


6672 


4358 


UUGAUUUC C CAGAAAUC 


11192 


GAUUUCUG CUGAUGAG GCCGUUAGGC CGAA lAAAUCAA 


29567 


6673 


4357 


UGAUUUCC C AGAAAUCA 


11193 


UGAUUUCU CUGAUGAG GCCGUUAGGC CGAA IGAAAUCA 


29568 


6674 


4356 


GAUUUCCC A GAAAUCAC 


11194 


GUGAUUUC CUGAUGAG GCCGUUAGGC CGAA IGGAAAUC 


29569 


6681 


4349 


CAGAAAUC A CGAAAGCA 


11195 


UGCUUUCG CUGAUGAG GCCGUUAGGC CGAA lAUUUCUG 


29570 


6689 


4341 


ACGAAAGC A GCAAACAU 


11196 


AUGUUUGC CUGAUGAG GCCGUUAGGC CGAA ICUUUCGU 


29571 


6692 


4338 


AAAGCAGC A AACAUGAG 


11197 


CUCAUGUU CUGAUGAG GCCGUUAGGC CGAA ICUGCUUU 


29572 


6696 


4334 


CAGCAAAC A UGAGCCCC 


11198 


GGGGCUCA CUGAUGAG GCCGUUAGGC CGAA lUUUGCUG 


29573 


6702 


4328 


ACAUGAGC C CCGCGAUA 


11199 


UAUCGCGG CUGAUGAG GCCGUUAGGC CGAA ICUCAUGU 


29574 


6703 


4327 


CAUGAGCC C COCGAUAG 


11200 


CUAUOGCG CUGAUGAG GCCGUUAGGC CGAA XGCUCAUG 


29575 


6704 


4326 


AUGAGCCC C GCGAUAGU 


11201 


ACUAUCGC CUGAUGAG GCCGUUAGGC CGAA XGGCUCAU 


29576 


6714 


4316 


CGAUAGUC A UUGGAAUG 


11202 


CAUUCCAA CUGAUGAG GCCGUUAGGC CGAA XACUAUCG 


29577 


6725 


4305 


GGAAUGGC C AUGGAGUC 


11203 


GACUCCAU CUGAUGAG GCCGUUAGGC CGAA ICCAUUCC 


29578 


6726 


4304 


GAAUGGCC A UGGA6UCA 


11204 


UGACUCCA CUGAUGAG GCCGUUAGGC CGAA IGCCAUUC 


29579 


6734 


4296 


AUGGAGUC A AUGUCAAG 


11205 


CUUGACAU CUGAUGAG GCCGUUAGGC CGAA lACUCCAU 


29580 


6740 


4290 


UCAAUGUC A A6CUCUGC 


11206 


GGAGAGCU CUGAUGAG GCCGUUAGGC CGAA XACAUUGA 


29581 


6744 


4286 


UGUCAAGC U CUGCCAGC 


11207 


GCUGGCAG CUGAUGAG GCCGUUAGGC CGAA XCUUGACA 


29582 


6746 


4284 


UCAAGCUC U GCCAGCCC 


11208 


GGGCUGGC CUGAUGAG GCCGUUAGGC CGAA lAGCUUGA 


29583 


6749 


4281 


AGCUCUGC C AGCCCUCC 


11209 


GGAGGGOJ CUGAUGAG GCCGUUAGGC CGAA ICAGAGCU 


29584 


6750 


4280 


GCUCUGCC A GCCCUCCG 


11210 


CGGAGGGC CUGAUGAG GCCGUUAGGC CGAA XGCAGAGC 


29585 


6753 


4277 


CUGCCAGC C CUCCGACG 


11211 


CGUCGGAG CUGAUGAG GCCGUUAGGC CGAA XCUGGCAG 


29586 


6754 


4276 


UGCCAGCC C UCCGACGA 


11212 


UCGUCGGA CUGAUGAG GCCGUUAGGC CGAA XGCUGGCA 


29587 


6755 


4275 


GCCAGCCC U CCGACQAU 


11213 


AUCGUCGG CUGAUGAG GCCGUUAGGC CGAA IGGCUGGC 


29588 


6757 


4273 


CAGCCCUC C GACGAUGG 


11214 


CCAUCGUC CUGAUGAG GCCGUUAGGC CGAA XAGGGCUG 


29589 
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6767 


4263 


ACGAUGGC A AACAUUAG 


11215 


CUAAUGUU CUGAUGAG GCCGUUAGGC CGAA ICCAUCGU 


29590 


6771 


4259 


UGGCAAAC A UUAGGCCG 


11216 


CGGCCUAA CUGAUGAG GCCGUUAGGC CGAA lUUUGCCA 


29591 


6778 


4252 


CAUUAGGC C GACAGCUG 


11217 


CAGCUGUC CUGAUGAG GCCGUUAGGC CGAA ICCUAAUG 


29592 


6782 


4248 


AGGCCGAC A GCUQUCAU 


11218 


AUGACAGC CUGAUGAG GCCGUUAGGC CGAA lUCGGCCU 


29593 


6785 


4245 


CCGACAGC U GUCAUCAC 


11219 


GUGAUGAC CUGAUGAG GCCGUUAGGC CGAA ICUGUCGG 


29594 


6789 


4241 


CAGCUGUC A UCACUUCA 


11220 


UGAAGUGA CUGAUGAG GCCGUUAGGC CGAA lACAGCUG 


29595 


6792 


4238 


CUGUCAUC A CUUCAGUU 


11221 


AACUGAAG CUGAUGAG GCCGUUAGGC CGAA lAUGACAG 


29596 


6794 


4236 


GUCAUCAC U UCAGUUGC 


11222 


GCAACUGA CUGAUGAG GCCGUUAGGC CGAA lUGAUGAC 


29597 


6797 


4233 


AUCACUUC A GUUGCGGG 


11223 


CCCGCAAC CUGAUGAG GCCGUUAGGC CGAA lAAGUGAU 


29598 


6807 


4223 


UUGCGGGC C AUC06CGU 


11224 


ACGCGGAU CUGAUGAG GCCGUUAGGC CGAA ICCCGCAA 


29599 


6808 


4222 


UGCGGGCC A UCCGCGUU 


11225 


AACGCGGA CUGAUGAG GCCGUUAGGC CGAA IGCCCGCA 


29600 


6811 


4219 


GGGCCAUC C GCGUUUAC 


11226 


GUA7VACGC CUGAUGAG GCCGUUAGGC CGAA lAUGGCCC 


29601 


6830 


4200 


UUGGGAUC A CAUGCAAU 


11227 


AUUGCAUG CUGAUGAG GCCGUUAGGC CGAA lAUCCCAA 


29602 


6832 


4198 


GGGAUCAC A UGCAAUCA 


11228 


UGAUUGCA CUGAUGAG GCCGUUAGGC CGAA lUGAUCCC 


29603 


6836 


4194 


UCACAUGC A AUCAGUCC 


11229 


GGACUGAU CUGAUGAG GCCGUUAGGC CGAA ICAUGUGA 


29604 


6840 


4190 


AUGCAAUC A GUCCAGCA 


11230 


UGCUGGAC CUGAUGAG GCCGUUAGGC CGAA IAUU6CAU 


29605 


6844 


4186 


AAUCAGUC C AGCAGCAA 


11231 


UUGCUGCU CUGAUGAG GCCGUUAGGC CGAA lACUGAUU 


29606 


6845 


4185 


AUCAGUCC A GCAGCAAG 


11232 


CUUGCUGC CUGAUGAG GCCGUUAGGC CGAA IGACUGAU 


29607 


6648 


4182 


AGUCCAGC A GCAAGGAU 


11233 


AUCCUUGC CUGAUGAG GCCGUUAGGC CGAA ICUGGACU 


29608 


6851 


4179 


CCAGCAGC A AGGAUCAU 


11234 


AUGAUCCU CUGAUGAG GCCGUUAGGC CGAA ICUGCUGG 


29609 


6858 


4172 


CAA6GAUC A UGG6GUUS 


11235 


CAACCCCA CUGAUGAG GCCGUUAGGC CGAA lAUCCUUG 


29610 


6874 


4156 


GAAAA6UC C U6UUGAGG 


11236 


CCUCAACA CUGAUGAG GCCGUUAGGC CGAA lACUUUUC 


29611 


6875 


4155 


AAAAGUCC U GUUGAGGC 


11237 


GCCUCAAC CUGAUGAG GCCGUUAGGC CGAA IGACUUUU 


29612 


6884 


4146 


GUUGAGGC U AGAGCCAA 


11238 


UUGGCUCU CUGAUGAG GCCGUUAGGC CGAA ICCUCAAC 


29613 


6890 


4140 


GCUAGAGC C AAGCAUAG 


11239 


CUAUGCUU CUGAUGAG GCCGUUAGGC CGAA ICUCUAGC 


29614 


6891 


4139 


CUAGAGCC A AGCAUAGC 


11240 


GCUAUGCU CUGAUGAG GCCGUUAGGC CGAA IGCUCUAG 


29615 


6895 


4135 


AGCCAAGC A UAGCAGAC 


11241 


GUCUGCUA CUGAUGAG GCCGUUAGGC CGAA ICUUGGCU 


29616 


6900 


4130 


AGCAUAGC A GACUUGCU 


11242 


AGCAAGUC CUGAUGAG GCCGUUAGGC CGAA ICUAUGCU 


29617 


6904 


4126 


UAGCAGAC U UGCUCCUU 


11243 


AAGGA6CA CUGAUGAG GCCGUUAGGC CGAA lUCUGCUA 


29618 


6908 


4122 


AGACUUGC U CCUUUCUU 


11244 


AAGAAAGG CUGAUGAG GCCGUUAGGC CGAA ICAAGUCU 


29619 


6910 


4120 


ACUUGCUC C UUUCUUUU 


11245 


AAAAGAAA CUGAUGAG GCCGUUAGGC CGAA lAGCAAGU 


29620 


6911 


4119 


CUUGCUCC U UUCUUUUU 


11246 


AAAAAGAA CUGAUGAG GCCGUUAGGC CGAA IGAGCAAG 


29621 


6915 


4115 


CUCCUUUC U UUUUUGCA 


11247 


UGCAAAAA CUGAUGAG GCCGUUAGGC CGAA lAAAGGAG 


29622 


6923 


4107 


UUUUUUGC A GCUGCACU 


11248 


AGUGCAGC CUGAUGAG GCCGUUAGGC CGAA XCAAAAAA 


29623 


6926 


4104 


UUUGCAGC U GCACUCCU 


11249 


AGGAGUGC CUGAUGAG GCCGUUAGGC CGAA ICUGCAAA 


29624 


6929 


4101 


GCAGCUGC A CUCCUCUU 


11250 


AAGAGGAG CUGAUGAG GCCGUUAGGC CGAA ICAGCUGC 


29625 


6931 


4099 


AGCUGCAC U CCUCUUCU 


11251 


AGAAGAGG CUGAUGAG GCCGUUAGGC CGAA lUGCAGCU 


29626 


6933 


4097 


CUGCACUC C UCUUCUCC 


11252 


GGAGAAGA CUGAUGAG GCCGUUAGGC CGAA lAGUGCAG 


29627 


6934 


4096 


UGCACUCC U CUUCUCCC 


11253 


GGGAGAAG CUGAUGAG GCCGUUAGGC CGAA IGAGUGCA 


29628 


6936 


4094 


CACUCCUC U UCUCCCUG 


11254 


CAGGGAGA CUGAUGAG GCCGUUAGGC CGAA IAGGA6U6 


29629 


6939 


4091 


UCCUCUUC U CCCUGAUC 


11255 


GAUCAGGG CUGAUGAG GCCGUUAGGC CGAA lAAGAGGA 


29630 


6941 


4089 


CUCUUCUC C CUGAUCAA 


11256 


UUGAUCAG CUGAUGAG GCCGUUAGGC CGAA lAGAAGAG 


29631 


6942 


4088 


UCUUCUCC C UGAUCAAG 


11257 


CUUGAUCA CUGAUGAG GCCGUUAGGC CGAA IGAGAAGA 


29632 


6943 


4087 


CUUCUCCC U QAUCAAGC 


11258 


GCUUGAUC CUGAUGAG GCCGUUAGGC CGAA IGGAGAAG 


29633 


6948 


4082 


CCCUGAUC A AGCUGCCU 


11259 


AGGCAGCU CUGAUGAG GCCGUUAGGC CGAA lAUCAGGG 


29634 


6952 


4078 


QAUCAAGC U GCCUAUUC 


11260 


GAAUAGGC CUGAUGAG GCCGUUAGGC CGAA ICUUGAUC 


29635 


6955 


4075 


CAAGCUGC C UAUUCCGA 


11261 


UCGGAAUA CUGAUGAG GCCGUUAGGC CGAA ICAGCUUG 


29636 


6956 


4074 


AAGCUGCC U AUUCCGAC 


11262 


GUCGGAAU CUGAUGAG GCCGUUAGGC CGAA IGCAGCUU 


29637 


6961 


4069 


GCCUAUUC C GACCAUCA 


11263 


UGAUGGUC CUGAUGAG GCCGUUAGGC CGAA lAAUAGGC 


29638 


6965 


4065 


AUUCCGAC C AUCAACAG 


11264 


CUGUUGAU CUGAUGAG GCCGUUAGGC CGAA lUCGGAAU 


29639 


6966 


4064 


UUCCGACC A UCAACA6C 


11265 


GCUGUUGA CUGAUGAG GCCGUUAGGC CGAA IGUCGGAA 


29640 


6969 


4061 


CGACCAUC A ACAGCAGU 


11266 


ACUGCUGU CUGAUGAG GCCGUUAGGC CGAA lAUGGUCG 


29641 


6972 


4058 


CCAUCAAC A GCAGUAUC 


11267 


GAUACUGC CUGAUGAG GCCGUUAGGC CGAA XUU6AUGG 


29642 


69/5 


4055 


UCAACASjC a GUAUCCUG 


11268 


CAGGAUAC CUGAUGAG GCCUUUAGoC CUAA ICUGUU^alA 


29o43 


6981 


4049 


GCAGUAUC C UGUACACA 


11269 


UGUGUACA CUGAUGAG GCCGUUAGGC CGAA lAUACUGC 


29644 


6982 


4048 


CAGUAUCC U GUACACAU 


11270 


AUGUGUAC CUGAUGAG GCCGUUAGGC CGAA IGAUACUG 


29645 


6987 


4043 


UCCUGUAC A CAUCCAGA 


11271 


UCUGGAUO CUGAUGAG GCCGUUAGGC CGAA lUACAGGA 


29646 


6989 


4041 


CUGUACAC A UCCAQAUU 


11272 


AAUCUGGA CUGAUGAG GCCGUUAGGC CGAA lUGUACAG 


29647 


6992 


4038 


UACACAUC C AGAUUCAA 


11273 


UUGAAUCU CUGAUGAG GCCGUUAGGC CGAA lAUGUGUA 


29648 


6993 


4037 


ACACAUCC A GAUUCAAG 


11274 


CUUGAAUC CUGAUGAG GCCGUUAGGC CGAA IGAUGUGU 


29649 


6999 


4031 


CCAGAUUC A AGCAUCUC 


11275 


GAGAUGCU CUGAUGAG GCCGUUAGGC CGAA lAAUCUGG 


29650 
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7003 


4027 


AUUCAAGC A ITCtJCAGCC 


11276 


GGCUGAGA CUGAUGAG GCCuUUAGGC UQAA ICUUGAAU 


29651 


7006 


4024 


CAAGCAUC U CAGCCCGG 


11277 


CCGGGCUG CUGAUGAG GCCGuUAGGC CGAA lAUGCUUG 


29652 


7008 


4022 


AGCAUCUC A GCCCGGGU 


11276 


ACCCGGGC CUGAUGAG GCCuUUAGuC CXiAA IAGAU6CU 


29653 


7011 


4019 


AUCUCA6C C CGGGUGUU 


11279 


AACACCCG CUGAUGAG GCCGuuAGGC CGAA ICUGAGAU 


29654 


7012 


4018 


UCUCA6CC C GGGUGUUA 


11280 


UAAGACCC CUGAUGAG GCCGUUAGGC CGAA IGCUGAGA 


29655 


7023 


4007 


GUGUUAGC A GGGCUAGC 


11281 


GCUAGCCC CUGAUGAG GCCGUUAGGC CGAA ICUAACAC 


29656 


7028 


4002 


AGCAGG6C U AGCAGCGG 


11282 


CCGCUGCU CUGAUGAG GCCGUUAGGC CGAA ICCCUGCU 


29657 


7032 


3998 


GGGCUAGC A GCGGAACA 


11283 


UGUUCCGC CUGAUGAG GCCGUUAGGC CGAA ICUAGCCC 


29658 


7040 


3990 


AGCGGAAC A ACCACGUU 


11284 


AACGUGGU CUGAUGAG GCCGUUAGGC CGAA lUUCCGCU 


29659 


7043 


3987 


GGAACAAC C ACGUUUGA 


11285 


UCAT^CGU CUGAUGAG GCCGUUAGGC CGAA lUUGUUCC 


29660 


7044 


3986 


GAACAACC A CGUUUGAU 


11286 


AUCAAACG CUGAUGAG GCCGUUAGGC CGAA IGUUGUUC 


29661 


7073 


3957 


GUUAUGGC U CUCAGUAU 


11287 


AUACUGAG CUGAUGAG GCCGUUAGGC CGAA ICCAUAAC 


29662 


7075 


3955 


UAUGGCUC U CAGUAUCA 


11288 


UGAUACUG CUGAUGAG GCCGUUAGGC CGAA lAGCCAUA 


29663 


7077 


3953 


UGGCUCUC A GUAUCAUC 


11289 


GAUGAUAC CUGAUGAG GCCGUUAGGC CGAA lAGAGCCA 


29664 


7083 


3947 


UCAGUAUC A UCCAAGCU 


11290 


AGCUUGGA CUGAUGAG GCCGUUAGGC CGAA lAUACUGA 


29665 


7086 


3944 


GUAUCAUC C AAGCUACC 


11291 


GGUAGCUU CUGAUGAG GCCGUUAGGC CGAA lAUGAUAC 


29666 


7087 


3943 


UAUCAUCC A AGOJAOOG 


11292 


CGGUAGCU CUGAUGAG GCCGUUAGGC CGAA IGAUGAUA 


29667 


7091 


3939 


AUCCAAGC U ACC6CCAG 


11293 


CUGGCGGU CUGAUGAG GCCGUUAGGC CGAA ICUUGGAU 


29668 


7094 


3936 


CAAGCUAC C GCCAGUGA 


11294 


UCACUGGC CUGAUGAG GCCGUUAGGC CGAA lUAGCUUG 


29669 


7097 


3933 


GCUACCGC C AGUGAAUU 


11295 


AAUUCACU CUGAUGAG GCCGUUAGGC CGAA ICGGUAGC 


29670 


7098 


3932 


CUACCGCC A GUGAAUUC 


11296 


GAAUUCAC CUGAUGAG GCCGUUAGGC CGAA IGCGGUAG 


29671 


7107 


3923 


GUGAAUUC A ACACAUCA 


11297 


UGAUGUGU CUGAUGAG GCCGUUAGGC CGAA lAAUUCAC 


29672 


7110 


3920 


AAUUCAAC A CAUCAGGG 


11298 


CCCUGAUG CUGAUGAG GCCGUUAGGC CGAA lUUGAAUU 


29673 


7112 


3918 


UUCAACAC A UCAGGGAU 


11299 


AUCCCUGA CUGAUGAG GCCGUUAGGC CGAA lUGUUGAA 


29674 


7115 


3915 


AACACAUC A GGGAUCUC 


11300 


GAGAUCCC CUGAUGAG GCCGUUAGGC CGAA lAUGUGUU 


29675 


7122 


3908 


CAGGGAUC U CCCAGAGC 


11301 


GCUCUGGG CUGAUGAG GCCGUUAGGC CGAA lAUCCCUG 


29676 


7124 


3906 


GGGAUCUC C CAGAGCAG 


11302 


CUGCUCUG CUGAUGAG GCCGUUAGGC CGAA XAGAUCCC 


29677 


7125 


3905 


GGAUCUCC C AGAGCAGA 


11303 


UCU6CUCU CUGAUGAG GCCGUUAGGC OGAA IGAGAUCC 


29678 


7126 


3904 


GAUCUCCC A GAGCAGAA 


11304 


UUCUGCUC CUGAUGAG GCCGUUAGGC CGAA I6GAGAUC 


29679 


7131 


3899 


CCCAGAGC A 6AAUUUGG 


11305 


CCAAAUUC CUGAUGAG GCCGUUAGGC CGAA XCUCUGGG 


29680 


7145 


3885 


UGGCGGGC A UCGUGAUA 


11306 


UAUCACGA CUGAUGAG GCCGUUAGGC CGAA ICCCGCCA 


29681 


7157 


3873 


UGAUAAGC C AUUUGAAA 


113 07 


UUUCAAAU CUGAUGAG GCCGUUAGGC CGAA ICUUAUCA 


29682 


7158 


3872 


GAUAAGCC A UUUGAAAG 


11308 


CUUUCAAA CUGAUGAG GCCGUUAGGC CGAA IGCUUAUC 


29683 


7172 


3858 


AAGAAAAC A GCCGCCAA 


11309 


UUGGCGGC CUGAUGAG GCCGUUAGGC CGAA lUUUUCUU 


29684 


7175 


3855 


AAAACAGC C GCCAACAU 


11310 


AUGUUGGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUUU 


29685 


7178 


3852 


ACAGCCGC C AACAUCAA 


11311 


UUGAUGUU CUGAUGAG GCCGUUAGGC CGAA ICGGCUGU 


29686 


7179 


3851 


CAGCCGCC A ACAUCAAC 


11312 


GUUGAUGU CUGAUGAG GCCGUUAGGC CGAA IGCGGCUG 


29687 


7182 


3848 


CCGCCAAC A UCAACAAA 


11313 


UUUGUUGA CUGAUGAG GCCGUUAGGC CGAA lUUGGCGG 


29688 


7185 


3845 


CCAACAUC A ACAAAAUG 


11314 


CAUUUUGU CUGAUGAG GCCGUUAGGC CGAA lAUGUUGG 


29689 


7188 


3842 


ACAUCAAC A AAAUGUUC 


11315 


GAACAUUU CUGAUGAG GCCGUUAGGC CGAA lUUGAUGU 


29690 


7197 


3833 


AAAUGUUC U CCUGGUUG 


11316 


CAACCAGG CUGAUGAG GCCGUUAGGC CGAA lAACAUUU 


29691 


7199 


3831 


AUGUUCUC C UGGUUGGU 


11317 


ACCAACCA CUGAUGAG GCCGUUAGGC CGAA lAGAACAU 


29692 


7200 


3830 


UGUUCUCC U GGUUGGUC 


11318 


GACCAACC CUGAUGAG GCCGUUAGGC CGAA IGAGAACA 


29693 


7209 


3821 


GGUUGGUC C AUCUCGCU 


11319 


AGCGAGAU CUGAUGAG GCCGUUAGGC CGAA XACCAACC 


29694 


7210 


3820 


GUUGGUCC A UCUCGCUU 


11320 


AAGCGAGA CUGAUGAG GCCGUUAGGC CGAA IGACCAAC 


29695 


7213 


3817 


GGUCCAUC U CGCUUUGA 


11321 


UCAAAGCG CUGAUGAG GCCGUUAGGC CGAA lAUGGACC 


29696 


7217 


3813 


CAUCUCGC U UUGAGAAA 


11322 


UUUCUCAA CUGAUGAG GCCGUUAGGC CGAA ICGAGAUG 


29697 


7232 


3798 


AACGAUGC C ACCAUAAA 


11323 


UUUAUGGU CUGAUGAG GCCGUUAGGC CGAA ICAUCGUU 


29698 


7233 


3797 


ACGAUGCC A CCAUAAAC 


11324 


GUUUAUGG CUGAUGAG GCCGUUAGGC CGAA IGCAUCGU 


29699 


7235 


3795 


GAUGCCAC C AUAAACAC 


11325 


GUGUUUAU CUGAUGAG GCCGUUAGGC CGAA lUGGCAUC 


29700 


7236 


3794 


AUGCCACC A UAAACACU 


11326 


AGUGUUUA CUGAUGAG GCCGUUAGGC CGAA IGUGGCAU 


29701 


7242 


3788 


CCAUAAAC A CUGGuUGU 


11327 


ACAACCAG CUGAUGAQ GCCGUUAGGC CGAA XUUUAUGG 


29702 


7244 


3786 


AUAAACAC U QGUUGuAU 


11328 


AUACAACC CUGAUGAG GCCGUUAGGC CGAA lUGUUUAU 


29703 


7254 


3776 








AS l\J% 


7265 


3765 


AAGGUCGC C AUGAGCGC 


11330 


GCGCUCAU CUGAUGAG GCCGUUAGGC CGAA ICGACCUU 


29705 


7266 


3764 


AGGUCGCC A UGAGCGCC 


11331 


GGCGCUCA CUGAUGAG GCCGUUAGGC CGAA IGCGACCU 


29706 


7274 


3756 


AUGAGCGC C AAGUGUAC 


11332 


GUACACUU CUGAUGAG GCCGUUAGGC CGAA ICGCUCAU 


29707 


7275 


3755 


UGAGCGCC A AGUGUACC 


11333 


GGUACACU CUGAUGAG GCCGUUAGGC CGAA IGCGCUCA 


29708 


7283 


3747 


AAGUGUAC C ACGUCUCC 


11334 


GGAGACGU CUGAUGAG GCCGUUAGGC CGAA lUACACUU 


29709 


7284 


3746 


AGUGUACC A CGUCUCCU 


11335 


AGGAGACG CUGAUGAG GCCGUUAGGC CGAA IGUACACU 


29710 


7289 


3 741 


ACCACGUC U CCUCCCGA 


11336 


UOGGGAGG CUGAUGAG GCCGUUAGGC CGAA lACGUGGU 


29711 
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7291 


3739 


CACGUCUC C UCCCGAAU 


11337 


AUUCGGGA CUGAUGAG GCCGUUAGGC CGAA lAGACGUG 


29712 


7292 


3738 


ACGUCUCC U CCCGAAUU 


11338 


AAUUCGGG CUGAUGAG GCCGUUAGGC CGAA IGAGACGU 


29713 


7294 


3736 


OaCUCCUC C CG7VAUUAG 


11339 


CUAAUUCG CUGAUGAG GCCGUUAGGC CGAA lAGGAGAC 


29714 


7295 


3735 


UCUCCUCC C GAAUUAGA 


11340 


UCUAAUUC CUGAUGAG GCCGUUAGGC CGAA IGAGGAGA 


29715 


7307 


3723 


UUAGAUUC U GCGAAAGC 


11341 


GCUUUCGC CUGAUGAG GCCGUUAGGC CGAA lAAUCUAA 


29716 


7316 


3 714 


GCGAAAGC U GCCCCCAC 


11342 


GUGGGGQC CUGAUGAG GCCGUUAGGC CGAA ICUUUCGC 


29717 


7319 


3711 


AAAGCUGC C CCCACCAA 


11343 


UUGGUGGG CUGAUGAG GCCGUUAGGC CGAA ICAGCUUU 


29718 


7320 


3710 


AAGCUGCC C CCACCAAG 


11344 


CUUGGUGG CUGAUGAG GCCGUUAGGC CGAA IGCAGCUU 


29719 


7321 


3709 


AGCUGCCC C CACCAAQA 


11345 


UCUUGGU6 CUGAUGAG GCCGUUAGGC CGAA XGGCAGCU 


29720 


7322 


3708 


GOJGCCCC C ACCAAGAU 


11346 


AUCUUGGU CUGAUGAG GCCGUUAGGC CGAA XGGGCAGC 


29721 


7323 


3707 


CUGCCCCC A CCAAGAUG 


11347 


CAUCUUGG CUGAUGAG GCCGUUAGGC CGAA IGGGGCAG 


29722 


7325 


3705 


GCCCCCAC C AAGAUGAC 


11348 


GUCAUCUU CUGAUGAG GCCGUUAGGC CGAA lUGGGGGC 


29723 


7326 


3704 


CCCCCACC A AGAUGACA 


11349 


U6UCAUCU CUGAUGAG GCCGUUAGGC CGAA IGUGGGGG 


29724 


7334 


3696 


AAGAUGAC A UAGCGUAA 


11350 


UUACGCUA CUGAUGAG GCCGUUAGGC CGAA lUCAUCUU 


29725 


7344 


3686 


AGCGUAAC A CAUCAGUG 


11351 


CACUGAUG CUGAUGAG GCCGUUAGGC CGAA lUUACGCU 


29726 


7346 


3684 


CGUAACAC A UCAGUGUA 


11352 


UACACUGA CUGAUGAG GCCGUUAGGC CGAA lUGUUACG 


29727 


7349 


3681 


AACACAUC A GUGUAAGU 


11353 


ACUUACAC CUGAUGAG GCCGUUAGGC CGAA lAUGUGUU 


29728 


7363 


3667 


AGUAAUGC C CCCAAACA 


11354 


UGUUUGGG CUGAUGAG GCCGUUAGGC CGAA ICAUUACU 


29729 


7364 


3666 


GUAAUGCC C CCAAACAC 


11355 


GUGUUUGG CUGAUGAG GCCGUUAGGC CGAA IGCAUUAC 


29730 


7365 


3665 


UAAUGCCC C CAAACACC 


11356 


GGUGUUUG CUGAUGAG GCCGUUAGGC CGAA IGGCAUUA 


29731 


7366 


3664 


AAUGCCCC C AAACACCA 


11357 


UGGUGUUU CUGAUGAG GCCGUUAGGC CGAA IGGGCAUU 


29732 


7367 


3663 


AUGCCCCC A AACACCAG 


11358 


CUGGUGUU CUGAUGAG GCCGUUAGGC CGAA IGGGGCAU 


29733 


7371 


3659 


CCCCAAAC A CCAGGACU 


11359 


AGUCCUGG CUGAUGAG GCCGUQAGGC CGAA lUUUGGGG 


29734 


7373 


3657 


CCAAACAC C AGGAOJAG 


11360 


CUAGUCCU CUGAUGAG GCCGUUAGGC CGAA lUGUUUGG 


29735 


7374 


3656 


CAAACACC A GGACUAGC 


11361 


GCUAGUCC CUGAUGAG GCCGUUAGGC CGAA IGUGUUUG 


29736 


7379 


3651 


ACCAGGAC U AGCAGAGC 


11362 


GCUCUGCU CUGAUGAG GCCGUUAGGC CGAA lUCCUGGU 


29737 


7383 


3647 


GGACUAGC A GAGCAAUC 


11363 


GAUUGCUC CUGAUGAG GCCGUUAGGC CGAA ICUAGUCC 


29738 


7388 


3642 


AGCAGAGC A AUCAGC7AU 


11364 


AUACUGAU CUGAUGAG GCCGUUAGGC CGAA ICUCUGCU 


29739 


7392 


3638 


GAGCAAUC A GUAUAGCU 


11365 


AGCUAUAC CUGAUGAG GCCGUUAGGC CGAA lAUUGCUC 


29740 


7400 


3630 


AGUAUAGC U GGCAUGCU 


11366 


AGCAUGCC CUGAUGAG GCCGUUAGGC CGAA ICUAUACU 


29741 


7404 


3626 


UAGCUGGC A UGCUGAUC 


11367 


GAUCAGCA CUGAUGAG GCCGUUAGGC CGAA ICCAGCUA 


29742 


7408 


3622 


UGGCAUGC U GAUCUUGG 


11368 


CCAAGAUC CUGAUGAG GCCGUUAGGC CGAA ICAUGCCA 


29743 


7413 


3617 


UGCUGAUC U UGGCUGUC 


11369 


GACAGCCA CUGAUGAG GCCGUUAGGC CGAA lAUCAGCA 


29744 


7418 


3612 


AUCUUGGC U GUCCACCU 


11370 


AOGUGGAC CUGAUGAG GCCGUUAGGC CGAA ICCAAGAU 


29745 


7422 


3608 


UGGCUGUC C ACCUCUUG 


11371 


CAAGAGGU CUGAUGAG GCCGUUAGGC CGAA lACAGCCA 


29746 


7423 


3607 


GGCUGUCC A CCUCUUGC 


11372 


GCAAGAGG CUGAUGAG GCCGUUAGGC CGAA IGACAGCC 


29747 


7425 


3605 


CUGUCCAC C UCUUGCGA 


11373 


UCGCAAGA CUGAUGAG GCCGUUAGGC CGAA lUGGACAG 


29748 


7426 


3604 


UGUCCACC U CUUGCGAA 


11374 


UUCGCAAG CUGAUGAG GCCGUUAGGC CGAA IGUGGACA 


29749 


7428 


3602 


UCCACCUC U UGCGAAGG 


11375 


CCUUCGCA CUGAUGAG GCCGUUAGGC CGAA lAGGUGGA 


29750 


7439 


3591 


CGAAG6AC C UCCUGGGU 


11376 


ACCCAGGA CUGAUGAG GCCGUUAGGC CGAA lUCCUUCG 


29751 


7440 


3590 


GAAGGACC U CCUGGGUG 


11377 


CACCCAGG CUGAUGAG GCCGUUAGGC CGAA IGUCCUUC 


29752 


7442 


3588 


AGGACCUC C UGGGUGGC 


11378 


GCCACCCA CUGAUGAG GCCGUUAGGC CGAA lAGGUCCU 


29753 


7443 


3587 


GGACCUCC U GGGUGGCC 


11379 


GGCCACCC CUGAUGAG GCCGUUAGGC CGAA IGAGGUCC 


29754 


7451 


3579 


UGGGUGGC C AAGAACAC 


11380 


GUGUUCUU CUGAUGAG GCCGXKJAGGC CGAA ICCACCCA 


29755 


7452 


3578 


GGGUGGCC A AGAACACG 


11381 


CGUGUUCU CUGAUGAG GCCGUUAGGC CGAA IGCCACCC 


29756 


7458 


3572 


CCAAGAAC A CGACCAGA 


11382 


UCUGGUCG CUGAUGAG GCCGUUAGGC CGAA lUUCUUGG 


29757 


7463 


3567 


AACACGAC C AGAAGGCC 


11383 


GGCCUUCU CUGAUGAG GCCGUUAGGC CGAA lUCGUGUU 


29758 


7464 


3566 


ACACGACC A GAAGGCCC 


11384 


GGGCCUUC CUGAUGAG GCCGUUAGGC CGAA IGUCGUGU 


29759 


7471 


3559 


CAGAAGGC C CAACUGAA 


11385 


UUCAGUUG CUGAUGAG GCCGUUAGGC CGAA ICCUUCUG 


29760 


7472 


3558 


AGAAGGCC C AACUGAAA 


11386 


UUUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGCCUUCU 


29761 


7473 


3557 


GAAGGCCC A ACU6AAAA 


11387 


UUUUCAGU CUGAUGAG GCCGUUAGGC CGAA IGGCCUUC 


29762 


7476 


3554 


GGCCCAAC U GAAAAGGO 


113B8 


CCCUUUUC CUGAUGAG GCCGUUAGGC CGAA lUUGGGCC 


29763 


7487 


3543 


AAAGGGUC A AUCAUAUC 


11389 


GAUAUGAU CUGAUGAG GCCGUUAGGC CGAA lACCCUUU 


29764 


7491 


3539 


GGUCAAUC A UAUCAGCA 


11390 


UGCUGAUA CUGAUGAG GCCGUUAGGC CGAA lAUUGACC 


29765 


7496 


3534 


AUCAUAUC A GCAUUAUA 


11391 


UAUAAUGC CUGAUGAG GCCGUUAGGC CGAA lAUAUGAU 


29766 


7499 


3531 


AUAUCAGC A UUAUAAGC 


11392 


GCUUAUAA CUGAUGAG GCCGUUAGGC CGAA XCUGAUAU 


29767 


7508 


3522 


UOAUAAGC A UUCACUUG 


11393 


CAAGUGAA CUGAUGAG GCCGUUAGGC CGAA ICUUAUAA 


29768 


7512 


3518 


AAGCAUUC A CUU6UGAC 


11394 


GUCACAAG CUGAUGAG GCCGUUAGGC CGAA lAAUGCUU 


29769 


7514 


3516 


GCAUUCAC U UGUGACUG 


11395 


CAGUCACA CUGAUGAG GCCGUUAGGC CGAA lUGAAUGC 


29770 


7521 


3509 


CUUGUGAC U GCAC6AGG 


11396 


CCUCGUGC CUGAUGAG GCCGUUAGGC CGAA lUCACAAG 


29771 


7524 


3506 


GUGACUGC A CGAGGGUC 


11397 


GACCCUCG CUGAUGAG GCCGUUAGGC CGAA ICAGUCAC 


29772 
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7533 


3497 


CGAGGGUC U UUUCAUCA 


11398 


UGAUGAAA CUGAUGAG GCCGUUAG6C CGAA lACCCUCG 


29773 


7538 


3492 


GUCUOUUC A UCAUGUCU 


11399 


AGACAUGA CUGAUGAG GCCGUUAGGC CGAA lAAAAGAC 


29774 


7541 


3489 


UUUUCAUC A UGUCUCUG 


11400 


CAGAGACA CUGAUGAG GCCGUUAGGC CGAA XAUGAAAA 


29775 


7546 


3484 


AUCAUGUC U CUGUGGUC 


11401 


GACCACAG CUGAUGAG GCCGUUAGGC CGAA lACAUGAU 


29776 


7548 


3482 


CAUGUCUC U 6UGGUCUG 


11402 


CA6ACCAC CUGAUGAG GCCGUUAGGC CGAA lAGACAUG 


29777 


7555 


3475 


CUGUGGUC U GAUCUCCA 


11403 


UG6A6AUC CUGAUGAG GCCGUUAGGC CGAA lACCACAG 


29778 


7560 


3470 


GUCUGAUC U CCAUACCA 


11404 


UGGUAUGG CUGAUGAG GCCGUUAGGC CGAA lAUCAGAC 


29779 


7562 


3468 


CUGAUCUC C AUACCAUA 


11405 


UAUGGUAU CUGAUGAG GCCGUUAGGC CGAA lAGAUCAG 


29780 


7563 


3467 


UGAUCUCC A UACCAUAC 


11406 


GUAUGGUA CUGAUGAG GCCGUUAGGC CGAA IGT^UCA 


29781 


7567 


3463 


CUCCAUAC C AUACCAAC 


11407 


GUUGGUAU CUGAUGAG GCCGUUAGGC CGAA lUAUGGAG 


29782 


7568 


3462 


UCCAUACC A UACCAACA 


11408 


UGUUGGUA CUGAUGAG GCCGUUAGGC CGAA IGUAUGGA 


29783 


7572 


3458 


UACCAUAC C AACAGCCG 


11409 


CGGCUGUU CUGAUGAG GCCGUUAGGC CGAA lUAUGGUA 


29784 


7573 


3457 


ACCAUACC A ACAGCCGC 


11410 


GCGGCUGU CUGAUGAG GCCGUUAGGC CGAA XGUAUGGU 


29785 


7576 


3454 


AUACCAAC A GCCGCUGU 


11411 


ACAGCGGC CUGAUGAG GCCGUUAGGC CGAA lUUGGUAU 


29786 


7579 


3451 


CCAACAGC C GCUGUCAG 


11412 


CUGACAGC CUGAUGAG GCCGUUAGGC CGAA ICUGUUGG 


29787 


7582 


3448 


ACAGCCGC U GUCAGUUU 


11413 


AAACUGAC CUGAUGAG GCCGUUAGGC CGAA ICGGCUGU 


29788 


7586 


3444 


CCGCUGVC A GUUUGGUA 


11414 


UACCAAAC CUGAUGAG GCCGUUAGGC CGAA lACAGCGG 


29789 


7599 


3431 


GGUAGCGC A GUGGUGGU 


11415 


ACCACCAC CUGAUGAG GCCGUUAGGC CGAA ICGCUACC 


29790 


7615 


3415 


UAAGGUGC A GCUCCUGC 


11416 


GCAGGAGC CUGAUGAG GCCGUUAGGC CGAA ICACCUUA 


29791 


7618 


3412 


GGUGCAGC U CCUGCAGC 


11417 


GCUGCAGG CUGAUGAG GCCGUUAGGC CGAA ICUGCACC 


29792 


7620 


3410 


UGCAGCUC C UGCAGCAC 


11418 


GUGCUGCA CUGAUGAG GCCGUUAGGC CGAA lAGCUGCA 


29793 


7621 


3409 


GCAGCUCC U GCAGCACC 


11419 


GGUGCUGC CUGAUGAG GCCGUUAGGC CGAA IGAGCUGC 


29794 


7624 


3405 


GCUCCUGC A GCACCAAU 


11420 


AUUGGUGC CUGAUGAG GCCGUUAGGC CGAA ICAGGAGC 


29795 


7627 


3403 


CCUGCAGC A CCAAUCUG 


11421 


CAGAUUGG CUGAUGAG GCCGUUAGGC CGAA ICUGCAGG 


29796 


7629 


3401 


UGCAGCAC C AAUCUGUU 


11422 


AACAGAUU CUGAUGAG GCCGUUAGGC CGAA lUGCUGCA 


29797 


7630 


3400 


GCAGCACC A AUCUGUUA 


11423 


UAACAGAU CUGAUGAG GCCGUUAGGC CGAA IGUGCUGC 


29798 


7634 


3396 


CACCAAUC U 6UUAUCAA 


11424 


UUGAUAAC CUGAUGAG GCCGUUAGGC CGAA lAUUGGUG 


29799 


7641 


3389 


CU6UUAUC A ACUUUCCG 


11425 


CGGAAAGU CUGAUGAG GCCGUUAGGC CGAA IAUAACA6 


29800 


7644 


3386 


UUAUCAAC U UUCCGCUC 


X1426 


GAGCGGAA CUGAUGAG GCCGUUAGGC CGAA lUUGAUAA 


29801 


7648 


3382 


CAACUUUC C GCUCUCUG 


11427 


CAGAGAGC CUGAUGAG GCCGUUAGGC CGAA lAAAGUUG 


29802 


7651 


3379 


CUUUCCGC U CUCUGUGG 


11428 


CCACAGAG CUGAUGAG GCCGUUAGGC CGAA ICGGAAAG 


29803 


7653 


3377 


UUCCGCUC U CUGUGGUG 


11429 


CACCACAG CUGAUGAG GCCGUUAGGC CGAA lAGCGGAA 


29804 


76S5 


3375 


CCGCUCUC U GUGGUGGU 


11430 


ACCACCAC CUGAUGAG GCCGUUAGGC CGAA lAGAGCGG 


29805 


7673 


3357 


CGAGUGGC A GGUCCACQ 


11431 


CGUGGACC CUGAUGAG GCCGUUAGGC CGAA ICCACUCG 


29806 


7678 


3352 


GGCAGGUC C ACGGUGUC 


11432 


GACACCGU CUGAUGAG GCCGUUAGGC CGAA lACCUGCC 


29807 


7679 


3351 


GCAGGUCC A CGGUGUCC 


11433 


GGACACCG CUGAUGAG GCCGUUAGGC CGAA IGACCUGC 


29808 


7687 


3343 


ACGGUGUC C GCAGCUCU 


11434 


AGAGCUGC CUGAUGAG GCCGUUAGGC CGAA lACACCGU 


29809 


7690 


3340 


GUGUCCGC A GCUCUCAC 


11435 


GUGAGAGC CUGAUGAG GCCGUUAGGC CGAA ICGGACAC 


29810 


7693 


3337 


UCCGCAGC U CUCACUCA 


11436 


UGAGUGAG CUGAUGAG GCCGUUAGGC CGAA ICUGCGGA 


29811 


7695 


3335 


CGCAGCUC U CACUCAG6 


11437 


CCUGAGUG CUGAUGAG GCCGUUAGGC CGAA lAGCUGCG 


29812 


7697 


3333 


CAGCUCUC A CUCAGGGU 


11438 


ACCCUGAG CUGAUGAG GCCGUUAGGC CGAA lAGAGCUG 


29813 


7699 


3331 


GCUCUCAC U CAGGGUQA 


11439 


UCACCCUG CUGAUGAG GCCGUUAGGC CGAA lUGAGAGC 


29814 


7701 


3329 


UCUCACUC A GGGUGACC 


11440 


GGUCACCC CUGAUGAG GCCGUUAGGC CGAA lAGUGAGA 


29815 


7709 


3321 


AGGGUGAC C GUAGUUCC 


11441 


GGAACUAC CUGAUGAG GCCGUUAGGC CGAA lUCACCCU 


29816 


7717 


3313 


CGUAGUUC C UGGGCAGU 


11442 


ACUGCCCA CUGAUGAG GCCGUUAGGC CGAA lAACUACG 


29817 


7718 


3312 


GUAGUUCC U GGGCAGUA 


11443 


UACUGCCC CUGAUGAG GCCGUUAGGC CGAA IGAACUAC 


29818 


7723 


3307 


UCCUGGGC A GUAAUCGA 


11444 


UCGAUUAC CUGAUGAG GCCGUUAGGC CGAA ICCCAGGA 


29819 


7736 


3294 


UCGAAGUC A AUCUCUAC 


11445 


GUAGAGAU CUGAUGAG GCCGUUAGGC CGAA lACUUCGA 


29820 


7740 


3290 


AGUCAAUC U CUACCCGG 


11446 


CCGGGUAG CUGAUGAG GCCGUUAGGC CGAA lAUUGACU 


29821 


7742 


3288 


UCAAUCUC U ACCCGGCC 


11447 


GGCCGGGU CUGAUGAG GCCGUUAGGC CGAA lAGAUUGA 


29822 


7745 


3285 


AUCUCUAC C CGGCCUUC 


11448 


GAAGGCCG CUGAUGAG GCCGUUAGGC CGAA lUAGAGAU 


29823 


7746 


3284 


UCUCUACC C GGCCUUCG 


11449 


CGAAGGCC CUGAUGAG GCCGUUAGGC CGAA IGUAGAGA 


29824 


7750 


3280 


UACCCGGC C UUCGUCCC 


11450 


GG6ACGAA CUGAUGAG GCCGUUAGGC CGAA ICCGGGUA 


29825 


7751 


3279 
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29826 


7757 


3273 


CCUUCGUC C CAUGGGCC 


11452 


GGCCCAUG CUGAUGAG GCCGUUAGGC CGAA lACGAAGG 


29827 


7758 


3272 


CUUCGUCC C AUGGGCCC 


11453 


GGGCCCAU CUGAUGAG GCCGUUAGGC CGAA IGACGAAG 


29828 


7759 


3271 


UUCGUCCC A UGGGCCCU 


11454 


AGGGCCCA CUGAUGAG GCCGUUAGGC CGAA IGGACGAA 


29829 


7765 


3265 


CCAUGGGC C CUGGUUUU 


11455 


AAAACCAG CUGAUGAG GCCGUUAGGC CGAA ICCCAUGG 


29830 


7766 


3264 


CAUGGGCC C UGGUUUUG 


11456 


CAAAACCA CUGAUGAG GCCGUUAGGC CGAA IGCCCAUG 


29831 


7767 


3263 


AUGGGCCC U GGUUUUGU 


11457 


ACAAAACC CUGAUGAG GCCGUUAGGC CGAA IGGCCCAU 


29832 


7779 


3251 


UUUGUGUC U UGUACCCA 


11458 


UGGGUACA CUGAUGAG GCCGUUAGGC CGAA XACACAAA 


29833 
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7785 


3245 


UCUUGUAC C CAGGUCUC 


11459 


GAGACCUG CUGAUGAG GCCGUUAGGC CGAA lUACAAGA 


29834 


7786 


3244 


CUUGOACC C AGGUC0CC 


11460 


GGAGACCU CUGAUGAG GCCGUUAGGC CGAA IGUACAAG 


29835 


7787 


3243 


UUGUACCC A GGUCaCCG 


11461 


CGGAGACC CUGAUGAG GCCGUUAGGC CGAA IGGUACAA 


29836 


7792 


3238 


CCCAGGUC U CCQAUUGQ 


11462 


ACAAUCGG CUGAUGAG GCCGUUAGGC CGAA lACCUGGG 


29837 


7794 


3236 


CAGGUCUC C GAUUGU6A 


11463 


UCACAAUC CUGAUGAG GCCGUUAGGC CGAA lAGACCUG 


29838 


7807 


3223 


GUGAUUGC U UCGUGGUC 


11464 


GACCACGA CUGAUGAG GCCGUUAGGC CGAA ICAAUCAC 


29839 


7816 


3214 


UCGUGGUC C CGCCAGUG 


11465 


CACUGGCG CUGAUGAG GCCGUUAGGC CGAA lACCACGA 


29840 


7817 


3213 


CGUGGUCC C GCCAGUGU 


11466 


ACACUGGC CUGAUGAG GCCGUUAGGC CGAA IGACCACG 


29841 


7820 


3210 


GGUCCCGC C AGUGUGAC 


11467 


GUCACACU CUGAUGAG GCCGUUAGGC CGAA ICGGGACC 


29842 


7821 


3209 


GUCCCGCC A GUGUGACU 


11468 


AGUCACAC CUGAUGAG GCCGUUAGGC CGAA IGCGGGAC 


29843 


7829 


3201 


AGUGUGAC U GGUAUUAU 


11469 


AUAAUACC CUGAUGAG GCCGUUAGGC CGAA lUCACACU 


29844 


7839 


3191 


GUAUUAUC A AGUCACUC 


11470 


GAGUGACU CUGAUGAG GCCGUUAGGC CGAA lAUAAUAC 


29845 


7844 


3186 


AUCAAGUC A CUCUCAAG 


11471 


CUUGAGAG CUGAUGAG GCCGUUAGGC CGAA lACUUGAU 


29846 


7846 


3184 


CAAGUCAC U CUCAAGGA 


11472 


UCCUUGAG CUGAUGAG GCCGUUAGGC CGAA lUGACUUG 


29847 


7848 


3162 


AGUCACUC U CAAGGAUU 


11473 


AAUCCUUG CUGAUGAG GCCGUUAGGC CGAA lAGUGACU 


29848 


7850 


3180 


UCACUCUC A AGGAUUCC 


11474 


GGAAUCCU CUGAUGAG GCCGUUAGGC CGAA lAGAGUGA 


29849 


7858 


3172 


AAGGAUUC C AUCGCCCC 


11475 


GGGGCGAU CUGAUGAG GCCGUUAGGC CGAA lAAUCCUU 


29850 


7859 


3171 


AGGAUUCC A UCGCCCCA 


11476 


UGGGGCGA CUGAUGAG GCCGUUAGGC CGAA IGAAUCCU 


29851 


7864 


3166 


UCCAUCGC C CCACAAGG 


11477 


CCUUGUGG CUGAUGAG GCCGUUAGGC CGAA ICGAUGGA 


29852 


7865 


3165 


CCAUCGCC C CACAAGGU 


11478 


ACCUUGUG CUGAUGAG GCCGUUAGGC CGAA IGCGAUGG 


29853 


7866 


3164 


CAVCGCCC C ACAAGGUA 


11479 


UACCUUGU CUGAUGAG GCCGUUAGGC CGAA IGGCGAU6 


29854 


7867 


3163 


AUCGCCCC A CAAGGUAU 


11480 


AUACCUUG CUGAUGAG GCCGUUAGGC CGAA IGGGCGAU 


29855 


7869 


3161 


CGCCCCAC A AGGUAUGC 


11481 


GCAUACCU CUGAUGAG GCCGUUAGGC CGAA lUGGGGCG 


29856 


7881 


3149 


UAUGCGUC U CAGGCCAC 


11482 


GUGGCCUG CUGAUGAG GCCGUUAGGC CGAA lACGCAUA 


29857 


7883 


3147 


UGCGUCUC A GGCCACGU 


11483 


ACGUGGCC CUGAUGAG GCCGXJUAGGC CGAA lAGACGCA 


29858 


7887 


3143 


UCUCAGGC C ACGUACAU 


11484 


AUGUACGU CUGAUGAG GCCGUUAGGC CGAA ICCUGAGA 


29859 


7888 


3142 


CUCAGGCC A CGUACAUG 


11485 


CAUGUACG CUGAUGAG GCCGUUAGGC CGAA IGCCUQAG 


29860 


7894 


3136 


CCACGUAC A UGAUUUGA 


11486 


UCAAAUCA CUGAUGAG GCCGUUAGGC CGAA lUACGUGG 


29861 


7904 


3126 


GAUUUGAC U UCACCCAG 


11487 


CUGGGUGA CUGAUGAG GCCGUUAGGC CGAA lUCAAAUC 


29862 


7907 


3123 


UUGACUUC A CCCA6AAC 


11488 


GUUCUGGG CUGAUGAG GCCGUUAGGC CGAA lAAGUCAA 


29863 


7909 


3121 


GACUUCAC C CAGAACUG 


11489 


CAGUUCUG CUGAUGAG GCCGUUAGGC CGAA lUGAAGUC 


29864 


7910 


3120 


ACUUCACC C AGAACUGC 


11490 


GCAGUUCU CUGAUGAG GCCGUUAGGC CGAA IGUGAAGU 


29865 


7911 


3119 


CUUCACCC A GAACUGCC 


11491 


GGCAGUUC CUGAUGAG GCCGUUAGGC CGAA IGGUGAAG 


29866 


7916 


3114 


CCCAGAAC U GCCCUUUC 


11492 


GAAAGGGC CUGAUGAG GCCGUUAGGC CGAA lUUCUGGG 


29867 


7919 


3111 


AGAACUGC C CUUUCAAG 


11493 


CUUGAAAG CUGAUGAG GCCGUUAGGC CGAA ICAGUUCU 


29868 


7920 


3110 


GAACUGCC C UUUCAAGC 


11494 


GCUUGAAA CUGAUGAG GCCGUUAGGC CGAA IGCAGUUC 


29869 


7921 


3109 


AACUGCCC U UUCAAGCU 


11495 


AGCUUGAA CUGAUGAG GCCGUUAGGC CGAA IGGCAGUU 


29870 


7925 


3105 


GCCCUUUC A AGCUUCCA 


11496 


UGGAAGCU CUGAUGAG GCCGUUAGGC CGAA lAAAGGGC 


29871 


7929 


3101 


UUUCAAGC U UCCACGUA 


11497 


UACGUGGA CUGAUGAG GCCGUUAGGC CGAA ICUUGAAA 


29872 


7932 


3098 


CAAGCUUC C ACGUAUCA 


11498 


UGAUACGU CUGAUGAG GCCGUUAGGC CGAA lAAGCUUG 


29873 


7933 


3097 


AAGCUUCC A CGUAUCAU 


11499 


AUGAUACG CUGAUGAG GCCGUUAGGC CGAA IGAAGCUU 


29874 


7940 


3090 


CACGUAUC A UUGAGCCU 


11500 


AGGCUCAA CUGAUGAG GCCGUUAGGC CGAA lAUACGUG 


29875 


7947 


3083 


CAUUGAGC C UGCUUUCA 


11501 


UGAAAGCA CUGAUGAG GCCGUUAGGC CGAA ICUCAAUG 


29876 


7948 


3082 


AUUGAGCC U GCUUUCAA 


11502 


UUGAAAGC CUGAUGAG GCCGUUAGGC CGAA IGCUCAAU 


29877 


7951 


3079 


GAGCCUGC U UUCAAUCC 


11503 


GGAUUGAA CUGAUGAG GCCGUUAGGC CGAA ICAGGCUC 


29878 


7955 


3075 


CUGCUUUC A AUCCAAUA 


11504 


UAUUGGAU CUGAUGAG GCCGUUAGGC CGAA lAAAGCAG 


29879 


7959 


3071 


UUUCAAUC C AAUAGGAC 


11505 


6UCCUAUU CUGAUGAG GCCGUUAGGC CGAA lAUUGAAA 


29880 


7960 


3070 


UUCAAUCC A AUAGGACA 


11506 


UGUCCUAU CUGAUGAG GCCGUUAGGC CGAA IGAUUGAA 


29881 


7968 


3062 


AAUAGGAC A GGUCACUG 


11507 


CAGUGACC CUGAUGAG GCCGUUAGGC CGAA lUCCUAUU 


29882 


7973 


3057 


GACAQGUC A CUGUGGAU 


11508 


AUCCACAG CUGAUGAG GCCGUUAGGC CGAA lACCUGUC 


29883 


7975 


3055 


CAGGUCAC U 6UGGAUCG 


11509 


C6AUCCAC CUGAUGAG GCCGUUAGGC CGAA lUGACCUG 


29884 


7985 


3045 


UGGAUCGC C AAGUUGUU 


11510 


AACAACUU CUGAUGAG GCCGUUAGGC CGAA ICGAUCCA 


29885 


7986 


3044 


GGAUCGCC A AGUUGUUC 


11511 


GAACAACU CUGAUGAG GCCGUUAGGC CGAA IGCGAUCC 


29886 


7995 


3035 


AGUUGUUC U UGACAGCC 


11512 


GGCUGUCA CUGAUGAG GCCGUUAGGC CGAA lAACAACU 


29887 


8000 


3030 


UUCUUGAC A GCCGUUCC 


11513 


GGAACGGC CUGAUGAG GCCGUUAGGC CGAA lUCAAGAA 


29888 


8003 


3027 


UUGACAGC C GUUCCAAU 


11514 


AUUGGAAC CUGAUGAG GCCGUUAGGC CGAA ICUGUCAA 


29889 


8008 


3022 


AGCCGUUC C AAUGAUCU 


11515 


AGAUCAUU CUGAUGAG GCCGUUAGGC CGAA lAACGGCU 


29890 


8009 


3021 


GCCGUUCC A AUGAUCUU 


11516 


AAGAUCAU CUGAUGAG GCCGUUAGGC CQAA IGAACGGC 


29891 


8016 


3014 


CAAUGAUC U UCGAGUCA 


11517 


UGACUCGA CUGAUGAG GCCGUUAGGC CGAA lAUCAUUG 


29892 


8024 


3006 


UUCGAGUC A CAUUCAGU 


11518 


ACUGAAUG CUGAUGAG GCCGUUAGGC CGAA lACUCGAA 


29893 


8026 


3004 


CGAGUCAC A UUCAGUUG 


11519 


CAACUGAA CUGAUGAG GCCGUUAGGC CGAA lUGACUCG 


29894 
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8030 


3000 


UCACAUUC A GUUGUGUU 


11520 


AACAC7UVC CUGAUGAG GCCGUUAGGC CGAA lAAUGUGA 


29895 


8041 


2989 


UGUGUUGC U CUCUCUGA 


11521 


UCAGAGAG CUGAUGAG GCCGUUAGGC CGAA ICAACACA 


29896 


8043 


2987 


UGUUGCUC U OJCUGACC 


11522 


GGUCAGAG CUGAUGAG GCCGUUAGGC CGAA lAGCAACA 


29897 


8045 


2985 


VJUGCaCUC V CUGACCUU 


11523 


AAGGUCAG CUGAUGAG GCCGUUAGGC CGAA lAGAGCAA 


29898 


8047 


2983 


GCUCUCUC U GACCUUCA 


11524 


UGAAGGUC CUGAUGAG GCCGUUAGGC CGAA IAGA6AGC 


29699 


8051 


2979 


UCUCUGAC C UUCAGGAA 


11525 


UUCCUGAA CUGAUGAG GCCGUUAGGC CGAA lUCAGAGA 


29900 


8052 


2978 


OJCUGACC U UCAGGAAC 


11526 


GUUCCUGA CUGAUGAG GCCGUUAGGC CGAA IGUCAGAG 


29901 


8055 


2975 


UGACCUUC A GGAACAUC 


11527 


GAUGUUCC CUGAUGAG GCCGUUAGGC CGAA lAAGGUCA 


29902 


8061 


2969 


UCAGGAAC A UCOOAGUG 


11528 


CACUC6GA CUGAUGAG GCCGUUAGGC CGAA lUUCCUGA 


29903 


6054 


2966 


GGAACAUC C GAGUGCUG 


11529 


CAGCACUC CUGAUGAG GCCGUVAGGC CGAA lAUGUUCC 


29904 


8071 


2959 


CCGAGUGC U GGUGAGAC 


11530 


GUCUCACC CUGAUGAG GCCGUUAGGC CGAA ICACUCGG 


29905 


8080 


2950 


GGUGAGAC C AAAUCCAA 


11531 


UUGGAUUU CUGAUGAG GCCGUUAGGC CGAA lUCUCACC 


29906 


8081 


2949 


GUGAGACC A AAUCCAAA 


11532 


UUUGGAUU CUGAUGAG GCCGUUAGGC CGAA IGUCUCAC 


29907 


8086 


2944 


ACCAAAUC C AAAAUCCU 


11533 


AGGAUUUU CUGAUGAG GCCGUUAGGC CGAA lAUUUGGU 


29908 


8087 


2943 


CCAAAUCC A AAAUCCUC 


11534 


GAGGAUUU CUGAUGAG GCCGUUAGGC CGAA IGAUUUGG 


29909 


8093 


2937 


CCAAAAUC C UCCACUUC 


11535 


GAAGUGGA CUGAUGAG GCCGUUAGGC CGAA lAUUUUGG 


29910 


8094 


2936 


CAAAAUCC U CCACUUCU 


11536 


AGAAGUGG CUGAUGAG GCCGUUAGGC CGAA IGAUUUUG 


29911 


8096 


2934 


AAAUCCUC C ACUUCUAA 


11537 


UUAGAAGU CUGAUGAG GCCGUUAGGC CGAA lAGGAUUU 


29912 


8097 


2933 


AAUCCUCC A CUUCUAAG 


11538 


CUUAGAAG CUGAUGAG GCCGUUAGGC CGAA IGAGGAUU 


29913 


8099 


2931 


UCCUCCAC U UCUAAGCU 


11539 


AGCUUAGA CUGAUGAG GCCGUUAGGC CGAA lUGGAGGA 


29914 


8102 


2928 


UCCACUUC U AAGCUAUU 


11540 


AAUAGCUU CUGAUGAG GCCGUUAGGC CGAA lAAGUGGA 


29915 


8107 


2923 


UUCUAAGC U AUUCCAAG 


11541 


CUUGGAAU CUGAUGAG GCCGUUAGGC CGAA ICUUAGAA 


29916 


8112 


2918 


AGCUAUUC C AAGCGCGA 


11542 


UCGCGCUU CUGAUGAG GCCGUUAGGC CGAA lAAUAGCU 


29917 


8113 


2917 


GCUAUUCC A AGCGCGAU 


11543 


AUCGCGCU CUGAUGAG GCCGUUAGGC CGAA IGAAUAGC 


29918 


8124 


2906 


CGCGAUUC U QAGUCGGA 


11544 


UCCGACUC CUGAUGAG GCCGUUAGGC CGAA lAAUCGCG 


29919 


8134 


2896 


AGUCGGAC A UUCCUUGG 


11545 


CCAAGGAA CUGAUGAG GCCGUUAGGC CGAA lUCCGACU 


29920 


8138 


2892 


GGACAUUC C UUGGUCUC 


11546 


GAGACCAA CUGAUGAG GCCGUUAGGC CGAA lAAUGUCC 


29921 


8139 


2891 


GACAUUCC U UGGUCUCC 


11547 


GGAGACCA CUGAUGAG GCCGUUAGGC CGAA IGAAUGUC 


29922 


8145 


2885 


CCUUGGUC U CCGGACCA 


11548 


UGGUCCGG CUGAUGAG GCCGUUAGGC CGAA lACCAAGG 


29923 


8147 


2883 


UUGGUCUC C GGACCAUC 


11549 


GAUGGUCC CUGAUGAG GCCGUUAGGC CGAA lAGACCAA 


29924 


8152 


2878 


CUCCGGAC C AUCAACCA 


11550 


UGGUUGAU CUGAUGAG GCCGUUAGGC CGAA lUCCGGAG 


29925 


8153 


2877 


UCCGGACC A UCAACCAC 


11551 


GUGGUUGA CUGAUGAG GCCGUUAGGC CGAA IGUCCGGA 


29926 


8156 


2874 


GGACCAUC A ACCACAAA 


11552 


UUUGUGGU CUGAUGAG GCCGUUAGGC CGAA lAUGGUCC 


29927 


8159 


2871 


CCAUCAAC C ACAAA6GU 


11553 


ACOJUUGU CUGAUGAG GCCGUUAGGC CGAA lUUGAUGG 


29928 


8160 


2870 


CAUCAACC A CAAAGGUG 


11554 


CACCUUUG CUGAUGAG GCCGUUAGGC CGAA IGUUGAUG 


29929 


8162 


2868 


UCAACCAC A AAGGUGUU 


11555 


AACACCUU CUGAUGAG GCCGUUAGGC CGAA lUGGUUGA 


29930 


8183 


2847 


GCGAGUUC U GGUGCAAA 


11556 


UUUGCACC CUGAUGAG GCCGUUAGGC CGAA lAACUCGC 


29931 


8189 


2841 


UCUGGUGC A AAUAAAAU 


11557 


AUUUUAUU CUGAUGAG GCCGUUAGGC CGAA ICACCAGA 


29932 


8200 


2830 


UAAAAUAC U CUUUCCCC 


11558 


GGGGAAAG CUGAUGAG GCCGUUAGGC CGAA lUAUUUUA 


29933 


8202 


2828 


AAAUACUC U UUCCCCAG 


11559 


CUGGGGAA CUGAUGAG GCCGUUAGGC CGAA lAGUAUUU 


29934 


8206 


2824 


ACUCUUUC C CCAGGCCU 


11560 


AGGCCUGG CUGAUGAG GCCGUUAGGC CGAA lAAAGAGU 


29935 


8207 


2823 


CUCUUUCC C CAGGCCUU 


11561 


AAGGCCUG CUGAUGAG GCCGUUAGGC CGAA IGAAAGAG 


29936 


8208 


2822 


UCUUUCCC C AGGCCUUC 


11562 


GAAGGCCU CUGAUGAG GCCGUUAGGC CGAA IGGAAAGA 


29937 


8209 


2821 


CUUUCCCC A GGCCUUCC 


11563 


GGAAGGCC CUGAUGAG GCCGUUAGGC CGAA IGGGAAAG 


29938 


8213 


2817 


CCCCAGGC C UUCCAGCC 


11564 


GGCUGGAA CUGAUGAG GCCGUUAGGC CGAA ICCUGGGG 


29939 


6214 


2816 


CCCAGGCC U UCCAGCCA 


11565 


UGGCUGGA CUGAUGAG GCCGUUAGGC CGAA IGCCUGGG 


29940 


8217 


2813 


AGGCCUUC C AGCCAAUU 


11566 


AAUUGGCU CUGAUGAG GCCGUUAGGC CGAA lAAGGCCU 


29941 


8218 


2812 


GGCCUUCC A GCCAAUUU 


11567 


AAAUUGGC CUGAUGAG GCCGUUAGGC CGAA IGAAGGCC 


29942 


8221 


2809 


CUUCCAGC C AAUUUCCA 


11568 


UGGAAAUU CUGAUGAG GCCGUUAGGC CGAA ICUGGAAG 


29943 


8222 


2808 


UUCCAGCC A AUUUCCAA 


11569 


UUGGAAAU CUGAUGAG GCCGUUAGGC CGAA IGCUGGAA 


29944 


8228 


2802 


CCAAUUUC C AAUUUUUC 


11570 


GAT^AAAUU CUGAUGAG GCCGUUAGGC CGAA lAAAUUGG 


29945 


8229 


2801 


CAAUUUCC A AUUUUUCC 


11571 


GGAAAAAU CUGAUGAG GCCGUUAGGC CGAA IGAAAUUG 


29946 


8237 


2793 


AAUUUUUC C 6UGGUGGC 


11572 


GCCACCAC CUGAUGAG GCCGUUAGGC CGAA lAAAAAUU 


29947 


8264 


2766 


UUAGGUGC U GACUUGUA 


11573 


UACAAGUC CUGAUGAG GCCGUUAGGC CGAA ICACCUAA 


29948 


8268 


2762 


GUGCUGAC U UGUACAUU 


11574 


AAUGUACA CUGAUGAG GCCGUUAGGC CGAA lUCAGCAC 


29949 


8274 


2756 


ACUUGUAC A UUCCCUCC 


11575 


GGAGGGAA CUGAUGAG GCCGUUAGGC CGAA lUACAAGU 


29950 


8278 


2752 


GUACAUUC C CUCCUGUU 


11576 


AACAGGA6 CUGAUGAG GCCGUUAGGC CGAA lAAUGUAC 


29951 


8279 


2751 


UACAUUCC C UCCOGUUU 


11577 


AAACAGGA CUGAUGAG GCCGUUAGGC CGAA X6AAUGUA 


29952 


8280 


2750 


ACAUUCCC U CCUGUUUC 


11578 


GAAACAGG CUGAUGAG GCCGUUAGGC CGAA IGGAAUGU 


29953 


8282 


2748 


AUUCCCUC C UGUUUCUC 


11579 


GAGAAACA CUGAUGAG GCCGUUAGGC CGAA lAGGGAAU 


29954 


8283 


2747 


UUCCCUCC U GUUUCUCA 


11560 


UGAGAAAC CUGAUGAG GCCGUUAGGC CGAA IGAGGGAA 


29955 
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8289 


2741 


CCUGUUUC U CAACCACG 


11581 


CGUGGUUG CUGAUGAG GCCGUUAGGC CGAA lAAACAGG 


29956 


8251 


2739 


UGUUUCUC A ACCACGAC 


11582 


GUCGUGGU CUGAUGAG GCCGUUAGGC CGAA lAGAAACA 


29957 


82S4 


2736 


UUCUCAAC C ACGACACU 


11583 


AGUGUCGU CUGAUGAG GCCGUUAGGC CGAA lUUGAGAA 


29958 


8295 


2735 


UCUCAACC A CGACACUA 


11584 


UAGUGUCG CUGAUGAG GCCGUUAGGC CGAA IGUUGAGA 


29959 


8300 


2730 


ACCACGAC A CUAAGGUC 


11585 


GACCUUAG CUGAUQAG GCCGUUAGGC CGAA lUCGUGGU 


29960 


8302 


2728 


CACGACAC U AAGGUCCA 


11586 


UGGACCUU CUGAUGAG GCCGUUAGGC CGAA lUGUCGUG 


29961 


8309 


2721 


CUAAGGUC C ACACCAUU 


11587 


AAUGGUGU CUGAUGAG GCCGUUAGGC CGAA IACCUUACj 


29962 


8310 


2720 


UAAGGUCC A CACCAUUC 


11588 


GAAUGGUG CUGAUGAG GCCGUUAGGC CGAA IGACCUUA 


29963 


8312 


2718 


AGGUCCAC A CCAUUCUC 


11589 


GAGAAUGG CUGAUGAG GCCGUUAGGC CGAA lUGGACCU 


29964 


83X4 


2716 


GUCCACAC C AUUCUCCU 


11590 


AGGAGAAU CUGAUGAG GCCGUUAGGC CGAA lUGUGGAC 


29965 


8315 


2715 


UCCACACC A UUCUCCUU 


11591 


AAGGAGAA CUGAUGAG GCCGUUAGGC CGAA IGUGUGGA 


29966 


8319 


2711 


CACCAUUC U CCUUCAAA 


11592 


UUUGAAGG CUGAUGAG GCCGUUAGGC CGAA lAAUGGUG 


29967 


8321 


2709 


CCAUUCUC C UUCAAAAG 


11593 


CUUUUGAA CUGAUGAG GCCGUUAGGC CGAA lAGAAUGG 


29968 


8322 


2708 


CAUUCUCC U UCAAAAGA 


11594 


UCUUUUGA CUGAUGAG GCCGUUAGGC CGAA IGA6AAUG 


29969 


8325 


2705 


UCUCCUUC A AAAGAGUG 


11595 


CACUCUUU CUGAUGAG GCCGUUAGGC CGAA XAAGGAGA 


29970 


8337 


2693 


GAGUGUUC A GCUCGUCC 


11596 


GGACGAGC CUGAUGAG GCCGUUAGGC CGAA lAACACUC 


29971 


8340 


2690 


UGUUCAGC U CGUCCUUC 


11597 


GAAGGACG CUGAUGAG GCCGUUAGGC CGAA ICUGAACA 


29972 


8345 


2685 


AGCUCGUC C UUCACUGC 


11598 


GCA6UGAA CUGAUGAG GCCGUUAGGC CGAA lACGAGCU 


29973 


8346 


2684 


GCUCGUCC U UCACUGCU 


11599 


AGCAGUGA CUGAUGAG GCCGUUAGGC CGAA IGACGAGC 


29974 


8349 


2681 


CGUCCUUC A CUGCUUCC 


11600 


GGAAGCAG CUGAUGAG GCCGUUAGGC CGTVA lAAGGACG 


29975 


8351 


2679 


UCCUUCAC U GCUUCCCA 


11601 


UGGGAAGC CUGAUGAG GCCGUUAGGC CGAA lUGAAGGA 


29976 


8354 


2676 


UUCACUGC U UCCCACAU 


11602 


AUGUGGGA CUGAUGAG GCCGUUAGGC CGAA ICAGUGAA 


29977 


8357 


2673 


ACUGCUUC C CACAUUUG 


11603 


CAAAUGUG CUGAUGAG GCCGUUAGGC CGAA lAAGCAGU 


29978 


8358 


2672 


CUGCUUCC C ACAUUUGA 


11604 


UCAAAUGU CUGAUGAG GCCGUUAGGC CGAA IGAAGCAG 


29979 


8359 


2671 


UGCUUCCC A CAUUUGAU 


11605 


AUCAAAUG CUGAUGAG GCCGUUAGGC CGAA IGGAAGCA 


29980 


8361 


2669 


CUUCCCAC A UUUGAUGC 


11606 


GCAUCAAA CUGAUGAG GCCGUUAGGC CGAA lUGGGAAG 


29981 


8370 


2660 


UUUGAUGC U CCAGUCUG 


11607 


CAGACUGG CUGAUGAG GCCGUUAGGC CGAA ICAUCAAA 


29982 


8372 


2658 


UGAUGCUC C AGUCUGGA 


11608 


UCCAGACU CUGAUGAG GCCGUUAGGC CGAA lAGCAUCA 


29983 


8373 


2657 


GAUGCUCC A GUCUGGAA 


11609 


UUCCAGAC CUGAUGAG GCCGUUAGGC CGAA IGAGCAUC 


29984 


8377 


2653 


CUCCAGUC U GGAAACUG 


11610 


CAGUUUCC • CUGAUGAG GCCGUUAGGC CGAA lACUGGAG 


29985 


8384 


2646 


CUGGAAAC U GAUCGUAG 


11611 


CUACGAUC CUGAUGAG GCCGUUAGGC CGAA lUUUCCAQ 


29986 


8395 


2635 


UCGUAGAC C GCACACUC 


11612 


GAGUGUGC CUGAUGAG GCCGUUAGGC CGAA lUCUACGA 


29987 


8398 


2632 


UAGACCGC A CACUCCUU 


11613 


AAGGAGUG CUGAUGAG GCCGUUAGGC CGAA ICGGUCUA 


29988 


8400 


2630 


GACCGCAC A CUGCUUCC 


11614 


GGAAGGAG CUGAUGAG GCCGUUAGGC CGAA lUGCGGUC 


29989 


8402 


2628 


CCGCACAC U CCUUCCUU 


11615 


AAGGAAGG CUGAUGAG GCCGUUAGGC CGAA lUGUGCGG 


29990 


8404 


2626 


GCACACUC C UUCCUUAU 


11616 


AUAAGGAA CUGAUGAG GCCGUUAGGC CGAA XAGUGUGC 


29991 


8405 


2625 


CACACUCC U UCCUUAUG 


11617 


CAUAAGGA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUG 


29992 


6408 


2622 


ACUCCUUC C UUAUGAGC 


11618 


GCUCAUAA CUGAUGAG GCCGUUAGGC CGAA lAAGGAGU 


29993 


8409 


2621 


CUGCUUCC U UAUGAGCU 


11619 


AGCUCAUA CUGAUGAG GCCGUUAGGC CGAA IGAAGGAG 


29994 


8417 


2613 


UUAUGAGC U UUCUGAAU 


11620 


AUUCAGAA CUGAUGAG GCCGUUAGGC CGAA ICUCAUAA 


29995 


8421 


2609 


GAGCUUUC U GAAUGAUC 


11621 


GAUCAUUC CUGAUGAG GCCGUUAGGC CGAA lAAAGCUC 


29996 


8430 


2600 


GAAUGAUC U UGGCUAGG 


11622 


CCUAGCCA CUGAUGAG GCCGUUAGGC CGAA lAUCAUUC 


29997 


8435 


2595 


AUCUUGGC U AGGCCUUG 


11623 


CAAGGCCU CUGAUGAG GCCGUUAGGC CGAA ICCAAGAU 


29998 


8440 


2590 


GGCUAGGC C UUGUGGCG 


11624 


CGCCACAA CUGAUGAG GCCGUUAGGC CGAA ICCUAGCC 


29999 


8441 


2589 


GCUAGGCC U UGUGGCGU 


11625 


ACGCCACA CUGAUGAG GCCGUUAGGC CGAA IGCCUAGC 


30000 


8453 


2577 


GGCGUUUC A G6GUAAUA 


11626 


UAUUACCC CUGAUGAG GCCGUUAGGC CGAA lAAACGCC 


30001 


8463 


2567 


GGUAAUAC U UGUACCGG 


11627 


CCGGUACA CUGAUGAG GCCGUUAGGC CGAA lUAUUACC 


30002 


8469 


2561 


ACUUGUAC C GGUCCAUC 


11628 


GAUGGACC CUGAUGAG GCCGUUAGGC CGAA lUACAAGU 


30003 


8474 


2556 


UACCGGUC C AUCCAAGC 


11629 


GCUUGGAU CUGAUGAG GCCGUUAGGC CGAA lACCGGUA 


30004 


8475 


2555 


ACCGGUCC A UCCAAGCC 


11630 


GGCUUGGA CUGAUGAG GCCGUUAGGC CGAA IGACCGGU 


30005 


8478 


2552 


GGUCCAUC C AAGCCUCC 


11631 


GGAGGCUU CUGAUGAG GCCGUUAGGC CGAA lAUGGACC 


30006 


8479 


2551 


GUCCAUCC A AGCCUCCA 


11632 


UGGAGGCU CUGAUGAG GCCGOTAGGC CGAA IGAUGGAC 


30007 


8483 


2547 


AUCCAAGC C UCCACAUC 


11633 


GAU6UGGA CUGAUGAG GCCGUUAGGC CGAA ICUUGGAU 


30008 


8484 


2546 


UCCAAGCC U CCACAUCa 


11634 






8486 


2544 


CAAGCCUC C ACAUCAUU 


11635 


AAUGAUGU CUGAUGAG GCCGUUAGGC CGAA lAGGCUUG 


30010 


8487 


2543 


AAGCCUCC A CAUCAUUG 


11636 


CAAUGAUG CUGAUGAG GCCGUUAGGC CGAA IGAGGCUU 


30011 


8489 


2541 


GCCUCCAC A UCAUUGUG 


11637 


CACAAUGA CUGAUGAG GCCGUUAGGC CGAA lUGGAGGC 


30012 


8492 


2538 


UCCACAUC A UUGUGUAU 


11638 


AUACACAA CUGAUGAG GCCGUUAGGC CGAA lAUGUGGA 


30013 


8505 


2525 


GUAUGAAC A CUCCACUU 


11639 


AAGUGGAQ CUGAUGAG GCCGUUAGGC CGAA lUUCAUAC 


30014 


8507 


2523 


AUGAACAC U CCACUUCC 


11640 


6GAAGUGG CUGAUGAG GCCGUUAGGC CGAA lUGUUCAU 


30015 


8509 


2521 


GAACACUC C ACUUCCAC 


11641 


GUGGAAGU CUGAUGAG GCCGUUAGGC CGAA lAGUGUUC 


30016 
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8510 


2520 


AACACUCC A CUUCCACA 


11642 


UGUGGAAG CUGAUGAG GCCGUUAGGC CGAA IGAGUGUU 


30017 


8512 


2518 


CACUCCAC U UCCACAUC 


11643 


GAUGUGGA CUGAUGAG GCCGUUAGGC CGAA lUGGAGUG 


30018 


8515 


2515 


UCCACUUC C ACAUCUCA 


11644 


UGAGAUGU CUGAUGAG GCCGUUAGGC CGAA lAAGUGGA 


30019 


8516 


2514 


CCACUUCC A CAUCUCAG 


11645 


CUGAGAUG CUGAUGAG GCCGUUAGGC CGAA IGAA6UGG 


30020 


8518 


2512 


ACUUCCAC A UCUCAGCU 


11646 


AGCUGAGA CUGAUGAG GCCGUUAGGC CGAA lUGGAAGU 


30021 


8521 


2509 


UCCACAUC U CAGCUCUU 


11647 


AAGAGCUG CUGAUGAG GCCGUX7AGGC CGAA lAUGUGGA 


30022 


8523 


2507 


CACAUCUC A GCUCUUGC 


11648 


GCAAGAGC CUGAUGAG GCCGUUAGGC CGAA lAGAUGUG 


30023 


8526 


2504 


AUCUCAGC U CUUGCCGG 


11649 


CCGGCAAG CUGAUGAG GCCGUUAGGC CGAA ICUGAGAU 


30024 


8528 


2502 


CUCAGOJC U UGCCGGCU 


11650 


AGCCGGCA CUGAUGAG GCCGUUAGGC CGAA lAGCUGAG 


30025 


8532 


2498 


GCUCUUGC C GGCUGAUG 


11651 


CAUCAGCC CUGAUGAG GCCGUUAGGC CGAA ICAAGAGC 


30026 


8536 


2494 


UUGCCGGC U GAUGUCUA 


11652 


UAGACAUC CUGAUGAG GCCGUUAGGC CGAA ICCGGCAA 


30027 


8543 


2487 


CUGAUGUC U AUGGCACA 


11653 


UGUGCCAU CUGAUGAG GCCGUUAGGC CGAA lACAUCAG 


30028 


8549 


2481 


UCUAUGGC A CACCCAGU 


11654 


ACUGGGUG CUGAUGAG GCCGUUAGGC CGAA ICCAUAGA 


30029 


8551 


2479 


UAUGGCAC A CCCAGUGU 


11655 


ACACUGGG CUGAUGAG GCCGUUAGGC CGAA lUGCCAUA 


30030 


8553 


2477 


UGGCACAC C CAGUGUCA 


11656 


UGACACUG CUGAUGAG GCCGUUAGGC CGAA lUGUGCCA 


30031 


8554 


2476 


GGCACACC C AGUGUCAG 


11657 


CUGACACU CUGAUGAG GCCGUUAGGC CGAA IGUGUGCC 


30032 


8555 


2475 


GCACACCC A GUGUCAGC 


11658 


GCUGACAC CUGAUGAG GCCGUUAGGC CGAA IGGUGUGC 


30033 


8561 


2469 


CCAGUGUC A GCGUGCAC 


11659 


GUGCACGC CUGAUGAG GCCGUUAGGC CGAA lACACUGG 


30034 


8568 


2462 


CAGCGUGC A CGUUCACG 


11660 


CGUGAACG CUGAUGAG GCCGUUAGGC CGAA ICACGCUG 


30035 


8574 


2456 


GCACGUUC A CGGAGAGG 


11661 


CCUCUCCG CUGAUGAG GCCGUUAGGC CGAA lAACGUGC 


30036 


8589 


2441 


GGAAGAGC A GAACUCCU 


11662 


AGGAGUUC CUGAUGAG GCCGUUAGGC CGAA ICUCUUCC 


30037 


8594 


2436 


AGCAQAAC U CCUCCAAC 


11663 


GUUGGAGG CUGAUGAG GCCGUUAGGC CGAA lUUCUGCU 


30038 


8596 


2434 


CAGAACUC C UCCAACUG 


11664 


CAGUUGGA CUGAUGAG GCCGUUAGGC CGAA lAGUUCUG 


30039 


8597 


2433 


AGAACUCC U CCAACUGC 


11665 


GCAGUUGG CUGAUGAG GCCGUUAGGC CGAA IGAGUUCU 


30040 


8599 


2431 


AACUCCUC C AACUGCGA 


11666 


UCGCAGUU CUGAUGAG GCCGUUAGGC CGAA lAGGAGUU 


30041 


8600 


2430 


ACUCCUCC A ACUGCGAG 


11667 


CUCGCAGU CUGAUGAG GCCGUUAGGC CGAA IGAGGAGU 


30042 


8603 


2427 


CCUCCAAC U GCGAGAAA 


11668 


UUUCUCGC CUGAUGAG GCCGUUAGGC CGAA lUUGGAGG 


30043 


8621 


2409 


GUGAGAGC U AUGGACCU 


11669 


AGGUCCAU CUGAUGAG GCCGUUAGGC CGAA ICUCUCAC 


30044 


8628 


2402 


CUAUGGAC C UAUCAC6A 


11670 


UCGUGAUA CUGAUGAG GCCGUUAGGC COAA lUCCAUAG 


30045 


8629 


2401 


UAUGGACC U AUCACGAG 


11671 


CUCGUGAU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUA 


30046 


8633 


2397 


GACCUAUC A CGAGCAUU 


11672 


AAUGCUCG CUGAUGAG GCCGUUAGGC CGAA lAUAGGUC 


30047 


8639 


2391 


UCACGAGC A UUGAUGCC 


11673 


GGCAUCAA CUGAUGAG GCCGUUAGGC CGAA ICUCGUGA 


30048 


8647 


2383 


AUUGAUGC C CAUCCACA 


11674 


UGUGGAUG CUGAUGAG GCCGUUAGGC CGAA ICAUCAAU 


30049 


8648 


2382 


UUGAUGCC C AUCCACAA 


11675 


UUGUGGAU CUGAUGAG GCCGUUAGGC CGAA IGCAUCAA 


30050 


8649 


2381 


UGAUGCCC A UCCACAAC 


11676 


GUUGUGGA CUGAUGAG GCCGUUAGGC CGAA IGGCAUCA 


30051 


8652 


2378 


UGCCCAUC C ACAACAGG 


11677 


CCUGUUGU CUGAUGAG GCCGUUAGGC CGAA lAUGGGCA 


30052 


8653 


2377 


GCCCAUCC A CAACAGGA 


11678 


UCCUGUUG CUGAUGAG GCCGUUAGGC CGAA IGAUGGGC 


30053 


8655 


2375 


CCAUCCAC A ACAGGAGA 


11679 


UCUCCUGU CUGAUGAG GCCGUUAGGC CGAA lUGGAUGG 


30054 


8658 


2372 


UCCACAAC A GGAGAGCC 


11680 


GGCUCUCC CUGAUGAG GCCGUUAGGC CGAA lUUGUGGA 


30055 


8666 


2364 


AGGAGAGC C CCCAGCAA 


11681 


UUGCUGGG CUGAUGAG GCCGUUAGGC CGAA ICUCUCCU 


30056 


8667 


2363 


GGAGAGCC C CCAGCAAU 


11682 


AUUGCUGG CUGAUGAG GCCGUUAGGC CGAA IGCUCUCC 


30057 


8668 


2362 


GAGAGCCC C CAGCAAUC 


11683 


GAUUGCUG CUGAUGAG GCCGUUAGGC CGAA IGGCUCUC 


30058 


8669 


2361 


AGAGCCCC C AGCAAUCC 


11684 


GGAUUGCU CUGAUGAG GCCGUUAGGC CGAA IGGGCUCU 


30059 


8670 


2360 


GAGCCCCC A GCAAUCCU 


11685 


AGGAUUGC CUGAUGAG GCCGUUAGGC CGAA IGGGGCUC 


30060 


8673 


2357 


CCCCCAGC A AUCCUUGC 


11686 


GCAAGGAU CUGAUGAG GCCGUUAGGC CGAA ICUGGGGG 


30061 


8677 


2353 


CAGCAAUC C UUGCGUUA 


11687 


UAACGCAA CUGAUGAG GCCGUUAGGC CGAA lAUUGCUG 


30062 


8678 


2352 


AGCAAUCC U UGCGUUAU 


116S8 


AUAACGCA CUGAXK3AG GCCGUUAGGC CGAA IGAUUGCU 


30063 


8688 


2342 


GCGUUAUC C AGGACAUG 


11689 


CAUGUCCU CUGAUGAG GCCGUUAGGC CGAA lAUAACGC 


30064 


8689 


2341 


CGUUAUCC A GGACAUGC 


11690 


GCAUGUCC CUGAUGAG GCCGUUAGGC CGAA IGAUAACG 


30065 


8694 


2336 


UCCAGGAC A UGCCUCCG 


11691 


CGGAGGCA CUGAUGAG GCCGUUAGGC CGAA lUCCUGGA 


30066 


8698 


2332 


GGACAUGC C UCCGAACA 


11692 


UGUUCGGA CUGAUGAG GCCGUUAGGC CGAA ICAUGUCC 


30067 


8699 


2331 


GACAUGCC U CCGAACAG 


11693 


CUGUUCGG CUGAUGAG GCCGUUAGGC CGAA IGCAUGUC 


30068 


8701 


2329 


CAUGCCUC C 6AACAGUG 


11694 


CACU6UUC CUGAUGAG GCCGUUAGGC CGAA lAGGCAUG 


30069 


8706 


2324 




11695 


CCGCUCAC CUGAUGAG GCCGUUAGGC CGAA IUUCG6AG 


30070 


8720 


2310 


CGGAAUGC U CCUCCGAA 


11696 


UUCGGAGG CUGAUGAG GCCGUUAGGC CGAA ICAUUCCG 


30071 


8722 


2308 


GAAUGCUC C UCCGAACA 


11697 


UGUUCGGA CUGAUGAG GCCGUUAGGC CGAA lAGCAUUC 


30072 


8723 


2307 


AAUGCUCC U CCGAACAC 


11698 


GUGUUCGG CUGAUGAG GCCGUUAGGC CGAA IQAOCAUU 


30073 


8725 


2305 


UGCUCCUC C GAACACUU 


11699 


AAGUGUUC CUGAUGAG GCCGUUAGGC CGAA XAGGAGCA 


30074 


8730 


2300 


CUCCGAAC A CUUGAUGG 


11700 


CCAUCAAG CUGAUGAG GCCGUUAGGC CGAA lUUCGGAG 


30075 


8732 


2298 


CCGAACAC U UGAUGGAC 


11701 


GUCCAUCA CUGAUGAG GCCGUUAGGC CGAA lUGUUCGG 


30076 


8741 


2289 


UGAUGGAC A GCCUUCCC 


11702 


GGGAAGGC CUGAUGAG GCCGUUAGGC CGAA XUCCAUCA 


30077 
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8744 


2286 


UGGACAGC C UUCCCAAC 


11703 


GUUGGGAA CUGAUGAG GCCGUUAGGC CGAA ICUGUCCA 


30078 


8745 


2285 


GGACAGCC U UCCCAACU 


11704 


AGUUGGGA CUGAUGAG GCCGUUAGGC CGAA IGCUGUCC 


30079 


8748 


2282 


CAGCCUUC C CAACUGAG 


11705 


CUCAGUUG CUGAUGAG GCCGUUAGGC CGAA lAAGGCUG 


30080 


8749 


2281 


AGCCUUCC C AACUGAGG 


11706 


CCUCAGUU CUGAUGAG GCCGUUAGGC CGAA IGAAGGCU 


30081 


8750 


2280 


GCCUUCCC A ACUGAGGU 


11707 


ACCUCAGU CUGAUGAG GCCGUUAGGC CGAA IGGAAGGC 


30082 


8753 


2277 


UUCCCAAC U GAGGUGTU^ 


11708 


UUCACCUC CUGAUGAG GCCGUUAGGC CGAA lUUGGGAA 


30083 


8763 


2267 


AGGUGAAC A CCCCUCCA 


11709 


UGGAGGGG CUGAUGAG GCCGUUAGGC CGAA lUUCACCU 


30084 


8765 


2265 


GU6AACAC C CCUCCAAC 


11710 


GUUGGAGG CUGAUGAG GCCGUUAGGC CGAA lUGUUCAC 


30085 


8766 


2264 


UGAACACC C CUCCAACU 


11711 


AGUUGGAG CUGAUGAG GCCGUUAGGC CGAA IGUGUUCA 


30086 


8767 


2263 


GAACACCC C UCCAACUG 


11712 


CAGUUGGA CUGAUGAG GCCGUUAGGC CGAA IGGUGUUC 


30087 


8768 


2262 


AACACCCC U CCAACUGA 


11713 


UCAGUUGG CUGAUGAG GCCGUUAGGC CGAA IGGGUGUU 


30088 


8770 


2260 


CACCCCUC C AACUGAUC 


11714 


GAUCAGUU CUGAUGAG GCCGUUAGGC CGAA lAGGGGUG 


30089 


8771 


2259 


ACCCCVCC A ACUGAUCC 


11715 


G6AUCAGU CUGAUGAG GCCGUUAGGC CGAA IGAGGGGU 


30090 


8774 


2256 


CCUCCAAC U GAUCCA7UV 


11716 


UUUGGAUC CUGAUGAG GCCGUUAGGC CGAA lUUGGAGG 


30091 


8779 


2251 


AACUGAUC C AAAGUCCC 


11717 


GGGACUUU CUGAUGAG GCCGUUAGGC CGAA lAUCAGUU 


30092 


8780 


2250 


ACUGAUCC A AAGUCCCA 


11718 


UGGGACUU CUGAUGAG GCCGUUAGGC CGAA IGAUCAGU 


30093 


8786 


2244 


CCAAAGUC C CAAGCUGU 


11719 


ACAGCUUG CUGAUGAG GCCGUUAGGC CGAA lACUUUGG 


30094 


8787 


2243 


CAAAGUCC C AAGCUGUG 


11720 


CACAGCUU CUGAUGAG GCCGUUAGGC CGAA IGACUUUG 


30095 


8788 


2242 


AAAGUCCC A AGCUGUGU 


11721 


ACACAGCU CUGAUGAG GCCGUUAGGC CGAA IGGACUUU 


30096 


8792 


2238 


UCCCAAGC U GUGUCUCC 


11722 


GGAGACAC CUGAUGAG GCCGUUAGGC CGAA ICUUGGGA 


30097 


8798 


2232 


GCUGUGUC U CCUAGAGC 


11723 


GCUCUAGG CUGAUGAG GCCGUUAGGC CGAA lACACAGC 


30098 


8800 


2230 


UGUGUCUC C UAGAGCGG 


11724 


CCGCUCUA CUGAUGAG GCCGUUAGGC CGAA lAGACACA 


30099 


8801 


2229 


GUGUCUCC U AGAGCGGC 


11725 


GCOGCUCU CUGAUGAG GCCGUUAGGC CGAA IGAGACAC 


30100 


8810 


2220 


AGAGCGGC U AGUCUCUG 


11726 


CAGAGACU CUGAUGAG GCCGUUAGGC CGAA ICCGCUCU 


30101 


8815 


2215 


GGCUAGUC U CUGCGCUC 


11727 


GAGCGCAG CUGAUGAG GCCGUUAGGC CGAA lACUAGCC 


30102 


8817 


2213 


CUAGUCUC U GCGCUCCU 


11728 


AGGAGCGC CUGAUGAG GCCGUUAGGC CGAA lAGACUAG 


30103 


8822 


2208 


CUCUGCGC U CCUUUGAG 


11729 


CUCAAAGG CUGAUGAG GCCGUUAGGC CGAA ICGCAGAG 


30104 


8824 


2206 


CUGCGCUC C UUUGAGGG 


11730 


CCCUCAAA CUGAUGAG GCCGUUAGGC CGAA lAGCGCAG 


30105 


8825 


2205 


UGCGCUCC U UUGAGGGU 


11731 


ACCCUCAA CUGAUGAG GCCGUUAGGC CGAA IGAGCGCA 


30106 


8846 


2184 


GUAAAGGC U UUGCCAAU 


11732 


AUUGGCAA CUGAUGAG GCCGUUAGGC CGAA ICCUUUAC 


30107 


8851 


2179 


GGCUUUGC C AAUGCUGC 


11733 


GCAGCAUU CUGAUGAG GCCGUUAGGC CGAA ICAAAGCC 


30108 


8852 


2178 


GCUUUGCC A AUGCUGCU 


11734 


AGCAGCAU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGC 


30109 


8857 


2173 


GCCAAUGC U GCUUCCAG 


11735 


CUGGAAGC CUGAUGAG GCCGUUAGGC CGAA ICAUUGGC 


30110 


8860 


2170 


AAUGCUGC U UCCAGACU 


11736 


AGUCUGGA CUGAUGAG GCCGUUAGGC CGAA ICAGCAUU 


30111 


8863 


2167 


GCUGCUUC C AGACUUGU 


11737 


ACAAGUCU CUGAUGAG GCCGUUAGGC CGAA lAAGCAGC 


30112 


8864 


2166 


CUGCUUCC A GACUUGUG 


11738 


CACAAGUC CUGAUGAG GCCGUUAGGC CGAA IGAAGCAG 


30113 


8868 


2162 


UUCCAGAC U UGUGCCAA 


11739 


UUGGCACA CUGAUGAG GCCGUUAGGC CGAA lUCUGGAA 


30114 


8874 


2156 


ACUUGUGC C AAUGGUGA 


11740 


UCACCAUU CUGAUGAG GCCGUUAGGC CGAA ICACAAGU 


30115 


8875 


2155 


CUUGUGCC A AUGGUGAU 


11741 


AUCACCAU CUGAUGAG GCCGUUAGGC CGAA IGCACAAG 


30116 


8889 


2141 


GAUUGAUC U GUUGUUCU 


11742 


AGAACAAC CUGAUGAG GCCGUUAGGC CGAA lAUCAAUC 


30117 


8897 


2133 


UGUUQUUC U CCUCUGCC 


11743 


GGCAGAGG CUGAUGAG GCCGUUAGGC CGAA lAACAACA 


30118 


8899 


2131 


UUGUUCUC C UCUGCCCA 


11744 


UGGGCAQA CUGAUGAG GCCGUUAGGC CGAA lAGAACAA 


30119 


8900 


2130 


UGUUCUCC U CUGCCCAC 


11745 


GUGGGCAG CUGAUGAG GCCGUUAGGC CGAA IGAGAACA 


30120 


8902 


2128 


UUCUCCUC U GCCCACCA 


11746 


UGGUGGGC CUGAUGAG GCCGUUAGGC CGAA lAGGAGAA 


30121 


8905 


2125 


UCCUCUGC C CACCACUA 


11747 


UAGUGGUG CUGAUGAG GCCGUUAGGC CGAA ICAGAGGA 


30122 


8906 


2124 


CCUCUGCC C ACCACUAU 


11748 


AUAGUGGU CUGAUGAG GCCGUUAGGC CGAA IGCAGAGG 


30123 


8907 


2123 


CUCUGCGC A CCACUAUG 


11749 


CAUAGUGG CUGAUGAG GCCGUUAGGC CGAA IGGCAGAG 


30124 


8909 


2121 


CUGCCCAC C ACUAUGUA 


11750 


UACAUAGU CUGAUGAG GCCGUUAGGC CGAA lUGGGCAG 


30125 


8910 


2120 


UGCCCACC A CUAUGUAU 


11751 


AUACAUAG CUGAUGAG GCCGUUAGGC CGAA IGUGGGCA 


30126 


8912 


2118 


CCCACCAC U AUGUAUGA 


11752 


UCAUACAU CUGAUGAG GCCGUUAGGC CGAA lUGGUGGG 


30127 


6924 


2106 


UAUGAGUC U CCAAAGGG 


11753 


CCCUUUGG CUGAUGAG GCCGUUAGGC CGAA lACUCAUA 


30128 


8926 


2104 


UGAGUCUC C AAAGGGUG 


11754 


CACCCUUU CUGAUGAG GCCGUUAGGC CGAA lAGACUCA 


30129 


8927 


2103 


GAGUCUCC A AAGGGUGG 


11755 


CCACCCUU CUGAUGAG GCCGUUAGGC CGAA IGAGACUC 


30130 




o n Q 1 
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11756 


AUUGAAUU CUGAUGAG GCCGUUAGGC CGAA lAACCACC 


30131 


8940 


2090 


GUGGUUCC A AUUCAAUC 


11757 


GAUUGAAU CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


30132 


8945 


2085 


UCCAAUUC A AUCAGGAC 


11758 


GUCCU6AU CUGAUGAG GCCGUUAGGC CGAA lAAUUGGA 


30133 


8949 


2081 


AUUCAAUC A GGACCUUA 


11759 


UAAGGUCC CUGAUGAG GCCGUUAGGC CGAA lAUUGAAU 


30134 


8954 


2076 


AUCAGGAC C UUAGCGUU 


11760 


AACGCUAA CUGAUGAG GCCGUUAGGC CGAA lUCCUGAU 


30135 


8955 


2075 


UCAGGACC U UAGOGUUG 


11761 


CAACGCUA CUGAUGAG GCCGUUAGGC CGAA IGUCCUGA 


30136 


8966 


2064 


GCGUUGGC C GUGGCCAC 


11762 


GUGGCCAC CUGAUGAG GCCGUUAGGC CGAA ICCAACGC 


30137 


8972 


2058 


GCCGUGGC C ACUGAAAC 


11763 


GUUUCAGU CUGAUGAG GCCGUUAGGC CGAA ICCACGGC 


30138 
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8973 


2057 


CCX5UGGCC A CUGAAACA 


11764 


UGUUUCAG CUGAUGAG GCCGUUAGGC CGAA IGCCACGG 


30139 


8975 


2055 


GUGQCCAC U GAAACAAA 


11765 


UUUGUUUC CUGAUGAG GCCGUUAGGC CGAA lUGGCCAC 


30140 


8981 


2049 


ACaGAAAC A AAAGG6UU 


11766 


AACCCUUU CUGAUGAG GCCGUUAGGC CGAA lUUUCAGU 


30141 


8993 


2037 


666UUGAC A GUGACCAA 


11767 


UUGGUCAC CUGAUGAG GCCGUUAGGC CGAA lUCAACCC 


30142 


8999 


2031 


ACAGUGAC C AAUCUGCC 


11768 


GGCAGAUU CUGAUGAG GCCGUUAGGC CGAA lUCACUGU 


30143 


9000 


2030 


CAGUGACC A AUCUGCCC 


11769 


GGGCAGAU CUGAUGAG GCCGUUAGGC CGAA IGUCACUG 


30144 


9004 


2026 


GACCAAUC U GCCCACUG 


11770 


CAGUGGGC CUGAUGAG GCCGUUAGGC CGAA lAUUGGUC 


30145 


9007 


2023 


CAAUCUGC C CACUGGCG 


11771 


CGCCAGUG CUGAUGAG GCCGUUAGGC CGAA XCAGAUUG 


30146 


9008 


2022 


AAUCUGCC C ACUGGCGU 


11772 


ACGCCAGU CUGAUGAG GCCGUUAGGC CGAA XGCAGAUU 


30147 


9009 


2021 


AUCUGCCC A CUGGCGUU 


11773 


AACGCCAG CUGAUGAG GCCGUUAGGC CGAA IGGCAGAU 


30148 


9011 


2019 


CUGCCCAC U GGCGUUAG 


11774 


CUAACGCC CUGAUGAG GCCGUUAGGC CGAA lUGGGCAG 


30149 


9027 


2003 


GGUCGUUC A AUGAAGCC 


11775 


GGCUUCAU CUGAUGAG GCCGUUAGGC CGAA lAACGACC 


30150 


9035 


1995 


AAUGAAGC C ACUGACGA 


11776 


UCGUCAGU CUGAUGAG GCCGUUAGGC CGAA ICUUCAUU 


30151 


9036 


1994 


AUGAAGCC A CUGACGAG 


11777 


CUCGUCAG CUGAUGAG GCCGUUAGGC CGAA IGCUUCAU 


30152 


9038 


1992 


GAAGCCAC U GACGAGAU 


11778 


AUCUCGUC CUGAUGAG GCCGUUAGGC CGAA lUGGCUUC 


30153 


9053 


1977 


AUAGGAAC U UUGCAAGG 


11779 


CCUUGCAA CUGAUGAG GCCGUUAGGC CGAA lUUCCUAU 


30154 


9058 


1972 


AACUUUGC A AGGUCCAU 


11780 


AUGGACCU CUGAUGAG GCCGUUAGGC CGAA XCAAAGUU 


30155 


9064 


1966 


GCAAGGUC C AUCCGUGC 


11781 


GCACGGAU CUGAUGAG GCCGUUAGGC CGAA lACCUUGC 


30156 


9065 


1965 


CAAGGUCC A UCCGUGCC 


11782 


GGCACGGA CUGAUGAG GCCGUUAGGC CGAA IGACCUUG 


30157 


9068 


1962 


GGUCCAUC C GUGCCAGU 


11783 


ACUGGCAC CUGAUGAG GCCGUUAGGC CGAA lAUGGACC 


30158 


9073 


1957 


AUCCGUGC C AGUGUACU 


11784 


AGUACACU CUGAUGAG GCCGUUAGGC CGAA ICACGGAU 


30159 


9074 


1956 


UCCGUGCC A GUGUACUG 


11785 


CAGUACAC CUGAUGAG GCCGUUAGGC CGAA IGCACGGA 


30160 


9061 


1949 


CAGUGUAC U GCAAUUCC 


11786 


GGAAUUGC CUGAUGAG GCCGUUAGGC CGAA lUACAOJG 


30161 


9084 


1946 


UGUACUGC A AUUCCAAC 


11787 


GUUGGAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUACA 


30162 


9089 


1941 


UGCAAUUC C AACACCAC 


11788 


GUGGUGUU CUGAUGAG GCCGUUAGGC CGAA lAAUUGCA 


30163 


9090 


1940 


GCAAUUCC A ACACCACA 


11789 


UGUGGUGU CUGAUGAG GCCGUUAGGC CGAA IGAAUUGC 


30164 


9093 


1937 


AUUCCAAC A CCACAGU6 


11790 


CACUGUGG CUGAUGAG GCCGUUAGGC CGAA lUUGGAAU 


30165 


9095 


1935 


UCCAACAC C ACA6UGCC 


11791 


GGCACUGU CUGAUGAG GCCGUUAGGC CGAA lUGUUGGA 


30166 


9096 


1934 


CCAACACC A CAGUGCCG 


11792 


CGGCACUG CUGAUGAG GCCGUUAGGC CGAA IGUGUUGG 


30167 


9098 


1932 


AACACCAC A GUGCCGUG 


11793 


CACGGCAC CUGAUGAG GCCGUUAGGC CGAA lUGGUGUU 


30168 


9103 


1927 


CACAGUGC C GUGACCUG 


11794 


CAGGUCAC CUGAUGAG GCCGUUAGGC CGAA ICACUGUG 


30169 


9109 


1921 


GCCGUGAC C UGUGUCUG 


11795 


CAGACACA CUGAUGAG GCCGUUAGGC CGAA lUCACGGC 


30170 


9110 


1920 


CCGUGACC U GUGUCUGC 


11796 


GCAGACAC CUGAUGAG GCCGUUAGGC CGAA IGUCACGG 


30171 


9116 


1914 


CCUGUGUC U GCGGGAGU 


11797 


ACUCCCGC CUGAUGAG GCCGUUAGGC CGAA lACACAGG 


30172 


9126 


1904 


CGGGAGUC C CAAGAAAC 


11798 


GUUUCUUG CUGAUGAG GCCGUUAGGC CGAA XACUCCCG 


30173 


9127 


1903 


GGGAGUCC C AAGAAACU 


11799 


AGUUUCUU CUGAUGAG GCCGUUAGGC CGAA IGACUCCC 


30174 


9128 


1902 


GGAGUCCC A AGAAACUU 


11800 


AAGUUUCU CUGAUGAG GCCGUUAGGC CGAA IGGACUCC 


30175 


9135 


1895 


CAAGAAAC U UGAAAGCC 


11801 


GGCUUUCA CUGAUGAG GCCGUUAGGC CGAA lUUUCUUG 


30176 


9143 


1887 


UUGAAA6C C UUUGAACA 


11802 


UGUUCAAA CUGAUGAG GCCGUUAGGC CGAA ICUUUCAA 


30177 


9144 


1886 


UGAAAGCC U UUGAACA6 


11803 


CUGUUCAA CUGAUGAG GCCGUUAGGC CGAA IGCUUUCA 


30178 


9151 


1879 


CUUUGAAC A GACGCCAU 


11804 


AUGGCGUC CUGAUGAG GCCGUUAGGC CGAA lUUCAAAG 


30179 


9157 


1873 


ACAGACGC C AUAGGUUG 


11805 


CAACCUAU CUGAUGAG GCCGUUAGGC CGAA ICGUCUGU 


30180 


9158 


1872 


CAGACGCC A UAGGUUGU 


11806 


ACAACCUA CUGAUGAG GCCGUUAGGC CGAA IGCGUCUG 


30181 


9169 


1861 


GGUUGUUC C CUUCAACU 


11807 


AGUUGAAG CUGAUGAG GCCGUUAGGC CGAA lAACAACC 


30182 


9170 


1860 


GUUGUUCC C UUCAACUG 


11808 


CAGUUGAA CUGAUGAG GCCGUUAGGC CGAA IGAACAAC 


30183 


9171 


1859 


UUGUUCCC U UCAACUGC 


11809 


GCAGUUGA CUGAUGAG GCCGUUAGGC CGAA IGGAACAA 


30184 


9174 


1856 


UUCCCUUC A ACUGCAAU 


11810 


AUUGCAGU CUGAUGAG GCCGUUAGGC CGAA IAAGG6AA 


30185 


9177 


1853 


CCUUCAAC U GCAAUUUU 


11811 


AAAAUUGC CUGAUGAG GCCGUUAGGC CGAA lUUGAAGG 


30186 


9180 


1850 


UCAACUGC A AUUUUUCC 


11812 


GGAAAAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUUGA 


30187 


9188 


1842 


AAUUUUUC C AUCUUCAC 


11813 


GUGAAGAU CUGAUGAG GCCGUUAGGC CGAA lAAAAAUU 


30188 


9189 


1841 


AUUUUUCC A UCUUCACU 


11814 


AGUGAAGA CUGAUGAG GCCGUUAGGC CGAA IGAAAAAU 


30189 


9192 


1838 


UUUCCAUC 0 UCACUCUA 


11815 


UAGAGUGA CUGAUGAG GCCGUUAGGC CGAA lAUGGAAA 


30190 


9195 


1835 


CCAUCUUC A CUCUACAC 


11816 


GUGUAGAG CUGAUGAG GCCGUUAGGC CGAA lAAGAUGG 


30191 


9197 


1833 


AUCUUCAC U CUACACUU 


11817 


AAGUGUAG CUGAUGAG GCCGUUAGGC CGAA lUGAAGAU 


30192 


9199 


1831 


CUUCACUC U ACACUUCA 


11818 


UGAAGUGU CUGAUGAG GCCGUUAGGC CGAA lAGUGAAG 


30193 


9202 


1828 


CACUCUAC A CUUCAAAU 


11819 


AUUUGAAG CUGAUGAG GCCGUUAGGC CGAA lUAGAGUG 


30194 


9204 


1826 


CUCUACAC U UCAAAUGA 


11820 


UCAUUUGA CUGAUGAG GCCGUUAGGC CGAA lUGUAGAG 


30195 


9207 


1823 


UACACUUC A AAU6ACCC 


11821 


GGGUCAUU CUGAUGAG GCCGUUAGGC CGAA lAAGUGUA 


30196 


9214 


1816 


CAAAUGAC C CGACGUCA 


11822 


UGACGUCG CUGAUGAG GCCGUUAGGC CGAA lUCAUUUG 


30197 


9215 


1815 


AAAUGACC C GACGUCAA 


11823 


UUGACGUC CUGAUGAG GCCGUUAGGC CGAA IGUCAUUU 


30198 


9222 


1808 


CCGACGUC A ACUUGACA 


11824 


UGUCAAGU CUGAUGAG GCCGUUAGGC CGAA lACGUCGG 


30199 



345 



wo 02/068637 



Table DC 



PCTAJSOl/48350 



9225 


1805 


ACGUCAAC U UGACAGUG 


11825 


CACUGUCA CUGAUGAG GCCGUUAGGC CGAA lUUGACGU 


30200 


9230 


1800 


AACUUGAC A GUGUUGCU 


11826 


AGCAACAC CUGAUGAG GCCGUUAGGC CGAA lUCAAGUU 


30201 


9238 


1792 


AGUGUUGC U UGAAAAUU 


11827 


AAUUUUCA CUGAUGAG GCCGUUAGGC CGAA ICAACACU 


30202 


9248 


1782 


GAAAAUUC C ACAGGAAU 


11828 


AUUCCUGU CUGAUGAG GCCGUUAGGC CGAA lAAUUUUC 


30203 


9249 


1781 


AAAAUUCC A CAGGAAUG 


11829 


CAUUCCUG CUGAUGAG GCCGUUAGGC CGAA IGAAUUUU 


30204 


9251 


1779 


AAUUCCAC A GGAAUGGC 


11830 


GCCAUUCC CUGAUGAG GCCGUUAGGC CGAA lUGGAAUU 


30205 


9260 


1770 


GGAAUGGC U CCAGCCAA 


11831 


UUGGCUGG CUGAUGAG GCCGUUAGGC CGAA ICCAUUCC 


30206 


9262 


1768 


AAUGGCUC C AGCCAAAG 


11832 


CUUUGGCU CUGAUGAG GCCGUUAGGC CGAA lAGCCAUU 


30207 


9263 


1767 


AUGGCUCC A GCCAAAGC 


11633 


GCUUUGGC CUGAUGAG GCCGUUAGGC CGAA IGAGCCAU 


30206 


9266 


1764 


GCUCCAGC C AAAGCUUG 


11834 


CAAGCUUU CUGAUGAG GCCGUUAGGC CGAA ICUGGAGC 


30209 


9267 


1763 


CUCCAGCC A AAGCUUGA 


11835 


UCAAGCUU CUGAUGAG GCCGUUAGGC CGAA IGCUGGAG 


30210 


9272 


1758 


GCCAAAGC U UGAUGCAG 


11636 


CUGCAUCA CUGAUGAG GCCGUUAGGC CGAA ICUUUGGC 


30211 


9279 


1751 


CUUGAUGC A GAGCUCCC 


11837 


GGGAGCUC CUGAUGAG GCCGUUAGGC CGAA ICAUCAAG 


30212 


9284 


1746 


UGCAGAGC U CCCUCUUG 


11838 


CAAGAGGG CUGAUGAG GCCGUUAGGC CGAA ICUCUGCA 


30213 


9286 


1744 


CAGAGCUC C CUCUUGUG 


11839 


CACAAGAG CUGAUGAG GCCGUUAGGC CGAA lAGCUCUG 


30214 


9287 


1743 


AGAGCUCC C UCUUGUGA 


11840 


UCACAAGA CUGAUGAG GCCGUUAGGC CGAA IGAGCUCU 


30215 


9288 


1742 


GAGCUCCC U CUUGUGAG 


11841 


CUCACAAG CUGAUGAG GCCGUUAGGC CGAA IGGAGCUC 


30216 


9290 


1740 


GCUCCCUC U UGUGAGCC 


11842 


GGCUCACA CUGAUGAG GCCGUUAGGC CGAA lAGGGAGC 


30217 


9298 


1732 


UUGUGAGC C CAAUGCUA 


11843 


UAGCAUUG CUGAUGAG GCCGUUAGGC CGAA ICUCACAA 


30218 


9299 


1731 


UGUGAGCC C AAUGCUAU 


11844 


AUAGCAUU CUGAUGAG GCCGUUAGGC CGAA IGCUCACA 


30219 


9300 


1730 


GUGAGCCC A AUGCUAUC 


11845 


GAUAGCAU CUGAUGAG GCCGUUAGGC CGAA IGGCUCAC 


30220 


9305 


1725 


CCCAAUGC U AUCACAGA 


11846 


UCUGUGAU CUGAUGAG GCCGUUAGGC CGAA ICAUUGGG 


30221 


9309 


1721 


AUGCUAUC A CAGACUGC 


11847 


GCAGUCUG CUGAUGAG GCCGUUAGGC CGAA lAUAGCAU 


30222 


9311 


1719 


GCUAUCAC A GACUGCUU 


11848 


AAGCAGUC CUGAUGAG GCCGUUAGGC CGAA lUGAUAGC 


30223 


9315 


1715 


UCACAGAC U GCUUCGUG 


11849 


CACGAAGC CUGAUGAG GCCGUUAGGC CGAA lUCUGUGA 


30224 


9318 


1712 


CAGACUGC U UCGUGGCG 


11850 


CGCCACGA CUGAUGAG GCCGUUAGGC CGAA ICAGUCUG 


30225 


9335 


1695 


UGUGGUUC C UCAAACUC 


11851 


GAGUUUGA CUGAUGAG GCCGUUAGGC CGAA lAACCACA 


30226 


9336 


1694 


GUGGUUCC U CAAACUCC 


11852 


GGAGUUUG CUGAUGAG GCCGUUAGGC CGAA IGAACCAC 


30227 


9338 


1692 


G6UUCCUC A AACUCCAU 


11853 


AUGGAGUU CUGAUGAG GCCGUUAGGC CGAA lAGGAACC 


30228 


9342 


1688 


CCUCAAAC U CCAUUAAC 


11854 


GUUAAUGG CUGAUGAG GCCGUUAGGC CGAA lUUUGAGG 


30229 


9344 


1686 


UCAAACUC C AUUAACGU 


11855 


ACGUUAAU CUGAUGAG GCCGUUAGGC CGAA lAGUUUGA 


30230 


9345 


1685 


CAAACUCC A UUAACGUC 


11856 


GACGUUAA CUGAUGAG GCCGUUAGGC CGAA IGAGUUUG 


30231 


9354 


1676 


UUAACGUC U CUCUGUUC 


11857 


GAACAGAG CUGAUGAG GCCGUUAGGC CGAA lACGUUAA 


30232 


9356 


1674 


AACGUCUC U CUGUUCCU 


11858 


AGGAACAG CUGAUGAG GCCGUUAGGC CGAA lAGACGUU 


30233 


9358 


1672 


CGUCUCUC U GUUCCUCC 


11859 


GGAGGAAC CUGAUGAG GCCGUUAGGC CGAA IAGAGAC6 


30234 


9363 


1667 


CUCUGUUC C UCCACACA 


11860 


UGUGUGGA CUGAUGAG GCCGUUAGGC CGAA lAACAGAG 


30235 


9364 


1666 


UCUGUUCC U CCACACAG 


11861 


CUGUGUGG CUGAUGAG GCCGUUAGGC CGAA IGAACAGA 


30236 


9366 


1664 


UGUUCCUC C ACACAGUA 


11862 


UACUGUGU CUGAUGAG GCCGUUAGGC CGAA lAGGAACA 


30237 


9367 


1663 


GUUCCUCC A CACAGUAC 


11863 


GUACUGUG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAC 


30238 


9369 


1661 


UCCUCCAC A CAGUACUU 


11864 


AAGUACUG CUGAUGAG GCCGUUAGGC CGAA lUGGAGGA 


30239 


9371 


1659 


CUCCACAC A GUACUUCC 


11865 


GGAAGUAC CUGAUGAG GCCGUUAGGC CGAA lUGUGGAG 


30240 


9376 


1654 


CACAGUAC U UCCAGCAC 


11866 


GUGCUGGA CUGAUGAG GCCGUUAGGC CGAA lUACUGUG 


30241 


9379 


1651 


AGUACUUC C AGCACUGC 


11867 


GCAGUGCU CUGAUGAG GCCGUUAGGC CGAA lAAGUACU 


30242 


9380 


1650 


GUACUUCC A GCACUGCU 


11868 


AGCAGUGC CUGAUGAG GCCGUUAGGC CGAA IGAAGUAC 


30243 


9383 


1647 


CUUCCAGC A CUGCUCCA 


11869 


UGGAGCAG CUGAUGAG GCCGUUAGGC CGAA ICUGGAAG 


30244 


9385 


1645 


UCCAGCAC U GCUCCAAG 


11870 


CUUGGAGC CUGAUGAG GCCGUUAGGC CGAA lUGCUGGA 


30245 


9388 


1642 


AGCACUGC U CCAAGGGA 


11871 


UCCCUUGG CUGAUGAG GCCGUUAGGC CGAA ICAGUGCU 


30246 


9390 


1640 


CACUGCUC C AAGGGAGG 


11872 


CCUCCCUU CUGAUGAG GCCGUUAGGC CGAA lAGCAGUG 


30247 


9391 


1639 


ACUGCUCC A AGGGAGGU 


11873 


ACCUCCCU CUGAUGAG GCCGUUAGGC CGAA IGAGCAGU 


30246 


9407 


1623 


tJUGAGGUC C AUGAACCA 


11874 


UGGUUCAU CUGAUGAG GCCGUUAGGC CGAA lACCUCAA 


30249 


9408 


1622 


UGAGGUCC A UGAACCAC 


11875 


GUGGUUCA CUGAUGAG GCCGUUAGGC CGAA I6ACCUCA 


30250 


9414 


1616 


CCAUGAAC C ACUCACGA 


11876 


UCGUGAGU CUGAUGAG GCCGUUAGGC CGAA lUUCAUGG 


30251 


9415 


1615 


CAUGAACC A CUCACGAU 


11877 


AUCGUGAG CUGAUGAG GCCGUUAGGC CGAA IGUUCAUG 


30252 
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30253 


9419 


1611 


AACCACUC A CGAUGGAC 


11879 


GUCCAUCG CUGAUGAG GCCGUUAGGC CGAA lAGUGGUU 


30254 


9428 


1602 


CGAUGGAC C AAGAACGU 


11880 


ACGUUCUU CUGAUGAG GCCGUUAGGC CGAA lUCCAUCG 


30255 


9429 


1601 


GAUGGACC A AGAACGUC 


11881 


GACGUUCU CUGAUGAG GCCGUUAGGC CGAA IGUCCAUC 


30256 


9438 


1592 


AGAACGUC U UUGUUCCA 


11882 


UGGAACAA CUGAUGAG GCCGUUAGGC CGAA lACGUUCU 


30257 


9445 


1585 


CUUUGUUC C AACAGUCA 


11883 


UGACUGUU CUGAUGAG GCCGUUAGGC CGAA lAACAAAG 


30258 


9446 


1584 


UUUGUUCC A ACAGUCAU 


11884 


AUGACUGU CUGAUGAG GCCGUUAGGC CGAA IGAACAAA 


30259 


9449 


1561 


GUUCCAAC A 6UCAUCAC 


11885 


GUGAUGAC CUGAUGAG GCCGUUAGGC CGAA lUUGGAAC 


30260 
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9453 


1577 


CAACAGUC A UCACGUAG 


11886 


CUACGUGA CUGAUGAG GCCGUUAGGC CGAA lACUGUUG 


30261 


9456 


1574 


CAGUCAUC A CGUAGUAU 


11887 


AUACUACG CUGAUGAG GCCGUUAGGC CGAA lAUGACUG 


30262 


9467 


1563 


UAGUAUGC A UUGGUGUC 


11888 


GACACCAA CUGAUGAG GCCGUUAGGC CGAA ICAUACUA 


30263 


9476 


1554 


UUGGUGUC A AUCCCUGA 


11889 


UCA6GGAU CUGAUGAG QCCGUUAGGC CGAA lACACCAA 


30264 


9480 


1550 


UGUCAAUC C CUGACCX3U 


11890 


ACGGUCAG CUGAUGAG GCCGUUAGGC CGAA lAUUGACA 


30265 


9481 


1549 


GUCAAUCC C UGACCGUG 


11891 


CACGGUCA CUGAUGAG GCCGUUAGGC CGAA IGAUUGAC 


30266 


9482 


1548 


UCAAUCCC U GACCGUGG 


11892 


CCACGGUC CUGAUGAG GCCGUUAGGC CGAA IGGAUUGA 


30267 


9486 


1544 


UCCCUGAC C GUGGUUCA 


11893 


UGAACCAC CUGAUGAG GCCGUUAGGC CGAA IUC7VGGGA 


30268 


9494 


1536 


CGaOGUUC A CA6UCCAC 


11894 


GUGGACUG CUGAUGAG GCCGUUAGGC CGAA lAACCACG 


30269 


9496 


1534 


UGGUUCAC A GlTCCACaG 


11895 


CAGUGGAC CUGAUGAG GCCGUUAGGC CGAA lUGAACCA 


30270 


9500 


1530 


UCACAGUC C ACUGUCAC 


11896 


GUGACAGU CUGAUGAG GCCGUUAGGC CGAA lACUGUGA 


30271 


9501 


1529 


CACAGUCC A CUGUCACC 


11897 


GGUGACAG CUGAUGAG GCCGUUAGGC CGAA IGACUGUG 


30272 


9503 


1527 


CAGUCCAC U GUCACCUC 


11898 


GAGGUGAC CUGAUGAG GCCGUUAGGC CGAA lUGGACUG 


30273 


9507 


1523 


CCACUGUC A CCUCUCCA 


11899 


UGGAGAGG CUGAUGAG GCCGUUAGGC CGAA lACAGUGG 


30274 


9509 


1521 


ACUGUCAC C UCUCCAUA 


11900 


UAUGGAGA CUGAUGAG GCCGUUAGGC CGAA lUGACAGU 


30275 


9510 


1520 


CUGUCACC U CUCCAUAU 


11901 


AUAUGGAG CUGAUGAG GCCGUUAGGC CGAA IGU6ACAG 


30276 


9512 


1518 


GUCACCUC U CCAUAUUC 


11902 


GAAUAUGG CUGAUGAG GCCGUUAGGC CGAA lAGGUGAC 


30277 


9514 


1516 


CACCUCUC C AUAUUCUC 


11903 


GAGAAUAU CUGAUGAG GCCGUUAGGC CGAA lAGAGGUG 


30278 


9515 


1515 


ACCUCUCC A UAUUCUCC 


11904 


GGAGAAUA CUGAUGAG GCCGUUAGGC CGAA IGAGAGGU 


30279 


9521 


1509 


CCAUAUUC U CCAAGCUU 


11905 


AAGCUUGG CUGAUGAG GCCGUUAGGC CGAA lAAUAUGG 


30280 


9523 


1507 


AUAUUCUC C AAGCUUUA 


11906 


UAAAGCUU CUGAUGAG GCCGUUAGGC CGAA lAGAAUAU 


30281 


9524 


1506 


UAUUCUCC A AGCUUUAG 


11907 


CUAAAGCU CUGAUGAG GCCGUUAGGC CGAA IGAGAAUA 


30282 


9528 


1502 


CUCCAAGC U UUAGUGUG 


11908 


CACACUAA CUGAUGAG GCCGUUAGGC CGAA ICUUGGAG 


30283 


9548 


1482 


GAAGGCGC C GCAGGAGU 


11909 


ACUCCUGC CUGAUGAG GCCGUUAGGC CGAA ICGCCUUC 


30284 


9551 


1479 


GGCGCCGC A GGAGUGAU 


11910 


AUCACUCC CUGAUGAG GCCGUUAGGC CGAA ICGGCGCC 


30285 


9562 


1468 


AGUGAUGC U GAAUCUCC 


11911 


GGAGAUUC CUGAUGAG GCCGUUAGGC CGAA ICAUCACU 


30286 


9568 


1462 


GCUGAAUC U CCCUGCCU 


11912 


AGGCAGGG CUGAUGAG GCCGUUAGGC CGAA lAUUCAGC 


30287 


9570 


1460 


UGAAUCUC C CUGCCUGA 


11913 


UCAGGCAG CUGAUGAG GCCGUUAGGC CGAA lAGAUUCA 


30288 


9571 


1459 


GAAUCUCC C UGCCUGAG 


11914 


CUCAGGCA CUGAUGAG GCCGUUAGGC CGAA IGAGAUUC 


30289 


9572 


1458 


AAUCUCCC U GCCUGAGU 


11915 


ACUCAGGC CUGAUGAG GCCGUUAGGC CGAA IGGAGAUU 


30290 


9575 


1455 


CUCCCUGC C UGAGUGGC 


11916 


GCCACUCA CUGAUGAG GCCGUUAGGC CGAA ICAGGGAG 


30291 


9576 


1454 


UCCCUGCC U GAGUGGCU 


11917 


AGCCACUC CUGAUGAG GCCGUUAGGC CGAA IGCAGGGA 


30292 


9584 


1446 


UGAGUGGC U CCAACCUG 


11918 


CAGGUUGG CUGAUGAG GCCGUUAGGC CGAA ICCACUCA 


30293 


9586 


1444 


AGUGGCUC C AACCUGUG 


11919 


CACAGGUU CUGAUGAG GCCGUUAGGC CGAA lAGCCACU 


30294 


9587 


1443 


GUGGCUCC A ACCUGUQU 


11920 


ACACAGGU CUGAUGAG GCCGUUAGGC CGAA IGAGCCAC 


30295 


9590 


1440 


GCUCCAAC C UGUGUGGA 


11921 


UCCACACA CUGAUGAG GCCGUUAGGC CGAA lUUGGAGC 


30296 


9591 


1439 


CUCCAACC U GUGUGGAG 


11922 


CUCCACAC CUGAUGAG GCCGUUAGGC CGAA IGUUGGAG 


30297 


9607 


1423 


GUAGUUUC C GUGCGACU 


11923 


AGUCGCAC CUGAUGAG GCCGUUAGGC CGAA lAAACUAC 


30298 


9615 


1415 


CGUGCGAC U CCACAGUA 


11924 


UACUGUGG CUGAUGAG GCCGUUAGGC CGAA lUCGCACG 


30299 


9617 


1413 


UGCGACUC C ACAGUAGU 


11925 


ACUACUGU CUGAUGAG GCCGUUAGGC CGAA lAGUCGCA 


30300 


9618 


1412 


GCGACUCC A CAGUA6UU 


11926 


AACUACUG CUGAUGAG GCCGUUAGGC CGAA IGAGUCGC 


30301 


9620 


1410 


GACUCCAC A GUAGUUGG 


11927 


CCAACUAC CUGAUGAG GCCGUUAGGC CGAA lUGGAGUC 


30302 


9631 


1399 


AGUUGGUC C AUGGACAA 


11928 


UUGUCCAU CUGAUGAG GCCGUUAGGC CGAA lACCAACU 


30303 


9632 


1398 


GUUGGUCC A UGGACAAA 


11929 


UUUGUCCA CUGAUGAG GCCGUUAGGC CGAA IGACCAAC 


30304 


9638 


1392 


CCAUG6AC A AAAAUGGC 


11930 


GCCAUUUU CUGAUGAG GCCGUUAGGC CGAA lUCCAUGG 


30305 


9647 


1383 


AAAAUGGC C ACUUCGUA 


11931 


UACGAAGU CUGAUGAG GCCGUUAGGC CGAA ICCAUUUU 


30306 


9648 


1382 


AAAUGGCC A CUUCOUAC 


11932 


GUAOGAAG CUGAUGAG GCCGUUAGGC CGAA IGCCAUUU 


30307 


9650 


1380 


AUGGCCAC U UCGUACUU 


11933 


AAGUACGA CUGAUGAG GCCGUUAGGC CGAA lUGGCCAU 


30308 


9657 


1373 


CUUCGUAC U UGAUAUUC 


11934 


GAAtJAUCA CUGAUGAG GCCGUUAGGC CGAA lUACGAAG 


30309 


9666 


1364 


UGAUAUUC U CUUUCAAG 


11935 


CUUGAAAG CUGAUGAG GCCGUUAGGC CGAA lAAUAUCA 


30310 


9668 


1362 


AUAUUCUC U UUCAAGAU 


11936 


AUCUUGAA CUGAUGAG GCCGUUAGGC CGAA lAGAAUAU 


30311 


9672 


1358 


UCUCUUUC A AGAUGGUU 


11937 


AACCAUCU CUGAUGAG GCCGUUAGGC CGAA lAAAGAGA 


30312 


9662 


1348 


GAUGGUUC U UCCUAUUG 


11938 


CAAUAGGA CUGAUGAG GCCGUUAGGC CGAA lAACCAUC 


30313 


9685 


1345 


GGUUCUUC C UAUUGCCU 


11939 


AGGCAAUA CUGAUGAG GCCGUUAGGC CGAA lAAGAACC 


30314 


9686 


1344 


GUUCUUCC U AUUGCCUU 


11940 


AAGGCAAU CUGAUGAG GCCGUUAGGC CGAA IGAAGAAC 


30315 


9692 


1338 


CCUAUUGC C XJUGGUAGA 


11941 


UCUACCAA CUGAUGAG GCCGUUAGGC CGAA ICAAUAGG 


30316 


9693 


1337 


CUAUUGCC U UGGUAGAG 


11942 


CUCUACCA CUGAUGAG GCCGUUAGGC CGAA IGCAAUAG 


30317 


9703 


1327 


GGUAGAGC A GGCAAAUU 


11943 


AAUUUGCC CUGAUGAG GCCGUUAGGC CGAA ICUCUACC 


30318 


9707 


1323 


GAGCAGGC A AAUUUGGC 


11944 


GCCAAAUU CUGAUGAG GCCGUUAGGC CGAA ICCUGCUC 


30319 


9718 


1312 


UUUGGCGC A UGUGUCAA 


11945 


UUGACACA CUGAUGAG GCCGUUAGGC CGAA ICGCCAAA 


30320 


9725 


1305 


CAUGUGUC A AUGCUUCC 


11946 


GGAAGCAU CUGAUGAG GCCGUUAGGC CGAA lACACAUG 


30321 
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9730 


1300 


GUCAAUGC U UCCUUUGC 


11947 


GCAAAGGA CUGAUGAG GCCGUUAGGC CGAA ICAUUGAC 


30322 


9733 


1297 


AAUGCUUC C UUUGCCAA 


11948 


UUGGCAAA CUGAUGAG GCCGUUAGGC CGAA lAAGCAUU 


30323 


9734 


1296 


AUGCUUCC U UaCCCAAA 


11949 


UUUGGCAA CUGAUGAG GCCGUUAGGC CGAA IGAAGCAU 


30324 


9739 


1291 


UCCUUUGC C AAAUAAUC 


11950 


GAUUAUUU CUGAUGAG GCCGUUAGGC CGAA ICAAAGGA 


30325 


9740 


1290 


CCUUUGCC A AAUAAUCC 


11951 


GGAUUAUU CUGAUGAG GCCGUUAGGC CGAA IGCAAAGG 


30326 


9748 


1282 


AAAUAAUC C GCAGCCGU 


11952 


ACGGCUGC CUGAUGAG GCCGUUAGGC CGAA lAUUAUUU 


30327 


9751 


1279 


UAAUCCGC A GCCGUUGC 


11953 


GCAACGGC CUGAUGAG GCCGUUAGGC CGAA ICGGAUUA 


30328 


9754 


1276 


UCCGCAGC C GUUGCCCC 


11954 


GGGGCAAC CUGAUGAG GCCGUUAGGC CGAA XCUGCGGA 


30329 


9760 


1270 


GCCGUUGC C CCAGCCCC 


11955 


GGGGCUGG CUGAUGAG GGGSUUAOGC CGAA ICAAC6GC 


30330 


9761 


1269 


CCGUUGCC C CAGCCCCU 


11956 


AGGGGCUG CUGAUGAG GCCGUUAGGC CGAA XGCAACGG 


30331 


9762 


1268 


C6DUGCCC C AGCCCCUG 


11957 


CAG6GGCU CUGAUGAG GCCGUUAGGC CGAA IGGCAACG 


30332 


9763 


1267 


GUUGCCCC A GCCCCUGU 


11958 


ACAGGGGC CUGAUGAG GCCGUUAGGC CGAA IGGGCAAC 


30333 


9766 


1264 


GCCCCAGC C CCUGUCCA 


11959 


UGGACAGG CUGAUGAG GCCGUUAGGC CGAA ICUGGGGC 


30334 


9767 


1263 


CCCCAGCC C CUGUCCAC 


11960 


GUGGACAG CUGAUGAG GCCGUUAGGC CGAA IGCUGGGG 


30335 


9768 


1262 


CCCAGCCC C UGUCCACC 


11961 


GGUGGACA CUGAUGAG GCCGUUAGGC CGAA IGGCUGGG 


30336 


9769 


1261 


CCAGCCCC U GUCCACCA 


11962 


UGGUGGAC CUGAUGAG GCCGUUAGGC CGAA IGGGCUGG 


30337 


9773 


1257 


CCCCUGUC C ACCACUCC 


11963 


GGAGUGGU CUGAUGAG GCCGUUAGGC CGAA lACAGGGG 


30338 


9774 


1256 


CCCUGUCC A CCACUCCU 


11964 


AGGAGUGG CUGAUGAG GCCGUUAGGC CGAA IGACAGGG 


30339 


9776 


1254 


CUGUCCAC C ACUCCUUG 


11965 


CAAGGAGU CUGAUGAG GCCGUUAGGC CGAA lUGGACAG 


30340 


9777 


1253 


UGUCCACC A CUCCUUGU 


11966 


ACAAGGAG CUGAUGAG GCCGUUAGGC CGAA IGUGGACA 


30341 


9779 


1251 


UCCACCAC U CCUUGUCU 


11967 


AGACAAGG CUGAUGAG GCCGUUAGGC CGAA lUGGUGGA 


30342 


9781 


1249 


CACCACUC C UUGUCUGC 


11968 


GCAGACAA CUGAUGAG GCCGUUAGGC CGAA lAGUGGUG 


30343 


9782 


1248 


ACCACUCC V UGUCUGCA 


11969 


UGCAGACA CUGAUGAG GCCGUUAGGC CGAA IGAGUGGU 


30344 


9787 


1243 


UCCUUGUC U GCACACAA 


11970 


UUG0GUGC CUGAUGAG GCCGUUAGGC CGAA lACAAGGA 


30345 


9790 


1240 


UUGUCUGC A CACAAAAG 


11971 


CUUUUGUG CUGAUGAG GCCGUUAGGC CGAA ICAGACAA 


30346 


9792 


1238 


GUCUGCAC A CAAAAGCU 


11972 


AGCUUUUG CUGAUGAG GCCGUUAGGC CGAA lUGCAGAC 


30347 


9794 


1236 


CUGCACAC A AAAGCUGG 


11973 


CCAGCUUU CUGAUGAG GCCGUUAGGC CGAA lUGUGCAG 


30348 


9800 


1230 


ACAAAAGC U GGGUCAGC 


11974 


GCUGACCC CUGAUGAG GCCGUUAGGC CGAA ICUUUUGU 


30349 


9806 


1224 


GCUGGGUC A GCACGUUU 


11975 


AAACGUGC CUGAUGAG GCCGUUAGGC CGAA lACCCAGC 


30350 


9809 


1221 


GGGUCAGC A CGUUUGUC 


11976 


GACAAACG CUGAUGAG GCCGUUAGGC CGAA ICUGACCC 


30351 


9816 


1212 


CGUUUGUC A UUGUGAGC 


11977 


GCUCACAA CUGAUGAG GCCGUUAGGC CGAA lACAAACG 


30352 


9827 


1203 


UUGUGAGC U UCUCCCAU 


11978 


AUGGGAGA CUGAUGAG GCCGUUAGGC CGAA ICUCACAA 


30353 


9830 


1200 


UGAGCUUC U CCCAUGGU 


11979 


ACCAUGGG CUGAUGAG GCCGUUAGGC CGAA lAAGCUCA 


30354 


9832 


1198 


AGCUUCUC C CAUGGUCG 


11980 


CGACGAUG CUGAUGAG GCCGUUAGGC CGAA lAGAAGCU 


30355 


9833 


1197 


GCUUCUCC C AUGGUCGQ 


11981 


CCGACCAU CUGAUGAG GCCGUUAGGC CGAA IGAGAAGC 


30356 


9834 


1196 


CUUCUCCC A UGGUCGGG 


11982 


CCCGACCA CUGAUGAG GCCGUUAGGC CGAA IGGAGAAG 


30357 


9844 


1186 


GGUCGGGC A CGCAGCUU 


11983 


AAGCUGCG CUGAUGAG GCCGITUAGGC CGAA ICCCGACC 


30358 


9848 


1182 


GGGCACGC A GCUUUGGU 


11984 


ACCAAAGC CUGAUGAG GCCGUUAGGC CGAA ICGUGCCC 


30359 


9851 


1179 


CACGCAGC U UUGGUGGA 


11985 


UCCACCAA CUGAUGAG GCCGUUAGGC CGAA ICUGCGUG 


30360 


9868 


1162 


GAGAUCGC U GACGGUAG 


11986 


CUACCGUC CUGAUGAG GCCGUUAGGC CGAA ICGAUCUC 


30361 


9878 


1152 


ACGGUAGC C AAAUAGCA 


11987 


UGCUAUUU CUGAUGAG GCCGUUAGGC CGAA ICUACCGU 


30362 


9879 


1151 


CGGUAGCC A AAUAGCAA 


11988 


UUGCUAUU CUGAUGAG GCCGUUAGGC CGAA IGCUACCG 


30363 


9886 


1144 


CAAAUAGC A AUAACUGC 


11989 


GCAGUUAU CUGAUGAG GCCGUUAGGC CGAA ICUAUUUG 


30364 


9892 


1138 


GCAAUAAC U GCGGACCU 


11990 


AGGUCCGC CUGAUGAG GCCGUUAGGC CGAA lUUAUUGC 


30365 


9899 


1131 


CUGCGGAC C UCUGCCAG 


11991 


CUGGCAOA CUGAUGAG GCCGUUAGGC CGAA lUCCGCAG 


30366 


9900 


1130 


UGCGGACC U CUGCCAGG 


11992 


CCUGGCAG CUGAUGAG GCCGUUAGGC CGAA IGUCCGCA 


30367 


9902 


1128 


CGGACCUC U GCCAG6UU 


11993 


AACCUGGC CUGAUGAG GCCGUUAGGC CGAA lAGGUCCG 


30368 


9905 


1125 


ACCUCUGC C AGGUUGAC 


11994 


GUCAACCU CUGAUGAG GCCGUUAGGC CGAA ICAGAGGU 


30369 


9906 


1124 


CCUCUGCC A GGUUGACC 


11995 


GGUCAACC CUGAUGAG GCCGUUAGGC CGAA IGCAGAGG 


30370 


9914 


1116 


AGGUUGAC C GCCUCCAU 


11996 


AUGGAGGC CUGAUGAG GCCGUUAGGC CGAA lUCAACCU 


30371 


9917 


1113 


UUGACCGC C UCCAUAUU 


11997 


AAUAUGGA CUGAUGAG GCCGUUAGGC CGAA ICGGUCAA 


30372 


9918 


1112 


UGACCGCC U CCAUAUUC 


11998 


GAAUAUGG CUGAUGAG GCCGUUAGGC CGAA IGCGGUCA 


30373 


9920 


1110 


ACCGCCUC C AUAXJUCAU 


11999 


AUGAAUAU CUGAUGAG GCCGUUAGGC CGAA lAGGCGGU 


30374 




1109 


CCGCCUCC A UAUUCAUC 


12000 


GAUGAAUA CUGAUGAG GCCGUUAGGC CGAA IGAGGCGG 


30375 


9927 


1103 


CCAUAUUC A UCAUCUUC 


12001 


GAAGAUGA CUGAUGAG GCCGUUAGGC CGAA lAAUAUGG 


30376 


9930 


1100 


UAUUCAUC A UCUUCACA 


12002 


UGUGAAGA CUGAUGAG GCCGUUAGGC CGAA lAUGAAUA 


30377 


9933 


1097 


UCAUCAUC U UCACAUCG 


12003 


CGAUGUGA CUGAUGAG GCCGUUAGGC CGAA lAUGAUGA 


30378 


9936 


1094 


UCAUCUUC A CAUCGAUO 


12004 


CAUCGAUG CUGAUGAG GCCGUUAGGC CGAA lAAGAUGA 


30379 


9938 


1092 


AUCUUCAC A UCOAUGGU 


12005 


ACCAUCGA CUGAUGAG GCCGUUAGGC CGAA lUGAAGAU 


30380 


9951 


1079 


UGGUAGGC U UGUCCUUA 


12006 


UAAGGACA CUGAUGAG GCCGUUAGGC CGAA ICCUACCA 


30381 


9956 


1074 


GGCUUGUC C UUAGACAU 


12007 


AUGUCUAA CUGAUGAG GCCGUUAGGC CGAA lACAAGCC 


30382 
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9957 


1073 


GCUUGUCC U UAGACAUG 


12008 


CAUGUCUA CUGAUGAG GCCGUUAGGC CGAA IGACAAGC 


30383 


9963 


1067 


CCUUAGAC A UGAUAGUC 


12009 


GACUAUCA CUGAUGAG GCCGUUAGGC CGAA lUCUAAGG 


30384 


9972 


1058 


UGAUA6UC A CGCAGCUG 


12010 


CAGCUGCG CUGAUGAG GCCGUUAGGC CGAA lACUAUCA 


30385 


9976 


1054 


AQUCACGC A GCUGUCGC 


12011 


GCGACAGC CUGAUGAG GCCGUUAGGC CQAA ICGUGACU 


30386 


9979 


1051 


CACGCAGC U GUCGCCUU 


12012 


AAGGCGAC CUGAUGAG GCCGUUAGGC CGAA ICUGCGUG 


30387 


9985 


1045 


GCUGUCGC C UUCGAGAA 


12013 


UUCUCGAA CUGAUGAG GCCGUUAGGC CGAA ICGACAGC 


30388 


9986 


1044 


CUGUCGCC U UCGAGAAC 


12014 


GUUCUCGA CUGAUGAG GCCGUUAGGC CGAA IGCGACAG 


30389 


9995 


1035 


UCGAGAAC C AAAUCCAC 


12015 


GUGGAUUU CUGAUGAG GCCGUUAGGC CGAA lUUCUCGA 


30390 


9996 


1034 


CGAGAACC A AAUCCACC 


12016 


GGUGGAUU CUGAUGAG GCCGUUAGGC CGAA IGUUCUCG 


30391 


10001 


1029 


ACCAAAUC C ACCCAUGU 


12017 


ACAUGGGU CUGAUGAG GCCGUUAGGC CGT^ lAUUUGGU 


30392 


10002 


1028 


CCAAAUCC A CCCAUGUU 


12018 


AACAUGGG CUGAUGAG GCCGUUAGGC CGAA IGAUUUGG 


30393 


10004 


1026 


AAAUCCAC C CAUGUUGC 


12019 


GCAACAUG CUGAUGAG GCCGUUAGGC CGAA lUGGAUUU 


30394 


10005 


1025 


AAUCCACC C AUGUUGCU 


12020 


AGCAACAU CUGAUGAG GCCGUUAGGC CGAA IGUGGAUU 


30395 


10006 


1024 


AUCCACCC A UGUUGCUC 


12021 


GAGCAACA CUGAUGAG GCCGUUAGGC CGAA IGGUGGAU 


30396 


10013 


1017 


CAUGUUGC U CCAGACAC 


12022 


GUWOJGG CUGAUGAG GCCGUUAGGC CGAA ICAACAUG 


30397 


10015 


1015 


UGUUGCUC C AGACACUC 


12023 


GAGUGUCU CUGAUGAG GCCGUUAGGC CGAA lAGCAACA 


30398 


10016 


1014 


GUUGCUCC A GACACUCC 


12024 


GGAGUGUC CUGAUGAG GCCGUUAGGC CGAA IGAGCAAC 


30399 


10020 


1010 


CUCCAGAC A CUCCUUCC 


12025 


GGAAGGAG CUGAUGAG GCCGUUAGGC CGAA lUCUGGAG 


30400 


10022 


1008 


CCAGACAC U CCUUCCAA 


12026 


UUGGAAGG CUGAUGAG GCCGUUAGGC CGAA lUGUCUGG 


30401 


10024 


1006 


AGACACUC C UUCCAAGA 


12027 


UCUUGGAA CUGAUGAG GCCGUUAGGC CGAA lAGUGUCU 


30402 


10025 


1005 


GACACUCC U UCCAAGAA 


12028 


UUCUUGGA CUGAUGAG GCCGUUAGGC CGAA IGAGUGUC 


30403 


10028 


1002 


ACUCCUUC C AAGAAGUC 


12029 


GACUUCUU CUGAUGAG GCCGUUAGGC CGAA lAAGGAGU 


30404 


10029 


1001 


CUCCUUCC A AGAAGUCU 


12030 


AGACUUCU CUGAUGAG GCCGUUAGGC CGAA IGAAGGAG 


30405 


10037 


993 


AAGAAGUC U CUGUUGCU 


12031 


AGCAACAG CUGAUGAG GCCGUUAGGC CGAA lACUUCUU 


30406 


10039 


991 


GAAGUCUC U GUUGCUCA 


12032 


UGAGCAAC CUGAUGAG GCCGUUAGGC CGAA lAGACUUC 


30407 


10045 


985 


UCUGUUGC U CAUUCCAA 


12033 


UUGGAAUG CUGAUGAG GCCGtJUAGGC CGAA ICAACAGA 


30408 


10047 


983 


UGUUGCUC A UUCCAAGG 


12034 


CCUUGGAA CUGAUGAG GCCGUUAGGC CGAA lAGCAACA 


30409 


10051 


979 


GCUCAUUC C AAGGCAGU 


12035 


ACUGCCUU CUGAUGAG GCCGUUAGGC CGAA lAAUGAGC 


30410 


10052 


978 


CUCAUUCC A AGGCAGUU 


12036 


AACUGCCU CUGAUGAG GCCGUUAGGC CGAA IGAAUGAG 


30411 


10057 


973 


UCCAAGGC A GUUGAAGC 


12037 


GCUUCAAC CUGAUGAG GCCGUUAGGC CGAA ICCUUGGA 


30412 


10066 


964 


GUUGAAGC U GUAAGCUG 


12038 


CAGCUUAC CUGAUGAG GCCGUUAGGC CGAA ICUUCAAC 


30413 


10073 


957 


CUGUAAGC U GGGGCCAC 


12039 


GUGGCCCC CUGAUGAG GCCGUUAGGC CGAA ICUUACAG 


30414 


10079 


951 


GCUGGGGC C ACCAAAAG 


12040 


CUUUUGGU CUGAUGAG GCCGUUAGGC CGAA ICCCCAGC 


30415 


10080 


950 


CUGGGGCC A CCAAAAGC 


12041 


GCUUUUGG CUGAUGAG GCCGUUAGGC CGAA IGCCCCAG 


30416 


10082 


948 


GGGGCCAC C AAAAGCAA 


12042 


UUGCUUUU CUGAUGAG GCCGUUAGGC CGAA lUGGCCCC 


30417 


10083 


947 


GG6CCACC A AAAGCAAU 


12043 


AUUGCUUU CUGAUGAG GCCGUUAGGC CGAA IGUGGCCC 


30418 


10089 


941 


CCAAAAGC A AUAGCACG 


12044 


CGUGCUAU CUGAUGAG GCCGUUAGGC CGAA ICUUUUGG 


30419 


10095 


935 


GCAAUAGC A CGACAAAC 


12045 


GUUUGUCG CUGAUGAG GCCGUUAGGC CGAA ICUAUUGC 


30420 


10100 


930 


AGCACGAC A AACACAAC 


12046 


GUUGUGUU CUGAUGAG GCCGUUAGGC CGAA lUCGUGCU 


30421 


10104 


926 


CGACAAAC A CAACUCUC 


12047 


GAGAGUUG CUGAUGAG GCCGUUAGGC CGAA lUUUGUCG 


30422 


10106 


924 


ACAAACAC A ACUCUCUG 


12048 


CAGAGA6U CUGAUGAG GCCGUUAGGC CGAA lUGUUUGU 


30423 


10109 


921 


AACACAAC U CUCUGCAU 


12049 


AUGCAGAG CUGAUGAG GCCGUUAGGC CGAA lUUGUGUU 


30424 


10111 


919 


CACAACUC U CUGCAUGG 


12050 


CCAUGCAG CUGAUGAG GCCGUUAGGC CGAA lAGUUGUG 


30425 


10113 


917 


CAACUCUC U GCAUGGUG 


12051 


CACCAUGC CUGAUGAG GCCGUUAGGC CGAA lAGAGUUG 


30426 


10116 


914 


CUCUCUGC A UGGUGUUG 


12052 


CAACACCA CUGAUGAG GCCGUUAGGC CGAA ICAGAGAG 


30427 


10126 


904 


GGUGUUGC U CCCAAGCA 


12053 


UGCUUGGG CUGAUGAG GCCGUUAGGC CGAA ICAACACC 


30428 


10128 


902 


UGUUGCUC C CAAGCAUC 


12054 


GAUGCUUG CUGAUGAG GCCGUUAGGC CGAA lAGCAACA 


30429 


10129 


901 


GUUGCUCC C AAGCAUCC 


12055 


GGAUGCUU CUGAUGAG GCCGUUAGGC CGAA IGAGCAAC 


30430 


10130 


900 


UUGCUCCC A AGCAUCCA 


12056 


UGGAUGCU CUGAUGAG GCCGUUAGGC CGAA IGGAGCAA 


30431 


10134 


896 


UCCCAAGC A UCCAACCA 


12057 


UGGUUGGA CUGAUGAG GCCGUUAGGC CGAA ICUUGGGA 


30432 


J,U±J / 


893 


CAAGCAUC C AACCAAUG 


12058 


CAUUGGUU CUGAUGAG GCCGUUAGGC CGAA lAUGCUUG 


30433 


10138 


892 


AAGCAUCC A ACCAAUGA 


12059 


UCAUUGGU CUGAUGAG GCCGUUAGGC CGAA IGAUGCUU 


30434 


J. 


889 


CAuCCAAC C AAUGACGG 


12060 


CCGUCAUU CUCxAUGAG GCCGUUAGGC CGAA lUUGGAUG 


30435 


10142 


888 


AUCCAACC A AUGACGGC 


12061 






10151 


879 


AUGACGGC U GCCACCAG 


12062 


CUGGUGGC CUGAUGAG GCCGUUAGGC CGAA ICCGUCAU 


30437 


10154 


876 


ACGGCUGC C ACCAGGGC 


12063 


GCCCUGGU CUGAUGAG GCCGUUAGGC CGAA ICAGCCGU 


30438 


10155 


875 


CGGCUGCC A CCAGGGCA 


12064 


UGCCCUGG CUGAUGAG GCCGUUAGGC CGAA IGCAGCCG 


30439 


10157 


873 


GCUGCCAC C AGGGCAUA 


12065 


UAUGCCCU CUGAUGAG GCCGUUAGGC CGAA lUGGCAGC 


30440 


10158 


872 


CUGCCACC A GGGCAUAU 


12066 


AUAUGCCC CUGAUGAG GCCGUUAGGC CGAA IGUGGCAG 


30441 


10163 


867 


ACCAGGGC A UAUCCAGG 


12067 


CCUGGAUA CUGAUGAG GCCGUUAGGC CGAA ICCCUGGU 


30442 


10168 


862 


GGCAUAUC C AGG6UUCC 


12068 


GGAACCCU CUGAUGAG GCCGUUAGGC CGAA lAUAUGCC 


30443 
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10169 


861 


GCAUAUCC A GGGUUCOT 


12069 


AG6AACCC CUGAUGAG GCCGUUAGGC CGAA IGAUAUGC 


30444 


10176 


854 


CAGGGUUC C UCAAGAUC 


12070 


GAUCUUGA CUGAXJGAG GCCGUUAGGC CGAA lAACCCUG 


30445 


10177 


853 


AGGGUUCC U CAAGAUCC 


12071 


GGAUCUUG CUGAUGAG GCCGUUAGGC CGAA IGAACCCU 


30446 


10179 


851 


GGUUCCUC A AGAUCCAU 


12072 


AUGGAUCU CUGAUGAG GCCGUUAGGC CGAA lAGGAACC 


30447 


10185 


845 


UCAAGAUC C AUGAUUCU 


12073 


AGAAUCAU CUGAUGAG GCCGUUAGGC CGAA lAUCUUGA 


30448 


10186 


844 


CAAGAUCC A UGAUUCUG 


12074 


CAGAAUCA CUGAUGAG GCCGUUAGGC CGAA IGAUCUUG 


30449 


10193 


837 


CAUGAUUC U GUUUUUAC 


12075 


GUAAAAAC CUGAUGAG GCCGUUAGGC CGAA lAAUCAUG 


30450 


10202 


828 


GUUUUUAC C AAAUACCU 


12076 


AGGUAUUU CUGAUGAG GCCGUUAGGC CGAA lUAAAAAC 


30451 


10203 


827 


UUUUUACC A AAUACCUU 


12077 


AAGGUAUU CUGAUGAG GCCGUUAGGC CGAA IGUAAAAA 


30452 


10209 


821 


CCAAAUAC C UUGUGGCC 


12078 


QGCCACAA CUGAUGAG GCCGUUAGGC CGAA XUAUUUGG 


30453 


10210 


820 


CAAAUACC U UGUGGCCU 


12079 


AGGCCACA CUGAUGAG GCCGUUAGGC CGAA IGUAUUUG 


30454 


10217 


813 


CUUGUGGC C UUGGUGCU 


12080 


AGCACCAA CUGAUGAG GCCGUUAGGC CGAA ICCACAAG 


30455 


10218 


812 


UUGUGGCC U UGGUGCUG 


12081 


CAGCACCA CUGAUGAG GCCGUUAGGC CGAA IGCCACAA 


30456 


10225 


805 


CUUGGUGC U GUCCAUCC 


12082 


GGAUGGAC CUGAUGAG GCCGUUAGGC CGAA ICACCAAG 


30457 


10229 


801 


GUGCUGUC C AUCCAAGC 


12083 


GCUUGGAU CUGAUGAG GCCGUUAGGC CGAA lACAGCAC 


30458 


10230 


800 


UGCUGUCC A UCCAAGCC 


12084 


GGCUUGGA CUGAUGAG GCCGUUAGGC CGAA IGACAGCA 


30459 


10233 


797 


UGUCCAUC C AAGCCCCC 


12085 


GGGGGCUU CUGAUGAG GCCGUUAGGC CGAA XAUGGACA 


30460 


10234 


796 


GUCCAUCC A AGCCCCCU 


12086 


AGGGGGCU CUGAUGAG GCCGUUAGGC CGAA IGAUGGAC 


30461 


10238 


792 


AUCCAAGC C CCCUUCUU 


12087 


AAGAAGGG CUGAUGAG GCCGUUAGGC CGAA ICUUGGAU 


30462 


10239 


791 


UCCAAGCC C CCUUCUUG 


12088 


CAAGAAGG CUGAUGAG GCCGUUAGGC CGAA IGCUUGGA 


30463 


10240 


790 


CCAAGCCC C CUUCUUGU 


12089 


ACAA6AAG CUGAUGAG GCCGUUAGGC CGAA IGGCUUGG 


30464 


10241 


789 


CAAGCCCC C UUCUUGUU 


12090 


AACAAGAA CUGAUGAG GCCGUUAGGC CGAA IGGGCUUG 


30465 


10242 


788 


AAGCCCCC U UCUUGUUC 


12091 


GAACAAGA CUGAUGAG GCCGUUAGGC CGAA IGGGGCUU 


30466 


10245 


785 


CCCCCUUC U UGUUCGCU 


12092 


AGCGAACA CUGAUGAG GCCGUUAGGC CGAA lAAGGGGG 


30467 


10253 


777 


UUGUUCGC U AGAGUGCU 


12093 


AGCACUCU CUGAUGAG GCCGUUAGGC CGAA ICGAACAA 


30468 


10261 


769 


UAGAGUGC U UUCUCCGU 


12094 


ACGGAGAA CUGAUGAG GCCGUUAGGC CGAA ICACUCUA 


30469 


10265 


765 


GUGCUUUC U CCGUGUGU 


12095 


ACACACGG CUGAUGAG GCCGUUAGGC CGAA lAAAGCAC 


30470 


10267 


763 


GCUUUCUC C GUGUGUCU 


12096 


AGACACAC CUGAUGAG GCCGUUAGGC CGAA lAGAAAGC 


30471 


10275 


755 


CGUGUGUC U GCACUGUC 


12097 


GACAGUGC CUGAUGAG GCCGUUAGGC CGAA lACACACG 


30472 


10278 


752 


GUGUCUGC A CUGUCAGU 


12098 


ACUGACAG CUGAUGAG GCCGUUAGGC CGAA ICAGACAC 


30473 


102B0 


750 


GUCUGCAC U GUCAGUGA 


12099 


UCACUGAC CUGAUGAG GCCGUUAGGC CGAA lUGCAGAC 


30474 


10284 


746 


GCACUGUC A GUGACCUC 


12100 


GAGGUCAC CUGAUGAG GCCGUUAGGC CGAA lACAGUGC 


30475 


10290 


740 


UCAGUGAC C UCCGACUG 


12101 


CAGUCGQA CUGAUGAG GCCGUUAGGC CGAA lUCACUGA 


30476 


10291 


739 


CAGUGACC U COGACUGC 


12102 


GCAGUCGG CUGAUGAG GCCGUUAGGC CGAA IGUCACUG 


30477 


10293 


737 


GUGACCUC C GACUGCGU 


12103 


ACGCAGUC CUGAUGAG GCCGUUAGGC CGAA lAGGUCAC 


30478 


10297 


733 


CCUCCGAC U GCGUCUUG 


12104 


CAAGACGC CUGAUGAG GCCGUUAGGC CGAA lUCGGAGG 


30479 


10303 


727 


ACUGCGUC U UGAGUGGC 


12105 


GCCACUCA CUGAUGAG GCCGUUAGGC CGAA lACGCAGU 


30480 


10317 


713 


GGCGUGUC U UGGUGCAU 


12106 


AUGCACCA CUGAUGAG GCCGUUAGGC CGAA lACACGCC 


30481 


10324 


706 


CUUGGUGC A UCUUCCAU 


12107 


AUGGAAGA CUGAUGAG GCCGUUAGGC CGAA ICACCAAG 


30482 


10327 


703 


GGUGCAUC U UCCAUACC 


12108 


GGUAUGGA CUGAUGAG GCCGUUAGGC CGAA lAUGCACC 


30483 


10330 


700 


GCAUCUUC C AUACCUGA 


12109 


UCAGGUAU CUGAUGAG GCCGUUAGGC CGAA lAAGAUGC 


30484 


10331 


699 


CAUCUUCC A UACCUGAC 


12110 


GUCAGGUA CUGAUGAG GCCGUUAGGC CGAA IGAAGAUG 


30485 


10335 


695 


UUCCAUAC C UGACGUAG 


12111 


CUACGUCA CUGAUGAG GCCGUUAGGC CGAA lUAUGGAA 


30486 


10336 


694 


UCCAUACC U GACGUAGA 


12112 


UCUACGUC CUGAUGAG GCCGUUAGGC CGAA IGUAUGGA 


30487 


10346 


684 


ACGUAGAC U GCUGACUU 


12113 


AAGUCA6C CUGAUGAG GCCGUUAGGC CGAA lUCUACGU 


30488 


10349 


681 


UAGAGUGC U GACUUUGU 


12114 


ACAAAGUC CUGAUGAG GCCGUUAGGC CGAA ZCAGUCUA 


30489 


10353 


677 


CUGCUGAC U UUGUGCAC 


12115 


GUGCACAA CUGAUGAG GCCGUUAGGC CGAA lUCAGCAG 


30490 


10360 


670 


CUUUGUGC A CCAACAGU 


12116 


ACUGUUGG CUGAUGAG GCCGUUAGGC CGAA ICACAAAG 


30491 


10362 


668 


UUGUGCAC C AACAGUCG 


12117 


CGACUGUU CUGAUGAG GCCGUUAGGC CGAA lUGCACAA 


30492 


10363 


667 


UGUGCACC A ACAGUCGA 


12118 


UCGACUGU CUGAUGAG GCCGUUAGGC CGAA IGUGCACA 


30493 


10366 


664 


GCACCAAC A GUCGAUGU 


12119 


ACAUCGAC CUGAUGAG GCCGUUAGGC CGAA lUUGGUGC 


30494 


10376 


654 


UCGAUGUC U UCUGGAUC 


12120 


GAUCCAGA CUGAUGAG GCCGUUAGGC CGAA lACAUCGA 


30495 


10379 


651 


AUGUCUUC U GGAUCAUU 


12121 


AAUGAUCC CUGAUGAG GCCGUUAGGC CGAA lAAGACAU 


30496 


10385 


645 


UCUGGAUC A UUACCAGC 


12122 


GCUGGUAA CUGAUGAG GCCGUUAGGC CGAA lAUCCACSA 


30497 


10390 


640 


AUCAUUAC C AGCCGACA 


12123 


UGUCGGCU CUGAUGAG GCCGUUAGGC CGAA lUAAUGAU 


30498 


10391 


639 


UCAUUACC A GCCGACAG 


12124 


CUGUCGGC CUGAUGAG GCCGUUAGGC CGAA IGUAAUGA 


30499 


10394 


636 


UUACCAGC C GACAGCAC 


12125 


GUGCUGUC CUGAUGAG GCCGUUAGGC CGAA ICUGGUAA 


30500 


10398 


632 


CAGCCQAC A QCACUGGG 


12126 


CCCAGUGC CUGAUGAG GCCGUUAGGC CGAA XUCGGCUG 


30501 


10401 


629 


CCGACAGC A CUGGGCAU 


12127 


AU6CCCAG CUGAUGAG GCCGUUAGGC CGAA ICUGUCGG 


30502 


10403 


627 


GACAGCAC U GGGCAUUC 


12128 


GAAUGCCC CUGAUGAG GCCGUUAGGC CGAA lUGCUGUC 


30503 


10408 


622 


CACUGGGC A UUCAUAAG 


12129 


CUUAUGAA CUGAUGAG GCCGUUAGGC CGAA XCCCAGUG 


30504 
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10412 


618 


GG6CAU0C A UAA6UGAU 


12130 


AUCACUUA CU6M7GA6 GCC6UUAGGC CGAA lAAUGCCC 


30505 


10427 


603 


AUAGUAUC A UCGCACAU 


12131 


AUGUGCGA CUGAUGAG GCCGUUAGGC CGAA lAUACUAU 


30506 


10432 


598 


AUCAUCGC A CAUGUAUC 


12132 


GAUACAUO CUGAUGAG GCCGUUAGGC CGAA ICGAUGAU 


30507 


10434 


596 


CAUCGCAC A UGUAUCCC 


12133 


GGGAUACA CUGAUGAG GCCGUUAGGC CGAA IX7GCGAU6 


30508 


10441 


589 


CAUGUAUC C CACAUCCA 


12134 


UGGAU6U6 CUGAUGAG GCCGUUAGGC CGAA lAUACAUG 


30509 


10442 


588 


AUGUAUCC C ACAUCCAU 


12135 


AUGGAUGU CUGAUGAG GCCGUUAGGC CGAA IGAUACAU 


30510 


10443 


587 


UGUAUCCC A CAUCCAUU 


12136 


AAUGGAUQ CUGAUGAG GCCGUUAGGC CGAA IGGAUACA 


30511 


10445 


585 


UAUCCCAC A UCCAUUGC 


12137 


GCAAUGGA CUGAUGAG GCCGUUAGGC CGAA lUGGGAUA 


30512 


10446 


582 


CCCACAUC C AUUGCUCU 


12136 


AGAGCAAU CUGAUGAG GCCGUUAGGC CGAA lAUGUGGG 


30513 


10449 


581 


CCACAUCC A UUGCUCUG 


12139 


CAGAGCAA CUGAUGAG GCCGUUAGGC CGAA IGAUGUGG 


30514 


10454 


576 


UCCAUUGC U CUGACAAU 


12140 


AUUGUCAG CUGAUGAG GCCGUUAGGC CGAA ICAAUGGA 


30515 


10456 


574 


CAUUGCUC U GACAAUGC 


12141 


GCAUUGUC CUGAUGAG GCCGUUAGGC CGAA lAGCAAUG 


30516 


10460 


570 


GCUCUGAC A AUGCAUAG 


12142 


CUAUGCAU CUGAUGAG GCCGUUAGGC CGAA lUCAGAGC 


30517 


10465 


565 


GACAAUGC A UAGGUUCU 


12143 


AGAACCUA CUGAUGAG GCCGUUAGGC CGAA ICAUUGUC 


30518 


10473 


557 


AUAGGUUC U UUCCAGCA 


12144 


UGCUGGAA CUGAUGAG GCCGUUAGGC CGAA lAACCUAU 


30519 


10477 


553 


GUUCUUUC C AGCAGCUG 


12145 


CAGCUGCU CUGAUGAG GCCGUUAGGC CGAA lAAAGAAC 


30520 


10478 


552 


UUCUUUCC A GCAGCUGU 


12146 


ACAGCUGC CUGAUGAG GCCGUUAGGC CGAA I6AAAGAA 


30521 


10481 


549 


UUUCCAGC A GCUGUUGG 


12147 


CCAACAGC CUGAUGAG GCCGUUAGGC CGAA ICUGGAAA 


30522 


10484 


546 


CCAGCAGC U GUUGGAAU 


12148 


AUUCCAAC CUGAUGAG GCCGUUAGGC CGAA ICUGCUGG 


30523 


10502 


528 


GUGAUGAC A UCUGUGAC 


12149 


GUCACAGA CUGAUGAG GCCGUUAGGC CGAA lUCAUCAC 


30524 


10505 


525 


AUGACAUC U GUGACGUC 


12150 


GACGUCAC CUGAUGAG GCCGUUAGGC CGAA lAUGUCAU 


30525 


10514 


516 


GUGACGUC A GUAGCAUU 


12151 


AAUGCUAC CUGAUGAG GCCGUUAGGC CGAA lACGUCAC 


30526 


10520 


510 


UCAGUAGC A UUUACCGU 


12152 


ACGGUAAA CUGAUGAG GCCGUUAGGC CGAA ICUACUGA 


30527 


10526 


504 


GCAUUUAC C GUCAUCAU 


12153 


AUGAUGAC CUGAUGAG GCCGUUAGGC CGAA lUAAAUGC 


30528 


10530 


500 


UUACCGUC A UCAUCACC 


12154 


GGUGAUGA CUGAUGAG GCCGUUAGGC CGAA lACGGUAA 


30529 


10533 


497 


CCGUCAUC A UCACCUUC 


12155 


GAAGGUGA CUGAUGAG GCCGUUAGGC CGAA lAUGACGG 


30530 


10536 


494 


UCAUCAUC A CCUUCCCU 


12156 


AGGGAAGG CUGAUGAG GCCGUUAGGC CGAA lAUGAUGA 


30531 


10538 


492 


AUCAUCAC C UUCCCUUG 


12157 


CAA6GGAA CUGAUGAG GCCGUUAGGC CGAA lUGAUGAU 


30532 


10539 


491 


UCAUCACC U UCCCUUGG 


12158 


CCAAGGGA CUGAUGAG GCCGUUAGGC CGAA I6UGAUGA 


30533 


10542 


488 


UCACCUUC C CUUGGAAG 


12159 


CUUCCAAG CUGAUGAG GCCGUUAGGC CGAA lAAGGUGA 


30534 


10543 


487 


CACCUUCC C UUGGAAGU 


12160 


ACUUCCAA CUGAUGAG GCCGUUAGGC CGT^ IGAAGGUG 


30535 


10544 


486 


ACCUUCCC U UGGAAGUU 


12161 


AACUUCCA CUGAUGAG GCCGUUAGGC CGAA IGGAAGGU 


30536 


10565 


465 


AGGGUAAC U GCUCCUAC 


12162 


GUAGGAGC CUGAUGAG GCCGUUAGGC CGAA lUUACCCU 


30537 


10566 


462 


GUAACUGC U CCUACGCU 


12163 


AGCGUAGG CUGAUGAG GCCGUUAGGC CGAA ICAGUUAC 


30538 


10570 


460 


AACUGCUC C UAC6CUGG 


12164 


CCAGCGUA CUGAUGAG GCCGUUAGGC CGAA lAGCAGUU 


30539 


10571 


459 


ACUGCUCC U ACGCuGGC 


12165 


6CCAGCGU CUGAUGAG GCCGUUAGGC CGAA IGAGCAGU 


30540 


10576 


454 


UCCUACGC U GGCGAUCA 


12166 


UGAUCGCC CUGAUGAG GCCGUUAGGC CGAA ICGUAGGA 


30541 


10584 


446 


UGGCGAUC A GGCCAAUC 


12167 


GAUUGGCC CUGAUGAG GCCGUUAGGC CGAA lAUCGCCA 


30542 


1058B 


442 


GAUCABGC C AAUCAUGA 


12168 


UCAUGAUU CUGAUGAG GCCGUUAGGC CGAA ICCUGAUC 


30543 


10589 


441 


AUCAGGCC A AUCAUGAC 


12169 


GUCAUGAU CUGAUGAG GCCGUUAGGC CGAA XGCCUGAU 


30544 


10593 


437 


GGCCAAUC A UGACUGCA 


12170 


UGCAGUCA CUGAUGAG GCCGUUAGGC CGAA lAUUGGCC 


30545 


10598 


432 


AUCAUGAC U GCAAUUCC 


12171 


GGAAUUGC CUGAUGAG GCCGUUAGGC CGAA lUCAUGAU 


30546 


10601 


429 


AUGACUGC A AUUCCGGU 


12172 


ACCGGAAU CUGAUGAG GCCGUUAGGC CGAA ICAGUCAU 


30547 


10606 


424 


UGCAAUUC C G6UCUUUC 


12173 


GAAAGACC CUGAUGAG GCCGUUAGGC CGAA lAAUUGCA 


30548 


10611 


419 


UUCCGGUC U UUCCUCCU 


12174 


AGGAGGAA CUGAUGAG GCCGUUAGGC CGAA lACCGGAA 


30549 


10615 


415 


GGUCUUUC C UCCUCUUU 


12175 


AAAGAGGA CUGAUGAG GCCGUUAGGC CGAA lAAAGACC 


30550 


10616 


414 


GUCUUUCC U CCUCUUUU 


12176 


AAAAGAGG CUGAUGAG GCCGUUAGGC CGAA IGAAAGAC 


30551 


10616 


412 


CUUUCCUC C UCUUUUCU 


12177 


AGAAAAGA CUGAUGAG GCCGUUAGGC CGAA lAGGAAAG 


30552 


10619 


411 


UUUCCUCC U CUUUUCUU 


12178 


AAGAAAAG CUGAUGAG GCCGUUAGGC CGAA IGAGGAAA 


30553 


10621 


409 


UCCUCCUC U UUUCUUUU 


12179 


AAAAGAAA CUGAUGAG GCCGUUAGGC CGAA lAGGAGGA 


30554 


10626 


404 


CUCUUUUC U UUUGUUUU 


12180 


AAAACAAA CUGAUGAG GCCGUUAGGC CGAA lAAT^GAG 


30555 


10639 


391 


UUUUGAGC U CCGCCGAU 


12181 


AUCGGOGG CUGAUGAG GCCGUUAGGC CGAA ICUCAAAA 


30556 


10641 


389 


UUGAGCUC C GCCGAUUG 


12182 


CAAUCGGC CUGAUGAG GCCGUUAGGC CGAA IA6CUCAA 


305S7 


10644 


386 


AGCUCCGC C GAUUGAUA 


12183 






10655 


375 


UUGAUAGC A CUGGUCAA 


12184 


UUGACCAG CUGAUGAG GCCGUUAGGC CGAA ICUAUCAA 


30559 


10657 


373 


GAUAGCAC U GGUCAAGG 


12185 


CCUUGACC CUGAUGAG GCCGUUAGGC CGAA lUGCUAUC 


30560 


10662 


368 


CACUGGUC A AGGUCCCU 


12186 


AGGGACCU CUGAUGAG GCCGUUAGGC CGAA lACCAGUG 


30561 


10668 


362 


UCAAGGUC C CUAGUUCC 


12187 


GGAACUAG CUGAUGAG GCCGUUAGGC CGAA lACCUUGA 


30562 


10669 


361 


CAAGGUCC C UAGUUCCU 


12188 


AGGAACUA CUGAUGAG GCCGUUAGGC CGAA IGACCUUG 


30563 


10670 


360 


AAGGUCCC U AGUUCCUU 


12189 


AAGGAACU CUGAUGAG GCCGUUAGGC CGAA IGGACCUU 


30564 


10676 


354 


CCUAGUUC C UUCUUAAA | 12190 


UUUAAGAA CUGAUGAG GCCGUUAGGC CGAA lAACUAGG 


30565 
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10677 


353 


CUAGUUCC U UCUUAA/^ 


12191 


UUUUAAGA CUGAUGAG GCCGUUAGGC CGAA IGAACUAG 


30566 


10680 


350 


GUUCCUUC U UAAAACUC 


12192 


GA6UUUUA CUGAUGAG GCCGUUAGGC CGAA lAAGGAAC 


30567 


10687 


343 


CUUAAAAC U CAGAAGGU 


12193 


ACCUUCUG CUGAUGAG GCCGUUAGGC CGAA lUUUUAAG 


30568 


10689 


341 


UAAAACUC A GAAGGUGU 


12194 


ACACCUUC CUGAUGAG GCCGUUAGGC CGAA lAGUUUUA 


30569 


10701 


329 


GGUGUUUC A UCGCUGUU 


12195 


AACAGCGA CUGAUGAG GCCGUUAGGC CGAA lAAACACC 


30570 


10706 


324 


UUCAUCGC U GUUUGUUU 


12196 


AAACAAAC CUGAUGAG GCCGUUAGGC CGAA ICGAUGAA 


30571 


10719 


311 


GUUUGUUC A CACCUCUC 


12197 


GAGAGGUG CUGAUGAG GCCGUUAGGC CGAA lAACAAAC 


30572 


10721 


309 


UUGUUCAC A CCUCUCCA 


12198 


UGGAGAGG CUGAUGAG GCCGUUAGGC CGAA IU6AACAA 


30573 


10723 


307 


GUUCACAC C UCUCCAUC 


12199 


GAUGGAGA CUGAUGAG GCCGUUAGGC CGAA lUGUGAAC 


30574 


10724 


306 


UUCACACC U CUCCAUCG 


12200 


CGAUGGAG CUGAUGAG GCCGUUAGGC CGAA I6UGU6AA 


30575 


10726 


304 


CACACCUC U CCAUCGAU 


12201 


AUCGAUGG CUGAUGAG GCCGUUAGGC CGAA lAGGUGUG 


30576 


10728 


302 


CACCUCUC C AUCGAUCC 


12202 


GGAUCGAU CUGAUGAG GCCGUUAGGC CGAA lAGAGGUG 


30577 


10729 


301 


ACCUCUCC A UCGAUCCA 


12203 


UGGAUCGA CUGAUGAG GCCGUUAGGC CGAA IGAGAGGU 


30578 


10736 


294 


CAUCGAUC C AGCACUGC 


12204 


GCAGUGCU CUGAUGAG GCCGUUAGGC CGAA lAUCGAUG 


30579 


10737 


293 


AUCGAUCC A GCACUGCU 


12205 


AGCAGUGC CUGAUGAG GCCGUUAGGC CGAA IGAUCGAU 


30580 


10740 


290 


GAUCCAGC A CUGCUCGG 


12206 


CCGAGCAG CUGAUGAG GCCGUUAGGC CGAA ICUGGAUC 


30581 


10742 


288 


UCCAGCAC U GCUCGGGU 


12207 


ACCCGAGC CUGAUGAG GCCGUUAGGC CGAA lUGCUGGA 


30582 


10745 


285 


AGCACUGC U CGGGUCGG 


12208 


CCGACCCG CUGAUGAG GCCGUUAGGC CGAA ICAGUGCU 


30583 


10757 


273 


GUCGGAGC A AUUGCUGU 


12209 


ACAGCAAU CUGAUGAG GCCGUUAGGC CGAA ICUCCGAC 


30584 


10763 


267 


GCAAUUGC U GUGAACCU 


12210 


AGGUUCAC CUGAUGAG GCCGUUAGGC CGAA ICAAUUGC 


30565 


10770 


260 


CU6UGAAC C UGAAGAAC 


12211 


GUUCUUCA CUGAUGAG GCCGUUAGGC CGAA lUUCACAG 


30586 


10771 


259 


UGUGAACC U GAAGAACG 


12212 


CGUUCUUC CUGAUGAG GCCGUUAGGC CGAA IGUUCACA 


30587 


10781 


249 


AAGAACGC C AAGAGAGC 


12213 


GCUCUCUU CUGAUGAG GCCGUUAGGC CGAA ICGUUCUU 


30588 


10782 


248 


AGAACGCC A AGAGAGCC 


12214 


GGCUCUCU CUGAUGAG GCCGUUAGGC CGAA IGCGUUCU 


30589 


10790 


240 


AAGAGAGC C AACACAAA 


12215 


UUUGUGUU CUGAUGAG GCCGUUAGGC CGAA ICUCUCUU 


30590 


10791 


239 


AGAGAGCC A ACACAAAU 


12216 


AUUUGUGU CUGAUGAG GCCGUUAGGC CGAA IGCUCUCU 


30591 


10794 


236 


GAGCCAAC A CAAAUCGU 


12217 


ACGAUUUG CUGAUGAG GCCGUUAGGC CGAA lUUGGCUC 


30592 


10796 


234 


GCCAACAC A AAUCGUAU 


12218 


AUACGAUU CUGAUGAG GCCGUUAGGC CGAA lUGUUGGC 


30593 


10809 


221 


GUAUUGGC C CCUUGCCG 


12219 


CGGCAAGG CUGAUGAG GCCGUUAGGC CGAA ICCAAUAC 


30594 


10810 


220 


UAUUGGCC C CUUGCCGU 


12220 


ACGQCAAG CUGAUGAG GCCGUUAGGC CGAA IGCCAAUA 


30595 


10811 


219 


AUUGGCCC C UUGCCGUC 


12221 


GACGGCAA CUGAUGAG GCCGUUAGGC CGAA IGGCCAAU 


30596 


10812 


218 


UUGGCCCC U UGCCGUCG 


12222 


CGACGGCA CUGAUGAG GCCGUUAGGC CGAA IGGGCCAA 


30597 


10816 


214 


CCCCUUGC C GUCGAUCA 


12223 


UGAUCGAC CUGAUGAG GCCGUUAGGC CGAA ICAAGGGG 


30598 


10824 


206 


CGUCGAUC A GGCUCAAC 


12224 


GUUGAGCC CUGAUGAG GCCGUUAGGC CGAA lAUCGACG 


30599 


10828 


202 


GAUCAGGC U CAACAUAG 


12225 


CUAUGUUG CUGAUGAG GCCGUUAGGC CGAA ICCUGAUC 


30600 


10830 


200 


UCAGGCUC A ACAUAGCC 


12226 


GGCUAUGU CUGAUGAG GCCGUUAGGC CGAA lAGCCUGA 


30601 


10833 


197 


GGCUCAAC A UAGCCCUC 


12227 


GAGGGCUA CUGAUGAG GCCGUUAGGC CGAA lUUGAGCC 


30602 


10838 


192 


AACAUAGC C CUCUUCAG 


12228 


CUGAAGAG CUGAUGAG GCCGUUAGGC CGAA ICUAUGUU 


30603 


10839 


191 


ACAUAGCC C UCUUCAGU 


12229 


ACUGAAGA CUGAUGAG GCCGUUAGGC CGAA IGCUAUGU 


30604 


10840 


190 


CAUAGCCC U CUUCAGUC 


12230 


GACUGAAG CUGAUGAG GCCGUUAGGC CGAA IQGCUAUG 


30605 


10842 


188 


UAGCCCUC U UCAGUCCA 


12231 


UGGACUGA CUGAUGAG GCCGUUAGGC CGAA lAGGGCUA 


30606 


10845 


185 


CCCUCUUC A GUCCAAUC 


12232 


GAUUGGAC CUGAUGAG GCCGUUAGGC CGAA lAAGAGGG 


30607 


10849 


181 


CUUCAGUC C AAUCAAGG 


12233 


CCUUGAUU CUGAUGAG GCCGUUAGGC CGAA lACUGAAG 


30608 


10850 


180 


UUCAGUCC A AUCAAGGA 


12234 


UCCUUGAU CUGAUGAG GCCGUUAGGC CGAA IGACUGAA 


30609 


10854 


176 


GUCCAAUC A AGGACAAC 


12235 


GUUGUCCU CUGAUGAG GCCGUUAGGC CGAA lAUUGGAC 


30610 


10860 


170 


UCAAGGAC A ACACGCGG 


12236 


CCGCGUGU CUGAUGAG GCCGUUAGGC CGAA lUCCUUGA 


30611 


10863 


167 


AGGACAAC A CGCGGGGC 


12237 


GCCCCGCQ CUGAUGAG GCCGUUAGGC CGAA lUUGUCCU 


30612 


10872 


158 


CGCGGGGC A UUCCGCGU 


12238 


ACGCGGAA CUGAUGAG GCCGUUAGGC CGAA ICCCCGCG 


30613 


10876 


154 


GGGCAUUC C GCGUUUUA 


12239 


UAAAACGC CUGAUGAG GCCGUUAGGC CGAA lAAUGCCC 


30614 


10887 


143 


GUUUUAGC A UAUUGACA 


12240 


UGUCAAUA CUGAUGAG GCCGUUAGGC CGAA ICUAAAAC 


30615 


10895 


135 


AUAUUGAC A GCCCGGCU 


12241 


AGCCGGGC CUGAUGAG GCCGUUAGGC CGAA lUCAAUAU 


30616 


10898 


132 


UUGACAGC C CGGCUCUU 


12242 


AAGAGCCG CUGAUGAG GCCGUUAGGC CGAA ICUGUCAA 


30617 


10899 


131 


UGACAGCC C GGCUCUUG 


12243 


CAAGAGCC CUGAUGAG GCCGUUAGGC CGAA IGCUGUCA 


30618 


10903 


127 


AGCCCGGC U CUUGCCGG 


12244 


CCGQCAAG CUGAUGAG GCCGUUAGGC CGAA ICCGGGCU 


30619 


10905 


125 


CCCGGCUC U UGCCGGGC 


12245 


GCCCGGCA CUGAUGAG GCCGUUAGGC CGAA lAGCCGGG 


30620 


10909 


121 


GCUCUUGC C GGGCCCUC 


12246 


GAGGGCCC CUGAUGAG GCCGUUAGGC CGAA ICAAGAGC 


30621 


10914 


116 


UGCCGGGC C CUCCUGGU 


12247 


ACCAGGA6 CUGAUGAG GCCGUUAGGC CGAA ICCCGGCA 


30622 


10915 


115 


GCCGGGCC C UCCUGGUU 


12248 


AACCAGGA CUGAUGAG GCCGUUAGGC CGAA IGCCCGGC 


30623 


10916 


114 


CCGGGCCC U CCUGGUUU 


12249 


AAACCAGG CUGAUGAG GCCGUUAGGC CGAA IGGCCCGG 


30624 


10918 


112 


GGGCCCUC C UGGUUUCU 


12250 


AGAAACCA CUGAUGAG GCCGUUAGGC CGAA lAGGGCCC 


30625 


10919 


111 


GGCCCUCC U GGUUUCUU 


12251 


AAGAAACC CUGAUGAG GCCGUUAGGC CGAA IGAGGGCC 


30626 
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10926 


104 


CUGGUUUC U UAGACAUC 


12252 


GAUGUCUA CUGAUGAG GCCGUUAGGC CGAA lAAACCAG 


30627 


10932 


98 


UCfUUAGAC A UCGAGAUC 


12253 


GAUCUCGA CUGAUGAG GCCGUUAGGC CGAA lUCUAAGA 


30628 


10941 


89 


UCX3AGAUC U UCGUGCUA 


12254 


UAGCACGA CUGAUGAG GCCGUUAGGC CGAA lAUCUCGA 


30629 


10948 


82 


CUUCGUGC U AAGAAACA 


12255 


UGUUUCUU CUGAUGAG GCCGUUAGGC CGAA ICACGAAG 


30630 


10956 


74 


UAAGAAAC A GCUCGCAC 


12256 


GUGCGAGC CUGAUGAG GCCGUUAGGC CGAA lUUUCUUA 


30631 


10959 


71 


GAAACAGC U CX3CACUGU 


12257 


ACAGUGCG CUGAUGAG GCCGUUAGGC CGAA ICUGUUUC 


30632 


10963 


67 


CA6CUCGC A CUGUGUUA 


12258 


UAACACAG CUGAUGAG GCCGUUAGGC CGAA ICGAGCUG 


30633 


10965 


65 


GCUCGCAC U GUGUUAAU 


12259 


AUUAACAC CUGAUGAG GCCGUUAGGC CGAA lUGCGAGC 


30634 


10985 


45 


UGUUAAUC C UCACAAAC 


12260 


GUUUGUGA CUGAUGAG GCCGUUAGGC CGAA lAUUAACA 


30635 


10986 


44 


GUUAAUCC U CACAAACA 


12261 


UGUUUGUG CUGAUGAG GCCGUUAGGC CGAA IGAUUAAC 


30636 


10988 


42 


UAAUCCUC A CAAACACU 


12262 


AGUGUUUG CUGAUGAG GCCGUUAGGC CGAA lAGGAUUA 


30637 


10990 


40 


AUCCUCAC A AACACUAC 


12263 


GUAGUGUU CUGAUGAG GCCGUUAGGC CGAA lUGAGGAU 


30638 


10994 


36 


UCACAAAC A CUACUAAG 


12264 


CUUAGUAG CUGAUGAG GCCGUUAGGC CGAA lUUUGUGA 


30639 


10996 


34 


ACAAACAC U ACUAAGUU 


12265 


AACUUAGU CUGAUGAG GCCGUUAGGC CGAA lUGUUUGU 


30640 


10999 


31 


AACACUAC U AAGUUUGU 


12266 


ACAAACUU CUGAUGAG GCCGUUAGGC CGAA lUAGUGUU 


30641 


11009 


21 


AGUUUGUC A GCUCACAC 


12267 


GUGUGAGC CUGAUGAG GCCGUUAGGC CGAA lACAAACU 


30642 


11012 


18 


UUGUCAGC U CACACAGG 


12268 


CCUGUGUG CUGAUGAG GCCGUUAGGC CGAA ICUGACAA 


30643 


11014 


16 


GUCAGCUC A CACAGGCG 


12269 


CQCCUGUG CUGAUGAG GCCGUUAGGC CGAA lAGCUGAC 


30644 


11016 


14 


CAGCUCAC A CAGGCGAA 


12270 


UUCGCCUG CUGAUGAG GCCGUUAGGC CGAA lUGAGCUG 


30645 


11018 


12 


GCUCACAC A GGCGAACU 


12271 


AGUUCGCC CUGAUGAG GCCGUUAGGC CGAA lUGUGAGC 


30646 



Input Sequence = AP196835_rc. Cut Site = CH/. 
Arm Length = 8. Core Sequence = CUGAUGAG GCCGUUAGGC CGAA 
AF196835_rc reverse complement of West Nile virus strain MY99 
£lamingo382'99, complete genome 
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Table X: WNV minus strand Zinzyme and Target Sequence 



Pos 


Pos 
(•i-str) 




ID 


Rlbozyms 


R2 SdQ 
ID 


10 


11020 


GAUCCUGU G UUCUCGCA 


12272 


UGCGAGAA GCCGAAAGGCGAGUGAGGUCU ACAGGAUC 


30647 


16 


11014 


GUGUCJCUC G CACCACCA 


12273 


UGGUGGUG GCCGAAAGGCGAGUGAGGUCU GAGAACAC 


30648 


25 


11005 


CACCACCA G CCACCAUU 


12274 


AAUGGU6G GCCGAAAGGCGAGUGAGGUCU UGGUGGUG 


30649 


34 


10996 


CCACCATJU G UCGGCGCA 


12275 


UGCGCCGA GCCGAAAGGCGAGUGAGGUCU AAUGGUGG 


30650 


38 


10992 


CAUUGUCG G CGCACUGU 


12276 


ACAGUGCG GCCGAAAGGCGAGUGAGGUCU CGACAAUG 


30651 


40 


10990 


UUGUCGGC G CACUGUGC 


12277 


GCACAGUG GCCGAAAGGCGAGUGAGGUCU GCCGACAA 


30652 


45 


10985 


GGCGCACU G UGCCGUGU 


12278 


ACACGGCA GCCGAAAGGCGAGUGAGGUCU AGUGCGCC 


30653 


47 


10983 


CGCACUGU G CCGUGUGG 


12279 


CCACACGG GCCGAAAGGCGAGUGAGGUCU ACAGUGCG 


30654 


50 


10980 


ACUGUGCC G UGUGGCUG 


12280 


CAGCCACA GCCGAAAGGCGAGUGAGGUCU GGCACAGU 


30655 


52 


10978 


UGUGCCGU G UGGCUGGU 


12281 


ACCAGCCA GCCGAAAGGCGAGUGAGGUCU ACGGCACA 


30656 


55 


10975 


GCCGUGUG G CUGGUUGU 


12262 


ACAACCAG GCCGAAAGGCGAGUGAGGUCU CACACGGC 


30657 


59 


10971 


UGUGGCUG G UUGUGCAG 


12283 


CUGCACAA GCCGAAAGGCGAGUGAGGUCU CAGCCACA 


30658 


62 


10968 


GGCUGGUU G UGCAGAGC 


12284 


GCUCUGCA GCCGAAAGGCGAGUGAGGUCU AACCAGCC 


30659 


64 


10966 


CUGGUUGU G CA6AGCAG 


12285 


CUGCUCUG GCCGAAAGGCGAGUGAGGUCU ACAACCAG 


30660 


69 


10961 


UGU6CAGA G CAGAAGAU 


12286 


AUCUUCUG GCCGAAAGGCGAGUGAGGUCU UCU6CACA 


30661 


84 


10946 


AUCUCCUA G UCUAUCCC 


12287 


GGGAUAGA GCCGAAAGGCGAGUGAGGUCU UAGGAQAU 


30662 


95 


10935 


UAUCCCAG G UGUCAAUA 


12288 


UAUUGACA GCCGAAAGGCGAGUGAGGUCU CUGGGAUA 


30663 


97 


10933 


UCCCAGGU G UCAAUAUG 


12289 


CAUAUUGA GCCGAAAGGCGAGUGAGGUCU ACCUGGGA 


30664 , 


105 


10925 


GUCAAUAU G CUGUUUUG 


12290 


CAAAACAG GCCGAAAGGCGAGUGAGGUCU AUAUUGAC 


, 30665 


108 


10922 


AAUAUGCU G UUUUGUUG 


12291 


CAACAAAA GCCGAAAGGCGAGUGAGGUCU AGCAUAUU 


30666 


113 


10917 


GCUGUUUU G UUGUGGUG 


12292 


CACCACAA GCCGAAAGGCGAGUGAGGUCU AAAACAGC 


. 3.0667 


116 


10914 


GUUUUGUU G UG6UGUUU 


12293 


AAACACCA GCCGAAAGGCGAGUGAGGUCU AACAAAAC 


30668 


119 


10911 


UUGUUGUG G UGUUUUGU 


12294 


ACAAAACA GCCGAAAGGCGAGUGAGGUCU CACAACAA 


30669 


121 


10909 


GUUGUGGU G UUUUGUGG 


12295 


CCACAAAA GCCGAAAGGCGAGUGAGGUCU ACCACAAC 


30670 


126 


10904 


GGUGUUUU G UGGCACGG 


12296 


CCGUGCCA GCCGAAAGGCGAGUGAGGUCU AAAACACC 


30671 


129 


10901 


GUUUUGUG G CACGGGGU 


12297 


ACCCCGUG GCCGAAAGGCGAGUGAGGUCU CACAAAAC 


30672 


136 


10894 


GGCACGGG G UCUCCACU 


12298 


AGUGGAGA GCCGAAAGGCGAGUGAGGUCU CCCGUGCC 


30673 


153 


10877 


AACCUCUA G UCCUUCCC 


12299 


G6GAAGGA GCCGAAAGGCGAGUGAGGUCU UAGAGGUU 


30674 


172 


10858 


GACCUACA G CUUCAGUC 


12300 


GACUGAAG GCCGAAAGGCGAGUGAGGUCU UGUAGGUC ' 


30675 


178 


10852 


CAGCUUCA G UCAGGCUG 


12301 


CAGCCUGA GCCGAAAGGCGAGUGAGGUCU UGAAGCUG 


30676 


183 


10847 


UCAGUCAG G CUG6GCCG 


12302 


CGGCCCAG GCCGAAAGGCGAGUGAGGUCU CUGACUGA 


30677 


188 


10842 


CAGGCUGG G CCGUGCAC 


12303 


GUGCACGG GCCGAAAGGCGAGUGAGGUCU CCAGCCUG 


30678 


191 


10839 


GCUGGGCC G UGCACUUU 


12304 


AAAGUGCA GCCGAAAGGCGAGUGAGGUCU GGCCCAGC 


30679 


193 


10837 


UGGGCCGU G CACUUUAA 


12305 


UUAAAGUG GCCGAAAGGCGAGUGAGGUCU ACGGCCCA 


30680 


205 


10825 


UUUAAACC G CGGGGUCU 


12306 


AGACCCCG GCCGAAAGGCGAGUGAGGUCU GGUUUAAA 


30681 


210 


10820 


ACCGCGGG G UCUCCUCU 


12307 


AGAGGAGA GCCGAAAGGCGAGUGAGGUCU CCCGCGGU 


30662 


227 


10803 


AACCUCUA G UCCUUUCG 


12308 


CGAAAGGA GCCGAAAGGCGAGUGAGGUCU UAGAGGUU 


30683 


235 


10795 


GUCCUUUC G CCCUGGUU 


12309 


AACCAGGG GCCGAAAGGCGAGUGAGGUCU GAAAGGAC 


30684 


241 


10789 


UCGCCCUG G UUAACACC 


12310 


GGUGUUAA GCCGAAAGGCGAGUGAGGUCU CAGGGCGA 


30685 


259 


10771 


UUACCGGG 6 CUAGGGCC 


12311 


GGCCCUAG GCCGAAAGGCGAGUGAGGUCU CCCGGUAA 


30686 


265 


10765 


GGGCUAGG 6 CCGCGUGG 


12312 


CCACGCGG GCCGAAAGGCGAGUGAGGUCU CCUAGCCC 


30687 


268 


10762 


CUAGGGCC G CGUGGGGC 


12313 


GCCCCACG GCCGAAAGGCGAGUGAGGUCU GGCCCUAG 


30668 


270 


10760 


AGGGCCGC G UGGGGCGU 


12314 


ACGCCCCA GCCGAAAGGCGAGUGAGGUCU GCGGCCCU 


30689 


275 


10755 


.CGCGUGGG G CGUUGGUU 


12315 


AACCAACG GCCGAAAGGCGAGUGAGGUCU CCCACGCG 


30690 


277 


10753 


CGUGGGGC G UUGGUUUG 


12316 


CAAACCAA GCCGAAAGGCGAGUGAGGUCU GCCCCACG 


30691 


281 


10749 


GGGCGUUG 6 UUUGCCUU 


12317 


AAGGCAAA GCCGAAAGGCGAGUGAGGUCU CAACGCCC 


30692 


285 


10745 


GUUGGUUU G CCUUUGUU 


12318 


AACAAAGG GCCGAAAGGCGAGUGAGGUCU AAACCAAC 


30693 


291 


10739 


UUGCCUUU G UUAACCCA 


12319 


UGGGUUAA GCCGAAAGGCGAGUGAGGUCU AAAGGCAA 


30694 


300 


10730 


UUAACCCA G UCCUCCUG 


12320 


CAGGAGGA GCCGAAAGGCGAGUGAGGUCU UGGGUUAA 


30695 


311 


10719 


CUCCUGGG G CACUAUCG 


12321 


CGAUAGUG GCCGAAAGGCGAGUGAGGUCU CCCAGGAG 


30696 


319 


10711 


GCACUAUC G CAGACUGC 


12322 


GCAGUCUG GCCGAAAGGCGAGUGAGGUCU GAUAGUGC 


30697 


326 


10704 


CGCAGACU O CACUCUGC 


12323 


GGAGAGUG GCCGAAAGGCGAGUGAGGUCU AGUCUGCG 


30698 


335 


10695 


CACUCUCC G CAGAGUAG 


12324 


CUACUCUG GCCGAAAGGCGAGUGAGGUCU GGAGAGUG 


30699 


340 


10690 


UCCGCAGA G UAGCACGC 


12325 


GCGUGCUA GCCGAAAGGCGAGUGAGGUCU UCUGCGGA 


30700 


343 


10687 


GCAGAGUA G CACGCCGU 


12326 


ACGGCGUG GCCGAAAGGCGAGUGAGGUCU UACUCUGC 


30701 


347 


10683 


AGUAGCAC G CCGUAGCG 


12327 


CGCUACGG GCCGAAAGGCGAGUGAGGUCU GUGCUACU 


30702 


350 


10680 


AGCACGCC G UAGCGUGG 


12326 


CGAGGCUA GCCGAAAGGCGAGUGAGGUCU GGCGUGCU 


30703 


353 


10677 


ACGCCGUA G CGUGGUCU 


12329 


AGACCACG GCCGAAAGGCGAGUGAGGUCU UACGGCGU 


30704 
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355 


10675 


6CC6UAGC G UGGUCU671 


12330 


UCAGACCA GCCGAAAGGCGAGUGAGGUCU GCUACGGC 


30705 


358 


10672 


GUAGCGUG G UCaGAOlU 


12331 


AU6UCAGA GCCGAAAGGCGAGUGAGGUCU CACGCUAC 


30706 


370 


10660 


GACAUUGG G CUUUGAAG 


12332 


CUUCAAAG GCCGAAAGGCGAGUGAGGUCU CCAAUGUC 


30707 


378 


10652 


GCUUUGTkA G UUACAACA 


12333 


UGUUGUAA GCCGAAAGGCGAGUGAGGUCU UUCAAAGC 


30708 


388 


10642 


UACAACAU G UGGGGUCC 


12334 


GGACCCCA GCCGAAAGGCGAGUGAGGUCU AUGUUGUA 


30709 


393 


10637 


CAUGUGGG G UCCUCCUU 


12335 


AAGGAGGA GCCGAAAGGCGAGUGAGGUCU CCCACAUG 


30710 


410 


10620 


CCGAGACG G UUCUGAGG 


12336 


CCUCAGAA GCCGAAAGGCGAGUGAGGUCU CGUCUCGG 


30711 


419 


10611 


UUCUGAGG G CUUACAUG 


12337 


CAUGUAAG GCCGAAAGGCGAGUGAGGUCU CCUCAGAA 


30712 


437 


10593 


AUCACUUC G CGGCUUUG 


12338 


CAAAGCCG GCCGAAAGGCGAGUGAGGUCU GAAGUGAU 


30713 


440 


10590 


ACUUCGCG G CUUUGUUC 


12339 


GAACAAAG GCCGAAAGGCGAGUGAGGUCU CGCGAAGU 


30714 


445 


10585 


GCGGCUUU G UUCACCCA 


12340 


UGGGUGAA GCCGAAAGGCGAGUGAGGUCU AAAGCCGC 


30715 


454 


10576 


UUCACCCA G UCCUCCUG 


12341 


CAGGAGGA GCCGAAAGGCGAGUGAGGUCU UGGGUGAA 


30716 


465 


10565 


CUCCUGGG G UUGAGUCG 


12342 


CGACUCAA GCCGAAAGGCGAGUGAGGUCU CCCAGGAG 


30717 


470 


10560 


6GGGUUGA G UCGCAGGC 


12343 


GCCUGCGA GCCGAAAGGCGAGUGAGGUCU UCAACCCC 


30718 


473 


10557 


GUUGA6UC G CAGGCAGC 


12344 


GCUGCCUG GCCGAAAGGCGAGUGAGGUCU GACUCAAC 


30719 


477 


10553 


AGUCGCAG G CAGCACCG 


12345 


CGGUGCUG GCCGAAAGGCGAGUGAGGUCU CUGCGACU 


30720 


480 


10550 


CGCAGGCA G CACCGUCU 


12346 


AGACGGUG GCCGAAAGGCGAGUGAGGUCU UGCCUGCG 


30721 


485 


10545 


GCAGCACC G UCUACUCA 


12347 


UGAGUAGA GCCGAAAGGCGAGUGAGGUCU GGUGCUGC 


30722 


501 


10529 


AACUUCCG G UGGCGGGA 


12348 


UCCCGCCA GCCGAAAGGCGAGUGAGGUCU CGGAAQUU 


30723 


504 


10526 


UUCCGGUG G CGGGAACU 


12349 


AGUUCCCG GCCGAAAGGCGAGUGAGGUCU CACCGGAA 


30724 


518 


10512 


ACUUCCCG G CCUGACUU 


12350 


AAGUCAGG GCCGAAAGGCGAGUGAGGUCU CGGGAAGU 


30725 


595 


10435 


ACUUUUAU G CAUACUUA 


12351 


UAAGUAUG GCCGAAAGGCGAGUGAGGUCU AUAAAAGU 


30726 


608 


10422 


CUUAUAUU G UCUAUUUA 


12352 


UAAAUAGA GCCGAAAGGCGAGUGAGGUCU AAUAUAAQ 


30727 


637 


10393 


UAUCUACA G UACUGU6U 


12353 


ACACAGUA GCCGAAAGGCGAGUGAGGUCU UGUAGAUA 


30728 


642 


10388 


ACAGUACU G UGUCCUCA 


12354 


UGAGGACA GCCGAAAGGCGAGUGAGGUCU AGUACUGU 


30729 


644 


10386 


AGUACUGU G UCCUCAAC 


12355 


GUUGAGGA GCCGAAAGGCGAGUGAGGUCU ACAGUACU 


30730 


657 


10373 


CAACCAAA G UUGUGUCU 


12356 


AGACACAA GCCGAAAGGCGAGUGAGGUCU UUUGGUUG 


30731 


660 


10370 


CCAAAGUU G UGUCUUCA 


12357 


UGAAGACA GCCGAAAGGCGAGUGAGGUCU AACUUUGG 


30732 


662 


10368 


AAAGUUGU G UCUUCAUA 


12358 


UAUGAAGA GCCGAAAGGCGAGUGAGGUCU ACAACUUU 


30733 


679 


10351 


UCUCUUUA G UGAACUCA 


12359 


UGAGUUCA GCCGAAAGGCGAGUGAGGUCU UAAAGAGA 


30734 


689 


10341 


GAACUCAU G UAAUCCAC 


12360 


GUGGAUUA GCCGAAAGGCGAGUGAGGUCU AUGAGUUC 


30735 


720 


10310 


CGAUGAUU G CUCUGACU 


12361 


AGUCAGAG GCCGAAAGGCGAGUGAGGUCU AAUCAUCG 


30736 


731 


10299 


CUGACUUG G UUGAUAGC 


12362 


GCUAUCAA GCCGAAAGGCGAGUGAGGUCU CAAGUCAG 


30737 


738 


10292 


GGUUGAUA G CCACCUGG 


12363 


CCAGGUGG GCCGAAAGGCGAGUGAGGUCU UAUCAACC 


30738 


749 


10281 


ACCUGQAU G UUUUCUGC 


12364 


GCAGAA7A GCCGAAAGGCGAGUGAGGUCU AUCCAGGU 


30739 


756 


10274 


UGUUUUCU G CCCACGUG 


12365 


CACGUGGG GCCGAAAGGCGAGUGAGGUCU AGAAAACA 


30740 


762 


10268 


CUGCCCAC G UGGCUCGG 


12366 


CCGAGCCA GCCGAAAGGCGAGUGAGGUCU GUGGGCAG 


30741 


765 


10265 


CCCACGUG G CUCGGGCU 


12367 


AGCCCGAG GCCGAAAGGCGAGUGAGGUCU CACGUGGG 


30742 


771 


10259 


UGGCUCGG G CUCUUGUG 


12368 


CACAAGAG GCCGAAAGGCGAGUGAGGUCU CCGAGCCA 


30743 


777 


10253 


GGGCUCUU G UGCCAAUC 


12369 


GAUUGGCA GCCGAAAGGCGAGUGAGGUCU AAGAGCCC 


30744 


779 


10251 


GCUCUUGU G CCAAUCAG 


12370 


CUGAUUGG GCCGAAAGGCGAGUGAGGUCU ACAAGAGC 


30745 


788 


10242 


CCAAUCAG G CUGCCACA 


12371 


UGUGGCAG GCCGAAAGGCGAGUGAGGUCU CUGAUUGG 


30746 


791 


10239 


AUCAGGCU G CCACACCA 


12372 


UGGUGU6G GCCGAAAGGCGAGUGAGGUCU AGCCUGAU 


30747 


803 


10227 


CACCAGAU G UCCUCUCG 


12373 


CGAGAGGA GCCGAAAGGCGAGUGAGGUCU AUCUG6UG 


30748 


811 


10219 


GUCCUCUC G UUUUCCUG 


12374 


CAGGAAAA GCCGAAAGGCGAGUGAGGUCU GAGAGGAC 


30749 


830 


10200 


UAUGGGAC G UCACUCCA 


12375 


UGGAGUGA GCCGAAAGGCGAGUGAGGUCU GUCCCAUA 


30750 


852 


10178 


CCACUGGG G UUUUGUCU 


12376 


AGACAAAA GCCGAAAGGCGAGUGAGGUCU CCCAGUGG 


30751 


857 


10173 


GGGGUUUU G UCUUCCAU 


12377 


AUGGAAGA GCCGAAAGGCGAGUGAGGUCU AAAACCCC 


30752 


893 


10137 


CAAACACG G UUCCAGAC 


12378 


GUCUGGAA GCCGAAAGGCGAGUGAGGUCU CGUGUUUG 


30753 


911 


10119 


UCCAACAU G UCCUCUGU 


12379 


ACAGAGGA GCCGAAAGGCGAGUGAGGUCU AUGUUGGA 


30754 


918 


10112 


UGUCCUCU G UUGUCAUC 


12380 


GAUGACAA GCCGAAAGGCGAGUGAGGUCU AGAGGACA 


30755 


921 


10109 


CCUCUGUU G UCAUCCAC 


12381 


GUGGAUGA GCCGAAAGGCGAGUGAGGUCU AACAGAGG 


30756 


939 


10091 


CUCCUCCU G CAUGGAUG 


12382 


CAUCCAUG GCCGAAAGGCGAGUGAGGUCU AGGAGGAG 


30757 


954 


10076 


UGGACCAC G UGGUUCUU 


12383 


AAGAACCA GCCGAAAGGCGAGUGAGGUCU GUGGUCCA 


30758 


957 


10073 


ACCACGUG G UUCUUCCG 


12384 


CGGAAGAA GCCGAAAGGCGAGUGAGGUCU CACGUGGU 


30759 


966 


10064 


UUCUUCCG 0 UAGGGACC 


12385 


GGUCCCUA GCCGAAAGGCGAGUGAGGUCU CGGAAGAA 


30760 


990 


10040 


CAGGGACA G C66A6CAA 


12386 


UUGCUCCG GCCGAAAGGCGAGUGAGGUCU UGUCCCUG 


30761 


995 


10035 


ACAGCGGA G CAAAUGGC 


12387 


GCCAUUUG GCCGAAAGGCGAGUGAGGUCU UCCGCUGU 


30762 


1002 


10028 


AGCAAAUG G CGUUGGCC 


12388 


GGCCAACG GCCGAAAGGCGAGUGAGGUCU CAUUUGCU 


30763 


1004 


10026 


CAAAUGGC G UUGGCCAU 


12389 


AUGGCCAA GCCGAAAGGCGAGUGAGGUCU GCCAUUUG 


30764 


1008 


10022 


UGGCGUUG G CCAU6AGC 


12390 


GCUCAUGG GCCGAAAGGCGAGUGAGGUCU CAACGCCA 


30765 


1015 


10015 


GGCCAUGA G CCGCAGGU 


12391 


ACCUGCGG GCCGAAAGGCGAGUGAGGUCU UCAUGGCC 


30766 
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1018 


10012 


CAUGAGCC G CAGGUCUC 


12392 


GAGACCUG GCCGAAAGGCGAGUGAQGUCU GGCUCAUG 


30767 


1022 


10008 


AGCCGCAG G UCUCUUCU 


12393 


AGAAGAGA GCCGAAAGGCGAGUGAGGUCU CUGCGGCU 


30768 


1031 


9999 


UCUCUUCU G UGGAAGUA 


12394 


UACUUCCA GCCGAAAGGCGAGUGAGGUCU AGAAGAGA 


30769 


1037 


9993 


CUGUGGAA G UACAGAA6 


12395 


CUUCU6UA GCCGAAAGGCGAGUGAGGUCU UUCCACAG 


30770 


1045 


9985 


GUACAGAA G CAGCGACA 


12396 


UGUGGCUG GCCGAAAGGCGAGUGAGGUCU UUCUGUAC 


30771 


1048 


9982 


CAGAAGCA G CCACAUCU 


12397 


A6AUGUGG GCCGAAAGGCGAGUGAGGUCU UGCUUCUG 


30772 


1059 


9971 


ACAUCUG6 G CAUAAGAC 


12398 


GUCUUAUG GCCGAAAGGCGAGUGAGGUCU CCAGAUGU 


30773 


1071 


9959 


AAGACUUA G CCAGACAA 


12399 


UUGUCUGG GCCGAAAGGCGAGUGAGGUCU UAAGUCUU 


30774 


1080 


9950 


CCAGACAA G CAGUGUCG 


12400 


CGACACUG GCCGAAAGGCGAGUGAGGUCU UUGUCUGG 


30775 


1083 


9947 


GACAAGCA G UGUCGCGG 


12401 


CCGCGACA GCCGAAAGGCGAGUGAGGUCU UGCUUGUC 


30776 


1085 


9945 


CAAGCAGU G UCGCGGAC 


12402 


GUCCGCGA GCCGAAAGGCGAGUGAGGUCU ACUGCUUG 


30777 


1088 


9942 


GCAGUGUC G CGGACGUU 


12403 


AACGUCCG GCCGAAAGGCGAGUGAGGUCU GACACUGC 


30778 


1094 


9936 


UCGCGGAC G UUCCAUCC 


12404 


GGAUGGAA GCCGAAAGGCGAGUGAGGUCU GUCCGCGA 


30779 


1104 


9926 


UCCAUCCG G CCCCUGGA 


12405 


UCCAGGGG GCCGAAAGGCGAGUGAGGUCU CGGAUGGA 


30780 


1118 


9912 


GGAGAUAU G CGAGCUCU 


12406 


AGAGCUCG GCCGAAAGGCGAGUGAGGUCU AUAUCUCC 


30781 


1122 


9906 


AUAUGCGA G CUCUGCCU 


12407 


AGGCAGAG GCCGAAAGGCGAGUGAGGUCU UCGCAUAU 


30782 


1127 


9903 


CGAGCUCU G CCUACCAA 


12408 


UUGGUAGG GCCGAAAGGCGAGUGAGGUCU AGAGCUCG 


30783 


1144 


9886 


UUCAUCCU G UCCUCGGC 


12409 


GCCGAGGA GCCGAAAGGCGAGUGAGGUCU AGGAUGAA 


30784 


1151 


9879 


UGUCCUCG G CAUGGAAC 


12410 


GUUCCAUG GCCGAAAGGCGAGUGAGGUCU CGAGGACA 


30785 


1165 


9865 


AACCACCA G UGUUCUUC 


12411 


GAAGAACA GCCGAAAGGCGAGUGAGGUCU UGGUGGUU 


30786 


1167 


9863 


CCACCAGU G UUCUUCCA 


12412 


UGGAAGAA GCCGAAAGGCGAGUGAGGUCU ACUGGUGG 


30787 


1194 


9836 


UCAAUUCA G UGAAAUGG 


12413 


CCAUUUCA GCCGAAAGGCGAGUGAGGUCU UGAAUUGA 


30788 


1202 


9828 


GUGAAAUG G UUUGAGCA 


12414 


UGCUCAAA GCCGAAAGGCGAGUGAGGUCU CAUUUCAC 


30789 


1208 


9822 


UGGUUUGA G CAAAAUGG 


12415 


CCAUUUUG GCCGAAAGGCGAGUGAGGUCU UCAAACCA 


30790 


1222 


9808 


UGGAACCU G CUGCCAAU 


12416 


AUUGGCAG GCCGAAAGGCGAGUGAGGUCU AGGUUCCA 


30791 


1225 


9805 


AACCUGCU G CCAAUCAU 


12417 


AUGAUUGG GCCGAAAGGCGAGUGAGGUCU AGCAGGUU 


30792 


1242 


9788 


ACCAUCCA G UUGACGGU 


12418 


ACCGUCAA GCCGAAAGGCGAGUGAGGUCU UGGAUGGU 


30793 


1249 


9781 


AGUUGACG G UUUCCACU 


12419 


AGUGGAAA GCCGAAAGGCGAGUGAGGUCU CGUCAACU 


30794 


1265 


9765 


UCUUGGAU G UCUUUGCG 


12420 


CGCAAAGA GCCGAAAGGCGAGUGAGGUCU AUCCAAGA 


30795 


1271 


9759 


AUGUCUUU G CGAACCUU 


12421 


AAGGUUCG GCCGAAAGGCGAGUGAGGUCU AAAGACAU 


30796 


1287 


9743 


UUGACAUA G CAUU6AGG 


12422 


CCUCAAUG GCCGAAAGGCGAGUGAGGUCU UAUGUCAA 


30797 


1298 


9732 


UUGAGGAA G UGGAGCGA 


12423 


UCGCUCCA GCCGAAAGGCGAGUGAGGUCU UUCCUCAA 


30798 


1303 


9727 


GAAGUGGA G CGAGGUGG 


12424 


CCACCUCG GCCGAAAGGCGAGUGAGGUCU UCCACUUC 


30799 


1308 


9722 


GGAGCGAG G UGGCAAAG 


12425 


CUUUGCCA GCCGAAAGGCGAGUGAGGUCU CUCGCUCC 


30800 


1311 


9719 


GCGAGGUG G CAAAGCGA 


12426 


UCGCUUUG GCCGAAAGGCGAGUGAGGUCU CACCUCGC 


30801 


1316 


9714 


GUGGCAAA G CGAUCGUC 


12427 


GACGAUCG GCCGAAAGGCGAGUGAGGUCU UUUGCCAC 


30802 


1322 


9708 


AAGCGAUC G UCCAGGGG 


12428 


CCCCUGGA GCCGAAAGGCGAGUGAGGUCU GAUCGCUU 


30803 


1330 


9700 


GUCCAGGG G CUUUACCA 


12429 


UGGUAAAG GCCGAAAGGCGAGUGAGGUCU CCCUGGAC 


30804 


1343 


9687 


ACCACACA G UCAUCUCC 


12430 


GGAGAUGA GCCGAAAGGCGAGUGAGGUCU UGUGUGGU 


30805 


1359 


9671 


CACUGACA G CCAUGCGG 


12431 


CCGCAUGG GCCGAAAGGCGAGUGAGGUCU UGUCAGUG 


30806 


1364 


9666 


ACAGCCAU G CGGCUGAG 


12432 


CUCAGCCG GCCGAAAGGCGAGUGAGGUCU AUGGCUGU 


30807 


1367 


9663 


GCCAUGCG G CUGAGUCU 


12433 


AGACUCAG GCCGAAAGGCGAGUGAGGUCU CGCAUGGC 


30808 


1372 


9658 


GCGGCUGA G UCUUUCUU 


12434 


AAGAAAGA GCCGAAAGGCGAGUGAGGUCU UCAGCCGC 


30809 


1396 


9634 


CUCAAACA G CCAGGUCC 


12435 


GGACCUGG GCCGAAAGGCGAGUGAGGUCU UGUUUGAG 


30810 


1401 


9629 


ACAGCCAG G UCCUGACU 


12436 


AGUCAGGA GCCGAAAGGCGAGUGAGGUCU CUGGCUGU 


30811 


1414 


9616 


GACUUUGG G UCCUUUCC 


12437 


GGAAAGGA GCCGAAAGGCGAGUGAGGUCU CCAAAGUC 


30812 


1428 


9602 


UCCCUUUU G UGAGUUUC 


12438 


GAAACUCA GCCGAAAGGCGAGUGAGGUCU AAAAGGGA 


30813 


1432 


9598 


UUUUGUGA G UUUCUCCA 


12439 


UGGAGAAA GCCGAAAGGCGAGUGAGGUCU UCACAAAA 


30814 


1451 


9579 


UCAUCUGG G CCAAUCAC 


12440 


GUGAUUGG GCCGAAAGGCGAGUGAGGUCU CCAGAUGA 


30815 


1486 


9544 


CCUCACCA G CUGGACGQ 


12441 


CCGUCCAG GCCGAAAGQCGAGUGAGGUCU UGGUGAGG 


30816 


1494 


9536 


GCUGGACG G CCAGGUUG 


12442 


CAACCUGG GCCGAAAGGCGAGUGAGGUCU CGUCCAGC 


30817 


1499 


9531 


ACGGCCAQ G UUGGUGAA 


12443 


UUCACCAA GCCGAAAGGCGAGUGAGGUCU CUGGCCGU 


30818 


1503 


9527 


CCAGGUUG G UGAAAGUG 


12444 


CACUUUCA GCCGAAAGGCGAGUGAGGUCU CAACCUGG 


30819 


1509 


9521 


UGGUQAAA O UGUUUAGQ 


12445 


CCUAAACA GCCGAAAGGCGAGUGAGGUCU UUUCACCA 


30820 


1511 


9519 


GUGAAAGU G UUUAGGGC 


12446 


GCCCUAAA GCCGAAAGGCGAGUGAGGUCU ACUUUCAC 


30821 


1518 


9512 


UGUUUAGG G CGUAGGUG 


12447 


CACCUACG GCCGAAAGGCGAGUGAGGUCU CCUAAACA 


30822 


1520 


9510 


UUUAGGGC G UAGGUGAC 


12448 


GUCACCUA GCCGAAAGGCGAGUGAGGUCU GCCCUAAA 


30823 


1524 


9506 


GGGCGUAG G UGACAACU 


12449 


AGUUGUCA GCCGAAAGGCGAGUGAGGUCU CUACGCCC 


30824 


1534 


9496 


GACAACUU G UCCACUCC 


12450 


GGAGUGGA GCCGAAAGGCGAGUGAGGUCU AAGUUGUC 


30825 


1578 


9452 


CCAUGACG G UUCUUCCA 


12451 


UGGAAGAA GCCGAAAGGCGAGUGAGGUCU CGUCAUGG 


30826 


1590 


9440 


UUCCAUCA G CAGCCGGG 


12452 


CCCGGCUG GCCGAAAGGCGAGUGAGGUCU UGAUGGAA 


30827 


1593 


9437 


CAUCAGCA G CCGGGCGC 


12453 


GCGCCCGG GCCGAAAGGCGAGUGAGGUCU UGCUGAUG 


30828 
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1598 


9432 


GCAGCCGG G CGCAUCAC 


12454 


GUGAUGCG GCCGAAAGGCGAGUGAGGUCU CCGGCUGC 


30829 


1600 


9430 


AGCCGGGC G CAUCACUU 


12455 


AAGUGAUG GCCGAAAGGCGAGUGAGGUCU GCCCGGCU 


30830 


1619 


9411 


ACAACUUU G UGACGA.ua. 


12456 


UAUCGUCA GCCGAAAGGCGAGUGAGGUCU AAAGUUGU 


30831 


1629 


9401 


GACGAUAG G UGAGCUCA 


12457 


UGAGCUCA GCCGAAAGGCGAGUGAGGUCU CUAUCGUC 


30832 


1633 


9397 


AUAGGUGA G CUCAAUGA 


12458 


UCAUUGAG GCCGAAAGGCGAGUGAGGUCU UCACCUAU 


30833 


1644 


9386 


CAAUQAUG G CCCUGGCA 


12459 


UGCCAGGG GCCGAAAGGCGAGUGAGGUCU CAUCAUUG 


30834 


1650 


9380 


UGGCCCUG G CAAGACGC 


12460 


GCGUCUUG GCCGAAAGGCGAGUGAGGUCU CAGGGCCA 


30835 


1657 


9373 


GGCAAGAC G CCGAUGUU 


12461 


AACAUCGG GCCGAAAGGCGAGUGAGGUCU GUCUUGCC 


30836 


1663 


9367 


ACGCCGAU G UUCCCCAU 


12462 


AUGGGGAA GCCGAAAGGCGAGUGAGGUCU AUCGGCGU 


30837 


1675 


9355 


CCCAUCAA Q CAGCUCAA 


12463 


UUGAGCUG GCCGAAAGGCGAGUGAGGUCU UUGAUGGG 


30838 


1678 


9352 


AUCAAGCA G CUCAAGCA 


12464 


UGCUUGAG GCCGAAAGGCGAGUGAGGUCU UGCUUGAU 


30839 


1684 


9346 


CAGCUCAA G CACCUUAG 


12465 


CUAAGGUQ GCCGAAAGGCGAGUGAGGUCU UUGAGCUG 


30840 


1692 


9338 


GCACCUUA G CUUCAUUU 


12466 


AAAUGAAG GCCGAAAGGCGAGUGAGGUCU UAAGGUGC 


30841 


1706 


9324 


UUUUCCAA G UCAGCUCU 


12467 


AGAGCUGA GCCGAAAGGCGAGUGAGGUCU UUGGAAAA 


30842 


1710 


9320 


CCAAGUCA G CUCUCGUG 


12468 


CACGAGAG GCCGAAAGGCGAGUGAGGUCU UGACUUGG 


30843 


1716 


9314 


CAGCUCUC G UGAUGCGG 


12469 


COGCAUCA GCCGAAAGGCGAGUGAGGUCU GAGAGCUG 


30844 


1721 


9309 


CUCGUGAU G CGGGUGUC 


12470 


GACACCCG GCCGAAAGGCGAGUGAGGUCU AUCACGAG 


30845 


1725 


9305 


UGAUGCGG G UGUCCCAG 


12471 


CUGGGACA GCCGAAAGGCGAGUGAGGUCU CCGCAUCA 


30846 


1727 


9303 


AUGCGGGU G UCCCAGCC 


12472 


GGCUGGGA GCCGAAAGGCGAGUGAGGUCU ACCCGCAU 


30847 


1733 


9297 


GUGUCCCA G CCAGCUGU 


12473 


ACAGCUGG GCCGAAAGGCGAGUGAGGUCU UGGGACAC 


30848 


1737 


9293 


CCCAGCCA G CUGUGUCA 


12474 


UGACACAG GCCGAAAGGCGAGUGAGGUCU UGGCUGGG 


30849 


1740 


9290 


AGCCAGCU G UGUCAUCA 


12475 


UGAUGACA GCCGAAAGGCGAGUGAGGUCU AGCUGGCU 


30850 


1742 


9288 


CCAGCUGU G UCAUCAGC 


12476 


6CUGAUGA GCCGAAAGGCGAGUGAGGUCU ACAGCUGG 


30851 


1749 


9281 


UGUCAUCA G CAUAGAUC 


12477 


GAUCUAUG GCCGAAAGGCGAGUGAGGUCU UGAUGACA 


30852 


1760 


9270 


UAGAUCUU G CCCCCAGG 


12478 


CCUGGGGG GCCGAAAGGCGAGUGAGGUCU AAGAUCUA 


30853 


1768 


9262 


GCCCCCAG G CCGGGUGC 


12479 


GCACCCGG GCCGAAAGGCGAGUGAGGUCU CUGGGGGC 


30854 


1773 


9257 


CAGGCCGG G UGCCAACU 


12480 


AGUUGGCA GCCGAAAGGCGAGUGAGGUCU CCGGCCUG 


30855 


1775 


9255 


GGCCGGGU G CCAACUUC 


12481 


GAAGUUGG GCCGAAAGGCGAGUGAGGUCU ACCCGGCC 


30856 


1786 


9244 


AACUUCAC G CAGGAUGU 


12482 


ACAUCCUG GCCGAAAGGCGAGUGAGGUCU GUGAAGUU 


30857 


1793 


9237 


CGCAGGAU G UAACCCAG 


12483 


CUGGGUUA GCCGAAAGGCGAGUGAGGUCU AUCCUGCG 


30858 


1801 


9229 


GUAACCCA G UUUUUGGA 


12484 


UCCAAAAA GCCGAAAGGCGAGUGAGGUCU UGGGUUAC 


30859 


1811 


9219 


UUUUGGAG G CCCAAGCC 


12485 


GGCUUGGG GCCGAAAGGCGAGUGAGGUCU CUCCAAAA 


30860 


1817 


9213 


AGGCCCAA G CCCUCGAC 


12486 


GUCGA6GG GCCGAAAGGCGAGUGAGGUCU UUGGGCCU 


30861 


1838 


9192 


CCUCCUGA Q UUCUCJUCU 


12487 


AGAAAGAA GCCGAAAGGCGAGUGAGGUCU UCAGGAGG 


30862 


1852 


9178 


UCUUCCAA G CCAGUGGU 


12488 


ACCACUG6 GCCGAAAGGCGAGUGAGGUCU UUGGAA6A 


30863 


1856 


9174 


CCAAGCCA G UGGUCUUC 


12489 


GAAGACCA GCCGAAAGGCGAGUGAGGUCU UGGCUUGG 


30864 


1859 


9171 


AGCCAGUG G UCUUCAUU 


12490 


AAUGAAGA GCCGAAAGGCGAGUGAGGUCU CACUGGCU 


30865 


1881 


9149 


AACCCAGA G CCUCGAAC 


12491 


GUUCGAGG GCCGAAAGGCGAGUGAGGUCU UCUGGGUU 


30866 


1898 


9132 


UCCAGAAA G CGAGCUCC 


12492 


GGAGCUCG GCCQATIAGGCGAGUGAGGUCU UUUCUGGA 


30867 


1902 


9128 


GAAAGCGA G CUCCGAGC 


12493 


GCUCGGAG GCCGAAAGGCGAGUGAGGUCU UCGCUUUC 


30868 


1909 


9121 


AGCUCCGA G CCACAUGA 


12494 


UCAUGUGG GCCGAAAGGCGAGUGAGGUCU UCGGAGCU 


30869 


1926 


9104 


ACCAAAUG G CUCUGCUU 


12495 


AAGCAGAG GCCGAAAGGCGAGUGAGGUCU CAUUUGGU 


30870 


1931 


9099 


AUGGCUCU G CUUCCCUU 


12496 


AAGGGAAG GCCGAAAGGCGAGUGAGGUCU AGAGCCAU 


30871 


1941 


9089 


UUCCCUUG G CCUUUCCG 


12497 


CGGAAAGG GCCGAAAGGCGAGUGAGGUCU CAAGGGAA 


30872 


1960 


9070 


CUCUCCGG G UUUUUUCU 


12498 


AGAAAAAA GCCGAAAGGCGAGUGAGGUCU CCGGAGAG 


30873 


1985 


9045 


CCCAUCAU G UUGUAAAU 


12499 


AUUUACAA GCCOAAAGGCGAGUGAGGUCU AUGAUGGG 


30874 


1988 


9042 


AUCAUGUU G UAAAUGCA 


12500 


UGCAUUUA GCCGAAAGGCGAGUGAGGUCU AACAUGAU 


30875 


1994 


9036 


UUGUAAAU G CAA6UGUG 


12501 


CACACUUG GCCGAAAGGCGAGUGAGGUCU AUUUACAA 


30876 


1998 


9032 


AAAUGCAA G UGUGACAU 


12502 


AUGUCACA GCCGAAAGGCGAGUGAGGUCU UUGCAUUU 


30877 


2000 


9030 


AUGCAAGU G UGACAUUC 


12503 


GAAUGUCA GCCGAAAGGCGAGUGAGGUCU ACUUGCAU 


30878 


2014 


9016 


UUCCCCCC G CAGAUGUG 


12504 


CACAUCUG GCCGAAAGGCGAGUGAGGUCU GGGGGGAA 


30879 


2020 


9010 


CCGCAGAU G UGCCUCGC 


12505 


GCGAGGCA GCCGAAAGGCGAGUGAGGUCU AUCUGCGG 


30880 


2022 


9008 


GCAGAUGU G CCUCGCGC 


12506 


GCGCGAGG GCCGAAAGGCGAGUGAGGUCU ACAUCUGC 


30881 


2027 


9003 


UGUGCCUC G GGCUCCUC 


12507 


GAGGAGCG GCCGAAAGGCGAGUGAGGUCU GAGGCACA 


30882 


2029 


9001 


UGCCUCGC! G CUCCUCAtI 






30883 


2070 


6960 


CUUCAACU G CUUCUCUG 


12509 


CAGAGAAG GCCGAAAGGCGAGUGAGGUCU AGUUGAAG 


30884 


2079 


6951 


CUUCUCUG G CGCUCCUC 


12510 


GAGGAGCG GCCGAAAGGCGA6UGIAGGUCU CAGAGAAG 


30885 


2081 


8949 


UCUCUGGC G CUCCUCCA 


12511 


UGGAGQAG GCCGAAAGGCGAGUGAGGUCU GCCAQAGA 


30886 


2098 


8932 


UUGAUUCU G CUCUUCAA 


12512 


UUGAAGA6 GCCGAAAGGCGAGUGAGGUCU AGAAUCAA 


30887 


2112 


8918 


CAAACAUG G CACCCAAA 


12513 


UUUGGGUG GCCGAAAGGCGAGUGAGGUCU CAUGUUUG 


30888 


2121 


8909 


CACCCAAA G CUGCAUUG 


12514 


CAAUGCAG GCCGAAAGGCGAGUGAGGUCU UUUGGGUG 


30889 


2124 


8906 


CCAAAGCU 0 CAUUGCUO 


12515 


CAOCAAUG GCCGAAAGGCGAGUGAGGUCU AGCUUUGG 


30890 
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2129 


8901 


GCUGCAUU G CUGUUGAC 


12516 


GUCAACAG GCCGAAAGGCGAGUGAGGUCU AAUGCAGC 


30891 


2132 


8898 


GCAtJDGCU G UUGACCUU 


12517 


AAGGUCAA GCCGAAAGGCGAGUGAGGUCU AGCAAUGC 


30892 


2162 


8368 


UCUCGAGA G CACAUUCU 


12518 


AGAAUGUO GCCGAAAGGCGAGUGAGGUCU UCUCGAGA 


30893 


2176 


8854 


UCUGGGAC G UUUUUCUC 


12519 


GAGAAAAA GCCGAAAGGCGAGUGAGGUCU GUCCCA6A 


30894 


2187 


8843 


UUUCUCUG G CCAAAAAC 


12520 


GUUUUUGG GCCGAAAGGCGAGUGAGGUCU CAGAGAAA 


30895 


2196 


8834 


CCAAAAAC G CCCACAAC 


12521 


GUUGUGGG GCCGAAAGGCGAGUGAGGUCU GUUUUUGG 


30896 


2207 


8823 


CACAACCA G UUGGUGGU 


12522 


ACCACCAA GCCGAAAGQC6AGUGAGGUCU UGGUUOUG 


30897 


2211 


8819 


ACCAGUUG G UGGUCQCA 


12523 


UGAGACCA GCCGAAAGGCGAGUGAGGUCU CAACUGGU 


30898 


2214 


8316 


AGUUGGUG G UCUCAUUG 


12524 


CAAUGAGA GCCGAAAGGCGAGUGAGGUCU CACCAACU 


30899 


2224 


8306 


CUCAUUGA G CACGUACU 


12525 


AGUACGUG GCCGAAAGGCGAGUGAGGUCU UCAAUGAG 


30900 


2228 


8802 


UUGAGCAC G UACUUCAC 


12526 


GUGAAGUA GCCGAAAGGCGAGUGAGGUCU GUGCUCAA 


30901 


2245 


8785 


UCCUUCUG G CX3GUUCAG 


12527 


CUGAACCG GCCGAAAGGCGAGUGAGGUCU CAGAAGGA 


30902 


2248 


8782 


UUCUOQCG 0 UnCAiOGAO 


12528 


CUCCUGAA OCCGAAAGGOQAGUQAaGUCU CXSCCAOAA 


30903 


2256 


8774 


GUUCA6GA G CUUUOGUQ 


12529 


CACGAAAG GCCGAAAGGCGAGUGAGGUCU UCCUGAAC 


30904 


2262 


8768 


GAGCUUUC G UGUCCACC 


12530 


GGUGGACA GCCGAAAGGCGAGUGAGGUCU GAAAGCUC 


30905 


2264 


8766 


GCUUUCGU G UCCACCUU 


12531 


AAGGUGGA GCCGAAAGGCGAGUGAGGUCU ACGAAAGC 


30906 


2287 


8743 


GAACACUC G CUGCUGCC 


12532 


GGCAGCAG GCCGAAAGGCGAGUGAGGUCU 6AGUGUUC 


30907 


2290 


8740 


CACUCGCU G CUGCCCGA 


12533 


UCGGGCAG GCCGAAAGGCGAGUGAGGUCU AGCGAGUG 


30908 


2293 


8737 


UCGCUGCU G CCCGAAGG 


12534 


CCUUCGGG GCCGAAAGGCGAGUGAGGUCU AGCAGCGA 


30909 


2304 


8726 


CGAAGGGA G UAGUGUCA 


12535 


UGACACUA GCCGAAAGGCGAGUGAGGUCU UCCCUUCG 


30910 


2307 


8723 


AGGGAGUA G UGUCAGUC 


12536 


GACUGACA GCCGAAAGGCGAGUGAGGUCU UACUCCCU 


30911 


2309 


8721 


GGAGUAGU G UCA6UCAU 


12537 


AUGACUGA GCCGAAAGGCGAGUGAGGUCU ACUACUCC 


30912 


2313 


8717 


UAGUGUCA G UCAUGGCC 


12538 


GGCCAUGA GCCGAAAGGCGAGUGAGGUCU UGACACUA 


30913 


2319 


8711 


CAGUCAUG G CCAUGGUG 


12539 


CACCAUGG GCCGAAAGGCGAGUGAGGUCU CAUQACUG 


30914 


2325 


8705 


UGGCCAUG G UGGUAACA 


12540 


UGUUACCA GCCGAAAGGCGAGUGAGGUCU CAUGGCCA 


30915 


2328 


8702 


CCAUGGUG G UAACAUUC 


12541 


GAAUGUUA GCCGAAAGGCGAGUGAGGUCU CACCAUGG 


30916 


2337 


8693 


UAACAUUC G UGAUGGUG 


12542 


CACCAUCA GCCGAAAGGCGAGUGAGGUCU GAAUGUUA 


30917 


2343 


8687 


UCGUGAUG G UGUCCCAU 


12543 


AUGGGACA GCCGAAAGGCGAGUGAGGUCU CAUCACGA 


30918 


2345 


8685 


GUGAUGGU G UCCCAUGG 


12544 


CCAUGGGA GCCGAAAGGCGAGUGAGGUCU ACCAUCAC 


30919 


2353 


8677 


GUCCCAUG G UUUUGAGA 


12545 


UCUCAAAA GCCGAAAGGCGAGUGAGGUCU CAUGGGAC 


30920 


2365 


8665 


UGA6AGGA G CCUGACCA 


12546 


UGGUCAG6 GCCGAAAGGCGAGUGAGGUCU UCCUCUCA 


30931 


2386 


8644 


AUUQACCA Q CQAACUGG 


12547 


CCAGUUCG GCCGAAAGQCGAGUGAGQUCU UQGUCAAU 


30922 


2394 


8636 


GCGAACUG G CGGAGCCU 


12548 


AGGCUCCG GCCGAAAGGCGAGUGAGGUCU CAGUUCGC 


30923 


2399 


8631 


CUGGCGGA G CCUGUGGG 


12549 


CCCACAGG GCCGAAAGGCGAGUGAGGUCU UCCGCCAG 


30924 


2403 


8627 


CGGAGCCU G UGGGCUUC 


12550 


GAAGCCCA GCCGAAAGGCGAGUGAGGUCU AGGCUCCG 


30925 


2407 


8623 


GCCUGUGG G CUUCACAU 


12551 


AUGUGAAG GCCGAAAGGCGAGUGAGGUCU CCACAGGC 


30926 


2423 


8607 


UCAUAACU G CCGUGAUA 


12552 


UAUCACGG GCCGAAAGGCGAGUGAGGUCU AGUUAUGA 


30927 


2426 


8604 


UAACUGCC G UGAUAGUU 


12553 


AACUAUCA GCCGAAAGGCGAGUGAGGUCU GGCAGUUA 


30928 


2432 


8598 


CCGUGAUA G UUCCAGGU 


12554 


ACCUGGAA GCCGAAAGGCGAGUGAGGUCU UAUCACGG 


30929 


2439 


8591 


A6UUCCAQ O UUCUAUAU 


12555 


AUAUAGAA GCCGAAAGGCGAGUGAGGUCU CUGGAACU 


30930 


2450 


8580 


CUAUAUGG G UGGUUCUC 


12556 


GAGAACCA GCCGAAAGGCGAGUGAGGUCU CCAUAUAG 


30931 


2453 


8577 


UAUGGGUG G UUCUCAUC 


12557 


GAUGAGAA GCCGAAAGGCGAGUGAGGUCU CACCCAUA 


30932 


2462 


8568 


UUCUCAUC G UG6UGCCA 


12558 


UGGCACCA GCCGAAAGGCGAGUGAGGUCU GAUGAGAA 


30933 


2465 


6565 


UCAUCGUG Q UQCCACGU 


12559 


ACGUGGCA GCCGAAAGGCGAGUGAGGUCU CACGAUGA 


30934 


2467 


8563 


AUCGUGGU G CCACGUCG 


12560 


CGACGUGG GCCGAAAGGCGAGUGAGGUCU ACCACGAU 


30935 


2472 


8558 


GGUGCCAC G UCa^ACUG 


12561 


CAGUUCQA GCCGAAAGGCGAGUGAGGUCU GUOGCACC 


30936 


2480 


8550 


GUCGAACU G UACUCACG 


12562 


CGUGAGUA GCCGAAAGGCGAGUGAGGUCU AGUUCGAC 


30937 


2488 


8542 


GUACUCAC G CCUQAGUC 


12563 


GACUCAGG GCCGAAAGGCGAGUGAGGUCU GUGAGUAC 


30938 


2494 


8536 


ACGCCUGA G UCGUUCAA 


12564 


UUGAACGA GCCGAAAGGCGAGUGAGGUCU UCAGGCGU 


30939 


2497 


8533 


CCUGAGUC G UUCAAUCC 


12565 


GGAUUGAA GCCGAAAGGCGAGUGAGGUCU GACUCAGG 


30940 


2507 


8523 


UCAAUCCU G UUCUUGAU 


12566 


AUCAAQAA GCCGAAAGGCGAGUGAGGUCU AGGAUUGA 


30941 


2523 


8507 


UUUUACUG 6 U6UCU6AG 


12567 


CUCAGACA GCCGAAAGGCGAGUGAGGUCU CAGUAAAA 


30942 


2525 


8505 


UUACUGGU G UCUGAGUU 


12568 


AACUCAQA GCCGAAAGGCGAGUGAGGUCU ACCAGUAA 


30943 


2531 


8499 


GUGUCUGA G UUGAGCAG 


12569 


CUGCUCAA GCCGAAAGGCGAGUGAGGUCU UCAGACAC 


30944 


2536 


8494 


UGAGUUGA G CAGGGGUU 


12570 


AACCCCUG GCCGAAAGGCGAGUGAGGUCU UCAACUCA 


30945 


2542 


6488 


QAGCAGGG G UUUUCCCA 


12571 


UGGGAAT^ GCCGAAAGGCGAGUGAGGUCU CCCUGCUC 


30946 


2553 


8477 


UUCCCACC G CCCUGGUU 


12572 


AACCAGGG GCCGAAAGGCGAGUGAGGUCU GGUGGGAA 


30947 


2559 


8471 


CCGCCCUG G UUCCACUU 


12573 


AAOUQQAA GCOQAAAaOCGAGUGAGGUCU CAGGGCGG 


30948 


2573 


8457 


CUUCCCAA G UUUACAUC 


12574 


GAUGUAAA GCCGAAAGGCGAGUGAGGUCU UUGGGAAG 


30949 


2568 


8442 


UCUUCCUC G UAUUGGGG 


12575 


CCCCAAUA GCCGAAAGGCGAGUGAGGUCU GAGGAAGA 


30950 


2596 


8434 


GUAUUGGG G UCCCUUCC 


12576 


GGAAGGGA GCCGAAAGGCGAGUGAGGUCU CCCAAUAC 


30951 


2607 


6423 


CCUUCCAG 0 UCCUUUUU 


12577 


AAAAAGQA GCCGAAAGGCGAGUGAGGUCU CUGGAAGG 


30952 
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2632 


8398 


UCCUAGGA G CACCUGGC 


12578 


GCCAGGUG GCCGAAAGGCGAGUGAGGUCU UCCUAGGA 


30953 


2639 


8391 


AGCACCUG G CUGGUCAU 


12579 


AUGACCAG GCCGAAAGQCGAQUGAQGUCU CAQGUGCU 


30954 


2643 


8387 


CCUGGCUG G UCAUAUUC 


12580 


GAAUAUGA GCCGAAAGGCGAGUGAGGUCU CA6CCAGG 


30955 


2659 


8371 


CACUGAAU G UACCACAU 


12581 


AUGUGGUA GiCCGAAAGGCGAGUGAGGUCU AUUCAGUG 


30956 


2669 


8361 


ACCACAUU G CCUGAAGC 


12582 


GCUUCAGG GCCGAAA(KjCGAGUGAGGUCU AAUGUGGU 


30957 


2676 


8354 


UGCCUGAA 6 CUCGACUC 


12583 


GAGUCGAG GCCGAAAGGCGAGUGAGGUCU UUCAGGCA 


30958 


2699 


8331 


UACAUCUC G UGCQUGQA 


12584 


UCCACGCA GCCGAAAGGCGAGUGAGGUCU GAGAUQUA 


30959 


2701 


8329 


CAUCUCGU G CGUGGAAU 


12585 


AUUCCACG GCCGAAAGGCGAGUGAGGUCU ACGAGAUG 


30960 


2703 


8327 


UCUCGUGC G UGGAAUUC 


12566 


GAAUUCCA GCCGAAAGGCGAGUGAGGUCU GCACGAGA 


30961 


2713 


8317 


GGAAUUCC G UGAGAGU6 


12587 


CACUCUCA GCCGAAAGGCGAGUGAGGUCU GGAAUUCC 


30962 


2719 


8311 


CCGUGAGA G UGGGUUUC 


12588 


GAAACCCA GCCGAAAGGCGAGUGAGGUCU UCUCACGG 


30963 


2723 


8307 


GAGAGUGQ G UUUCUQAC 


12589 


GUCAGAAA GCCGAAAGGCGAGUGAGGUCU CCACUCUC 


30964 


2734 


8296 


UCUGACCA G UCCCCCCC 


12590 


GGGGGGGA GCCGAAAGGCGAGUGAGGUCU UGGUCAGA 


30965 


2750 


6260 


CCAUACCa Q CGUUGOAG 


12591 


CUCCAACG GCCGT^AAGGCGAGUGAGGUCU CGGUAUGG 


30966 


2752 


8278 


AUACCGGC G UUGGAGCA 


12592 


UGCUCCAA GCCGAAAGGCGAGUGAGGUCU GCCGGUAU 


30967 


2758 


8272 


GCGUUGGA G CAGCUCCA 


12593 


UGGAGCUG GCCGAAAGGCGAGUGAGGUCU UCCAACGC 


30968 


2761 


8265 


UUGGAGCA G CUCCAUCU 


12594 


AGAUGGAG GCCGAAAGGCGAGUGAGGUCU UGCUCCAA 


30969 


2785 


8245 


GACUUUCG G CAU6UA6G 


12595 


CCUACAUG GCCGAAAGGCGAGUGAGGUCU CGAAAGUC 


30970 


2789 


8241 


UaCGGCAU G UAGGGGCA 


12596 


UGCCCCUA GCCGAAAGGCGAGUGAGGUCU AUGCCGAA 


30971 


279B 


8235 


AUGUAGGG G CAGA6CAC 


12597 


GUGCUCUG GCCGAAAGGCGAGUGAGGUCU CCCUACAU 


30972 


2800 


6230 


GGGGCAGA G CACCUUCA 


12598 


UQAAGGUG GCCGAAAGGCGAGUQAGGUCU UCUGCCCC 


30973 


2810 


8220 


ACCUUCAC G CAAAAUUC 


12599 


GAAUUUUG GCCGAAAGGCGAGUGAGGUCU GUGAAGGU 


30974 


2824 


8206 


UUCCCUUG 6 CCCUCGGU 


12600 


ACCGAGGG GCCGAAAGGCGAGUGAGGUCU CAAGGQAA 


30975 


2831 


8199 


GGCCCUCG G UGCAGCCA 


12601 


UGGCUGCA GCCGAAAGGCGAGUGAGGUCU CGAGGGCC 


30976 


2833 


8197 


CCCUCGGU G CAGCCAGU 


12602 


ACUGGCUG GCCGA2^GGCGAGUGAGGUCU ACCGAGGG 


30977 


2836 


B194 


UCGGUGCA G CCAGUCCU 


12603 


AGGACUGG GCCGAAAGGCGAGUQAGGUCU UGCACCGA 


30978 


2840 


8190 


UGCAGCCA 6 UCCUCAAC 


12604 


GUUGAGGA GCCGAAAGGCGAGUGAGGUCU UGGCUGCA 


30979 


2868 


6162 


CCCGAAUC G UCCUAtJGC 


12605 


GCAUAGGA GCCGAAAGGCGAGUQAGGUCU GAUUCGGG 


30980 


2875 


8155 


C6UCCUAU G CUCUUCAA 


12606 


UUGAAGAG GCCGAAAGGCGAGUGAGGUCU AUAGGACG 


30981 


2889 


8141 


CAACCUCA G CACUUGAC 


12607 


GUCAAGUG GCCGAAAGGCGAGUGAGGUCU UQAGGUUG 


30982 


2912 


8118 


UCUCCGAU G UCACAAAG 


12608 


CUUUGUGA GCCGAAAGGCGAGUGAGGUCU AUCGGAGA 


30983 


2925 


8105 


AAA6GAGG G UGUCACAA 


12609 


UUGUGACA GCCGAAAGGCGAGUGAGGUCU CCUCCUUU 


30984 


2927 


8103 


AGGAGGGU G UCACAACA 


12610 


UGUUQUGA GCCGAAAGGCGAGUGAGGUCU ACCCUCCU 


30985 


2944 


8086 


CUCAGAAG G UCUGUAGA 


12611 


UCUACAGA GCCGAAAGGCGAGUGAGGUCU CUUCUGAG 


30986 


2948 


80B2 


GAAGGfUCU G UAGAACAC 


12612 


GUGUUCUA GCCGAAAGGCGAGUGAGGUCU AGACCUUC 


30987 


2976 


8054 


UCUUCAUG G UGACAAUG 


12613 


CAUUGUCA GCCGAAAGGCGAGUQAGGUCU CAUQAAGA 


30988 


2984 


8046 


GUGACAAU G UUCCAUCC 


12614 


GGAUGGAA GCCGAAAGGCGAGUGAGGUCU AUUGUCAC 


30969 


3001 


8029 


AUAACUUU G CACUAGUU 


12615 


AACUAGUG GCCGAAAGGCGAGUGAGGUCU AAAGUUAU 


30990 


3007 


8023 


UUGCACUA G UUC-GGGCU 


12616 


AGCCCCAA GCCGAAAGGCGAGUGAGGUCU UAGUGCAA 


30991 


3013 


8017 


VAQm^^QO G CUCUUCAU 


12617 


AUGAAGAG GCCGAAAGGCGAGUGAGGUCU CCCAACUA 


30992 


3022 


8008 


CUCUUCAU G UCCGGGAC 


12616 


GUCCCGGA GCCGAAAGGCGAGUGAGGUCU AUGAAGAG 


30993 


3032 


7998 


CCGGGACC G CCCUUUGU 


12619 


ACAAAGGG GCCGAAAGGCGAGUGAGGUCU GGUCCCGQ 


30994 


3039 


7991 


CGCCCUUU 6 UGUACCCU 


12620 


AGGGUACA GCCGAAAGGCGAGUGAGGUCU AAAGGGCG 


30995 


3041 


7989 


CCCUUUGU G UACCCUCU 


12621 


AGAGGGUA GCCGAAAGGCGAGUGAGGUCU ACAAAGGG 


30996 


3072 


7958 


UUUUUUGG G UUGCCAUA 


12622 


UAUGGCAA GCCGAAAGGCGAGUGAGGUCU CCAAAAAA 


30997 


3075 


7955 


UUUGGGUU 6 CCAUAUAG 


12623 


CUAUAUGG GCCGAAAGGCGAGUGAGGUCU AACCCAAA 


30998 


3083 


7947 


GCCAUAUA G UAACACCA 


12624 


UQGUGUUA GCCGAAAGGCGAGUGAGGUCU UAUAUGGC 


30999 


3095 


7935 


CACCAACC G CCUCUUCC 


12625 


GGAAGAGG GCCGAAAGGCGAGUGAGGUCU GGUUGGUG 


31000 


3113 


7917 


CAUCCAAG G UCAAUGAG. 


12626 


GUGAUUGA GCCGAAAGGCGAGUGAGGUCU CUUGGAUG 


31001 


3133 


7897 


UCCGACCO G UUCGAGAA 


12627 


UUCUCGAA GCCGAAAGGCGAGUGAGGUCU CGGUCGGA 


31002 


3148 


7862 


AAACCUCC G UUCGACCA 


12628" 


-'-UGGUCGAA GCCGAAAGGCGAGUGAGGUCU GGAGGUUU 


31003 


3157 


7873 


UUCGACCA G CCAUCUCA 


12629 


UGAGAUGG GCCQAAAG60GAGUGAGGUCU UG6UCGAA 


31004 


3166 


7864 


CCAUCUCA G"^ UUUUGCU6 


12630 


CAGChAAA iKAAaAAAQGBSA&UuAuoUt^ UGAISAUuu 


31005 


3171 


78S9 


UCA6UUUU G CU6UGCCC 


12631 


GGGCACAG QCGGAAAGOCQA0UGAGQUCU AAAACUOA 


31006 


3174 


7856 


GUUUUGCU G UGCCCCUA 


12632 


XXAGGGGCA GCCGAAAGGCGAGUGAGGUCU AGCAAAAC 


31007 


3176 


7854 


UUUGCUGU G CCCCUAGA 


12633 


UCUAGGGG GCCGAAAGGCGAGUGAGGUCU ACAGCAAA 


31008 


3193 


7837 


GACUGGAU G CCCUCCAG 


12634 


CUGGAGGG GCCGAAAGGCGAGUGAGGUCU AUCCAGUC 


31009 


3201 


7829 


GCCCUCCA G UQACAUUG 


12635 


CAAUGUCA GCCGAAAGGCGAGUGAGGUCU UGGAGGGC 


31010 


3209 


7821 


GUGACAUU G CCUUCUUU 


12636 


AAAGAAGG GCCGAAAGGCGAGUGAGGUCU AAUGUCAC 


31011 


3222 


7808 


CUUUCCUG G CGUGUUUU 


12637 


AAAACACG GCCGAAAGGCGAGUGAGGUCU CAGGAAAG 


31012 


3224 


7806 


UUCCUGGC G UGUUUUGC 


12638 


GCAAAACA GCCGAAAGGCGAGUGAGGUCU GCCAGQAA 


31013 


3226 


7804 


CCUGQCGU 0 UUUUQCCG 


12639 


CGGCAAAA GCCGAAAGGCGAGUGAGGUCU ACGCCAGG 


31014 
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3231 


7799 


CGUGUUUU G CCGCUGAG 


12640 


CUCAGCGQ GCaSAAAGGCQAGUQAGGUCU AAAACACG 


31015 


3234 


7796 


GUUUUGCC G CUGAGCGA. 


12641 


UCOCUCAQ 6C0GAAAQGCGAGUGAGGUCU GGCAAAAC 


31016 


3233 


7791 


OCCGOJOA 0 G6AUCGAC 


12642 


GUCX3AUCQ GCOGAAAGGCGAGUGAGGUCU UCAGOGGC 


31017 


3258 


7772 


CGAUGAOS G COTCUIJUO 


12643 


CAAAGAGG 6CCGAAAGGCGAGUGAGGUCU CAUCAUCQ 


31018 


3266 


7764 


GCCUCUUU 0 CGGUACCU 


12644 


AGGUACCG GCCGAAAGGCGAGUGAGGUCU AAAQAGGC 


31019 


3269 


7761 


UCUUUGCG G UACCUA.GU 


12645 


ACUAGGUA GCCGAAAGGCGAGUGAGGUCU CGCAAAGA 


31020 


3276 


7754 


GGXmCCUA 0 UGAACUCU 


12646 


AGAGUUCA GCCGAAAGGCGAGUGAGGUCU UAGGUACC 


31021 


3291 


7739 


CUUCOUUU G UCAUOJGG 


12647 


CCAGAUGA GCCGAAAGGCGAGUGAGGUCU AAAAGAAG 


31022 


3299 


7731 


GUCAUCUG G UUGAGUCU 


12648 


AGACUCAA GCCGAAAGGCGAGUGAGGUCU CAGAUGAC 


31023 


3304 


7726 


CUGGUUQA G UCUUUCUU 


12649 


AAQAAAGA GCCGAAAGGCGAGUGAGGUCU UCAACCAG 


31024 


3330 


7700 


CUCCCAAG G UGCGUCCU 


12650 


AGGACGCA GCCGAAAGGCGAGUGAGGUCU CUUGGGAG 


31025 


3332 


7698 


CCCAAGGU G CGUCCUUU 


12651 


AAAQGACG GCCGAAAGGCGAQUGAQGUCU ACCUUGGG 


31026 


3334 


7696 


OUVGGUGC G UCCUUUUG 


12652 


CAAAAGGA GCCGAAAGGCGAGUGAGGUCU GCACCUUG 


31027 


3342 


7688 


GUCCDuuu G ccca^ccu 


12653 


AGGUGGGG GCCGAAAGGCGAGUGAGGUCU AAAAGGAC 


31028 


335Q 


7672 


GCUUDUUA G UCCaOGUU 


12654 


AACCAGGA GCCGAAAGGCGAGUGAGGUCU UAAAAAGA 


31029 


3364 


7666 


UAGOCCUG G UUUUUCCA 


12655 


UGGAAAAA GCCGAAAGGCGAGUGAGGUCU CAGGACUA 


31030 


3374 


7656 


CJUmiCCAU G UUCUUUAU 


12656 


AUAAAGAA GCCGAAAGGCGAGUGAGGUCU AUGGAAAA 


31031 


3385 


7645 


CUUUAUGA G UGUCCAUG 


12657 


CAUGGACA GCCGAAAGGCGAGUGAGGUCU UCAUAAAG 


31032 


3387 


7643 


UUAUGAGU G UCCAUGUU 


12658 


AACAUGGA GCCGAAAGGCGAGUGAGGUCU ACUCAUAA 


31033 


3393 


7637 


GUGUCCAU G UUAUGGAU 


12659 


AUCCAUAA GCCGAAAGGCGAGUGAGGUCU AUGGACAC 


31034 


3424 


7606 


ACCCCCAC G CAUGAUGU 


12660 


ACAUCAUG GCCGAAAGGCGAGUGAGGUCU GUGGGGGU 


31035 


3431 


7599 


CGCAUGAU G UGQCAGAO 


12661 


GUCUGCCA GCCGAAAGGCGAGUGAGGUCU AUCAUGCG 


31036 


3434 


7596 


AUGAUGUG G CAGAGUCC 


12662 


GGACUCUG GCCGAAAGGCGAGUGAGGUCU CACAUCAU 


31037 


3439 


7591 


GUGGCAGA G UCCGAUGG 


12663 


CCAUCGGA GCCGAAAGGCGAGUGAGGUCU UCUGCCAC 


31038 


3447 


7583 


GUCCGAUG G CAGUUGUU 


12664 


AACAACUG GCCGAAAGGCGAGUQAGGUOJ CAUCGGAC 


31039 


3450 


7580 


CGAUGGCA G tJUGDUGCG 


12665 


CGCAACAA GCCGAAAGGCGAGUGAGGUCU UGCCAUCG 


31040 


3453 


7577 


UGGCAGUU G UUGCGUUC 


12666 


GAACGCAA GCCGAAAGGCGAGUGAGGUCU AACUGCCA 


31041 


3456 


7574 


CAGUUGUU G CGUUCCAA 


12667 


UUGGAACG GCCGAAAGGCGAGUGAGGUCU AACAACUG 


31042 


3458 


7572 


GUUGUUGC G UUCCAAAC 


12668 


GUUUGGAA GCCGAAAGGCGAGUGAGGUCU GCAACAAC 


31043 


3470 


7560 


CAAACAGA G CUUGCUCC 


12669 


GGAGCAAG GCCGAAAGGCGAGUGAGGUCU UCUGUUUG 


31044 


3474 


7556 


CAGAGCUU G CUCCAUUC 


12670 


GAAUGGAG GCCGAAAGGCGAGUGAGGUCU AAOCUCUG 


31045 


3490 


7540 


CUCCCAAA G CGUCACCG 


12671 


CGGUGACG GCCGAAAGGCGAGUGAGGUCU X}UUGGGAG 


31046 


3492 


7538 


CCCAAAGC G UCACCXSCU 


12672 


AGCGGUQA GCCGAAAGGCGAGUGAGGUCU GCUUUGGG 


31047 


3498 


7532 


GCGUCACC G CUGCGGCC 


12673 


GQCGGCAO GCCGAAAGGCGAGUGAGGUCU GGUGACGC 


31048 


3501 


7529 


UCACCGCU G CQGCCGUG 


12674 


CACGGCCG GCCGAAAGGCGAGUGAGGUCU AGCGGUGA 


31049 


3504 


7526 


CCGOJGCG G CCGUGAUC 


12675 


GAUCACGG GCCGAAAGGCGAGUGAGGUCU CGCAGCGG 


31050 


3507 


7523 


CDGCGQCC 0 UQAUCAAA 


12676 


UUUGAUCA GCCGAAAGGCGAGUGAGGUCU GGCCGCAO 


31051 


3522 


7508 


AAAUUCCG G CUUCUCGU 


12677 


ACGAGAAG QCCGAAAGOCOAGUGAOGUO; OGGAAUUU 


31052 


3529 


7501 


GGCUUCUC G UACUGUCU 


12676 


AOACAOUA GCCGAAAGGCGAGUGAGGUCU GAGAAGCC 


31053 


3534 


7496 


CDCGUAOJ G UCUUCACA 


1267S 


UBU6AAGA GCCGAAAGGCGAGUGAGGUCU AGUACGAG 


31054 


3548 


7482 


ACAGACGG G UlTGACUSVC 


12680 


GUAGUGAA GCCaAAAGGCGAOUGAGGUCU CCGUCUGU 


31055 


3561 


7469 


CUACUACU G CAGCUAGA 


12681 


UCUAGCUG GCCGAAAGGCGAGUGAGGUCU AGUAGUAG 


31056 


3564 


7466 


CUACUGCA G CUAGAGAC 


12682 


GUCUCUAG GCCGAAAGGCGAGUGAGGUCU UGCAGUAG 


31057 


3583 


7447 


CAAGAUCA G CAUGAUGU 


12683 


AQAUCAUG GCCGAAAGGCGAGUGAGGUCU UGAUCUUG 


31058 


3592 


7438 


CAUGAUCU G UCCAACOU 


12684 


AAGUUGGA GCCGAAAGGCGAGUGAGGUCU AGAUCAUG 


31059 


3607 


7423 


UUUCUUOJ G CAUGAUGG 


12685 


CCAUCAUQ GCCGAAAGGCGAGUGAGGUCU AGAAGAAA 


31060 


3616 


7414 


CAUGAUGG 6 UGUGGUGC 


12686 


. , GCACCACA GCCGAAAGGCGAGUGAGGUCU CCAUCAUG 


31061 


3618^. 


^ 7412 


UGAUGGGU G UGGU3CQC 


12687 


QCGCACCA GCCGAAAGGCGAGUGAGGUCU ACCCAUCA 


31062 


3621 


7409 


UGGGUGUG G UGCGCUCU 


12688 


AGAGCGCA GCCGAAAGGCGAGUGAGGUCU CACACCCA 


31063 


3623 


7407 


GGUGUGGU Q CGCUCUAA 


12689 


UUAGAGCG GCCGAAAGGCGAGUGAGGUCU ACCACACC 


31064 


3625 


7405 


UGUGGUGC G CUCUAAOU 


12690 


AAUUAGAG OCCa^AAGGCQAGUQAOGUCU GCACCACA 


31065 


3641 


7399 


UCUGGGAC Q UCCGUQGC 


12691 


GCCACGGA GCCGAAAGGCGAGUGAGGUCU GUCCCAGA 


31066 


3645 


7385 


GGACGUCC G UGGCCACG 


12692 


CGUGGCCA GCCGAAAGGCGAGUGAGGUCU GGACGUCC 


31067 


3648 


7332 


CQUCCGUO G CCACGAUG 


12693 


CAUCGUGG GCCGAAAGGCGAGUOAGaUCU CACGGACQ 


31068 


3656 


7374 


GCCACQAU Q CCAUCCAC 


12694 


GUGGAUGG GCCGAAAGGCGAGUGAGGUCU AUCGUGGC 


31069 


3669 


73 51 


CCACUACA Q CGUUCUUC 


12655 


GAAOAACQ GCOGAAAGGCGAGUGAGGUCU U6UA6UGG 


31070 


3671 


7359 


ACUACAGC G UUCUUCAU 


12696 


AUOAAGAA GCCGAAAGQCGAGUGAlGGUCU GCUGUAGU 


31071 


3687 


7343 


UGAUUCCG Q CCGCUGUC 


12697 


OACAOCGO GCCQAAAGQCGAGUGAGGUCU CGGAAUCA 


31072 


3690 


7340 


UUCCGQCC 3 CUGUCOGC 


12698 


6CGGACA6 GCCGAAAGGCGAGUGAGGUCU GGCCGGAA 


31073 


3693 


7337 


CGGCC6CU 0 UCC6CCGC 


12699 


GCGGOGGA GCCGAAAGGCGAGUGAGGUCU AQCGGCCG 


31074 


3697 


7333 


CXSCUGUCC 0 CCGCUQQG 


12700 


CCCAGCGG GCCGAAAGGCGAGUGAGGUCU GGACAGCG 


31075 


3700 


7330 


UGUCCGCC 0 CUQGGCUQ 


12701 


CAGCCCAG GCCGAAAGGCGAGUGAGGUCU GGOGGAGA 


31076 



360 



wo 02/068637 



Table X 



PCT/USOl/48350 



3705 


7325 


GCCGCUGG G CUGAGCGC 


12702 


GCGCUCAG GCCGAAAGGCGAGUGAGGUCU CCAGCGGC 


31077 


3710 


7320 


UGGGCUGA G CGGAUU6C 


12703 


GCAAUGOG GCGGAAAGGCGAGUGAG6UCU UCAGCCCA 


31076 


37X2 


7318 


GGCUGAGC G CA.UUGCCU 


12704 


AGGCAAUG GCOQAAAOQCGAGUGAGGaCU GCUCAGCC 


31079 


3717 


7313 


AGCGCAUU 0 CCUCAGCU 


12705 


AGCUGAGG OCCGAAAGGCGAGUGAGQUCU AAUGCGCU 


31080 


3723 


7307 


UOGCCUCA G CUUGCXZAA 


12706 


UUGGCAAG GCCGAAAGGCGAGUGAGGUCU UGAGGCAA 


31081 


3727 


7303 


CUCAGCUU Q CCAACCGG 


12707 


CCGGUUGG GCCGAAAGGCGAGUGAGGUCU AAGCUGAG 


31082 


3743 


7287 


GGAACCAU G UAGGCAUA 


12708 


UAUGCCUA GCCGAAAGGCGAGUGAGGUCU AUGGUUCC 


31083 


3747 


7283 


CCAUGUAG G CAUAGUGG 


12709 


CCACUADG GCCGAAAGGCGAGUGAGGUCU CUACAUGG 


31084 


3752 


7278 


UAGGCAUA G UGGCAAAA 


12710 


UUUUGCCA GCCGAAAGGCGAGUGAGGUCU UAUGCCUA 


31085 


3755 


7275 


GCAUAGUG G CAAAAAAG 


12711 


CUUUUUUG GCCGAAAGGCGAGUGAGGUCU CACUAUGC 


31086 


3766 


7264 


AAAAAGGA G UGX7UGCCG 


12712 


CGGCAACA GCCGAAAGGCGAGUGAGGUCU UCCUUUUU 


31087 


3768 


7262 


AAAGGAGU G UUQCOQCU 


12713 


AGCGGCAA GCCGAAAGGCGAGUGAGGUCU ACUCCUUU 


31088 


3771 


7259 


GGAGUGUU G CCGCOGUU 


12714 


AACAGCG6 GCCGAAAGGCGAGUGAGGUCU AACACUCC 


31089 


3774 


7256 


GUGUUGCC G CUGUUACC 


12715 


GGUAACAG GCCGAAAGGCGAGUGAGGUCa GGCAACAC 


31090 


3777 


7253 


UUGCCGCa G UUACCXSUA 


12716 


UACGGUAA GCCGAAAGGCGAGUGAGGUCU AGCGGCAA 


31091 


3783 


7247 


CUGUUACC G UAACGGUG 


12717 


CACCGUUA GCCGAAAGGCGAGUQAQQUCU GGUAACAG 


31092 


3789 


7241 


CCGUAACG G VGAGGGOG 


12710 


CACCCUCA GCCGAAAGGCGAGUGAGGUCU CGUUACGQ 


31093 


3795 


7235 


CGGUGAGG Q UGACUUGU 


12719 


ACAA6UCA GCCGAAAGGCGAGUGAGGUCU CCUCACCG 


31094 


3802 


7228 


GGUGACUU G UCCCCAGC 


12720 


GCUGGGGA GCCGAAAGGCGAGUGAGGUCU AAGUCACC 


31095 


3809 


7221 


UGUCCCCA G CAUCCGGC 


12721 


GCCGGAUG GCCGAAAGGCGAGUGAGGUCU UGGGGACA 


31096 


3816 


7214 


AGCAUCCG G CUGCUAGC 


12722 


GCUAGCAG GCCGAAAGGCGAGUGAGGUCU CGGAUGCU 


31097 


3819 


7211 


AUCCGGCU G CUAGCAGG 


12723 


CCUGCUAG GCCGAAAGGCGAGUGAGGUCU AGCCG6AU 


31098 


3823 


7207 


GGCUGCUA G CAGGAGAG 


12724 


CUCUCCUG GCCGAAAGGCGAGUGAGGUCU UAGCAGCC 


31099 


3831 


7199 


GCAGGAGA G CCQACACU 


12725 


AGUGUCGG GCCGAAAGGCGAGUGAGGUCU UCUCCUGC 


31100 


3660 


7170 


AAGGGGAA G CCUCQCGC 


12726 


GCGCGJiGG GCCGAAAGGCGAGUGAGGUCU UUCCCCUU 


31101 


3865 


7165 


GAAGCCUC G CGCGAGUG 


12727 


CACUCGCQ GCCGAAAGGCGAGUGAGGUCU GAGGCUUC 


31102 


3867 


7163 


AGCCUCGC G CGAGUGUG 


12728 


CACACUCG GCCGAAAGGCGAGUGAGGUCU GCGAGGCU 


31103 


3871 


7159 


UCGCGCGA G UGUGAAUA 


12729 


UAUUCACA GCCGAAAGGCGAGUGAGGUCU UCGCGCGA 


31104 


3873 


7157 


GCGCGAGU G UGAAUAGU 


12730 


ACUAUUCA GCCGAAAGGCGAGUGAGGUCU ACUCGCGC 


31105 


3880 


7150 


UGUGAAOA 0 UGCACUUG 


12731 


CAAGUGCA GCCGAAAGGCGAGUGAGGUCU UAUUCACA 


31106 


3882 


7148 


UGAAUAQU G CACUUGCC 


12732 


GGCAAGUG GCCGAAAGGCGAGUGAGGUCU ACUAUUCA 


31107 


3888 


7142 


GUGCACUU G CCUGAACG 


12733 


CGUUCAOG GCCOAAAGGCGAGUGAGGUCU AAGU6CAC 


31108 


3896 


7134 


GCCUGAAC G UUUAUUGA 


12734 


UCAAOAAA GCCGAAAGGCGAGUGAGGUCU GUUCAGGC 


31109 


3906 


7124 


UUAUUGAG G UCAAUGAG 


12735 


CUCAUUGA GCCGAAAGGCGAGUGAC-GUCU CUCAAUAA 


31110 


3915 


7115 


UCAAUGAG G UGUUGAUG 


12736 


CAUCAACA GCCGAAAGGCGAGUGAGGUCU CUCAUUGA 


31111 


3917 


7113 


AAUQAGGU G UUGAU6UA 


12737 


UACAUCAA GCCGAAAGGCGAGUGAGGUCU ACCUCAUU 


31112 


3923 


7107 


GUGUUGAU G UAAUCUGA 


12738 


UCAGAUUA GCCGAAAGGCGAGUGAGGUCU AUCAACAC 


31113 


3933 


7097 


AAUCUGAC G UGAUCAAA 


12739 


UUUGAUCA GCCGAAAGGCGAGUGAGGUCU GUCAGAUU 


31114 


3943 


7087 


GAUCAAAU G CUUUAGCA 


12740 


UGCUAAAG GCCGAAAGGCGAGUGAGGUCU AUUUGAUC 


31115 


3949 


7081 


AUGCUUUA G CAGUGGAG 


12741 


CUCCACUG GCCGAAAGGOQAGUGAGGUOJ UAAAGCAU 


31116 


3952 


7078 


CUUUAGCA G UGGAGUGA 


12742 


UCACUCCA GCCGAAAGGCGAGUGAGGUCU UGCUAAAG 


31117 


3957 


7073 


GCAGUGGA G UGAGGACC 


12743 


GGUCCUCA GCCGAAAGGCGAGUGAGGUCU UCCACUGC 


31118 


3966 


7064 


UGAGQACC G CUGUUGUC 


12744 


GACAACAG GCCGAAAGGCGAGUGAGGUCU GGUCCUCA 


31119 


3969 


7061 


GGACCGCU G UUGUCACA 


12745 


UGUGACAA GCCGAAAGGCGAGUGAGGUCU AGCGGUCC. . 


31120 


3972 


705B 


CCGCUGUU G UCACAGCG 


12746 


CGCUGUGA GCCGAAAGGCGAGUGAGGUCU AACAGCGG 


31121. 


3978 


7052 


UUGUCACA G CGUACAGU 


12747 


ACUGUACG GCCGAAAGGCGAGUGAGGUCU UGUGACAA 


31122 


3980 


7050 


GUCACAGC G UACAGUGA 


12748 


UCACUGUA GCCGAAAGGCGAGUGAGGUCU GCUGUGAC 


31123 


3985 


7045 


AGCGUACA 6 U6ACCAG6 


12749 


CCUGGUCA GCCGAAAGGCGAGUGAGGUCU UGUACGCU 


31124 


3993 


7037 


GUGACCAG G CUGUUGCC 


12750 


GGCAACAG GCCGAAAGGCGAGUGAGGUCU CUGGUCAC 


31125 


3996 


7034 


ACCAGGCU G UUGCCGGC 


12751 


GCCGGCAA GCCGAAAGGCGAGUGAGGUCU AGCCUGGU 


31126 


3999 


7031 


AGGCUGUU G GCGGCOJC 


12752 


GAGGCCGG GCCGAAAGGCGAGUGAGGUCU AACAGCCU 


31127 


4003 


7027 


UGUUGCCG G CCUCAAGU 


12753 


ACUUGAGG GCCGAAAGGCGAGUGAGGUCU CGGCAACA 


31128 


4010 


7020 


GGCCUCAA G UCCAAAAG 


12754 


CUUUUGGA GCCGAAAGGCGAGUGAGGUCU UUGAGGCC 


31129 


4031 


6999 


UCUCCCAU G CUGAAAUU 


12755 


AAUUUCAG GCCGAAAGGCQAQUQAGGUCU AUGGGAQA 


31130 


4060 


6970 


AAUUCUUU G CCCAAACA 


12756 


UGUUUGGG GCCGAAAGGCGAGUGAGGUCU AAAGAAUU 


31131 


4073 


6957 


AACAAACU G CUUAUGUC 


12757 


GACAUAAG GCCGAAAGGCGAGUGAGGUCU AGUUUGUU 


31132 


4079 


6951 


CUGCOUAU G UCACUCUU 


12758 


AAGAGUGA GCCGAAAGGCGAGUGAGGUCU AUAAGCA6 


31133 


4069 


6941 


CACUCUUG G UCUUAUCU 


12759 


AGAUAAGA GCCQAAAGGCGAGUOAGGUCU CAAGAGUG 


31134 


4099 


6931 


CUUAUCUA G CCAACCCA 


12760 


UGGGUUGG GCCGAAAGGCGAGUGAGGUCU UAGAUAAG 


31135 


4112 


6918 


CCCAUCUC G UUGGCUGC 


12761 


GCAGCCAA GCCGAAAGGCGAGUGAGGUCU GAGAUGGG 


31136 


4116 


6914 


UCUCGUUG G CUGCCACU 


12762 


AGUGGCAG GCCGAAAGGCGAGUGAGGUCU CAACGAGA 


31137 


4119 


6911 


C6UUQGCU G CCACUGCQ 


12763 


CGCAGUGG GCCGAAAGGCGAGUGAGGUCU AGCCAACG 


31138 
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4125 


6905 


OJGCCACV G CGCUCACA 


12764 


UGUGAGCG GCCGAAAGGGGA6UGAGGUCU AGUGGCAG 


31139 


4127 


6903 


GCCACITGC G CUCACAAG 


12765 


CUUGUQAG GCCGAAAGGCGAGUGAGGUCU GCA6UGGC 


31140 


4137 


6893 


UCACTU^G G UCAUGACA 


12766 


UGUCAUGA GCCGAAAGGCGAGUGAGGUCU CCUUGUGA 


31141 


4161 


6869 


GGAACACG G CUAGCUGG 


12767 


CCAGCUAG GCCGAAAGGCGAGUGAGGUCU CGUGUUCC 


31142 


4165 


6865 


CACGGCUA G CUGGUUQU 


12768 


ACAACCAG GCCGAAAGGCGAGUGAGGUCU UAGCCGUG 


31143 


4169 


6861 


GCUAGCUG G UUGUCUGU 


12769 


ACAGACAA GCCGAAAGGCGAGUGAGGUCU CAGCUAGC 


• '31144 


4172 


6858 


AGCUGGUU G UCUGUCUG 


12770 


CAGACAGA GCCGAAAGGCGAGUGAGGUCU AACCAGCU 


31145 


4176 


6854 


GGUUGUCU 6 UCUGOGAA 


12771 


UUCGCAGA GCCGAAAGGCGAGUGAGGUCU AGACAACC 


31146 


4180 


6850 


6UCUGUCU G CGAACX3UU 


12772 


AACGUUCG GCCGA7\AGGCGAGUGAGGUCU AGACAGAC 


31147 


4166 


6844 


CUGCGAAC G UUGCUUCU 


12773 


AGAAGCAA GCCGAAAGGCGAGUGAGGUCU GUUCGCAG 


31148 


4189 


6841 


CGAACGUU G CUUCUCUG 


12774 


CAGAGAAG GCCGAAAGGCGAGUGAGGUCU AACGUUCG 


31149 


4198 


6832 


CUUCUCUG G CUCAGGAA 


12775 


UUCCUGAG GCCGAAAGGCGAGUGAGGUCU CAGAGAAG 


31150 


4210 


6820 


AGGAAUUA G CACAAUCA 


12776 


UGAUUGUG GCCGAAAGGCGA£3UGAGGUCU UAAUUCCU 


31151 


4234 


6796 


AAGGGAGA G CAGCAACA 


12777 


UGUUGCUG GCCGAAAGGCGAGUGAGGUCU UCUCCCUU 


31152 


4237 


6793 


GGAGAGCA G CAACAUUC 


12778 


GAAUGUUG GCCGAAAGGCGAGUGAGGUCU UGCUCUCC 


31153 


4248 


6782 


ACAUUCCG G CGAUCUUC 


12779 


GAAGAUCG GCCGAAAGGCGAGUGAGGUCU CGGAAUGU 


31154 


4257 


6773 


CX3AUCUUC G UUCCUGQA 


12780 


UCCAGGAA GCCGAT^GGCGAGUGAGGUCU GAAGAUCG 


31155 


4272 


6758 


GAACUUCA G CCAUCCAA 


12781 


UUGGAUGG GCCGAAAGGCGAGUGAGGUCU UGAAGUUC 


31156 


4290 


5740 


AGAAAAAG G UCGCGACU 


12782 


AOUCGCGA GCCQAAAGGCGAOUGAGGUCU CUUUUUCU 


31157 


4293 


6737 


AAAAGGUC G CGACUCCC 


12783 


GGGAGUCG GCCGAAAGGCGAGUGAGGUCU GACCUUUU 


31158 


4308 


6722 


CCAAGACA G CGCCUCCC 


12784 


GGGAGGCG GCCGAAAGGCGAGUGAGGUCU UGUCUUGG 


31159 


4310 


6720 


AAGACAGC G CCUCCCAA 


12785 


UUGGGAGG GCCGAAAGGCGAGUGAGGUCU GCUGUCUU 


31160 


4334 


6696 


UUUCCAAU G CCCUUCCG 


12786 


CGGAAGGG GCCGAAAGGCGAGUGAGGUCU AUUGGAAA 


31161 


4342 


6688 


GCCCUUCC G CUGCAUGA 


12787 


UCAUGCAG GCCGAAAGGCGAGUGAGGUCU GGAAGGGC 


31162 


4345 


6685 


CUUCCGCTJ G CAUGAGGA 


12788 


UCCUCAUG GCCGAAAGGCGAGUGAGGUCU AGCGGAAG 


31163 


4371 


6659 


CUCCCAUG G UCAUCACA 


12789 


UGUGAUGA GCCGAAAGGCGAGUGAGGUCU CAUGGGAG 


31164 


4389 


6641 


UCAAUAAG G CAAUCAAG 


12790 


CUUGAUUG GCCGAAAGGCGAGUGAGGUCU CUUAUUGA 


31165 


4398 


6632 


CAAUCAAG G CAAUUGUC 


12791 


GACAAUUG GCCGAAAGGCGAGUGAGGUCU CUUGAUUG 


31166 


4404 


6626 


AGGCAAUU G UCUGAAGA 


12792 


UCUUCAGA GCCGAAAGGCGAGUGAGGUCU AAUUGCCU 


31167 


4413 


6617 


UCUGAAGA G CAUCUGGC 


12793 


GCCAGAUG GCCGAAAGGCGAGUGAGGUCU UCUUCAGA 


31168 


4420 


6610 


AGCAUCUG G CAGUUCCXF 


12794 


AGGAACUG GCCGAAAGGCGAGUGAGGUCU CAGAUGCU 


31169 


4423 


6607 


AUCUGGCA G UUCCUCCA 


12795 


UGGAGGAA GCCGAAAGGCGAGUGAGGUCU UGCCA6AU 


31170 


4434 


6596 


CCUCCAGG G CCAUUCUG 


12796 


CAGAAUGG GCCGAAAGGCGAGUGAGGUCU CCUGGAQG 


31171 


4442 


6588 


GCCAUUCU G UGAGCUCU 


12797 


AGAGCUCA GCCGAAAGGCGAGUGAGGUCU AGAAUGGC 


31172 


4446 


6584 


UUCUGUGA G CUCUUCCU 


12798 


AGGAAGAG GCCGAAAGGCGAGUGAGGUCU UCACAGAA 


31173 


4464 


6566 


CUUUCUCU G CAGI7GGCC 


12799 


GGCCACUG GCCGAAAGGCGAGUGAGGUCU AGAGAAAG 


31174 


4467 


6563 


UCUCUGCA G UGGCCACA 


12800 


UGUGGCCA GCCGAAAGGCGAGUGAGGUCU UGCAGAGA 


31175 


4470 


6560 


CUGCA6UG G CCACAACG 


12801 


CGUUGUGG GCCGAAAGGCGAGUGAGGUCU CACUGCAG 


31176 


4478 


6552 


GCCACAAC G UACADGGU 


12802 


ACCAUGUA GCCGAAAGGCGAGUGAGGUCU GUUGUGGC 


31177 


4485 


6545 


CGUACAUG G UGUCAAGU 


12803 


ACUUQACA GCCGAAAGGCGAGUGAGGUCU CAUGUACG 


31178 


4487 


6543 


UACAUGGU G UCAAGUQC 


12804 


GCACUUGA GCCGAAAGGCGAGUGAGGUCU ACCAUGUA 


31179 


4492 


6538 


GGUGUCAA G UGCUUCXC 


12805 


GGGAAGCA GCCGAAAGGCGAGUGAGGUCU UUGACACC 


31180 


4494 


6536 


UGUCAAGU G CUUCCCAU 


12B06 


AUGGQAAQ GCCGAAAGGCGAGUGAGGUCU ACUUGACA 


31181 


4503 


6527 


CUUCCCAU G UCUUCCCC 


12807 


GGGGAAGA GCCGAAAGGCGAGUGAGGUCU AUGGGAA6 


31182 


4517 


6513 


CCCAUGAA G UGCUCAGG 


12808 


CCUGAGCA GCCGAAAGGCGAGUGAGGUCU UUCAUGGQ 


31183 


4519 


6511 


CAUQAAGU' G CUCAGGCA 


12809 


UGCCUGAG GCCGAAAGGCGAGUGAGGUCU ACUUCAUG 


31184 


4525 


6505 


GUGCUCAG G CAUCUUUC 


12810 


GAAAGAUG GCCGAAAGGCGAGUGAGGUCU CUGAGCAC 


31185 


4549 


6481 


CUCAAUGA G CCCUAUCU 


12811 


AGAUAGGG GCCGAAAGGCGAGUGAGGUCU UCAUUGAG 


31186 


4564 


6466 


CUGAGAAC G UUUUCCOG 


12812 


CGGGAAAA GCCGAAAGGCGAGUGAGGUCU GUUCUCAG 


31187 


4575 


6455 


UUCCCGAG G CGAAGUCC 


12813 


GGACUUCG GCCGAAAGGCGAGUGAGGUCU CUCGGGAA 


31166 


4580 


6450 


GAOQCGAA G UCCUUGAA 


12814 


UUCAAGGA GCCGAAAGGCGAGUGAGGUCU UUCXiCCUC 


31189 


4590 


6440 


CCUUGAAC G CCUUUAGU 


12815 


ACUAAAGG GCCGAAAGGCGAGUGAGGUCU GUUCAAGQ 


31190 


4597 


6433 
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31191 


4599 


6431 


CCUUUAGU 6 CCUGGUGA 


12817 


UCACCAGG GCCGAAAGGCGAGUGAGGUCU ACUAAAGG 


31192 


4604 


6426 


A6UGCCUG G UGAUCCQA 


12818 


UCGGAUCA GCCGAAAGGCGAGUGAGGUCU CAGGCACU 


31193 


4613 


6417 


UGAUCCGA G UACACCCU 


12819 


AGGGUGUA GCCGAAAGGCGAGUGAGGUCU UCGGAUCA 


31194 


4623 


6407 


ACACCCUG G CGUCAAUC 


12820 


QAUUGACG GCCGAAAGGCGAGUGAGGUCU CAGGGU6U 


31195 


4625 


6405 


ACCCUGGC 6 UCAAUCCA 


12821 


UGGAUU6A GCCGAAAGGCGAGUC3AGGUCU GCCAGGGU 


31196 


4634 


6396 


UCAAUCCA G CGCGGCCU 


12822 


AGGCCGCG GCCGAAAGGCGAGUGAGGUCU UGGAUUGA 


31197 


4636 


6394 


AAUCCAQC G CGGCCUCA 


12823 


UGAGGCCG GCCGAAAGGCGAGUGAGGUCU GCUGGAUU 


31198 


4639 


6391 


CCAGCGCG G CCUCAGAA 


12824 


UUCUGAGG GCCGAAAGGCGAGUGAGGUCU CGCGCUGG 


31199 


4663 


6367 


UUCACCAA G CUUCGUGA 


12825 


UCACQAAO GCOQAAAGGCGAGUGAGGUCU UUGGUGAA 
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4668 


6362 


CAAGCUUC G UGAUGACU 


12B26 


AGUCAUCA GCCGAAAGGuQAyUQn\90UCU uAAGi.«UUtf 


31201 


4685 


6345 


UCCACuUC G UuCSUUGUC 


12827 


GACAACAA GCCGAIwKsbUUiy0UuiAul>UL.U urfUui Ulslavi 


31202 


4688 


6342 


ACUuCQUU G UuGUCUUC 


12828 


GAAGACAA GCCGAAAGGCGAGUGAGGuCU AACGAAGU 


31203 


4691 


6339 


UCX3UUGUU Q UCUUCUAA 


12829 


UUAGAAGA GCCGAAAGQLAs>U3UGAVjviULU AAL-AAUGA 


31204 


4704 


6326 


r^T 1 TV T\ 'ATTTT T T/^TTnTTr»tiri 

CuAAA/VUU w UVjUUUVjUC 


12830 


GAuAAAUA GCCGAAAGwUGAv7UUAV7oUL>U AAUUUUAo 


none 


4706 


6324 


AftAAUuGU G UUUGUCCu 


12831 


AGGACAAA GCCGAAAGOLuAGUGAGIjUCU ALAAUUUU 




4710 


6320 


TTn^TTfTTTTTT TT^rTTIV^V^a 

UUGUGUUU G uUCUAUyA 




Uv^VrUAGGA GUVfGAAAGGLvxAlbUGAu^UuU AAAUAUAA 


^1 TAT 


4727 


6303 


r^/^TVTT/^X IV TV ^IV /^/^JV /"V^T 

CCAuCAAA G CACCAC^ICU 


12633 


AGGUGGUG GCCGAAAGG(..GAGU(2AviGUCU UuUGAUGG 




4739 


6291 


CACCUCCG G uCGUiivjUA 


J.2o^4 


UAUUACGA GGCGAAAGGUGAGUUAuGUL.U CJGGAGGUG 




4742 


6288 


CUCCGGUC G UGGUAUQA 


12835 


UCAUACCA GCCGAAAGGCGAGUGAGGUCU GACCGGAG 


31210 


4745 


6285 


CGGUCGU6 6 UAUGACAC 


12836 


^YT^^YY^IV YVYV A^^^IV IV IV ^*V^^I^ W Y^ Yk ^^lYY^VT Y ^ ^Yi*«/*V 

GUGUCAUA GCCGAAAGGCGAGUGAGGUCU CACGACCG 


31211 


4758 


6272 


ACACUCCA 6 CC6CCJGCA 


12B37 


UGCAGC6G GCCGAAAGGCGAGUGAGGUCU UGGAGUGU 


31212 


4761 


6269 


CUCCAGCC G CUGCAACC 


12838 


GGUUGCAG GCCGAAAGGCGAGUGAGGUCU GGCUGGAG 


31213 


4764 


6266 


CAGCCGCu G CAACCUUG 


12839 


CAAGGUUG GCCGAAAGGCGAGUGAGGUCU AGCGGCUG 


31214 


4772 


6258 


GCAACCUU G UAAGCCAG 


12840 


CUGGCUUA GCCGAAAGGCGAGUGAGGUCU AAGGUU6C 


31215 


4776 


6254 


CCUUGUAA G CCAGCCAA 


12841 


TTnr*r*r^if^r^ r^/^/^/^ jv tv Jvor^r^r^Tvr^TT/^Tv/^r^"rrwT tttttv /^n tv^^ 

UUGGCUGG GCCGAAAGGCGAGUGAGGUCU UUACAAGG 


31216 


4780 


6250 


GUAAGCCA G CCAAACUG 


12842 


CAGUUUGG GCCGAAAGGCGAGUGAGGUCU UGOCUUAC 


31217 


4789 


6241 


CCAAACUG 6 CAGAUCUG 


12843 


CAGAUCUG GCCGAAAGGCGAGUGAGGUCU CAGUUUGG 


31218 


4797 


6233 


GCAGAuCu G CAGuCaajC 


12844 


^n^^Tvorm n^^^H M iVi^^^mTV^frTr^im/ii i/ti ■ ivi^ivTr^trTinn 

GAGGACUG GCCGAAAGGCGAGUGAGGUCU AGAUCUGC 


31219 


4800 


6230 


GAUCUGCA G UCCuCAAC • 


12B45 


^YTYYY^IV ««ilV ^ l^/'U^* IV K ^ ^^^^^ ^TY^TV^^YYY^f Y YT^^^V ^ IV Y Y^ 

GUUGAGGA GCCGAAAGGCGAGUGAGGUCU UGCAGAUC 


31220 


4810 


6220 


CCUCAACA G XJUCCAGAA 


12846 


UUCUGGAA GCCGAAAGGCGAGUGAGGUCU UGUUGAGG 


31221 


4820 


6210 


UCCAGAAA Q XJUUUUuCU 


12847 


YV X ?\ IV IV TV ^ rtrt^H *V X ^^^^ tV Y^ TV/Yi'lYY^tlY T YTTty^YYY^^ YV 

AQAAAAAA GCCGAAAGGCGAGUGAGGUCU UuUCUGGA 


31222 


4843 


6187 


UCCUCUGA G CCGGUAUU 


12848 


TV 71 TTJV ^^f^f^ rY^^T/*^ll TV TV ^^^YrY TV ^tY Y^ TV ^^YYY^IT Y TT^TV ^^TV 

AAUACCGG GCCGAAAGGCGAGUGAGGUCU UCAGAGGA 


31223 


4847 


6163 


CUGAGCCG G UAUUCCCC 


12849 


GGGGAAUA GCCGAAAGGCGAGUGAGGUCU CGGCUCAQ 


31224 


4863 


6167 


CAUCCAUG G UAUAUACC 


12850 


GGUAUAUA GCCGAAAGGCGAGUGAGGUCU CAUGGAUG 


31225 


4879 


6151 


CUUCUCAC G CUCUGGUU 


12851 


AACCAGAG GCCGAAAGGCGAGUGAGGUCU GUGAGAAG 


31226 


4883 


6145 


ACGCUCUG G UUGGUAGA 


12852 


UCUACCAA GCCGAAAGGCGAGUGAGGUCU CAGAGCGU 


31227 


4689 


6141 


UCUGGUUG G UAGAAUUG 


12853 


CAAUUCUA GCCGAAAGGCGAGUGAGGUCU CAACCAGA 


31228 


4899 


6131 


AGAAUUQA G CGAUCAGU 


12854 


ACUGAUGG GCCGAAAGGCGAGUGAGGUCU UCAAUUCU 


31229 


4906 


6124 


AGGGAUCA G UCCGUuUG 


12855 


^fV TV TV YV ^^^^TV YV TV ^^^^TV ^YYYM TV ^^YYY^W V VYmTV «T^*t^^WY 

CAAAC6GA GCCGAAAGGCGAGUGAGGUCU UQAUC6CU 


31230 


4910 


6120 


AUCAGUCC G UuUGGCAU 


12856 


TV YT^^^TV A TV ^^^^1V TV TV i^^^i^TV i^TTY^TV ^^YY^TTY ^^Tk ^YTY^ TV T T 

AUGCCAAA GCCGAAAGGCGAGUGAGGUCU GGACUGAU 


31231 


4915 


6115 


TT^^^T^ H Y^ ^ ^ T Y/ 1 1 11 Y^ IV 

UCCGUuUG G CAUGUUGA 


12657 


YY^ Ti TV ^TV YY^ ^^^^TV TV TV /^^^t^TV ^YYY^TV ^/YYY^YTY ^Tk Tt, « ^/^^^ 

UCAACAUG GCCGAAAGGCGAGUGAGGUCU CAAACGGA 


31232 


4919 


6111 




12658 


AAUAULAA GC^JGAAAGGCGAGUGAGGuCU AuGCCAAA 


31233 


4925 


6105 


IV f Y^ Y W Y^ IV T Y Y >Y Y^YY^^ ^ 

AUGUUGAU G UUGUCCAG 


12859 


^TTO^ TV TV ^^^^1V TV TV Kt^^^ IV rYr Y^TV ^^tYY^T Y TV TY^ 9k Tk ^TV VT 

CUGGACAA GCCGAAAGGCGAGUGAGGUCU AuCAACAU 


31234 


4926 


6102 


UUGAUGUU G UCCAGCAU 


12860 


AUGCUGGA GCCGAAAGGC6AGUGACK3UCU AACAUCAA 


31235 


4933 


6097 


GUUGUCCA G CAUGAUuC 


12861 


r^TV TVTV^TVTTT^ ^ IV TV TV ^^^^/^ TV T^TI /^^V¥TmT VTM^Il^lVTVn 

GAAUCAUG GCCGAAAGGCGAGUGAGGUCU UQGACAAC 


31236 


4942 


6066 


caugauuc g ugccucag 


12662 


^wfmv/^/^mv ^^^^TV^v tv^/s/^^tv^w^^iv/^^it^^*t ^Tv«TTM«vrwt 

CUGA6GCA GCCGAAAGGCGAGUGAGGUCU GAAUCAUG 


31237 


4944 


6086 


UGAUUCGU G CCUCAGuC 


12863 


GACUGAGG GCCGAAAGGCGAGUGAGGUCU ACGAAUCA 


31238 


4950 


6080 


GUGCCUCA G UCCAAUGG 


12664 


^T^^TV YYYYM^T^ ^^MMH. TV TV ^^^Y^TV. ^^Y^Tt ^^YYY#YYY YYMTk .#YM^^TV. 

CCAUUGQA GCCGAAAGGCGAGUGAGGUCU UGAGGCAC 


31239 


4959 


6071 


UCCAAUGG G CGAAGUUC 


12865 


GAACUUCG GCCGAAAGGCGAGUGAGGUCU CCAUUGGA 


31240 


4964 


6066 


TYi*4^^A^iV IV ^ YVTY^^IV^WY^ 

UGGGCGAA G UUCGAGUC 


12666 


r^TV ^YY^^TV TV ^^^^TV TV TV ^^^^ TV ^VY^ « ^^YYY^YYV rYTYMM^M^Tk 

GACUCGAA GCCGAAAGGCGAGUGAGGUCU UUCGCCCA 


31241 


4970 


6060 


AAGUUCGA G UCGUCUUC 


12867 


GAAGACGA GCCGAAAGGCGAGUGAGGUCU UCGAACUU 


31242 


4973 


6057 


UUCGAGUC G UCUUCAUU 


12868 


AAUGAAGA GCCGAAAGGCGAGtJGAGQUCU GACUCGAA 


31243 


4983 


6047 


CUUCAUUC G UGUGCCCC 


12669 


GGGGCACA GCCGAAAGGCGAGUGAGGUCU GAAUGAAG 


31244 


4985 


6045 


VY^^^YWY^^YY ^ YY^^^^^^^ 

UCAUUCGU G UGCCCCCC 


12870 


^ M /4 M ^ ^ ^ TV TL TV TV #YT Y^ TV ^^YYV^YV Y Tk Yk Tt Y Y^ 

GGGGGGCA GCCGAAAGGCGAGUGAGGUCU ACGAAUGA 


31245 


4987 


6043 


AUUCGUGU G CCCCCCAU 


12671 


AUGGGGOG GCOGAAAGGCGAGUGAGGUCU ACAGGAAU 


31246 


5000 


6030 


CCAUAACA G UACUCAUC 


12872 


GAU6AGUA GCCGAAAGGCGAGUGAGGUCU UGUUAUGG 


31247 


5017 


6013 


ACCAACUU Q CGACGQAU 


12873 


AUCCGUGG GCCGAAAGGCGAGUGAGGUCU AAGUUGGU 


31248 


5036 


5992 


ACCGAuAC G UCCACGUC 


12874 


GACGUGGA GCCGAAAGGCGAGUGAGGUCU GUAUCGGU 


31249 


5044 


5966 


ACGUCCAC G UCUCUGGG 


12875 


^^^Tk MTk ^TV ^^^Y/^TV TV TV ^^^^TV ^YYY^TV ^MYY^YTY ^TYYM#*tTV ^^l^tTY 

CCCAGAGA GCCGAAAGGCGAGUGAGGUCU GUGGACGU 


31250 


5052 


5978 


^TY^*TY^rY^^ ^ ^^^^9V^YT« 

GUCUCUGG G CGGCACUA 


12876 


UAGUGCCG GCCGAAAGGCGAGUGAGGUCU CCAGAGAC 


31251 


c n c c 


5975 


UCUGCsGCG G CA.CUAGCU 


12877 


TV ^ ^VY^ Y^ ^^^^TV Yk TV ^^^^ W ^tTT^ Tk ^^TY.^IT Y ^^yT^,^TV ^TV 

AGCUAGUG GCCGAAAGGCGAGUGAGGUCU CGCCCAGA 


31252 


5061 


5969 


CGGCACUA G CUGCUGUC 


12676 






5064 


5966 


CACUAGCU G CUGUCACU 


12879 


AGUQACAG GCCGAAAGGCGAGUGAGGUCU AGCUAGUG 


31254 


5067 


5963 


UAGCUGCU G UCACUGCA 


12880 


UGCAGUGA GCCGAAAGGCGAGUGAGGUCU AQCAQCUA 


31255 


5073 


5957 


CUGUCACU G CAGAUGGU 


12681 


ACCAUCUG GCCGAAAGGCGAGUGAGGUCU AGUGACAG 


31256 


5080 


5950 


UGCAGAUG G UUCUCCCA 


12682 


UGOGAGAA GCCGAAAGGCGAGUGAGGUCU CAUCUGCA 


31257 


5112 


5918 


CUCCUUCU G UUAUQAUG 


12683 


CAUCAUAA GCCGAAAGGCGAOUGAGGUCU AGAAGGAG 


31258 


5121 


5909 


UUAUGAUG G UU66UUUC 


12684 


GAAACCAA GCCGAAAGGCGAGUGAGGUCU CAUCAUAA 


31259 


5125 


5905 


6AUGGUUG G UUUCACAC 


12685 


QUQUGAAA GCCGAAAGGCGAGUGAGGUCU CAACCAUC 


31260 


5141 


5669 


CUCUUCCG G CUGUCAAU 


12886 


AUUGACAG GCCGAAAGGCGAGUGAGGUCU CGGAAGAG 


31261 


5144 


5886 


UUCCGGCU G UCAAUCAC 


12887 


GUQAUUGA GCCGAAAGGCGAGUGAGGUCU AGCCGGAA 


31262 
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5156 


5874 


AUCACCCU G CUCGCCUU 


128BB 


AAGGCGA6 GCCGAAAGGCGA6UGAG6UCU AGGGUGAU 


31263 


5160 


5870 


CCCUGCUC G CCUUGAAQ 


12889 


CUUCAAGG GCCGAAAGGCGAGUGAGGUCU GAGCAGGG 


31264 


5168 


5862 


GCCUUQAA G UUAGCCCC 


12890 


GGGGCUAA GCCGAAAGGCGAGUGAGGUCU UUCAAGGC 


31265 


5172 


5858 


UGAAGUUA G CCCCCAUU 


12891 


AAUQGGGG GCCGAAAGGCGAGUGAGGUCU UAACUUCA 


31266 


5189 


5841 


UCAGAUAU G UCU6UUGU 


12692 


ACAACAGA GCCGAAAGGCGAGUGAGGUCU A0AUCUGA 


31267 


5193 


5837 


AlZAUGUOr G UUGUGAUA 


12893 


UAUCACAA GCCGAAAGGCGAGUGAGGUCU AGACAUAU 


31268 


5196 


5834 


UGUOJGUU 6 UGAXXAACA 


12894 


UGUUAUCA GCCGAAAGGCGAGUGAGGUCU AACAGACA 


31269 


5207 


5823 


AUAACAAA G UCCCAAUC 


12895 


GAUUGGGA GCCGAAAGGCGAGUGAGGUCU UUUGUUAU 


31270 


5219 


5811 


CAAUCAUC O UUCUUACA 


12896 


UGUAAGAA GCCGAAAGGCGAGUGAGGUCU GAUGAUDG 


31271 


5234 


5796 


CADUUUG6 6 IIACUCCX3U 


12897 


ACGGAGUA GCCGAAAGGCGAGUGAGGUCU CCAAAAUG 


31272 


5241 


5789 


GGUACUCC G UCUCGUAC 


12698 


GUACGAGA GCCGAAAGGCGAGUGAGGUCU GGAGUACC 


31273 


5246 


5784 


UCCGUCUC G UACGACUU 


12899 


AAGUCGUA GCCGAAAGGCGAGUGAGGUCU GAGACGGA 


31274 


5258 


5772 


6ACUUUCU G UUCAAUUG 


12900 


CAAUU6AA GCCGAAAGGCGAGUGAGGUCU AGAAAGUC 


31275 


5283 


5747 


UCUUUCCA G CACGUUQU 


12901 


ACAACGUG GCCGAAAGGCGAGUGAGGUCU UGGAAAGA 


31276 


5287 


5743 


UCCAGCAC G UUGUAGGC 


12902 


GCCUACAA GCCGAAAGGCGAGUGAGGUCU GUGCUGGA 


31277 


5290 


5740 


AQCACGUU G UAQQCAAA 


12903 


UUUGCCUA GCCGAAAOGCGAGUGAQGUCU AACGUGCU 


31278 


5294 


5736 


CGUUGUAG G CAAAGGGC 


12904 


GCCCUUUG GCCGAAAGGCGAGUGAGGUCU CUAGAACG 


31279 


5301 


5729 


GGCAAAGG G CAAUCUCA 


12905 


UGAGAUUG GCCGAAAGGCGAGUGAGGUCU CCUUUGCC 


31260 


5329 


5701 


GACACUAG G CACAAACC 


12906 


GGUUUGUG GCCGAAAGGCGAGUGAGGUCU CUAGUGUC 


31281 


5343 


5687 


ACCAAACC G UCUUCCCG 


12907 


CGGGAAGA GCCGAAAGGCGAGUGAGGUCU GGUUUGGU 


31282 


5352 


5678 


UCUUCCCG 6 UGUAUUCU 


12908 


AGAAUACA GCCGAAAGGCGAGUGAGGUCU CGGGAAGA 


31283 


5354 


5676 


UUCCCGGU G UAUUCUGU 


12909 


ACAGAAUA GCCGAAAGGCGAGUGAGGUCU ACCGGGAA 


31284 


5361 


5669 


UGUAUUCU G UGAUCCAU 


12910 


AUGGAUCA GCCGAAAGGCGAGUGAGGUCU AGAAUACA 


31285 


5372 


5658 


AUCCAUUC G UAUCCAGA 


12911 


UCUGQAUA GCCGAAAGGCGAGUGAGGUCU GAAUG6AU 


31286 


5381 


5649 


UAUCCAGA G UUCCAAGC 


12912 


GCUUGGAA GCCGAAAGGCGAGUGAGGUCU UCUGGAUA 


31287 


5388 


5642 


AGUUCCAA G CUCGAUCC 


12913 


GGAUCGAG GCCGAAAGGCGAGUGAGGUCU UUGGAACU 


31288 


5406 


5624 


GGAUCUCA G UCUGUAAG 


12914 


CUUACAGA GCCGAAAGGCGAGUGAGGUCU U6AGAUCC 


31289 


5410 


5620 


CUCAGUCU Q UAAQUCX3G 


12915 


CCGACUUA GCCGAAAGGCGAGUGAGGUCU AGACUGAG 


31290 


5414 


5616 


GUCUGUAA G UCGGAAAU 


12916 


AUUUCCGA GCCGAAAGGCGAGUGAGGUCU UUACAGAC 


31291 


5425 


5605 


GGAAAUUG G UGAAUUGG 


12917 


CCAAUUCA GCCGAAAGGCGAGUGAGGUCU CAAUUUCC 


31292 


5454 


5576 


GAUCUGAA G UGCCUGGU 


12918 


ACCAGGCA GCCGAAAGGCGAGUGAGGUCU UUCAGAUC 


31293 


5456 


5574 


UCUGAAGU G CCUGGUGG 


12919 


CCACCAGG GCCGAAAGGCGAGUGAGGUCU ACUUCAGA 


31294 


5461 


5569 


AQUQCCUG G UGGGGUGG 


12920 


CCACCCCA GCCGAAAGGCGAGUGAGGUCU CAGGCACU 


31295 


5466 


5564 


CUGGUGGG G UGGCUGUC 


12921 


GACAGCCA GCCGAAAGGCGAGUGAGGUCU CCCACCAG 


31296 


5469 


5561 


GUGGGGUG G CUGUCAUG 


12922 


CAUGACAG GCCGAAAGGCGAGUQAOGUCa CACCCCAC 


31297 


5472 


5558 


G6GUGGCU G UCAXJGAAU 


12923 


AUUCAU6A GCCGAAAGGCGAGUGaGGUCU AGCCACCC 


31298 


5484 


5546 


UGAAUAUU G CCGCCGCC 


12924 


GGCGGCGG GCCGAAAGGCGAGUGAGGUCU AAUAUUCA 


31299 


5487 


5543 


AUAUUGCC G CCGCCUCC 


12925 


GGAGGCGG GCCGAAAGGCGAGUGAGGUCU GGCAAUAU 


31300 


5490 


5540 


UUGCCGCC G CCUCCCCU 


12926 


AGGGGAGG GCCGAAAGGCGAGUGAGGUCU GGCGGCAA 


31301 


5500 


5530 


CUCCCCUA G CUCQACCU 


12927 


AGGUCGAG GCCGAAAGGCGAGUGAGGUCU UAGGGGAG 


31302 


5511 


5519 


CGACCUUU G UGGAAAUG 


12928 


CAUUUCCA GCCGAAAGGCGAGUGAGGUCU AAAGGUCG 


31303 


^5519 


5511 


GUGGAAAU G UAACCUCU 


12929 


AQAGGUUA GCCGAAAGGCGAGUGAGGUCU AUUUCCAC 


31304 


5529 


5501 


AACCUCUU Q CUGCAAUG 


12930 


CAUUGCAG GCCGAAAGGCGAGUGAGGUCU AAGAGGUU 


31305 


5532 


549B 


CUCUUGCU G CAAUGCUA 


12931 


UAGCAUUG GCCGAAAGGCGAGUGAGGUCU AGCAAGAG 


31306 


5537 


5493 


GCU6CAAU 6 CUAGCUGG 


12932 


CCAGCUAO GCCGAAAGGCGAGUGAGGUCU AUUGCAGC 


31307 


5541 


5489 


CAAUGCUA 6 CUGGOUGG 


12933 


CGACCCAG GCCGAAAGGCGAGUGAGGUCU UAGCAXJU6 


31308 


5546 


5484 


CUAGCUGG G UCGGUGAA 


12934 


UUCACCGA GCCGAAAGGCGAGUGAGGUCU CCAGCUAG 


31309 


5550 


5480 


CUGGGUCG G UGAAAUGA 


12935 


UrCAUUUCA GCCGAAAGGCGAGUGAGGUCU CGACCCAG 


31310 


5559 


5471 


UGAAAUGA Q CCUCAUCC 


12936 


GQAUGAGG GCCGAAAGGCGAGUGAGGUCU UCAUUUCA 


31311 


5579 


5451 


ACGAACAG G UUGUAGUU 


12937 


AACUACAA GCCGAAAGGCGAGUGAGGUCU CUGUUCGU 


31312 


5582 


544B 


AACAGGUU G UAGUUCGG 


12938 


CCGAACUA GCCGAAAGGCGAGUGAGGUCU AACCUGUU 


31313 


5585 


5445 


AGGUUGUA G UUCGGCAC 


12939 


GUGCCGAA GCCGAAAGGCGAGUGAGGUCU UACAACCU 


31314 


5590 


5440 


GUA6UUCG G CACCCUGU 


12940 


ACAGGGUG GCCGAAAGGCGAGUGAGGUCU C6AACUAC 


31315 


5597 


5433 


GGCACCCU G UGAGGAGA 


12941 


UCUCCUCA GCCGAAAGGCGAGUGAGGUCU AGGGUGCC 


31316 


5611 


5419 


AGACAUCA 6 CCUGUGGG 


12942 


CCCACAGG GCCGAAAGGCGAGUGAGGUCU UGAUGUCU 


31317 


5615 


5415 


AUCAGCCU G UGGGUGAG 


12943 


CUCACCCA GCCGAAAGGCGAGUGAGGUCU AGGCUGAU 


31318 


5619 


5411 


6CCUGUGG G UGAGGGUA 


12944 


UACCCUCA GCCGAAAGGCGAGUGAGGUCU CCACAGGC 


31319 


5625 


5405 


GGGUGAGQ G UAGCAUQA 


12945 


UCAUGCUA GCCGAAAGGCGAGUGAGGUCU CCUCACCC 


31320 


.5628 


5402 


UGAGGGUA G CAUGACAC 


12946 


GUGUCAUG GCCGAAAGGCGAGUGAGGUCU UACCCUCA 


31321 


5665 


5365 


UCCAUUAU G UUCUCUGG 


12947 


CCAGAGAA GCCGAAAGGCGAGUGAGGUCU AUAAUGGA 


31322 


5674 


5356 


UUCUCUGG G CACUGCGG 


12948 


CCGCAGUG GCCGAAAGGCGAGUGAGGUCU CCAGAGAA 


31323 


5679 


5351 


UGG3CACU Q CGGAU6UC 


12949 


GACAUCCG GCCGAAAGGCGAGUGAGGUCU AGUGCCCA 


31324 
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5685 


b j4b 


nirir'nnATT a UCIIGGUAC 


12950 


QUACCA0A GCCGAAAGGCGAGUGAGGUCU AUCCGCAG 


31325 


5690 


b J4U 


f^lXTT^TPITR G XIACCQGMJ 


12951 


AUCCGGUA GCCGAAAGGCGAGUGAGGUCU CAGACAUC 


31326 


5701 


C "3 o o 




12952 


GAGGACUG GCCGAAAGGCGAGUGAGGUCU CCAUCCGG 


31327 


5704 




naTinrsnT'jx n TimTr'Tir'A 


12953 


UGAGAGGA GCCGAAAGGCGAGUGAGGUCU UGCCCAUC 


31328 


5713 


b^l / 


TTPPrTHTTPA UGCUUCAG 


12954 


CUGAAGCA GCCGAAAGGCGAGUGAGGUCU UGAGAGGA 


31329 


5715 


531b 


L>UL>UVJi/vvlU \3 V«UUV«n.w^V^ 


12955 


GGCUQAAG GCCGAAAGaCGAGUQAGGUCU ACUQAGAG 


31330 


5721 


5309 




12956 


UGAGAUGG GCCGAAAGGCGAGUGAGGUCU UGAAGCAC 


31331 


5730 


5300 






UGUGGCUG GCCGAA/^GQCGAGUGAQQUCU UGAGAUGG 


31332 


5733 


5297 




12958 


GGUUGUGG GCCGAAAGGCGAGUGAGGUCU UGCUGAGA 


31333 


5745 


bzob 




12959 


AGCACCAA GCCGAAAGGCGAGUGAGGUCU CAGGGUUG 


31334 


5749 


5281 




12960 


UQCUAGCA GCCGAAAGGCGAGUGAGGUCU CAACCAGG 


31335 


5751 


5279 




12961 


0GU6CUA6 GCCGAAAGGCGAGUGAGGUCU ACCAACCA 


31336 


5755 


5275 




12962 


CAQCCGUG GCCGAAAGGCGAGUGAGGUCU UAGCACCA 


31337 


5760 


5270 




12963 


GAQAACAG GCCGAAAGGCGAGUGAGGUCU CGUGCUAG 


31338 


5763 


5267 




12964 


ACUGAGAA GCCGAAAGGCGAGUGAGGUCU AGCCGUGC 


31339 


5770 


5260 




12965 


ACAGAAGA GCCGAAAGGCGAGUGAGGUCU UGAGAACA 


31340 


5777 


c o c ^ 
b^bJ 




12966 


GCCAUAAA GCCGAAAGGCGAGUGAGGUCU AGAAQACU 


31341 


5784 


5246 




12967 


CAAAGAQG GCCGAAAGGCGAGUGAGGUCU CAUAAACA 


31342 


5800 


5230 




12968 


UUCUGCCA GCCGAAAGGCGAGUGAGGUCU AQAUCAUC 


31343 


5803 


5227 






GGAUUCUG GCCGAAAGGCGAGUGAGGUCU CACAGAUC 


31344 


5817 


b^l J 




12970 


OGGUAAAA GCCGAAAGGCGAGUGAGGUCU AAGGAGGA 


31345 


C Q O C 


con A 




12971 


UCCCGGCG GCCGAAAGGCGAGUGAGGUCU CGGUAAAA 


31346 


5828 


C O AO 

b^U^ 




12972 


CAUCCCGG GCCGAAAGGCGAGUGAGGUCU GCCGGUAA 


31347 


C 0 A C 






12973 


UCACUGUA GCCGAAAGGCGAGUGAGGUCU UGGAUCUC 


31348 




b -LOU 




12974 


ACAQAUCA QCCGAAAQQCGAQUGAGGUCU UGUACUGG 


31349 


C Q C7 


bX / 4 




12975 


GGAAAAAA GCCGAAAGGCGAGUGAGGUCU AGAUCACU 


31350 




c T cn 


TTTTriPPTTPA G PATIPITPAG 


12976 


CUGAGAUG GCCGAAAGGCGAGUGAGGUCU UGAGGAAA 


31351 


5878 


5152 




12977 


GAUUCGAA GCCGAAAGGCGAGUGAGGUCU CUGAGAUG 


31352 


5889 


bi.4± 




12978 


AAUCCCAG GCCGAAAGGCGAGUGAGGUCU CGGAUUCG 


31353 




b U JL 


TTGGGATTnG G PTtPAnfT!A 


12979 


UQGAUGAO GCCGAAAGGCGAGUGAGGUCU CAAUCCCA 


31354 




CI 1 A 


TITTPAPPPTT G PACTTAtlPG 


12980 


06AUAGU6 GCCGAAAGGCGAGUGAGGUCU AGGGUGAA 


31355 


5928 


C 1 AO 

b JLU^ 




12981 


CAUAAGCG QCCGAAAQQCGAGUGAGGUCU GAUAGUGC 


31356 


c a "3 A 

b^ JU 


AA 

bxuu 


anrTaTTrGP G pthiattgtta 


12982 


UACAUAAG GCCGAAAGGCGAGUGAGGUCU GCGAUAGU 


31357 


5936 


5094 


r«rT!r»iTii7iT7 n nT^Ti/mGnp 


12983 


GGCUCAUA GCCGAA7VGGCGAGUGAGGUCU AUAAGCGC 


31358 


5942 


5088 


AuouAuVsn. \j V»v*VJUuV3\JVa 


12984 


CCCAACGG GCCGAAAGGCGAGUGAGGUCU UCAUACAU 


31359 


5945 


C A OC 

bUob 




12985 


AUGCCCAA GCCGAAAGGCGAGUGAGGUCU GGCUCAUA 


31360 


5950 


508 0 




12986 


UCAUAAUG GCC8AAA0GCGA6UGAGGUCU CCAACGGC 


31361 


5966 


ce\CA 
b Ub4 


aniopaTTTT ppattaaag 


12987 


CUUUAUGG GCCGAAAGGCGAGUGAGGUCU AAUGGAGU 


31362 


5974 


C A cc 
bObb 




12986 


tlGAITUGGG GCCGAAAQGCGAQUGAGQUCU UUUAUGGC 


31363 


5990 


5040 




12989 


GACAAAAA GCCGAAAGGCGAGUGAGGUCU GGUGAUGU 


31364 


5996 




PPGTTTTTTTTTT G TTPPAPITATT 


12990 


AUAGITGGA GCCGAAAGGCGAGUGAGGUCU AAAAACG6 


31365 


6007 


C AO O 

bU^ J 


r»anTiiTTTT/^ n TirsafZPPTTG 


12991 


CAGGCUCA GCCGAAAGGCGAGUGAGGUCU CAAUAGUG 


31366 


cm 1 
oOll 


C A 1 O 


ailTTGGTTGa G PPTTGATTGTT 


12992 


ACAUCAGG GCCGAAAGGCGAGUGAGGUCU UCACCAAU 


31367 


6018 


C A1 O 

bUX2 






PACTUQGAA GCCGAAAGGCGAGUGAGGUCU AUCAGGCU 


31368 


6024 


C AAC 


anGTHTPPA G TTGGRGAAG 




CUUCCCCA GCCGAAAGGCGAGUGAGGUCU UGGAACAU 


31369 


6032 


A QQO 


GTTGGGGAA G TTPPAAAGTT 


Xa jr99 


AGOnUGGA GCCGAA^USGGGAfiUGAGGUCU UUCCCCAC 


31370 


6039 


477X 


aGTIPPAAA G TTPAfYSGPP 


X^990 


GGCPGTJGA GCCGAAAGGCGAGUGAGGUCU UUUGGACU 


31371 


fa U4 b 


47ab 


AAGTTPAm G PPPPG AllTl 


12997 


AAUCGGGG GCCGAAAGGCGAGUGAGGUCU CGUGACUU 


31372 




A QC C 


ITPPflTTPAG G TTGTTnTTrTn& 


12998 


nCAAAACA GCCGAAAGGCGAGUGAGGUCU CUGAAGGA 


31373 


cntzc 


A A 
4 304. 


PITTIPAGGIT G TTI1III1GAAP 


12999 


GUUCAAAA GCCGAAAGGCGAGUGAGGUCU ACCUGAAG 


31374 






PACCPCUG 0 UUUCGUCtJ 


13000 


AGACGAAA GCCGAAAGGCGAGUGAGGUCU CAGGGGUQ 


31375 


O vO / 


A QA 1 
4 74 J 


PTIGGTIUTTP G UPIIGGAPG 


13001 


CGUCCAGA GCCGAAAGGCGAGUGAGGUCU GAAACCAG 


31376 


6095 


4935 


GUCUGGAC G UUCUUAAC 


13002 


GUUAAGAA GCCGAAAGGCGAGUGAGGUCU GUCCAGAC 


31377 


6104 


4926 


UUCUUAAC G XJUCOUGCC 


13003 


GGCAAGAA GCCGAAAGGCGAGUGAGGUCU GUUAAGAA 


31378 


6110 


4920 


AOGUUCDU Q CCAGGUOC 


13004 


GAACCOGG GCCGAAAGGCGAGUGAGGUCU AAGAACGU 


31379 


6115 


4915 


CUUGCCAG G UUCCACGA 


13005 


UOGUGQAA GCCGAAAGGCGAGUGAGGUCU CUGGCAAG 


31380 


6133 


4897 


AAUCAUOJ G CACCUCAU 


13006 


AUGAGGUG GCCGAAAGGCGAGUGAGGUCU AGAUGAUU 


31381 


6145 


4885 


CUCAUCCU G CCC6UUCC 


13007 


GGAAC6GG GCCGAAAGGCGAGUGAGGUCU AGGAUGAG 


31362 


6149 


4881 


UCCUGCCC G UUCCACUU 


13008 


AAGUGGAA GCCGAAAGGCGAGUGAGGUCU GGGCAGGA 


31383 


6158 


4872 


UUCCACUU G UGCUGCAA 


13009 


UUGCAGCA GCCGAAAGGCGAGUGAGGUCU AAGUGGAA 


31384 


6160 


4870 


CCACUUGU Q CUGCAAUU 


13010 


AAUUGCAG GCCGAAAGGCGAGUGAGGUCU ACAAGUGG 


31385 


6163 


4867 


OJUGUGCU G CAAUUUCC 


13011 


GGAAAUUG GCCGAAAGGCGAGUGAGGUCU AGCACAAG 


31386 
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ox fo 


yi Q C C 




± J u x« 


upcsnAr^/tiii nppfiAAArs/iPfiAfaTTnArs^TTPTT ppT^(^^aIia 


^ 1 T Ql 
JXJO / 








13013 


PTHTTTritirTA nppnAAAfsrspf^AfnTnAfsniTPTT nnAOGAPP 


•3 X J OO 


d on 


A A n 




J. J U X^t 


afinaiTP/^a riPPnaaimnpnaraTTrsannTTPTT TTrmnTTTTap 


J J.J07 


AO 








iTAPTTrsnfin nppnAAArarspnAmirsATsrsfTPTT ArznfiriPAA 


11 ion 


62*' 5 


4815 




XO VXD 


GAPPPATTA RPPnAAAGnPOAnnnAfWrTPTT ITnnflGPAn 


JX J7X 


6221 


4809 


CAGUAITC3Q G UCCAGGCC? 


13 017 


Pf^PUGGA GCPGAAAGGPGAOtinAGRTTPlI PPATIAPITG 


31392 


6227 


4803 


GGGUCCAG G CX3GCCCUC 


13018 


GAGGGCPG GCCGAAAGGPGAGtTGAGniTPTT PTTGGAPPP 


31393 


6230 


4800 




13019 


tmA^AGnG GCPGAAAf?GPGAt3tlGAGfTrTPTT rWPTrnnA 


ox J^ffe 


6239 


4791 




13020 


UUGAUGAG GCCGAAAGGCGAGUGAGGUdlT GGAGAGGG 


31395 


6249 


4781 




13021 




•9Xi37D 


6252 


4778 


UCIAAAGCG G CUCCUUUU 


13022 


AAARGGAG GPPGA A Anr?PG ART in ARnTTPTT PTSPTITITTRA 


31397 


6261 


4769 ~^ 


nTPrTJUTTTT G IJUGUATTGr 


13 023 


riPATJAPAA RPPf^AAAfTTiPfiAmTnAfinTTPTT AAAaflfian 


J X 


6264 


4766 


CnUUlIGlJU G UAUGCCAA. 


13024 


iniGGPATTA 6PPGAAArsnPGA(3tTnAGmTPfT AAPAAAAA 


•3X«)2y9 


6268 


4762 




13025 


PPCUUTTGQ GPPGAAAnr!PGA(lTTnAAmTPtT ATTAPAAPA 


71 Ann 

0X4UU 


6276 


^ /0*i 


nrpaaarwi ci n(TTTGnaAA 


XJ \JAQ 


TTTTTTPPIiPa flPPf21iA2Vn/'2Pnar2TTna/VTTPTT PrTTTTTTrJT'r" 


Jl^Ux 


6278 






XJv« / 


flTTTTTTTTPPA flPPflA AinTJPniiPTTflBPPTTPTT RPPPTtTTTTr' 


"5 1 i1 AO 






APPATTPAP n PPPHPTTPP 


X J U£0 


nriAnt^finn fiPPrtiiAiv/tir2Pn.Ar*iT/aivrt/^TTr*rt /TTTrtsTTrrriT 


31403 


6306 


4724 


TTPAPtVPP PITPPIIRPIT 


1 105Q 
X J U« 7 


nnp&nfiAn RPPfiAAAnnp^aAfinTfaartrtiTPTT larspppTiriR 


31404 


6312 


4718 




13030 


ITTTATTPAA/l faPPrtJlAllftf5Pr2APTTnAr!PTTPTT lir!r<Jlrtn/^r» 


31405 


6323 


4707 


TTrsartaapTT pPf^At^pan 


13031 


PTTnPTTPn*^ <^PPr2mvrtf2Pr!2iPTTr^a^VlTTPrT RPT'lTTIiTTr'lk 


31406 


632 8 


4702 




13 03 2 






633 1 


4699 


flPPOAnPA a PPPAPQAFJ 


X J \JOj 




31408 


6339 


4691 


nPPPAPfSA Ci TTPATTfJATTP 




nATTPATTna rapprnvARfirtP/^A/aTT/aAnpTTPTT TtppTTrtrsrtn 


31409 


6350 


4680 


ATTHATTPPTT d TTArJAPRPP 


13 035 


pnPflTTPiTA rspppi^A ACSPPPaPTTPa/viTTPTT ara/^nTTnaTT 


3 1410 


6356 


4674 


PTTf^TTARAP f? PPOfSTTfV;!! 


13 036 


appiiPpnn rtppna aj\r!/^prta^Tr2af2PTTprT priPtTivr'Ar' 


31411 


6360 


4670 




1303 7 


P2iPfZ2iPPA fZPPPAi APr!lPPftPTTPaf2PTTPTT P/TPPPTTrTT 


3 1412 


63 63 


4667 


PrtPPnfJTiri riPrtTTfiiTPP 


X J uoo 


<^'^aPaprtA ^^pp^lil^Ii(^rtPnJVl^T/^R/^^^T/'rT f^^f^f^r*r*r^r* 


31413 


6366 


4664 


PnfiTlRGTTP n TinilPPPPP 


X J 9 




31414 


6368 


4662 


miGnTTPniT n rTPPPPpnn 


13040 




31415 


6380 


4650 


PPPTJIITTTUT G riAPTIPPIITl 


13 041 




31416 


6391 


4639 




1 1f>d5 
XJU^tC 


PTTPPPTIPA fSPPP JlAi/3/3PPll/5.TV31V*V^Tr'TT 


31417 










fil mfliAiiP& npppjvMv^irtPPH^nTrtikrt^TTOTT iw^^^TT/^*rt 


31418 


6401 


4629 


GAGGGAGU G ITPPPAPJiA 


13044 


TTTTPSTTflPrtli nPPna AIi<^riPnA<T.T7f21ir!/TTTPTT A r»npr«r«TTri 


31419 


6413 


4617 


PAPAAPAP n PPTIPPITPTI 


X<J V^t3 


"^n.TkCm'^fm fSPP/^j^A&f^fUPrtT^rtTT/^^nr'TTr'TT r'TT/^TTT^Ti/^ 


31420 


6426 


4604 




13046 


ppAATTAPa rsppfiaAiifsnp/^ivPTTPappTTPTT jvikRPj^r'*/^ 


31421 


6428 


4602 


CtlPULIUGlI G TTATIUGGAG 


13047 


PTTPPA21TT2L nppnA A annpna ^iTT^AfarsTTPTT KPaaA/iJvn 


31422 


6438 


4592 


ATITJGGAGA G TTTTATIPPAA 


13046 


ITTTnr^tATTZkA f»PPfS21A Aftl/TPrsaflTTrsarSPTTPn lTPTTPr»naT"t 


31423 


6463 


4567 




13049 


P2iATTP7TTT?2 /"ippm A Jin/'V^PiRr'TTr'Br'PTTr'TT r'/^Tr«j!/"«TTa 


31424 


6471 


4559 




13050 




31425 


6480 


4550 




13051 


ITTSPfSItAPA rtPPrtl AAf2r3P^3i/2IT/3&nPTTPT7 P/"V^PFTr!/5r» 


31426 


^■6482 


4548 


CAGQGGG11 G tJACQCACll 


13052 




31427 


6486 


4544 


RGGnGTTAP G PAPTTAaiTP 


X J W3 J 


^Z^TTTTfi/STTTS niPP/2Ii ^ aPfTSPPTVPTTPHr^/^TTrTT /^I77^/^7^ /^/^/^ 


31428 








1 1 A C A 


UUuULUv.Q9 UCvGAAAuUCGAGUGAOQUCU GAUUAGuG 


31429 


O 




PMITTPTTrta n PATTPPaTm 


1 AC C 


UAUQuAUG vjCCCaAAAGGCGAGUGAGGUCU UCAGAAUG 


31430 


6532 


4498 


PTTTTPPAAfS G rTHPrrpPTTirs 


X J w30 


UMdLiAvdruA uCwWiAAibviCUAl^UvAmjGUCU CuUGGAAG 


31431 


6534 


4496 


TTPPAAOnTT n PTTPPfT/iriA 


X JU3 / 


UUUfvJViAVi UutJUAAAuuluuAvvUuAuij ACCUUGGA 


31432 




fl^ / / 




13058 


ACUUCCAG GCCGAAAGGCGAGUGAGGUCu UCAUGAAU 


31433 




A Aid 




1 1 AC Q 


CaluJouAAA QCC(3AAAQQCQAQUGlAJ3GuCU UuCCAGCU 


31434 


6577 


4453 


ATTPATTPAA Ci f^PftPAPATT 


X JvDw 


ATmrmPn^ rtPPPlklV1lf2jrSPf^Jir»lT/^llfV^TTl^T TTrir^IVTTniVlT 


31435 


6580 


4450 


AUPAAOPP G PAPATTPAA 


X J UDX 




31436 


6596 


4434 




1 '3 A/SO 


boCUL.uAv9 CaCCuAAAGQCGACuQASGuCA/ GAAAGAGu 


31437 


6602 


4428 




X J vOJ 


aiTTTJiPRPP rap^v^Ti >vi4P/3PPi\PTTr'j4f?/^TrTT iT/'v^Tvn/'vnv 


31438 


6606 


4424 


UCGAGCCU G UAAUUUCU 


13064 


AQAAAUUA GCCGAAAGGCGAGUGAGGUCU AGGCUCQA 


31439 


6615 


4415 


UAAUUUCtJ G GAUCACUU 


13065 


AAGUGAUG GCCGAAAGGCGAGUGAGGUCU AGAAAUUA 


31440 


6635 


4395 


CAGGAAAU G UCCGCC6U 


13066 


ACGGCGGA GCCGAAAGGCGAGUGAGGUCU AUUUCCUG 


31441 


6639 


4391 


AAAUGUCC G CCGUTJOJC 


13067 


GAGAACGG GCCGAAAGGCGAGUGAGGUCU GGACAUUU 


31442 


6642 


4388 


DGUCCGCC G UUCOCUCA 


13068 


UGAGAGAA GCCGAAAGGCGAGUGAGGUCU GGGGGACA 


31443 


6663 


4367 


ACAUAUCU a UUGADUUC 


13069 


QAAAUCAA GCCGAAAGGCGAGDGAGGUaT AGAUAUGU 


31444 


6687 


4343 


tJCACXSAAA G CAGCAAAC 


13070 


GUUUGCU6 GCCGAAAGGCGAGUGAGGUCU UUUCGUGA 


31445 


6690 


4340 


CGAAAGCA G CAAACAUG 


13071 


CAUGUUUG QCCQAAAQGCQAGUGAGGUCU UGCUUUCG 


31446 


6700 


4330 


AAACAUGA 6 CCCCGC6A 


13072 


UCGCGGGG GCCGAAAGGCGAGUGAGGUCU UCAUGUUU 


31447 


6705 


4325 


UGAGCCCC G CXSAUA6UC 


13073 


GACUAUCG GCCGAAAGGCGAGUGAGGUCU 6GGGCUCA 


3144B 



366 
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6711 


4319 


CCGCGAUA u uCAUuG(aA 


13074 


uCCAAUGA GCCGAAAGGCGAGUGAGGUCU UAuCGCGG 


31449 


6723 


4307 


UUGGAaUw G CCAUvsQAG 


13075 


CUC(^UGvj GwCGAAAGGCGAGUiaAuGUwU UAUUUwAA 


31450 


5731 


4299 


GCCAuGCwV u UCiuwlTUC 


13076 


GACAuUGA GCCGAAAuGOGAGUGAUGUUU UCCAUGGC 


31451 


673 7 


4293 


GAGUCAA.U \j ULA/ilji^UC 


13 077 


l2AiL7L,UUUA UCCbAAAGGCGAGUuAlz^TliuU AUUt^AUL/C 


•J 1 y| C n 


6742 


4288 




1 "a nna 
i^U /o 


UGvjUAVaAG VsC^^GAAAGGuGAGUuAVtVjUV-U UUoAUAUU 


•a 1 A c "a 


6747 


4283 






AvjViVjV^UlaVa W7wUuAAAx9Gv«GAljiUV3Av3lc>UL.U AGAUV^UUG 


•a T A K A 


6751 


4279 




UoU 


UuuurAurUG W»V«UGAAAGGCGAGUuAviV>UL.U UUGUAuAvs 


*:) 1 A ce 
JX4bb 


6765 


4265 




13 081 


AAuviUUUG \J%.W<uAAAGGCGAGwGAUV3UL,U uAUCGUCjG 


31456 


6776 


4254 


AftCAUUALj CCbALAuv.. 




GUUIjUL-UG lArClatAAAGGCGAGUuiAldGUCU LUAAUGUU 


31457 


6783 


4247 


GGCCvjACA 5 CuuUCAuC 


13003 


GAUUACAQ GCCyAAAGGCGAGUunGGUCU UGUCGGGG 


31458 


6786 


4244 


CGACAGCU g ucaucacu 


13084 


AGuGAUGA GCCGAAAGGCGAGuGAGGuCU AQCUQUUG 


31459 


6798 


4232 


UCACUUCA G UUGCGGGC 


^ 9 ADC 

13085 


GCGCGGAA GCCGAAAGGGGAGUGAGGUCU UGAAGUuA 


31460 


6801 


4229 


CuuCAGUu G CGGGCCAU 


13086 


AUGGCCCG GCCGAAAGGGGAGUGAGGUCU AACuGAAG 


31461 


6805 


4225 


AQUUGCGG G CCAuCCGC 


13087 


GCGGAUGG GCCGAAAGGCGAGUGAGGUCu CCGCAACu 


31462 


6812 


4218 


GGCCAUCC Q CGUUUAOG 


13088 


CGUAAACG QCCOAAAGGCGAGUGAGGUCU GGAUGGCC 


31463 


6814 


4216 


CCAUCCGC G UUUACGGU 


13089 


AuGGUAAA GCCXzAAAGGCGAGUGAGGUCU GCGGAUGG 


31464 


6821 


4209 


CGUUUACG G UUGGGAUC 


13090 


GAUGCGAA GCCGAAAGGCGAGUGAGGUCU CGUAAACG 


31465 


6634 


4196 


GnUUAuAU U CAAULAUU 


13091 


ACUGAUUG GCCGAAAGGCGAGUGAGGUCu AUGUGAUC 


31466 


6841 


4189 


UGCAAUCA G UCCAGCAG 


13092 


CUGCUGGA GCCGAAAGGCGAGUGAGGUCU UGAUUGCA 


31467 


dd4d 


4184 


UwAGUCwi G CAuCAAGur 


XJO9J 


CCUUGCUG GCCGAAAGGCGAGUGAGGUCU UGGACUGA 


31468 


CQAQ 

bo47 


4XDJ. 




1 ? noA 


ulAUw(.UUG uCCGAAAGGCGAGUGAGGuCU UGCUGGAC 


31469 


DOOJ 


4167 


AUUAUGijVi o UUoAAAAu 




(.UUUUL.AA uCCoAAAGGCGAGUGAGGUCU CCCAUGAU 


31470 


bo /x 


4159 


UUUVjAAAA u ULLUtjUUG 


1 ^ noc 


CAALAuwi GCUlsAAAGGuGAGUGAGGUCU UUUUCAAC 


31471 


CQ1C 


4154 


AAAGULuU G UUGAGGUU 


13097 


AGCCUCAA GCCGAAAGGCGAGUGAGGUCU AGGACUUU 


31472 


6882 


4148 


CUGUUGAG G CUAGAGCC 


13098 


GGCUCUAQ GCCGAAAGGCGAGUGAGGUCU CUCAACAG 


31473 


f O DO 


4142 


AGGCUAGA G LLAAGUAU 


X 


AUGCUUGG GCCGAAAGGCGAGUGAGGUCU UCUAGCCU 


31474 


6893 


4137 


AGaOCCAA O CAUaGCaO 


13100 


CUGCUAUG GCCGAAAGGCGAGUGAGGUCU UUGGCUCU 


31475 


6898 


4132 


CAAGCAUA G CAGAjCUUG 


13101 


CAAGUCUG GCGGAAAGGCGAGuGAGGUCU UAUGCUUG 


31476 


cone 


A 1 OA 

41«4 




i 01 AO 


viAAAoviAU GCCGAAAGGCGAGUGAGGUCU AAGUCUQC 


31477 




Ai no 
41U7 


UdJUUUUU u UAuCUGCA 


13103 


f V'^TV^* •■ tt\ f^^f^^ TV TV TVO^^^ TV OTT/^ TV ^/^T^ITT It It TV IV IV IV r^TI 

UGCA13V.UG GCCGAAAGGCGAGUGAGGUCU AAAAAAGA 


31478 




41Ub 


UUUUUiTWV G CuGCACUU 


13104 


mv^TTs^^im ^o^miv IV 9v/*T^#'v^Tv /^rt^Tv /^/^T/nrv rY/^/^it iv tv « it 

GAGUGCAG GCCGAAAGGCGAGUGAGGUCU UGCAAAAA 


31479 


6927 


4103 


UUGUAGUU U uAuUUClA. 


13105 


TV ^ TV Trt ^^^^^lyv fV TV T^ TV ^^tt^cty tv ^^tt^ IV 

GAGGAGUG GCCGAAAGGCGAGUGAGGUCU AGrCUGCAA 


31480 




Anon 




X J lUb 


AUAGvsLAG GCCGAAAGGCGAGUGAGGUCU UUGAUCAG 


31481 


£ oca 


Arsnn 
*t\j f 1 


atir'ivs/^/^T r* rTTTJkT'TTTr'/^ 
iUJL./iA.(jCU (..UUAUUL^ 


in A"? 


GGAAUAGG GCCGAAAGGCGAGUGAGGUCU AGCUUGAU 


31482 


6973 


4057 


CAUCAACA G CAGUAUGC 


13108 


GGAUACUG GCCGAAAGGCGAGUGAGGUCU UGUUGAUG 


31483 


cone 

0770 




uAACAbUA G UAUwLUGU 


AA 

13109 


Tv ^TV^^ TVf TTV ^^^^1V TI TV^^^I^TV nrt^TI ^^rV'i/WT gYi^^Tf TX^t TT 

ACAGGAUA GCCGAAAGGCGAGUGAGGUCU UGCUGUIK3 


31484 


6983 


4047 


AGUAUCC17 G UACACADC 


13110 


GAUGUGUA GCCGAAAGGCGAGUGAGGUCU AGGAUACXJ 


31485 


7001 


402? 


AGAUUvIAA G CAUGUUAG 


13111 


CUGAGAUG GCCGAAAGGCGAGUGAGGUCU UUGAAUCU 


31486 


7009 


4021 


GCAUCUCA G CCCGGGuQ 


13112 


CACCCGGG GCCGAAAGGCGAGUGAGGUCU UGAGAUGC 


31487 


7015 


4015 


CAGCCCGG G UGUUaGCA 


13113 


UGCUAACA GCCGAAAGGCGAGUGAGGUCU CCGGGCUG 


31488 


7017 


4013 


GCX;CGGGU G UUAGCAOO 


13114 


CCUGCUAA GCCGAAAGGCGAGUGAGGUCU ACCCGGGC 


31489 


7021 


4009 


GGGUGUUA g cagggcua 


13115 


UAGCCCUG GCCGAAAGGCGAGUGAGGUCU UTiACACCC 


31490 


7026 


4004 


UUAv^CAliG G CUAGCAGC 


13116 


GCUGCUAG GCCGAAAGGCGAGUGAGGUCU CCUGCUAA 


31491 


7030 


A (\r\f\ 


L,iUjovjLUA \j LiUjCuGAA 


13117 


UUCCGCUG GCCGAAAGGCGAGUGAGGUCU UAGCCCUG 


31492 


7033 


3997 


GGCuAGCA G CGGAACAA 


13118 


UUGUUCC6 GCCGAAAGGCGAGUGAGGUCU UGCUAGCC 


31493 


/U4o 


OQ A 


iiUAACLAC G UUUuAUGU 


13119 


ACAUCAAA GCCGAAAOGCGAGUGAGGUCU 6UGGUUGU 


31494 


7053 


3977 


V_LjUUUuAU g ucguugug 


13120 


CACAACGA GCCGAAAGGCGAGUGAGGUCU AUCAAACG 


31495 


7056 


3974 


UUGAUGUC G UUGUGAAU 


13121 


AUUCACAA GCCGAAAGGCGAGUGAGGUCU GACAUCAA 


31496 


7059 


3971 


AUGUCGuu G UGAAUGUU 


13122 


AACAUUCA GCCGAAAGGCGAGUGAGGUCU AACGACAU 


31497 


7Ud3 


i 9b3 


UUGUGAAU G UUAUGGCU 


13123 


AGCCAUAA GCCGAAAGGCGAGUGAGGUCU AUUCACAA 


31498 


7071 


'toco 


AUGUUAUG G CUCUCAGU 


13124 


ACUGAGAG GCCGAAAGGCGAGUGAGGUCU CAUAACAU 


31499 


7078 




r^f^r^Tcnxf^n. n tttvtti^tvtt^^ 


13125 


GGAUGAUA GCCGAAAGGCGAGUGAGGUCU UGAGAGCC 


31500 


7089 


3941 


UCAUCCAA Q CUACCQCC 


13126 


QQCGQUAG GCCQAAAGQrGAGUGAGGUCU UUGGAUGA 




7095 


3935 


AAGCUACC G CCAGUGAA 


13127 


UUCACUGG GCCGAAAGGCGAGUGAGGUCU GGUA6CUU 


31502 


7099 


3931 


UACCGCCA G UGAAUUCA 


13128 


UGAAUUCA GCOGAAAGGCQAGUGAGGUCU UGGCOGUA 


31503 


7129 


3901 


CUCCCAGA 6 CAGAAUUU 


13129 


AAAXJUCUG GCCGAAAGGCGAGUGAGGUCU UCUGGGAG 


31504 


7139 


3891 


AGAAUUUG G CGGGCAUC 


13130 


GAUGCCCO GCCGAAAGGCGAGUGAGGUCU CAAAUUCU 


31505 


7143 


3887 


UUUGGCQQ 0 CAUCGUGA 


13131 


UCACGAUO QCCQAAAGGCQAGUGAGGUCU CCGCCAAA 


31506 


7146 


3682 


CGGGCAUC G UGAUAAGC 


13132 


GCUUAUCA GCCGAAAGGCGAGUGAGGUCU 6AUGCCCG 


31507 


7155 


3875 


CGUGAUAA G CCAUUUGA 


13133 


UCAAAUGG GCCGAAAGGCGAGUGAGGUCU UUAUCACG 


31508 


7173 


3857 


AGAAAACA 6 CCGCCAAC 


13134 


GUUGGCGG GCCGAAAGGCGAGUGAGGUCU UGUUUUCU 


31509 


7176 


3854 


AAACAGCC G CCAACAUC 


13135 


GAUGUUGG GCCGAAAGGCOAGUGAGQUCU GGCUGUUU 


31510 
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7193 


3837 




XO J. JO 






7202 


3828 




X J X J / 




31512 


7206 


3824 




X J Xj d 


nanarrnna nppfjaaannpnaoTTGannTTPTT raapPAfw 


OT m 0 

J X3 X J 


7215 


J olb 




1 O 1 O Q 
X J XJ 7 




31514 




*a □ An 
JOUU 




X^X^ V 




31515 


7246 


3784 






anaiiapaa rtPPfiaaafWoanTTMafV^TPTT partTTRTTTTn 


J X3XD 


7249 


3781 




1 ■> 1 A O 


TTPaapaTTa fiPPfiaaannpnatTTTfsarsnnptT aappannn 


JX9X f 


7250 


3770 


UCUUGaAu g UCGCGAUG 


1 O 1 A O 

13143 


paTtrr'pna ppppaaan/iP^^a^TMartrtftPTi PiiTTPaapa 
uAUGGUGA GCvGAAAUGCGAvaUviAVjvju^U CUULAAbA 


01 Rl Q 


7263 


3767 




1 11 A A 
X jX44 


/2PTTPaTTnfi riPPnaaannpnafSTTnannTTPTt fiappiTTTPa 


<9X9X7 


7270 


3760 




1 O 1 AC 

X Jx4b 




JX9«U 


7272 


3758 


#*V*'T\TT/*'H C* ^^HlV/Jl M'TT 


1 O 1 AC 

X3140 


apaPTiTTrsp rtPPPaaaj'inpnarmfia/TMTTPrT ^PTTPaitrsp 
AUAUUUGVjr uv^UGAAAGVjLajAuUGAVjGUUU v7L.UlJAUoo 


01 C01 
JX3ZX 


7277 


3753 




1 0 1 A 
X3x4 / 


pTTPPiiapa ppppa aap/W5 a fSTTrtan/iTTPTi ttitppp/tptt 


01 COO 


7279 


3751 




1 "a 1 AO 




11 Kll 


TOO 


"i '7 A A 




1 1 1 AO 
X<9 X4 9 




11 tiOA 
.9X9^4 


7308 


3722 




UxbU 


anpTTTTTTPrs nppnaaanrspoanTTrsannnpii a/^aaxTPria 


01 CO C 

JXbZb 


7314 


3716 




1 n CI 
X jxbx 


CLCinnn.r*'^ci riPPfiaaan^p^iarsTT/ianriTTPiT TTTTiTP^ipap 


11 coc 
^Xbi^b 


7317 


3713 




1 n CO 
j.b<£ 




n CI •? 

JXOZ f 


7337 


3693 


AUvaAIJAUA u V^VaUAAUU,. 


xj jLb;} 


dTTrsiTTTa PT! npPfsaaaruTKvaafflT/^anrtTTPtT TTaiTi^TTpaTT 


01 COQ 


7339 


3691 


QACAUAGC u UAAUALAU 


1 JXb4 


aTTPTtrnTTTa /iPPPaaRn/iPnaPTTPa/iPiTPiT ppiTaTiPTtp 


01 CO 0 


7350 


3680 


ACAuAUuA G UuUAAuUA 


1 O 1 c c 


TiapTTTTapa ppppaaafTpp^^aranpartfinpn TTPaTTPrtpn 


0 1 c 0 n 


7352 


O C70 
iO /O 


AluAUwu^U o UAAbarUAAU 


1 0 1 cc 


aTTTiaPTTTTa pppnaaacppi^a^^martfiTTPiT aPTT^^aiTpn 


0 1 CO 1 
JXb J X 


7356 


3 674 


uAuUuUAA U UAAUQUwU 


13157 


/nranpaiTiTa nppraaaafS/ap^aararTrtanfiTTPiT TTfiapaPrvi 


31532 


7361 


3669 


UAAGUAAU G CCCCCAAA 


13158 


TTTfTTPPPrtP pppp a a apnpp a PTTpa PPT TPTi aiTTTapitna 
UUUGGGGG GCCGAAAGGCGAuUGAGViUvJU AUUAL.UUA 


31533 


73B1 


3649 


CAGGACUA G CAvaAGCAA 


13159 


TTTTrr^T^^Tr* ^/^^r'aaap/^^v^aPTTr'Tv/iPTT^^T Tia<^TT/^r»rv^ 
UUGv«UL.UG GL.LGAAAGGvJGA[^GAGGUCJU UAGUCL.UG 


31534 


73B6 


3644 


uUAoCAGA G CAAUCAuU 


13160 


ALUGAUUG GLCuAAAGGCUAGUGAIjGUuU ULUGuUAG 


31535 


7393 


3637 


AULAAUCA UAUAiL7L.U(j 


1 0 1 d 


papPTiaTTa ppp^^aaap/^ppaprir'RfiPiTf^T TTrianTTPrm 
UAG(^UAUA GCUGAAAGtjUUAkaUGAGGUuU UGAUUGUU 


31536 


7398 


3632 


UCAGUAUA G CUGGCAUG 


13162 


CAUGCCAG OCCGAAAGQCGAGuGAGGUCU UAUACUGA 


31537 


7402 


3628 


UAuAGdJIi u CAUQUUIaA 


13163 


TTPappaiTP ppppaaappp^5aPTTPaf3PTTPTT paPPiTaTia 


31538 


74 06 


O OA 


UCUutjiJAU \3 UUuAUCUu 


1 O 1 C A 

1 J JLb4 


aar'aiTParo ppp^aaappppafflTParspTtPfT aimppapp 
AAGAUUAG GL>^GAAAGOC\iA!oUGA\iGULU AUGLJUUJC 


01 CO 0 


7416 


3614 


UuAUCUUCz u CUuUuCJAC 


13 165 


<^r/^(^apar^ ^/^p^aaart/v/^af^T/^n^2/^TT<*»rT /^a n/^arrrta 
GUGGAUAG GoUGAAAoCjCGAGUGAGGuCU CAAGAUUA 


31540 


7419 


1 CI t 

JdXJL 


UUUUuVaUU u UCCALa^U^ 


1 O 1 


pappiTPPa ppppaaappppapiTParsptTPiT apppaar^a 


31541 


7430 


3600 


uACCUCUU G CoAAljQA^ 


13167 


rtTTPPTTTTPP rtPPPaaart/sppartfTpaPrtTTPiT aapa^imir^ 
UUL.CUUUG GU\«\3AAAuGCGAQUGAxjGUCU AAGAGGUu 


31542 








X J xoo 


PTTTK^rtPPa rtPPPaaaf7np/^ar!TTPa/7rt,TTPrT cr^'hr'n'A.nr* 


0 1 c/ 0 
JXb4 J 






L.L.Uv7\JoUV9 Ki L.wVAv3M/iU 


1 0 1 <CQ 


nTTTTPiTTTnn nppnaaa(^npnaf3n/aanpiTPn pappparvi 


31544 


7459 


3561 


ACUAuAAu LULAAuUu 


13170 


IJAGUUGGG GUl...GAAAGGuGAiGUGAuGUOU V«UUL.UGGU 


31545 




O C/1 f 

Jb4o 


UuAAAAUii V3 UL>AAUL^U 


1 01 Tl 
X J X /X 


aTTPaiTTTPa ppppaaa<^pppaPTTPar!PTtprT ppTTrirTTipa 


0 1 C A ^ 


HA OT 






1 01 "70 
XJX / ^ 


TTTTaTiaaTTf^ (^ppi^aaaiT^p/^am^Trtan/tsTTPrT iwsarrattrta 


11 C A •! 


f 3 UO 






101 70 

X J X / J 


anrirjAaTTn nrpfzaaafVipnanTTnannTTPiT TUTanaaTTP 


0 1 c>i a 




Jb J.^ 




101 TA 


TTnpaf^TTPa riPP^^aaan/iP^apn/ofinPTTPTT aaPTTnaaiT 


31549 


7522 


3508 


TUTfiiiPikPTT p p a pr» a rinn 


13175 


pppTTP/2TTr2 /^pppaaafiPP/^aPTTpafSPTiPfT apttpapaa 
L.L.I..UUGUG GUUGAnAuiaLAiAvaUwunaUUU AvvULAUAA 


31550 


C ■> 


JbUU 




101 nc 


TTmaaaria fappnaaarwaprtartrT/iartnTTPiT ppitpnrTiop 


01 CC1 


/ Otj 


"a AST 


ITTTPBTTPan n TTPTTPTirSTTP 


1 0 1 "7T 
XJX / / 


PBPariafia ppppaaarsi'WiaPTTfsart/^TPiT aiTPaTipaa 


0 1 c c 0 
jXbb2 


'7CAO 




afT^TPTTPTT P ITPPTTPIlPa 


1 01 
XJ± to 


TTPapappa ppppaaa^^pppaprT/ia/^P7TPT7 apapapaii 


0 1 c c 0 


/ t>d« 


J4 / o 




1 0 1 TQ 

XJX /J7 


a<^aTTParia ppppaaaj'i/iP^zapTTParTPiTPTT r^ar'apar'a 


0 1 C C X 

JXbb4 


*7C*7*7 




Tiappaapa p pp/3PTTf2TTP 


1 0 1 Q n 


/sapaftpnsn rapppaaappp^apTTPa/iPTTPrT TTPTiririPTTa 
VsAUAGUGG GC^GAAAGGUksAoUGAGGUUU UGUUGGUA 


0 1 c c c 
31555 


/9oU 


J4bU 


paapa/app p pn/^iTTPartrt 


1 01 Q1 

X JXoX 


apiT/iapap rtPPPaaap/opparaiTPappiTPrt r^/apTTnrwTP 


31556 


75B3 


3447 


CAuuCGCU Q UCAGUUUG 


13182 


CAAACUuA GCCGAAAGGLXimjuGAGGUCu AGCGGCUG 


31557 


7587 


3443 


UGCUGUCA G UUUGGUAG 


13183 


CUACCAAA GCCGAaAGGCGAGUGAGQUCU uQACAGOQ 


31S58 


7592 


3438 


npaPTTTiTTP Tt»r«^v5oart 


13184 


CUGCGCuA GCCGAaAGGCGAGuGAGGUCU CAAaCUGA 


31559 




3435 


GUUUGGUA G CGCASUGG 


13185 


CCACUGCG GCCGAAAGGCGAGUGAGGUQJ UACCAAAC 


31560 


7597 


3433 


UUQGUAGC G CAGuGGUG 


13186 


CACCACUG GCCGAAAGGCGAGUGaGGUCU GCUACCAA 


31561 


7600 


3430 


GUAUCGUA G UGSUGGUA 


13187 


UACCACCA GCCGAAAGGCGAGUGAGGUCU UGCGCUAC 


31562 


7603 


3427 


GCGCAGUG G UGGUAAGG 


13188 


CCUUACCA GCCQAAAQQCGAC3UGAGQUCU CACUGCQC 


31563 


7606 


3424 


CAGUGGUG G UAAGGUGC 


13189 


GCACCUUA GCCGAAAGGCGAGUGAGGUCU CACCACUG 


31564 


7611- 


.-3419 


GU3GUAAG G UGCAGCUC 


13190 


GAGCUGCA GCCGAAAGGCGAGUGAGGUCU CUUACCAC 


31565 


7613 


3417 


GGUAAGGU G CAGOJCCU 


13191 


AGGAGCUG GCCGAAAGGCGAGUGAGGUCU ACCUUACC 


31566 


7616 


3414 


AAGGUGCA G CUCCUGCA 


13192 


UGCAGGAO GCCGAAAGGCGAGUGAGGUCU UGCACCUU 


31567 


7622 


3408 


CAGCUCGU G CAQCACaV 


13193 


UQQUGCUG QCCOAAAGOCCSAaUQAGGUCU AGOAGCUG 


31568 


7625 


3405 


CUCCUGCA G CACCAAUC 


13194 


GAUUG6UG GCCGAAAGGCGAGUGAGGUCU UGCAGGAG 


31569 


7635 


3395 


ACCAAUCU G UUAUCAAC 


13195 


GUUGAUAA GCCGAAAGGCGAGUGAGGUCU AOAUUGGU 


31570 


7649 


3381 


AACUUUCC G CUCUCUGU 


13196 


ACAGAGAG GCCGAAAGGCGAGUGAGGUCU GGAAAGUU 


31571 


7656 


3374 


CGCUCUCU G U6GU6GUG 


13197 


CACCACCA GCCGAAAGGCGAGUGAGGUCU AGAGAGCG 


31572 
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7659 


3371 


UCUCUGUG G UGGUGCGA 


13198 


UCGCACCA GCCGATVAGGCGAGUGAGGUCU CACAGAGA 


31573 


7662 


3368 


CUGUGGUG G UGCGAGUG 


13199 


CACUCGCA GCCGAAAGGCGAGUGAGGUCU CACCACAG 


31574 


7664 


3366 


GUG6UGGU G OGftGUGGC 


13200 


GCCACUCG GCCGAAAGGCGAGUGAGGUCU ACCACCAC 


31575 


7668 


3362 


UGGUGCGA G UGGCAGGU 


13201 


ACCUGCCA GCCGAAAGGCGAGUGAGGUCU UCGCACCA 


31576 


7671 


3359 


UGCGAGUG G CAGGUCCA 


13202 


UGGACCUG GCCGAAAGGCGAGUGAGGUCU CACUCGCA 


31577 


7675 


3355 


AGUGGCAG G UCCACGGU 


13203 


ACCGUGGA GCCGAAAGGCGAGUGAGGUCU CUGCCACU 


31578 


7682 


3348 


GGUCCACG G UGUCCGCA 


13204 


UGCQGACA QCGQAAAGGCGAaUGAQGaCU CGUGGACC 


31579 


7684 


3346 


UCCACGGU G UCCGCAGC 


13205 


GCUGCGGA GCCGAAAGGCGAGUGAGGUCU ACCGUGGA 


31580 


7668 


3342 


CGGUGUCC G CAGCUCUC 


13206 


GAGAGCUQ GCCGTUkAGGCGAGUGAGGUCU GGACACCG 


31581 


7691 


3339 


UGUCCGCA G CUCUCACU 


13207 


AGUGAGAG GCCGAAAGGCGAGUGAGGUCU U6CGGACA 


31582 


7704 


3326 


CACUCAGG G UGACCGUA 


13208 


UACGGUCA GCCGAAAGGCGAGUGAGGUCU CCUQAGUG 


31583 


7710 


3320 


GGGUGACC G UAGUUCOJ 


13209 


AGGAACUA GCCGAAAGGCGAGUGAGGUCU GGUCACCC 


31584 


7713 


3317 


UGACCGUA G UUCCUGGG 


13210 


CCCAGGAA GCCGAAAGGCGAGUGAGGUCU UACGGUCA 


31585 


7721 


3309 


GDUCOXBG G CAGUAAUC 


13211 


GAUUACUG GCCGAAAGGCGAGUGAGGUCU CCAGGAAC 


31586 


7724 


3306 


CCUGGGCA G UAAUCGAA 


13212 


UUCGAUUA GGCGAAAGGOGAGUQAGGUCU UGCCCAGG 


31587 


7733 


3297 


UAAUCGAA G UCAAUCUC 


13213 


GAGAUUGA GCCGAAAGGCGAGUGAGGUCU UUCGAUUA 


31588 


7748 


3282 


UCUACCCG G CCUUCGUC 


13214 


GACGAAGG GCCGAAAGGCGAGUGAGGUCU CGGGUAGA 


31589 


7754 


3276 


CGGCCUUC G UCCCAUGG 


13215 


CCAU6GGA GCCGAAAGGCGAGUGAGGUCU GAAGGCCG 


31590 


7763 


3267 


UCCCAUGG G CCCUGGUU 


13216 


AACCAGGG GCCGAAAGGCGAGUGAGGUCU CCAUGGGA 


31591 


7769 


3261 


GGGCCCUG G UUUUGUGU 


13217 


ACACAAAA GCCGAAAGGCGAGUGAGGUCU CAGGGCCC 


31592 


7774 


3256 


CUGQUUUU G UGUCUUGU 


13218 


ACAAGACA GCCGAAAGGCGAGUGAGGUCU AAAACCAG 


31593 


7776 


3254 


GGUUUUGU G UCUUGUAC 


13219 


GUACAAGA GCCGAAAGGCGAGUGAGGUCU ACAAAACC 


31594 


7781 


3249 


UGUGUCUU G UACCCAGG 


13220 


CCUGGGUA GCCGAAAGGCGAGUGAGGUCU AAGACACA 


31595 


7789 


3241 


GUACCCAG G UCUCCGAU 


13221 


AUCGGAGA GCCGAAAGGCGAGUGAGGUCU CUGGGUAC 


31596 


7799 


3231 


CUCCGAUU G UGAUUGCU 


13222 


AGCAAUCA GCCGAAAGGCGAGUGAGGUCU AAUOGGAG 


31597 


7805 


3225 


XnJGUGAUU G CUUCGUGG 


13223 


CCACGAAQ GCCQAAAGGCGAGUGAGGUCU AAUCACAA 


31598 


7810 


3220 


AUUGCUUC G UG6UCCCG 


13224 


CGGGACCA GCCGAAAGGCGAGUGAGGUCU GAAGCAAU 


31599 


7813 


3217 


GCUUCGUG G UCCCGCCA 


13225 


UGGCGGGA GCCGAAAGGCGAGUGAGGUCU CACGAAGC 


31600 


7818 


3212 


GUG6UCCC G CCAGUGUG 


13226 


CACACUGG GCCGAAAGGCGAGUGAGGUCU GGGACCAC 


31601 


7822 


3208 


UCCCGCCA G UGUGACUG 


13227 


CAGUCACA GCCGAAAGGCGAGUGAGGUCU UGGCGGGA 


31602 


7824 


3206 


CCGCCAGU G UGACUGGU 


13228 


ACCAGUCA GCCGAAAGGOGAGOGAGGUCU ACUGGCGG 


31603 


7831 


3199 


UGUGACUG G UAUUAUCA 


13229 


UGAUAAUA GCCGA7LAGG0GAGUQAGGUCU CAGUCACA 


31604 


7641 


3189 


AUUAUCAA Q UCACUCUC 


13230 


GAGAGUGA GCCGAAAGGCGAGUGAGGUCU UUGAUAAU 


31605 


7862 


3168 


AUUCCAUC G CCCCACAA 


13231 


UUGUGGGG GCCGAAAGGCGAGUGAGGUCU GAUGGAAU 


31606 


7872 


3158 


CCCACAAG G UAUGCGUC 


13232 


GACGCAUA GCCGAAAGGCGAGUGAGGUCU CUUGUGGG 


31607 


7876 


3154 


CAAGGUAU G CGUCUCAG 


13233 


CUGAGACG GCCGAAAGGCGAGUGAGGUCU AUACCUUG 


31608 


7878 


3152 


AGGUAUGC G UCUCAGGC 


13234 


GCCUGAGA GCCGAAAGGCGAGUGAGGUCU GCAUACCU 


<5s3-1609 


7885 


3145 


CGUCUCAG Q CCACGUAC 


13235 


GUACGUGG GCCGAAAGGCGAGUGAGGUCU CUGAGACG 


31610 


7890 


3140 


CAGGCCAC G UACAUGAU 


13236 


AUCAUGUA GCCGAAAGGCGAGUGAGGUCU GUGGCCUG 


31611 


7917 


3113 


CCAQAACU G CCCUUUCA 


13237 


UQAAAQGG GCCGAAAGGCGAGUGAGGUCU AGUUCUGQ 


31612 


7927 


3103 


CCUUUCAA G CUUCCACG 


13238 


CGUGGAAG GCCGAAAGGCGAGUGAGGUCU UUGAAAGG 


31613 


7935 


3095 


GCUUCCAC 6 UAUCAUUG 


13239 


CAAUGAUA GCCGAAAfiGCGAOUGAGSUCU CSUGCSAAGC 




7945 


3085 


AUCAUUGA G CCUGCUUU 


13240 


AAAGCAG6 GCCGAAAGGCGAGUGAGGUCU UCAAUGAU 


31615 


7949 


3061 


UUGAGCCU G CUUUCAAU 


13241 


AUUGAAAG GCCGAAAGGCGAGUGAGGUCU AGGCUCAA 


31616 


7970 


3060 


UAGGACAG G UCACUGUG 


13242 


CACAGUGA GCCQAAAQGCGAGUQAGGUCU CUGUCCUA 


31617 


7976 


3054 


AGGUCACU G UGGAUCGC 


13243 


GCGAUCCA GCCGAAAGGCGAGUGAGGUCU AGUGACCU 


31618 


7983 


3047 


UGUGGAUC G CCAAGUUG 


13244 


CAACUUGG GCCGAAAGGCGAGUGAGGUCU GAUCCACA 


31619 


7988 


3042 


AUCGCCAA G UUGUUCUU 


13245 


AAGAACAA GCCQAAAGGCGAGUGAGGUCU UUGGCGAU 


31620 


7991 


3039 


GCCAAGUU G UUCUUGAC 


13246 


GUCAAGAA GCCGAAAGGCGAGUGAGGUCU AACUUGGC 


31621 


8001 


3029 


UCUUGACA G CCGUUCCA 


13247 


UGQAACGG GCCGAAAGGCGAGUGAGGUCU UGUCAAGA 


31622 


8004 


3026 


UGACAGCC G UUCCAAUG 


13248 


CAUUGGAA GCCGAAAGGCGAGUGAGGUCU 6GCUGUCA 


31623 


B021 


3009 


AUCUUCGA G UCACADUC 


13249 


GAAUGUGA GCCQAAAGGCGAGUGAGGUCU UCGAAGAU 


31624 


8031 


2999 


CACAUUCA 6 UUGUGUUG 


13250 


CAACACAA GCCGAAAGGCGAGUGAGGUCU UGAAUGUG 


31625 


8034 


2996 


AUUCAGUU G UGUUGCUC 


13251 


GAGGAACA GCCQAAAGGCGAGUGAGGUCU AACUGAAU 


31626 


8036 


2994 


UCACUUGU G UUGCUCUC 


13252 


GAGAGCAA GCCGAAAGGCGAGUGAGGUCU ACAACUGA 


31627 


8039 


2991 


GUUGUGUU G CUCUCUCU 


13253 


AGAGAGAG GCCGAAAGGCGAGUGAGGUCU AACACAAC 


31628 


8067 


2963 


ACAUCCGA G UQCUGGUQ 


13254 


CACCAGCA GCCGAAAGGCGAGUGAGGUCU UCGGAUGU 


31629 


8069 


2961 


AUCCGAGU 6 CUG6UGAG 


13255 


CUCACCAG GCCGAAAGGCGAGUGAGGUCU ACUCGGAU 


31630 


8073 


2957 


GAGUGCUG G UGAGACCA 
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8389 
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AACUGAUC G UAGACCGC 
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GGAGUGUG GCCGAAAGGCGAGUGAGGUCU GGUCITAm 
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CAGUGUCA G CGUGPACG 


13310 
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31685 
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GUGUCAGC G UGCACGUU 
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AAPGUGPA GPPGAAAGGPGAGTTGAGnTTPtT GPTTfSAPAP 
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GUCAGCGU G CACGUUCA 
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UQAACGUG GCCGAAAGGCGAGUGAGGUCU ACGCUGAC 
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GCGUGCAC G UUCACGGA 
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GAGGAAGA G CAGAACUC 
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GAGUUCUG GCCGAAAGGCGAGUGAGGUCU UCUUCCUC 


31689 
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CUCCAACU 6 CGAGAAAC 
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GUUUCUC6 GCCGAAAGGCGAGUGAGGUCU AGUUGGAG 
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CGAGAAAC G UGAGAGCU 
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GCCGAUAG GCCGAAAGQCOAGUGAGGUCU UCUCAC6U 
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UAUCACGA G CAUU6AUG 
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ACAGGA6A G CCCCCAGC 
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GCUGGGGG GCCGAAAGGCGAGUGAGGUCU UCUCCUGU 
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8671 
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AGCCCCCA G CAAUCCUU 
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31705 


8790 


*50 Art 




X J J JX 




01 70^; 

JX / uo 


8793 


2237 




X Jo 


aftftaftana ftPPftaaaftftpftaftTiftariftTTPTT aftPTTTTftfSft 
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11 71 Q 

jx /x? 


Q O C □ 


O 1 lO 


rv«a3iTTr»n'T n rTTTipnartn 


X J J4 3 


TTPftftftaaft ftPPftaaaftftpftaftTTftaftftTTPTT aftpaiHTftft 


noon 
jX /zU 


ft mn 


iSXOU 


r^r'aftanm ft TTftPO&aTift 


1 l*}Ae 
X J JftO 


paiTTTftftpa ftppftaaaftftpftaftTTftaftftTTPTT aaftiiPtTftft 


n ooT 

JX tZx 


ao / Z 




ar'arTTTtrn'T r" pnaaTTftrTT 


XJ J4 / 


appatTTTftft ftPPPaaafiftPftaftTTftaftftTTPTT apaaftiiprt 


■a 1 000 
jX /^z 


8879 


2151 


UQCCAAUo Vj UuAUUoAU 


XJ j4o 


»tTr«aaTT/^a /^o^ftaaaftT'fT'aftnr'af ftnr'TT i^aiTiTr'ftr'a 


31723 


8890 


2140 


AUUuAUCU (9 UUvvUUUUu 


X J J4^ 


papa a pa a ftpppaaaftppftaftfTftappTTPiT apaiTPaaiT 


0 1 oo>i 
JX /24 


8893 


2137 


SAUCuQUU u UUwUCCuw 
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9104 


1926 


ACAGUGCC G UGACCUGU 


13378 


ACAGGUCA GCCGAAAGGCGAGUGAGGUCU GGCACUGU 
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CGUGACCU Q UQUCUGCQ 
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31754 
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UGACCUGU G UCDGCGGG 
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AAuUAAuA GCCGAAAGGCGAGUGAGGUCU UGUCAAGU 


31764 


9233 


1797 


UUGACAOU G UUGCUUGA 


1 ^ ^ 0 A 

1339D 


TT<^A A/^/^R A /^^/^/^ A A A/V^/1A/5TT^A^#^TT^^T A/^VTTT^AA 

UCAAGCAA GCCGAAAGGCGAGUGAGGUCU ACUGUCAA 


31765 


9236 


1794 


ACAGuGUU G CUuGAAAA 


13391 


TTTTTTTT/^A A A TV A/^/^/V^R /^TO * /^^^T^MT AA/^A/<fT^TT 

UUUUCAAQ GCCGAAAGGCGAGUGAGGUCU AACACUGU 


31766 


9258 


1772 


CAGGAAUG G (^ULUAGL^.. 


13392 


GGGUGGAU GCCGAAAGGCGAGUGAGGUCU CAUUCCUG 


31767 


9264 


1766 


UGQCUCCA Q CCAAAQCU 


13393 


AOCUUuGG GCCGAAAOGCGAGUGAQGUCU uGGAGCCA 


31768 


9270 


1760 


CAGCCAAA G CUuGAUGC 


13394 


GCAUCAAG GCCGAAAGGC62U3UGAGGUCU UUUGGCUG 


31769 


9277 


1753 


AGCU06AU G CAGAGCUC 


13395 


GAGCUCUG GCCGAAAGGCGAGUGAGGUCU AUCAAGCU 


31770 


9282 


1748 


GAUGCAGA G CuCCCUCU 


13396 


AGAG6GAG GCCGAAAGGCGAGUGAGGUCU UCUGCAUC 


31771 


9292 


1738 


UCCCUCUU G UQAGCCCA 


13397 


UGGGCUCA GCCGAAAGGCGAGUGAGGUCU ATIGAGGGA 


31772 


9296 


1734 


UCUUGUGA G CCCAAUGC 


13398 


GCAUUGGQ GCCGAAAGGCGAGUGAGGUCU UCACAAGA 


31773 


9303 


1727 


AGCCCAAu G CUAuCACA 


13399 


UGUGAUAG GCCGAAAGGCGAGUGAGGUCU AUUGGGCU 


31774 


9316 


1714 


CACAQACU G CUUCQUGG 


13400 


CCACGAAG GCCGAAAGGCGAGUGAGGUCU AGUCUGUG 


31775 


9321 


1709 


ACUGCuUC G UGGCGUGU 


13401 


ACAcGCCA GCCGAAAGGCGAGUGAGGUCU GAAGCAGU 


31776 


9324 


1706 


GCUUCGUG G CGUGuGGU 


13402 


ACCACACG GCCGAAAGGCGAGUGAGGUCU CACGAAGC 


31777 


9326 


1704 


UUCGuGGC G UGuGGUuC 


13403 


GAACCACA GCCGAAAGGCGAGUGAGGUCU GCCACGAA 


31778 




1 /U^ 


UGUGG(»GtJ G UGGUUW.UU 


13404 


AGGAACCA GCC(aAAAuGLGAIQuGAGGUCU ACGCCACG 


31779 


9331 


1699 


GOCGUGuu G UUCCUGAA 


13405 


UUGAGGAA GCCGAAAGGCGAGUGAGGUCU CACACGCC 


31780 






UIJAUUAAU G ULUCUCUG 


13406 


CAGAGAGA GCCGAAAGGCGAGUGAGGUCU GUUAAUGG 


31781 


0*3 CO 


1671 


GUCUCUCU G UUCCUCCA 


13407 


UGGAGGAA GCCGAAAGGCGAGUGAGGUCU AGAGAGAC 


31782 




1658 


UCCACACA Q TJACUUCCA 


13408 


TY^^ fi. ^ ^^^^ IV W ft ^^^^ TV Y^TV^/fYY^CT Y T Y#^Y Y/^ttT^^^ 

UGGAAGUA GCCGAAAGGCGAGUGAGGUCU UGUGUGGA 


31783 


9361 


1649 


UACUUCCA G CACUGCUC 


13409 


GAGCAGUG GCCGAAAGGCGAGUGAGGUCU UGGAAGUA 


31784 


9386 


1644 


CCAGCACu G CuCCAAGG 


13410 


CCUUGGAG GCCGAAAGGCGAGUGAGGUCU AGUGCUGG 


31785 






CAAUuGAU U UUGAQGUC 


13411 


GACCUCAA GCCGAAAGGCGAGUGAGGUCU CUCCCUUG 


31786 


Q A n A 




AuvsUUGAU G Uv»wVLKaAA 


13412 


UUCAUGGA GCCGAAAQOCQAOUGAGGUCU CUCAACCU 


31787 


OA ^ C 


1595 


CXmAAGAAC G UCuUUGUU 


13413 


AACAAAGA GCCGAAAGGCGAGUGAGGUCU GUUCUUGG 


31788 


9441 


1589 


ACGllCUUU G UUCCAACA 


13414 


UGUUGGAA GCCGAAAGGCGAGUGAGGUCU AAAGACGU 


31789 


9450 


1580 


UUGCAAGA G UGAUuACG 


13415 


CGUGAUGA GCCGAAAGGCGAGUGAGGUCU UGUUGGAA 


31790 


OA CQ 


xb 




13416 


GCAUACUA GCCGAAAGGCGAGUGAGGUCU GUGAUGAC 


31791 


Q ACI 




AUUAGGUA G UAUGGAUU 


13417 


1^ TVTY^^IVTTTV ^^^/YfV 9V TV ^^^^TV <Yr Y^ TV ^^YY,<1YV VTTV ^AvYA« TY 

AAUGCAUA GCCGAAAGGCGAGUGAGGUCU UACGUGAU 


31792 


OA CC 


Ibbb 


/'V^TJir'TTRTT r* r»7VTTTT^'5/Tm/*' 

LA^UAi^UAU ur LZAUUGGUG 


13418 


^^TV TVTT^ /^^^t^lV ^ ^O^^^TV Y^TVrt^YY^YY Tfc YYTk ^WYTV 

CACCAAUG GCCGAAAGGCGAGUGAGGUCU AUACUACG 


31793 


OA '71 

y47JL 


1559 


AUGGaUUG G UGUCAAUC 


13419 


^TiT^T^ li ^^^l^M TV TV ^^^j^ W ^YYY^H ^^YY^YTY ^TV Tl rYW^« WW 

GAUUGACA GCCGAAAGGCGAGUGAGGUCU CAAUGCAU 


31794 


9473 


1557 


CKZAuUGGu G uCAAUCCC 


13420 


GGGAUUGA GCCGAAAGGCGAGUGAGGUCU ACCAAUGC 


31795 


9487 


1543 


CCCUGACC G UGGUUCAC 


13421 


GUOAACCA GCCGAAAGGCGAGUGAGGUCU GGUCA6GG 


31796 


9490 


1540 


uGACCGUG G UUCACAGU 


13422 


ACUGUGAA GCCGAAAGGCGAGUGAGGUCU CACG6UCA 


31797 


9497 


1533 


GGUUCACA G UCCACUGU 


13423 


ACA6UGGA GCCGAAAGGCGAGUGAGGUCU UGUGAACC 


31798 


9504 


1526 


AGuCCACu G UCACCuCu 


13424 


AGAGQUGA GCCGAAAGGCQAGUQAQGUCU AGUGGACU 


31799 


9526 


1504 


UUCuCCAA G CUUUAGuG 


13425 


CACUAAAG GCCGAAAGGCGAGUGAGGUCU UUGGAGAA 


31800 


9532 


1498 


AAGCUUUA G UGUGUAUQ 


13426 


CAUACACA GCCGAAAQGCGAGUQAGGUCU UAAAGCUU 


31801 


9534 


1496 


GCUUUAGJ G UGUAuGAA 


13427 


UUCAUACA GCCGAAAGGCGAGUGAGGUCU ACUAAAGC 


31802 




1494 


UUUAGUGU G UAUGAAGG 


13428 


CCUUCAUA GCCGAAAGGCGAGUGAGGUCU ACACUAAA 


31803 


QC AA 


X4(3t> 


UUAUGAAU G (aSCCGCAG 


13429 


CUGCGGOG GCCGAAAGGCGAGUQAOGUCU CUUCAUAC 


31804 


OC AIT 


1484 


AUtrAAtnaC G CCGCAGGA 


13430 


UCCUGCGG GCCGAAAGGCGAGUGAGGUCU 6CCUUCAU 


31805 


QC A 0 


1481 


AALrLiL.CjLL. G UAQGAQUU 


13431 


CACUCCUG GCCGAAAGGCGAGUGAGGUCU GGCGCCUU 


31806 




1475 


CCGCAGGA Q UGAUGCUG 


13432 


CAGCAUCA GCCGAAAGGCGAGUGAGGUCU UCCUGCGG 


31807 




1470 


utaAGUGAU G CUGAAUCU 


13433 


AGAUUCAG GCCGAAAGGCGAGUGAGGUCU AUCACUCC 


31808 




X4b / 


AUCUCCCU G CCuGAGUG 


13434 


CACUCAGG GCCGAAAGGCGAGUGAGGUCU AGGGAGAU 


31809 


9579 


1451 


CUGCCUGA G UGGCUCCA 


13435 


UGGAGCCA GCCGAAAGGCGAGUGAGGUCU UCAGGCAG 


31810 


9582 


1448 


CCUGAGUG Q CUCCAACC 


13436 






9592 


1438 


UCCAACCU G UGUGGAGU 


13437 


ACUCCACA GCCGAAAGGCGAGUGAGGUCU AGGUUGGA 


31812 


9594 


1436 


CAACCUGU G UGGAGUAG 


13438 


CUACUCCA GCCGAAAGGCGAGUGAGGUCU ACAGGUUG 


31813 


9599 


1431 


UGUGUGGA G UAGUUUCC 


13439 


GGAAACUA GCCGAAAGGCGAGUGAGGUCU UCCACACA 


31814 


9602 


1428 


GUGGAGUA G UUUCCGUG 


13440 


CACGGAAA GCCGAAAGGCGAGUGAGGUCU UACUCCAC 


31815 


9608 


1422 


UAGUUUCC G UGCGACUC 


13441 


GAGUCGCA GCCGAAAGGCGAGUGAGGUCU GGAAACUA 


31816 


9610 


1420 


GUUUCCGU 6 CGACUCCA 


13442 


UGGAGUC6 GCCGAAAGGCGAGUGAGGUCU ACGGAAAC 


31817 


9621 


1409 


ACUCCACA G UAGUUGQU 


13443 


ACCAACUA GCCGAAAGGCGAGUGAGGUCU UGUGGAGU 


31818 


9624 


1406 


CCACAGUA G UUGGUCCA 


13444 


UGGACCAA GCCGAAAGGCGAGUGAGGUCU UACUGUGG 


31819 


9628 


1402 


AGUAGUUG G UCCAUGGA 


13445 


UCCAUGGA GCCGAAAGGCGAGUGAGGUCU CAACUACU 


31820 
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9645 


1385 


CAAAAAU6 6 CCACUUCG 


13446 


CGAAGUGG GCCGAAAGGCGAGUGAGGUCU CAUUUUUG 


31B21 


9653 


1377 


GCCACUUC G UACUUGAU 


13447 


AUCAAGUA GCCGAAAGGCGAGUGAGGUCU GAAGUQ6C 


31822 


9678 


1352 


UCAAQAUG G UUCUUCCU 


13448 


AGGAAGAA GCCGAAAGGCGAGUGAGGUCU CAUCUUGA 


31823 


9690 


1340 


UUCCUAUU G CCUUGGUA 


13449 


UACCAAGG GCCGAAAGGCGAGUGAGGUCU AAUAGGAA 


31824 


9696 


1334 


UUGCCUUG G UAGAGCAG 


13450 


CUGCUCUA GCCGAAAGGCGAGUGAGGUCU CAAGGCAA 


31825 


9701 


1329 


UUGGUAGA 6 CAGGCAAA 


13451 


UUUGCCUG GCCGAAAGGCGAGUGAGGUCU UCUACCAA 


31826 


9705 


1325 


UAGAGCAG G CAAAUUUG 


13452 


CAAAUUUG GCCGAAAGGCGAGUGAGGUCU CUGCUCUA 


31827 


9714 


1316 


CAAAUinJG 6 CGCAUGUG 


13453 


CACAUGCG GCCGAAAGGCGAGUGAGGUCU CAAAUUUG 


31828 


9716 


1314 


AAUUUGGC G CAUGU6UC 


13454 


GACACAU6 GCCGAAAGGCGAGUGAGGUCU GCCAAAUU 


31829 


9720 


1310 


UGGCGCAU G UGUCAAUG 


13455 


CADUGACA GCCGAAAGGCQAGUQAGGUCU AUQCGCCA 


31830 


9722 


1308 


GCGCAUGU G UCAAUGCU 


13456 


AGCAUUGA GCCGAAAGGCGAGUGAGGUCU ACAUGC6C 


31831 


9728 


1302 


GUGUCAAU G CUUCCUUU 


13457 


AAAGGAAG GCCGAAAGGCGAGUGAGGUCU AUUGACAC 


31B32 


9737 


1293 


CUUCCUUU G CCAAAUAA 


13458 


UUAUUUGG GCCGAAAGGCGAGUGAGGUCU AAAGGAAG 


31833 


9749 


1281 


AAUAAUCC G CAGCCGUU 


13459 


AACGGCUG GCCGAAAGGCGAGUGAGGUCU GGAUUAUU 


31834 


9752 


1278 


AAUCCGCA G CCGUUGCC 


13460 


GGCAACGG GCCGAAAGGCGAGUGAGGUCU UGCGGAUU 


31835 


9755 


1275 


CCGCAGCC 6 UUGCCCCA 


13461 


UGGGGCAA GCCGAAAGGCGAGUGAGGUCU GGCUGC6G 


31836 


9758 


1272 


CAGCCGUU G CCCCAOCC 


13462 


GGCUGGGQ GCGGAAAGGOGAGUQAGGUCU AACGGCUG 


31837 


9764 


1266 


UUGCCCCA G CCCCUGUC 


13463 


GACAGGGG GCCGAAAGGCGAGUGAGGUCU UGGGGCAA 


31838 


9770 


1260 


CAGCCCCU G UCCACCAC 


13464 


GUGGUGGA GCCGAAAGGCGAGUGAGGUCU AGGGGCUG 


31839 


9784 


1246 


CACUCCUU G UCUGCACA 


13465 


UGUGCAGA GCCGAAAGGCGAGUGAGGUCU AAGGAGUG 


31840 


9788 


1242 


CCUUGUCU G CACACAAA 


13466 


UUUGUGUG GCCGAAAGGCGAGUGAGGUCU AGACAAGG 


31841 


9798 


1232 


ACACAAAA G CUGGQUCA 


13467 


UGACCCAG GCCGAAAGGCGAGUGAGGUCU UUUUGUGU 


31842 


9803 


1227 


AAAGCUGG G UCAGCACG 


13468 


CGUGCUGA GCCGAAAGGCGAGUGAGGUCU CCAGCUUU 


31843 


9807 


1223 


CUGGGUCA G CACGUUOG 


13469 


CAAACGUG GCCGAAAGGCGAGUGAGQUCU UGACCCAG 


31844 


9811 


1219 


GUCAGCAC G UUUGUCAU 


13470 


AUGACAAA GCCGAAAGGCGAGUGAGGUCU 6UGCUGAC 


31845 


9815 


1215 


GCACGUUU G UCAUUGUG 


13471 


CACAAUGA GCCGAAAGGCGAGUGAGGUCU AAACGUGC 


31846 


9821 


1209 


UUGUCAUU G UGAGCUUC 


13472 


GAAGCUCA GCCGAAAGGCGAGUGAGGUCU AAUGACAA 


31847 


9825 


1205 


CAOUGUGA G CUUCUCCC 


13473 


GGGAGAAG GCCGAAAGGCGAGUGAGGUCU UCACAAUG 


31848 


9837 


1193 


CUCCCAUG G UCGGGCAC 


13474 


GUGCCCGA GCCQAAAGGCGAQUGAGGUCU CAUGGGAG 


31849 


9842 


118B 


AUGGUCGG 6 CACGCAGC 


13475 


GCUGCGUO GCCGAAAGGCGAGUGAGGUCU CCGACCAU 


31850 


9846 


1184 


UCGGGCAC G CAGCUUUG 


13476 


CAAAGCUG GCCGAAAGGCGAGUGAGGUCU GUGCCCGA 


31851 


9849 


1181 


GGCACGCA G CUUUGGUG 


13477 


CACCAAAG GCCGAAAGGCGAGUGAGGUCU UGOGUGCC 


31852 


9855 


1175 


CAGCUUUG G UGGAGAGA 


13478 


UCUCUCCA GCCGAAAGGCGAGUGAGGUCU CAAAGCUG 


31853 


9866 


1164 


GASAGAUC G CUGACGGU 


13479 


ACCGUCAG GCCGAAAGGCGAGUGAGGUCU GAUCUCUC 


31854 


9873 


1157 


C6CUGACG G UAGCCAAA 


13480 


UUUGGCUA GCCGAAAGGCGAGUGAGGUCU CGUCAGCG 


31855 


9876 


1154 


UGACGGUA G CCAAAUAG 


13481 


CUAUUUGG GCCGAAAGGCGAGUGAGGUCU UACCGUCA 


31856 


9884 


1146 


GCCAAAUA G CAAUAACU 


13482 


AGUUAUUG GCCGAAAGGCGAGUGAGGUCU UAUUUGGC 


31857 


9893 


1137 


CAAUAACU G CGGACCUC 


13483 


GAGGUCC6 GCCGAAAGGCGAGUGAGGUCU AGUUAUUG 


31858 


9903 


1127 


GGACCUCU G CCAGGUUG 


13484 


CAACCUGG GCCGAAAGGCGAGUGAGGUCU AGAGGUCC 


31859 


9908 


1122 


UCUGCCAG G UUQACCGC 


13485 


GCGGUCAA GCCGAAAGGCGAGUGAGGUCU CUGGCAGA 


31860 


9915 


1115 


GGUUGACC Q CCUCCAUA 


13486 


UAUGGAGG GCCGAAAGGCGAGUGAGGUCU GGUCAACC 


31861 


9945 


1085 


CAUCGAUG G UAGGCUUG 


13487 


CAAGCCUA GCCGAAAGGCGAGUGAGGUCU CAUCGAUG 


31862 


9949 


1081 


GAUGGUAG G CUUGUCCU 


13488 


AGGACAAG GCCGAAAGGCGAGUGAGGUCU CUACCAUC 


31863 


9953 


1077 


GUAGGCUU G UCCUUAGA 


13489 


UCUAAGGA GCCGAAAGGCGAGUGAGGUCU AAGCCUAG 


31864 


9969 


1061 


ACAUGAUA G UCACGCAG 


13490 


CUGCGUGA GCCGAAAGGCGAGUGAGGUCU UAUCAUGU 


31B65 


9974 


1056 


AUAGUCAC G CAGCUGUC 


13491 


GACAGCUG GCCGAAAGGCGAGUGAGGUCU GUGACUAU 


31866 


9977 


1053 


GUCACGCA G CU6UCGCC 


13492 


GGCGACAG GCCGAAAGGCGAGUGAGGUCU UGCGUQAC 


31867 


9980 


1050 


ACGCAGCU G UCQCCUUC 


13493 


QAAOGCGA GCCGAAAGGCGAGUGAGGUCU AGCUGCGU 


31868 


9983 


1047 


CAGCUGUC G CCUUCGAG 


13494 


CUCGAAGG GCCGAAAGGCGAGUGAGGUCU GACAGCUG 


31869 


10008 


1022 


CCACCCAU G UUGCUCCA 


13495 


UGGAGCAA GCCGAAAGGCGAGUGAGGUCU AUGGGUGG 


31870 


10011 


1019 


CCCAUGUU G CUCCAGAC 


13496 


GUCUGGAG GCCGAAAGGCGAGUGAOGUCU AACAUGGG 


31871 


10034 


996 


UCCAAGAA G UCUCUGUU 


13497 


AACAGAGA GCCGAAAGGCGAGUGAGGUCU UUCUUGGA 


31872 








13498 




31873 


10043 


987 


UCUCUGUU G CUCAUUCC 


13499 


GQAAUGAG GCCGAAAGGCGAGUGAGGUCU AACAGAGA 


31874 


10055 


975 


AUUCCAAG 6 CACUUGAA 


13500 


UUCAACUG GCCGAAAOGCGAGUGAGGUCU CUUGGAAU 


31875 


loose 


972 


CCAAGGCA G UUGAAGCU 


13501 


AGCUUCAA GCCGAAAGGCGAGUGAGGUCU UGCCUUGG 


3187€ 


10064 


966 


CAGUUGAA G CUGUAASC 


13502 


GCUUACAG GCCGAAAGGCGAGUGAGGUCU UUCAACUG 


31877 


10067 


963 


UUGAAGCU G UAAGCUGG 


13503 


CCAGCUUA GCCGAAAGGCGAGUGAGGUCU AGCUUCAA 


31878 


10071 


959 


AGCUGUAA G OJGGGGCC 


13504 


GGCCCCAG GCCGAAAGGCGAGUGAGGUCU UUACAGCU 


31879 


10077 


953 


AAGCUGGG G CCACCAAA 


13505 


UUUGGUGG GCCGAAAGGCGAGUGAGGUCU CCCAGCUU 


31880 


10087 


943 


CACCAAAA G CAAUAGCA 


13506 


UGCUAUUG GCCGAAAGGCGAGUGAGGUCU UUUUGGUG 


31881 


10093 


937 


AA6CAAUA G CACGACAA 


13507 


UUGUCGUG GCCGAAAGQCGAGUQAGGUCU UAUUGCUU 


31882 
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10114 


916 


AACUCUCU G CAUGGUGU 


13508 


ACACCAUG GCCGAAAGGCGAGUGAGGUCU AGAGAGUU 


31883 


10119 


911 


UCUGCAU6 G UGUU6CUC 


13509 


6AGCAACA GCGGAAAGGCGAGUGAGGUCU CAUGCAGA 


31884 


10121 


909 


UGCAUGGU a XJUQCUCCC 


13510 


GGGAGCAA GCCQAAAGGCQAGUGAGQUCU ACCAUGCA 


31885 


10124 


906 


AUGGUGUU G CUCCCAAG 


13511 


CUUGGGAG GCCGAAAGGCGAGUGAGGUCU AACACCAU 


31886 


10132 


698 


GCUCCCAA G CAUCCAAC 


13512 


GUUGGAUG GCCGAAAGGCGAGUGAGGUCU UUGGGAGC 


31887 


10149 


681 


CAAUGACG G CUGCCACC 


13513 


GGUG6CAG GCCGAAAGGCGAGUGAGGUCU CGUCAUUG 


31888 


10152 


878 


UGACGGCU G CCACCAGG 


13514 


CCUGGUGG GCCGAAAGGCGAGUGAGGUCU AGCCGUCA 


31889 


10161 


869 


CCACCAGG G CAUAUCCA 


13515 


UGGAUAUG GCCGAAAGGCGAGUGAGGUCU CCUGGUGG 


31890 


10172 


858 


UAUCCAGG G UUCCUCAA 


13516 


UUGAGGAA GCCGAAAGGCGAGUGAGGUCU CCUGGAUA 


31891 


10194 


836 


AUGAUUCU Q UUUUUACC 


13517 


GGUAAAAA GCCGAAAGGCGAGUGAGGUCU AQAAUCAU 


31892 


10212 


818 


AAUACCUU G UGGCCUUG 


13518 


CAAGGCCA GCCGAAAGGCGAGUGAGGUCU AA66UAUU 


31893 


10215 


815 


ACCUUGUG G CCUU66UG 


13519 


GACCAAGG GCC6AAAGGCQA6UGAGGUCU CACAAGGU 


31894 


10221 


809 


UGGCCUUG G UGCUGUCC 


13520 


GGACAGCA GCCGAAAGGCGAGUGAGGUCU CAAGGCCA 


31895 


10223 


807 


GCCUUGGU G CUGUCCAU 


13521 


AUGGACAG GCCGAAAGGCGAGUGAGGUCU ACCAAGGC 


31896 


10226 


804 


UUGGUGCU G UCCAUCCA 


13522 


UGGAUGGA GCCGAAAGGCGAGUGAGGUCU AGCACCAA 


31897 


10236 


794 


CCAUCCAA G CCCCCUUC 


13523 


GAAGGGGG GCCGAAAGGCGAGUGAGGUCU UUGGAUGG 


31898 


10247 


783 


CCCUUCUU G UUCGCUAQ 


13524 


CUAGCGAA QCCGAAAQGCGAGUQAQGUCU AAQ/^GGQ 


31899 


10251 


779 


UCUUGUUC G CUAGAGUG 


13525 


CACUCUAG GCCGAAAGGCGAGUGAGGUCU GAACAAGA 


31900 


10257 


773 


UCGCUAGA G UGCUUUOJ 


13526 


AGAAAGCA GCCGAAAGGCGAGUGAGGUCU UCUAGCGA 


31901 


10259 


771 


GCUAGAGU G CUUUCUCC 


13527 


GGAGAAAG GCCGAAAGGCGAGUGAGGUCU ACUCUAGC 


31902 


10268 


762 


CUUUCUCC G UGUGUCUG 


13528 


CAGACACA GCCGAAAGGCGAGUGAGGUCU GGAGAAAG 


31903 


10270 


760 


UUCUCCQU G UGUCUGCA 


13529 


UGCAQACA GCCGAAAGGCGAGUGAGGUCU ACGGAGAA 


31904 


10272 


758 


CQCCGUGU G UCUGCACU 


13530 


AGUGCAGA GCCGAAAGGCGAGUGAGGUCU ACACGGAG 


31905 


10276 


754 


GUGUGUCU G CACUGUCA 


13531 


UGACAGUG GCCGAAAGGCGAGUGAGGUCU AGACACAC 


31906 


10281 


749 


UCUGCACU G UCAGUGAC 


13532 


GUCACUGA GCCGAAAGGCGAGUGAGGUCU AGUGCAGA 


31907 


10285 


745 


CACUGUCA G UGACCUCC 


13533 


GGAGGUCA GCCGAAAGGCGAGUGAGGUCU UGACAGUG 


31908 


10298 


732 


CUCCGACU G CGUCUUGA 


13534 


UCAAGACG GCCGAAAGGCGAGUGAGGUCU AGUCGGAG 


31909 


10300 


730 


CCGACU6C G UCUU6AGU 


13535 


ACUCAAGA GCCGAAAGGCGAGUGAGGUCU GCAGUCGG 


31910 


10307 


723 


CGUCUUGA Q UQOCGUGU 


13536 


ACACGCCA GCCGAAAGGCGAGUGAGGUCU UCAAGACG 


31911 


10310 


720 


CUUGAGUG G CGUGUCUU 


13537 


AAGACAOG GCCGAAAGGCGAGUGAGGUCU CACUCAAG 


31912 


10312 


718 


UGAGUGGC G UGUCUUGG 


13538 


CCAAGACA GCCGAAAGGCGAGUGAGGUCU QCCACUCA 


31913 


10314 


716 


AGUGGCGU G UCUUGGUG 


13539 


CACCAAGA GCCGAAAGGCGAGUGAGGUCU ACGCCACU 


31914 


10320 


710 


GUGUCUUG G UGCAUCUU 


13540 


AAGAUGCA GCCGAAAGGCGAGUGAGGUCU CAAGACAC 


31915 


10322 


708 


GUCUUGQU G CAUCUUCC 


13541 


GGAAGAUG GCCGAAAGGCGAGUGAGGUCU ACCAAGAC 


31916 


10340 


690 


UACCUGAC G UAGACUGC 


13542 


GCAGUCUA GCCGAAAGGCGAGUGAGGUCU GUC7U3GUA 


31917 


10347 


683 


CGUAGACU 6 CUGACUUU 


13543 


AAAGUGAG GCCGAAAGGCGAGUGAGGUCU AGUCUACG 


31918 


10356 


674 


CUGACUUU G UGCACCAA 


13544 


UUQGUGCA GCCGAAAGGCGAGUGAGGUCU AAAGUCAG 


31919 


10358 


672 


6ACUUU6U G CACCAACA 


13545 


UGUUGGU6 GCCGAAAGGCGAGUGAGGUCU ACAAAGUC 


31920 


10367 


663 


CACCAACA G UCGAUGUC 


13546 


GACAUCGA GCCGAAAGGCGAGUGAGGUCU UGUUGGUG 


31921 


10373 


657 


CAGUCGAU G UCUUCUGG 


13547 


CCAGAAGA GCCGAAAGGCGAGUGAGGUCU AUCGACUG 


31922 


10392 


638 


CAUUACCA G CCGACAGC 


13548 


GCUGUCGG GCCGAAAGGCGAGUGAGGUCU UGGUAAUG 


31923 


10399 


631 


AGCCGACA 3 CACUGGGC 


13549 


GCCCAGUG GCCGAAAGGCGAGUGAGGUCU UGUCGGCU 


31924 


10406 


624 


AGCACUGG G CAUUCAUA 


13550 


UAUGAAUG GCCGAAAGGCGAGUGAGGUCU CCAGUGCU 


31925 


10416 


614 


AUUCAUAA G UGAUAGUA 


13551 


UACUAUCA GCCGAAAGGCGAGUGAC-GUCU UUAUGAAU 


31926 


10422 


608 


AAGUGAUA G UAUCAUCG 


13552 


CGAUGAUA GCCGAAAGGCGAGUGAGGUCU ZZAUCACUU 


31927 


10430 


600 


GUAUCAUC 0 CACAUGUA 


13553 


UACAUGUG GCOGAAAGGCGAGUGAGGUOT GAUGAUAC 


31928 


10436 


594 


UCX3CACAU G UAUCCCAC 


13554 


GUGGGAUA GCCGAAAGGCGAGUGAGGUCU AUGUGCGA 


31929 


10452 


578 


CAUCCAUU G CUCUGACA 


13S55 


UGUCAGAG GCCQAAAGGCGAGUQA6GUCU AAUGOAUG 


31930 


10463 


567 


CUGACAAU 0 CAXIAGGUU 


13556 


AACCUAUG GCCGAAAGGCGAGUGAGGUCU AUU6UCAG 


31931 


10469 


561 


AUGCAUAG G UUCUUUCC 


13557 


GGAAAGAA GCCGAAAGGCGAGUGAGGUCU CUAUGCAU 


31932 


10479 


551 


UCUUUCCA G CAGCUGUU 


13558 


AACAGCUG GCCGAAAGGCGAGUGAGGUCU UGGAAAGA 


31933 


10482 


548 


UUCCAGCA G CUGUUGGA 


13559 


UCCAACAG GCCGAAAGGCGAGUGAGGUCU UGCUGGAA 


31934 


10485 


545 


CAGCAGCU G UUGGAAUC 


13560 






10494 


536 


UUGGAAUC G UGAUGACA 


13561 


UGUCAUCA GCCGAAAGGCGAGUGAGGUCU GAUUCCAA 


31936 


10506 


524 


UGACAUCU G UGACGUCA 


13562 


UGACGUCA GCOGAAAGGCGAGUGAOGUCU AGAUGUCA 


31937 


10511 


519 


UCUGUGAC G UCAGUAGC 


13563" 


GCUACUGA GCCGAAAGGCGAGUGAGGUCU GUCACA6A 


31938 


10515 


515 


UGACGUCA G UAGCAUUU 


13564 


AAAUGCUA GCCGAAAGGCGAGUGAGGUCU UGACGUCA 


31939 


10518 


512 


CQUCAGUA G CAXJUUACC 


13565 


GGUAAAUO GCCGAAAGGCGAGUGAGGUCU UACUGACG 


31940 


10527 


503 


CAUUUACC G UCAUCAUC 


13566 


GAUGAUGA GCCGAAAGGCGAGUGAGGUCU GGUAAAUG 


31941 


10550 


480 


CCUUGGAA G UUAGAGAG 


13567 


CUCUCUAA GCCGAAAGGCGAGUGAGGUCU UUCCAAGG 


31942 


10560 


470 


UAGAGAGG Q UAACUGCU 


13568 


AGCAGUUA GCCGAAAGGCGAGUGAGGUCU CCUCUCUA 


31943 


10566 


464 


GGGUAACU 6 CUCCUACG 


13569 


CGUAGGAG GCCGAAAGGCGAGUGAGGUCU AGUUACCC 


31944 
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10574 


456 


GCUCCUAC G CUGGCGAU 


13570 


AUCGCCAG GCCGAfy\CKK,vjAGUoiU3ULIuU wiU/ivjU/iVTU 


31945 


10578 


452 


CCJACGCUG G CGJuJCAGG 


13571 






10586 


444 


OCX3AUCAG 0 CGaAUCaU 


13572 


AUGAXTuGG GCCGAAAGGwiuJUGAGGUCu C^QAUCUC 


31947 


10599 


431 


UCAUGACU G CAAUUCCX3 


13573 


CGQAAUUG C3CLGAiUiGGCvzAGuC3ALK3lJL.U AuUlJAUlsA 




10608 


422 


CAAUUCCG G UCUUUCCU 


13574 


AGGAAAGA GCCGAAAGGCGAGUG/ivjVjULU UvjurAAUUU 




10630 


400 


UUUCUUUU G UUUUGAGC 


13575 


GCUCAAAA GCCGAAAGGCGAGUGAGGUCU AAAAGAAA 


31950 


10637 


393 


UGUUUITGA G CIJCCGCCG 


13576 


O ^tOO IV M TV Tk O O^^O TV ^T TO TV OOTT^^ T TT^TV TV TV tl OTV 

CGGCGGAG GCCGAAAGGCGAGUGAGGUCU UCAAAACA 


31951 


10642 


388 


UGAGCUCC G CCGAUUGA 


13577 


UCAAUCGG GCCGAAAGGCGAGuGflGGuCu GGAGCUCA 


31952 


10653 


377 


GAUUGAUA 6 CACUGGUC 


13578 


GACCAGUG GCCGAAAGGCGAGUGAGGUCU UAUCAAUC 


31953 


10659 


371 


UAOCACUG G UCAAGGUC 


13579 


QACCUUGA GCCGAAAGGCGAGUGAGGUCU CAGUGCUA 


31954 


10665 


365 


UG6UCAA6 G UCOCUAGU 


13580 


TV ^WTTV^^^^TV /*1/*I^V^TV TV TV ^ O Tk £*%t TO TV O O ¥ T#^l T OTTf TV T^/^TI 

ACuAGGGA GCCGAAAGGGGAGllGAGGUCu CuUGACCA 


31955 


10672 


358 


G6UCCCUA G UUCCUUCU 


13561 


AGAAGGAA GCCGAAAGGCGAGUGAGGUCU UAGGGACG 


3l7bo 


10694 


336 


CUCAGAAG G UGUUuCAu 


13582 


AUGAAAwV GUCGiVAAUGCGAGUGAGGuCU CUuCUuAG 




10696 


334 


CAGAAGGU G UUUCAuOG 


13583 






10704 


326 


GUUUCAUC Q CUGUUUQU 


13584 


ACAAACAQ GCCGAAAGGCGAGUGAGGUCU GAUGAAAC 


31959 


10707 


323 


UCAUCXjCU g uuuguuug 


13585 


CAAACAAA (jV^uGAAAlMjCbAJQUbAuGULU AbUGAUGA 




10711 


319 


CGCUGUUU Q XJUUGuuCA 


13586 


UGAACAAA G CCGAAAuGCGAGUQAGGUCU AAACAGCQ 


31961 


10715 


315 


GUUl}GUUU G UUCACACX^ 


13587 


GGUGUGAA GCCGAAAGGCGAGUGAGGUCU AAACAAAC 


31962 


10738 


292 


uogaucca g cacugcuc 


13588 


O TV rr O TV OT to O OOO 7\ T\ TV /^f^f^r^ > OT TO TV O OT TOT T T TOO Tl T TOO TV 

GAGCAGUG GCCGAAAGGCGAGUGAGGUCU UGGAUCGA 


31963 


10743 


287 


CCAGCACU G CUCGGGUC 


13589 


6ACCC6AG GCCGAAAGGCGAGUGAGGUCU AGUGCUGG 


31964 


10749 


281 


cugcucgg g ucggagca 


13590 


UGCUCCGA GCCGAAAGGCGAGUGAGGUCU CCGAGCAQ 


31965 


10755 


275 


GOGUCGOA G CAAUUGCU 


13591 


^ O OTl ^ T TTTO /-f OOO TV TV TV ^OOOTV OT TO TV OOTTOTT T TOOO IV 

AGCAAUUG GCCGAAAGGCGAGUGAGGUCU UCCGACCC 


31966 


10761 


269 


GAGCAAUU G cugugaac 


13592 


GUUCACAG GCCGAAAGGCGAGUGAGGUCU AAUUGCUC 


31967 


10764 


266 


CAAUUGCU G UGAACCUG 


13593 


OTV OOTTT TO « O OOO TV TV TV OOOO TV OTTO TV O OT TOT T TV OOTV TV T^TO 

CAGGUUCA GCCGAAAGGCGAGUGAGGUCU AGCAAUUG 


31968 


10779 


251 


ugaagaac g ccaagaga 


13594 


* TOT^OTTVXOO ^ OOO TV Ti TV OOOO TV OT^OTV OOTT^TT Y/ 11 11 T/^Tl 

UCUCUUGG GCCGAAAGGCGAGUGAGGUCU GUUCUUCA 


31969 


10788 


242 


CCAAGA6A 6 CCAACACA 


13595 


UGUGUUGG GCCGAAAGGCGAGUGAGGUCU UCUCUUGG 


31970 


10801 


229 


CACAAAUC 0 UAUUGGCC 


13596 


OO OOV, ^ T^TV ^ O OO TV TV TV OO OO TV OTTO IV OOTTOTT O TVTTTTTTOTTO 

GGCCAAUA GCCGAAAGGCGAGUGAGGUCU GAUUUGUG 


31971 


10807 


223 


UCXsUAUUG G CCCCUUGC 


13597 


GCAAGGGG GCCGAAAGGCGAGUGAGGUCU CAAUACGA 


31972 


10814 


216 


GQCCCCUU G CCGUCQAU 


13598 


AUCGACGG GCCGAAA06CGA6UGAGQUCU AAGGGGCC 


31973 


10817 


213 


CCCUUGCC 6 UCGAUCAG 


13599 


CU6AUCGA GCCGAAAGGQ3AGUGAGQUCU GGCAAGGG 


31974 


10826 


204 


UCGAUCAG G CUCAACAU 


13600 


TV T TOTTTTOTV O ^ OO/^ TV TV TV OO^^TV ^"TT TO TV OOYTOTY ^VTOTV T~TOO TV 

AUGUUGAG GCCGAAAGGCGAGUGAGGUCU CUQAUCQA 


31975 


10836 


194 


UCAACAUA G CCCUCUUC 


13601 


GAAGAGGG GCCGAAAGGCGAGUGAGGUCU UAUGUUGA 


31976 


10846 


184 


CCUCUUCA G UCCAAUCA 


13602 


UGAUUGGA GCCGAAAGGCGAGUGAGGUCU UGAAGAGG 


31977 


10865 


165 


QACAACAC Q CGGGGCAU 


13603 


TVTTOOO^^^ ^ OOO TV TV TV OO OO TV ^TT TO TV OOTTOTT OTTOttTTOTT^ 

AUGCCCCQ GCCGAAAGGCGAGUGAGGUCU GUGUUGUC 


31978 


10870 


160 


CACGCGGG G CAUUCCGC 


13604 


rrooo TV tv tto ooootv tv tv ooootv ottotv oottott oooo ^ot to 

GCGGAAU6 GCCGAAAGGCGAGUGAGGUCU CCCGCGUG 


31979 


10877 


153 


GOCAUUCC G CGUUUUAG 


13605 


CUAAAACG GCCGAAAGGCGAGUGAGGUCU GGAAUGCC 


31980 


10879 


151 


CAUUCCGC G UUUUAGCA 


13506 


UGCUAAAA GCCGAAAGGCGAGUGAGGUCU GCGGAAUG 


31981 


10885 


145 


GOGUUUuA G CAUAUUGA 


13607 


T7/^H TkTTTVlT^ ^/H/l^Tl TV 71 ^TT^lV*1rtTT^»T TTTV TV TV IV /^^/^ 

UCAAUAuG GCCGAAAGGCGAGUGAGGUCU UAAAACGC 


31962 


10896 


134 


UAUUGACA 0 CCCQGCUC 


13608 


□AQCCGGQ GCCGAAAGGCGAGUGAGGUCU UGUCAAUA 


31983 


10901 


129 


ACAGCCCG G CUCUUGCC 


13609 


GGCAAGAG GCCGAAAGGCGAGUGAGGUCU CGGGCUGU 


31984 


10907 


123 


CQGCUCUU G CCGGGCCC 


13610 


QGOCCCGG GCCGAAAGGCGAGUGAGGUCU AAGAGCCu 


31985 


10912 


118 


CUUGCCGG G CCCUCCUG 


13611 


^TV/-»/^7» ^r»<~i #~i/*»/V^7V TV 71^1^/^/^* /^TnTV/^<^T/^T /"v^f^r^rTa A *^ 

CAGGAGGG GCCGAAAGGCGAGUGAGGUCU CCGGCAAG 


31966 


10921 


109 


^^T*'0 TO O ▼ TTTTTOT TT TTfc O 

CCCLCCUG G UUUCUUAG 


13612 


CUAAGAAA GCCGAAAGGCGAGUGAGGUCU CAGGAGGG 


31987 


10944 


86 


AGAUCUUC G UGCUAAGA 


13613 


TTOTTTTTV O O TV ^OOO TV TV ^ OOOO TV OTTOTV OOTTOtT OTV TV OTV TTOtTT 

UCUUAGCA GCCGAAAGGCGAGUGAGGUCU GAAGAUCU 


31988 


10946 


84 


AUCUUCGU G CuAAGAAA 


13614 


t TTTTT/^TTT* #^ /^r^mv TV Tv ^/^Or^ H /"^Ti^ TV /^rTT T/*WT TV TV Tl TV T T 

UUUCUUAG GCCGAAAGGCGAGUGAGGUCU ACGAAGAU 


31969 


T AO c n 


73 




1 1 CI 
X J 0 X3 




J J. J7 J7 U 


10961 


69 


AACAGCUC G CACUGUGU 


13516 


ACACA6UG GCC6AAAGGCQA6UGAGGUCU GAGCUGUU 


31991 


10966 


64 


CUCGCACIJ G UGUUAAUU 


13617 


AAUUAACA GCCGAAAGOCOAGUGAGGUCU A0UGCGAO 


31992 


10968 


62 


CGCACUGU G OTAAUUGU 


13618 


ACAAUUAA GCCGAAAGGCGAGUGAGGUCU ACAGUGCG 


31993 


10975 


55 


UGUUAAUU G UUGUUAAU 


13619 


AUUAACAA GCCGAAAGGCGAGUGAGGUCU AAUUAACA 


31994 


10978 


52 


UAAUUGUU G UUAAUCCU 


13620 


AGGAUUAA GCCGAAAGGCGAGUGAGGUCU AACAAUUA 


31995 


11002 


28 


ACUACUAA G UUUGUCAG 


13621 


CUGACAAA GCCGAAAGGCGAGUGAGGUCU UUAGUAGU 


31996 


11006 


24 


CUAAGUUU G UCAQCUCA 


13622 


UGAOCUQA GCCGAAAGGCGAGUGAGGUCU AAACUUAG 


31997 


11010 


20 


GUUUGUCA G CUCACACA 


13623 


UGUGUGAG GCCGAAAGGCGAGUGAGGUCU UGACAAAC 


31998 


11020 


10 


UCACACA6 G COAACUAC 


13624 


GUAGUUCG GCCGAAAGGCGAGUGAGGUCU CUGUGUQA 


31999 



Input Sequence a AF196835_rc. Cut Site « G/Y 

Arm liength = a. core Sequence s GCCGAAAOGOGAGUCAAGGUCa 

AP196835_rc reverse complement of West Nile virus strain Ny99-flamingo382-99, 
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Fob 


Pos 
(+str) 


Substrate 


Seq ID 


DKAzyme Sequence 


Seq ID 


88 


10942 


CCUAQfUCa A UCCCAGGU 


7383 


ACCTGGGA GGCTAGCTACAACGA AGACTAGG 


32000 


103 


10927 


GUGUCAAU A UGCUGUUU 


7386 


AAACAGCA GGCTAGCTACAACGA ATTGACAC 


32001 


169 


10861 


CCOGACCU A CAGCUUCA 


7402 


TGAAGCTG GGCTAGCTACAACGA AGGTCAGG 


32002 


253 


10777 


ACACCAUU A CCGGC3GCU 


7422 


AGCCCCGG GGCTAGCTACAACGA AATGGTGT 


32003 


316 


10714 


GGGGCACU A VCGCAGAC 


7433 


GTCTGCQA GGCTAGCTACAACGA AGTGCCCC 


32004 


381 


10649 


UUGAAQUU A CAACAUGU 


7444 


ACATGTTG GGCTAGCTACAACGA AACTTCAA 


32005 


423 


10607 


GAGGGCUU A CAUGGAUC 


7452 


GATCCAT6 GGCTAGCTACAACGA AAGCCCTC 


32006 


489 


10541 


CACCGUCU A CUCAACUU 


7465 


AAGTTGAG GGCTAGCTACAACGA AGACGGTG 


32007 


549 


10481 


UCUUAACU A UUUACACU 


7482 


AGTGTAAA GGCTAGCTACAACGA AGTTAAGA 


32008 


553 


10477 


AACUAUUU A CACUAACA 


7485 


TGTTAGTG GGCTAGCTACAACGA AAATAGTT 


32009 


571 


10459 


CACUAAAU A CUACUAUA 


7488 


TATAGTAG GGCTAGCTACAACGA ATTTAGTG 


32010 


574 


10456 


UAAAUACU A CUAUAAAA 


7489 


TTTTATAG GGCTAGCTACAACGA AGTATTTA 


32011 


577 


10453 


AUACUACU A UAAAACUA 


7490 


TAGTTTTA GGCTAGCTACAACGA AGTAGTAT 


32012 


585 


10445 


AUAAAACU A CACUUUUA 


7492 


TAAAAGTG GGCTAGCTACAACGA AGTTTTAT 


32013 


593 


10437 


ACACUUUU A UGCAUACU 


7496 


AGTATGCA GGCTAGCTACAACGA AAAAGTGT 


32014 


599 


10431 


UUAUGCAU A CUUAUAUa 


7497 


AATATAAG GGCTAGCTACAACGA ATGCATAA 


32015 


603 


10427 


GCAUACUU A UAUUGUCU 


7499 


AGACAATA GGCTAGCTACAACGA AAGTATGC 


32016 


605 


10425 


AUACUUAU A UUGUCUAU 


7500 


ATAGACAA GGCTAGCTACAACGA ATAAGTAT 


32017 


612 


10418 


UAUUGUCU A UUUACAAU 


7503 


ATTGTAAA GGCTAGCTACAACGA AGACAATA 


32018 


616 


10414 


GUCUAUUU A CAAUUGAU 


7506 


ATCAATTG GGCTAGCTACAACGA AAATAGAC 


32019 


630 


10400 


QAUUAAAU A UCUACAGU 


7510 


ACTGTAGA GGCTAGCTACAACGA ATTTAATC 


32020 


634 


10396 


AAAUAUCU A CAGUACUG 


7512 


CAGTACTG GGCTAGCTACAACGA AGATATTT 


32021 


639 


10391 


UCUACAGU A CUGUGUCC 


7513 


GGACACA0 GGCTAGCTACAACGA ACTGTAGA 


32022 


670 


10360 


GUCUUCAU A UCUCUUUA 


7520 


TAAAGAGA GGCTAGCTACAACGA ATGAAGAC 


32023 


700 


10330 


AUCCACAU A CUUCUCAU 


7529 


ATGAGAAG GGCTAGCTACAACGA ATGTGGAT 


32024 


823 


10207 


UCCUGAAU A UGGGACGU 


7555 


ACGTCCCA GGCTAGCTACAACGA ATTCAGGA 


32025 


882 


10148 


UCUCCUCU A UCCAAACA 


7575 


TGTTTGGA GGCTAGCTACAACGA AGAGGAGA 


32026 


1039 


9991 


GUGGAAGU A CAGAAGCA 


7600 


TGCTTCTG GGCTAGCTACAACGA ACTTCCAC 


32027 


1116 


9914 


CUGGAGAU A UGCGAGCU 


7609 


AGCTCGCA GGCTAGCTACAACGA ATCTCCAG 


32028 


1131 


9899 


CUCUGCCU A CCAAUUCA 


7611 


TGAATTGG GGCTAGCTACAACGA AGGCAGAG 


32029 


1234 


9796 


CCAAUCAU A CCAUCCAG 


7631 


CTGGATGG GGCTAGCTACAACGA ATGATTGG 


32030 


1335 


9695 


GGGGCUUU A CCACACAG 


7650 


CTGTGTGG GGCTAGCTACAACGA AAAGCCCC. 


32031 


2145 


8885 


CCUUUCUU A UGAAUUCC 


7816 


GGAATTCA GGCTAGCTACAACGA AAGAAAGG 


32032 


2230 


8800 


GAGCACGU A CUUCACUC 


7833 


GAGTGAAG GGCTAGCTACAACGA ACGTGCTC 


32033 


2444 


8586 


CAGGUUCU A UAUGGGUG 


7872 


CACCCATA GGCTAGCTACAACGA AGAACCTG 


32034 


2446 


8584 


GGUUCUAU A UGGGUGGU 


7873 


ACCACCCA GGCTAGCTACAACGA ATAGAACC 


32035 


2482 


8548 


CGAACUGU A CUCACGCC 


7879 


GGCGTGAG GGCTAGCTACAACGA ACAGTTCG 


32036 


2519 


8511 


UUGAUUUU A CUGGUGUC 


7891 


GACACCAG GGCTAGCTACAACGA AAAATCAA 


32037 


2577 


8453 


CCAAGUUU A CAUCUUCC 


7904 


GGAAGATG GGCTAGCTACAACGA AAACTTGG 


32038 


2590 


8440 


UUCCUCGU A UUGGGGUC 


7909 


GACCCCAA GGCTAGCTACAACGA ACGAGGAA 


32039 


2648 


8382 


CUGGUCAU A UUCACUGA 


7927 


TCAGTGAA GGCTAGCTACAACGA ATGACCAG 


32040 


2661 


8369 


CUGAAUGU A CCACAUUG 


7930 


CAATGTGG GGCTAGCTACAACGA ACATTCAG 


32041 


2692 


8338 


CACCCAAU A CAUCUCGU 


7934 


ACGAGATG GGCTAGCTACAACGA ATTGGGTG 


32042 


2746 


8284 


CCCCCCAU A CCGGCGUU 


7943 


AACGCCGG GGCTAGCTACAACGA ATGGGGGG 


32043 


2775 


8255 


UCUUCUCU A UGACUUUC 


7950 


GAAAGTCA GGCTAGCTACAACGA AGAGAAGA 


32044 


2873 


8157 


AUCGUCCU A UGCUCUUC 


7968 


GAAGAGCA GGCTAGCTACAACGA AGGACGAT 


32045 


3043 


7987 


CUUUGUGU A CCCUCUGA 


8000 


TGAGAGGG GGCTAGCTACAACGA ACACAAAG 


32046 


3080 


7950 


GUUGCCAU A UAGUAACA 


8012 


TGTTACTA GGCTAGCTACAACGA ATGGCAAC 


32047 


3271 


7759 


UUUGCGGU A CCUAGUGA 


8052 


TCACTAGG GGCTAGCTACAACGA ACCGCAAA 


32048 


3381 


7649 


UGUUCUUU A UGAGUGUC 


8092 


GACACTCA GGCTAGCTACAACGA AAAGAACA 


32049 


3396 


7634 


UCCAUC5UU A UGGAUAGA 


8095 


TCTATCCA GGCTAGCTACAACGA AACATGGA 


32050 


3531 


7499 


CUUCUCGU A CUGUOJUC 


8114 


GAAGACAG GGCTAGCTACAACGA ACGAGAAG 


32051 


3555 


7475 


GGUUCACU A CUACUGCA 


8120 


TGCAGTAG GGCTAGCTACAACGA AGTGAACC 


32052 


3558 


7472 


UCACUACU A CUGCAGCU 


8121 


AGCTGCAG GGCTAGCTACAACGA AGTAGTGA 


32053 


3666 


7364 


CAUCCACU A CAGCGUUC 


8137 


GAACGCTG GGCTAGCTACAACGA AGTGGATG 


32054 


3780 


7250 


CCGCUGUU A CCGUAACG 


8152 


CGTTACGG GGCTAGCTACAACGA AACAGCGG 


32055 


3900 


7130 


GAACGUUU A UUGAGGUC 


8165 


GACCTCAA GGCTAGCTACAACGA AAACGTTC 


32056 


3982 


7048 


CACAGCGU A CAGUGACG 


8177 


GGTCACTG GGCTAGCTACAACGA ACGCTGTG 


32057 


4077 


6953 


AACUGCUU A UGUCACUC 


8193 


GAGTGACA GGCTAGCTACAACGA AAGCAGTT 


32058 
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4094 


o93o 




P1 QQ 


TGGCTAGA G6CTAGCTACAACK3A AAGAPCAA 


32059 


4323 


6707 




PO'^ A 


TGGAAAGA GGCTAGCTACAACGA AGOTTTGG 


32060 


4362 


6668 






PATGTSGAG GGPTAGPTAPAACGA ATTPTTPP 


32061 


4480 


<rcc A 
bbbU 




fi9^A 


ACACCATQ GGCTAGCTACAACGA ACGTTGTG 


32062 




£A*Ttf 




8277 


TTCTCAGA GGCTAGCTACAACGA AGGGCTCA 


32063 


4o Jib 


04Xb 


aTlPPGA(3tI A CACCC11GC3 


8289 


CCAGGGTG GGCTAGCTACAACGA ACTCGGAT 


32064 


*± I *k 1 




GUCtSUGGTT A UQACACTJC 


8319 


GAGTGTCA GGCTAGCTACAACGA ACCACGAC 


32065 


A Q A Q 


CT PI 


GAGCCGGU A UUCCCCAU 


8340 


ATGGGGAA GGCTAGCTACAACGA ACCGGCTC 


32066 


A Q£C 


CI cc 




8344 


AAGGTATA GGCTAGCTACAACGA ACCATGGA 


32067 


A QC7 




PATTftiriTTATT A TTAPPtTTTPTT 


8345 


AGAAGGTA GGCTAGCTACAACGA ATACCATG 


32068 


A QCO 

4859 


CI CI 

oxoX 


TTfi/^TTATTATT A PPTTTTPTTPA 


P*^ A^ 


TGAGAAGG GGPTAGPTAPAACGA ATATAPCA 


32069 


5002 


c Aoa 


ATTAAPAGTT A PTTPATTPAP 


8374 


GTnA.Tf!AG GnPTAGCTAPAAPGA APTGTTAT 


32070 




cnnn 
bUUU 


firSATimTPIT A PPOATTAPn 


8361 


PGTATPGG GGPTAGPTAPAAPRA AGAAATPP 


32071 






PTT A PPG ATT A PGTTPPAPG 


83 82 


CGTGGACG GGCTAGCTACAACGA ATC6GTAG 


32072 


C 1 1 c 


c 0 1 c 

b^xb 






AAPPATPA GGPTAGPTAPZLAC^A AAPAGAAG 

AA^^vAX LaA UO^X AV7\m X A^vXViwUA /U\^AUAAw 


32073 


CI o 

sXo / 


C Q A'3 

bo4 J 


TTTTTTPAGATT A TTGTTPITGTTTT 


6417 


AACAGACA GGCTAGCTACAACGA ATCTGAAA 


32074 


CO o c 


c D n c 
b 0 u b 


TTPflTTTTPTTTT A PMTnTTITGG 


8427 


CCAAAATG GGCTAGCTACAACGA AAGAACGA 


32075 




b / y4 


TTTTTTTTnGGTT A PTTPPGTTPTt 


8431 


AGACGGAG GGCTAGCTACAACGA ACCCAAAA 

AvA^UUTAw vIVwX AATVtfX A^AA^UA A^VaWAAnA 


32076 


CO A Q 


b / 0^ 


PGT7PTTPGTT A PGAPTTTTTTP 




GAAAGTCG GGCTAGCTACAACGA ACGAGACG 


32077 


COT1 


b /b^ 


ATTTTGGAPTT A PTTTTTIPITTTTT 


8442 


AAAGAAAG GGCTAGCTACAACGA AGTCCAAT 


32078 


C 1 c c 


CCOA 

bb /4 


P PPflGT TGT T A T TT TPT TGT TG A 


8461 


TPACAGAA GGCTAGCTACAACGA ACACCGGG 

X W^lwA.Oir^% WWW X Aw W X ClWA^lw wA flwAW wwU W 


32079 


C"3 lA 


bobb 


PPATTfTPGTT A ITPPAGAGTT 


8467 


ACTCTGGA GGCTAGCTACAACGA ACGAATGG 

X w X WWW X A>wW X^%WVkWwn AWwAAX WV3 


32080 


C yl 0 1 


C C A Q 


TTPATiraAATT A TTTTfSPPfiPP 


RAP") 
Ofr 00 


GGPGGPAA GGPTAGPTAPAAPGA ATTPATGA 

WWWW\9WAA WWWlAWwXAWAAWWA AXxwAXUtA 


<9 aUOX 




b Jo / 


TTTTrTPPATTTT A TTGTTTTPTTPTT 


RC?1 1 
0 3 XX 


AGAGAAPA GGPTAGPTAPAAPGA AATGGAAA 

AwAwAAwA Www X AW W X AwAAwWA AA X WW/1AA 


32082 


C C QO 


c "a "3 fl 
b J Jo 


TTGTTPTTGGTT A PPGG AT TGG 


RR1 

0 3 XO 


PPATPPGG GGPTAGPTAPAACGA APPAGAPA 

WVwA X WW WW WWW X AWW X AWAAWWA AWWAWAWA 


32083 


COQ1 
3 fox 


COA Q 

b^4 


TnTPTTnTTTTri A ITGGPPTTPTT 


pc;') A 

030 **■ 


AGAGGPPA GGPTAGPTAPAAPRA AAAPAGAA 

AWAWW W WA WWW X AWW X AWAAW WA AAAW AwAA 


32084 


5822 


CO AD 

5208 


L.UUW7UUUU A uU(j\3\^V7L.L. 


PCAC 

ob4b 


fifzcnnr*fin gtiptagptapaapga aaaapaag 

WWww^WWW WW^XAw^lAwAAwwA AAAAL^iAW 


■50 A pc 

3 03 


CQA*7 




GATTPPAGTT A PAGTTGATTP 


pt;A7 
034 / 


GATPAPTG GGPTAGPTAPAAPGA APTVSGATP 

WAXWAWXw WWW X AWW X AWAAWWA AWXWWAXW 


32086 


c 00 c 


CI AC 

bxub 


PPtTf2PAPIT A TTPGPGPTTIT 


flCCP 
0300 


AAGPGPRA GGPTAGPTAPAAPfiA AGTYSPAGfi 
AAW Www WA Www X AWW X AWAAWWA AUt X WVaiAWW 


3 £ vo # 


CO*) A 


cnQC 

bU70 


TTPGPGPTTTT A TTGTTATTGAG 


03 / X 


PTPATAPA GGPTAGPTAPAAPGA AAGPGPGA 

WXWAXAWA WWW X AWW X AWAAWWA AAWWWWWA 


32088 


C O"! Q 


c n 00 
b 


fSPTTTTATTGTT A TTGAGPPGTT 


03 / ^ 


APGGPTPA GGPTAGPTAPAAPGA AP ATA AGP 

AWWWW X W A WWW X AWW X AWAAWWA AWA X AAWW 


3 z u 07 


c oc c 


c m c 
bU /b 


TTfZG/2PATTTT A TTGAPTTPPA 


P^7^ 
03 / 3 


TGGAGTPA GGPTAGPTAPAAPGA AATGPPPA 

XWWAWXWA WWW X AW WX AWAAWWA AAXWWWWA 


3^U7V/ 


OUU J 




TTGTTPPAPTT A TTTTGGTTGAG 


8586 


PTCACCAA GGPTAGCTAPAACGA AGTGGACA 

WXWnWWAA www il. AWW Xi^WA/^WWn AWXWWAWA 


32091 


COT '7 


A R 1 T 
fi D X J 


nrpppAHTT A TinnGiTPPA 


8631 


TGGAPPPA GGPTAGPTAPAAPGA APTGGGGP 

X wWAWWWXl WWW X-nWW X AWAnWvXn ^^WXWWWWW 


32092 


0^00 


A 7CA 
ft /Oft 


TTTTT7GTTTTGT7 A TTGPPAAAO 
UUUVJWUuU A U^W\i«AAAV3 


8642 


PTTTGGPA GGPTAGPTAPAAPGA APAAPAAA 

WX X XWWWA WWWX Aw WX AWAAWWA /^mAAWAAA 


32093 


PO 




PTTTTTTnTTGTT A PTTPPITTTITG 


8658 


CAAAGGAG GGCTAGCTACAACGA ACAAAAAG 

WAAAWWAW WWW X AWW X AWAAWWA AWAAnAAW 


32094 






PTTTTTTGITGTI A TTTTGGAGAG 


8668 


CTCTCCAA GGCTAGCTACAACGA ACACAAAG 

WXWXWWAA WWW X AWW X AWAAWWA AWAWAAAW 


32095 


J. 




GGAGAGTTTT A ITPPAAAATT 

V9VJAOAUUU A l.lVi>>-*AAAACI 


8671 


ATTTTGGA GGPTAGPTAPAAPGA AAPTPTPP 

AX X X XWwA WWW X AWrw X AWAAWWA AAWXWXWW 


32096 


CACC 
D^bO 


AC7A 


ATTPPAAPIT A PTTGAGTIGP 
AUL«V»AAwU A ^wUA^VVW 


00 f *t 


GPPPTPAfl GGPTAGPTAPAAPGA AGTTGGAT 

WWWWXWAU WWWXAIUIwXAWAAWwA AwX XWUAX 


•3av7 / 


Ore OTt 


4340 


GGGnGTTGIT A PGPAPITAA 


8676 


TTAGTOPG GGCTAGCTACAACGA JKCACICCCC 

X XAWXWWW Www X AWW X AWAAWWA AWAWWWWW 


32098 




Acnp 

43UO 


GPATTPPATT A TTPTITIPPAA 


6682 


TTGGAAQA GGPTAGCTAPAACGA ATGGATQC 

X XWWAAWA WWW X AWW X AWAAWWA AXWWAXWW 


32099 


CCCQ 
DOb7 


4 J / X 


ATTPPAPATT A TTPTTGTTTTGA 
Aw^V-A^^Au A U\,«UUrUUOA 


ft71 
0 / xo 


TPAAPAOA GGPTAGPTAPAAPGA ATGTGGAT 

XWriAWAWA WW W X AW W x AWAAWWA AXWXWWAX 


3 aX WW 


00X0 


AOT 0 


PPGP/2THTTT A PGGTHTnnG 


fl7An 

0 I *±\J 


PPPAAPPG GGPTAGPTAPAAPGA AAAPGPGG 
V«V»WAAWWW WWW X AW WX AWAAWWA AAAWw^^WW 


"5 91 m 
3«XUX 


o^b / 


4U f J 


AGPTTRPPIT A IHTPPGAPP 


8767 


GGTPGGAA GGPTAGPTAPAAPGA AGGPAGPT 

WW X W WWfw^ Www X AUw X AWAAWWA AWW WAW W X 


32102 


CQOR 




APAGPAGTl A TTPPfTGTTAP 
A^Al3\«AUV/ A U^\»U^wAb 


fi771 
0 / / X 


GTAPAGGA GGPTAOPTAPAATOA AP1H3PTGT 

W X AWAUWA WWW X AU^W X AW/VlWWA AW X WW X W X 


3 aXU<3 


o^ob 


A nA(« 


ITATTPPITGIt A PAPATTPPA 

UAU^WwVSU A \aA^<iAU%«V,pA 


fl77'^ 

0 / / 3 


TGGATGTG GGPTAGPTAPAAPGA APAGGATA 

xWWAXwXW www X AWW X AWAAWWA AWAWWAXA 


*i91 OA 

3 aXw4 


/ Uod 


J7b£ 


T7GAATTGTTTT A T7GGPITPTTP 


R7R7 
0 / 0 / 


GAGAGPPA GGPTAGPTAPAAPGA AAPATTPA 

WAWAWwV^A WWW X AWW X AWAAWWA AAWAX XWA 


3 ^XU3 


man 

/ VJ 0 V 




PTTPTTPAGT7 A T7PA77PPAA 

^U^W^^AUU A UV«AUl,«V*AA 


0 f Z7w 


TTGGATGA GGPTAGPTAPAAPGA APTGAGAG 

X XWWAXWA WWW X AWW X AWAAWWA AWXWAOAw 


32106 


*7rtOO 


J J 0 


I7PPAAGPTT A PPGPP AGTT 


R7Q1 
0 /yo 


APTGGPGG GGPTAGPTAPAAPGA AGPTTGGA 
AtM X WWl^WW WW X AWW X AWAAWWA AWW X X W WA 


791 n7 

3^XV / 


70 CI 


J / /I? 


PrTGGT7l7G7T A TTPnT7nAAG 


flfll 7 
oox / 


PTTPAAGA GGPTAGPTAPAAPGA APAAPHAG 
WXxWAAWA WVawX AWW X AWAAW wA AWAAWWAW 


Ton AO 
J ^ XVJ 0 




•J TA 0 


PPAAr2T7GTT A PPAPntTPTT 
U.UAAV3UV3U A IvWiVJoUV^U 


OO^X 


AnaPflTnre GnPTAGPTAPAAPna apaptthg 
AwAwwXww WWwXAWwX AwAAWwA AWAWX XWW 


AQ 


•7^ QC 


J b J b 


UAAuL^utU A UAvjCUoVjL 


CD'S C 

00 Jb 


nncAnnn^A /i^^PTArsPo^aPAAPrfA aptgattg 

wUWiwdA wwwXAwUXAUAAWuA AwXwAXXw 


"3 9 1 1 fl 




1 C'57 
J b J / 


I7PAATTPAT7 A T7PAPPATTT7 


ppac 
ao4b 


AATGPTGA GHIPTAGPTAPAAPGA ATGATTGA 
AA 1 w W X WA WW V« X AWW X A\..>AAWV3A A X WA X X WCA 


19111 
3 ^XXX 


"TCftO 
/bUZ 


1 COP 
J 3^0 


f7PAGPAnTT A 77AAGPAT7TT 


fl Q A Q 
004 J7 


AATGPTTA IT/IPTAGPTAPAAPGA AATVIPTGA 
AAXwwXXA WwV.>X AWW X AWAAWWA AAXVjwXWA 


19119 
3ZXX^ 


/bob 


.34 D3 


ATTPTIPPATT A PPATTAPPA 


OQCC 

oobb 


T(7nTATr!/3 GrtPTAGPTAPAAPfSA ATGGAHAT 
XwwXAXww wwWXAwWXAwAAWwA AXWWAuAX 


191 1 1 
3^XX3 




"^A^n 

040U 


PAIIAPPATI A PPAAPAGP 

CAVJAIh^VkAV a \irWAA^«A\3V«> 


RRCC 
0 0 0 D 


GPTGTTGG GGPTAGPTAPAAPGA ATGGTATG 

WWXwXXwW www X AW WX AWAAWWA AXWWXAXW 


191 1 A 
3 ^ XXfc 


7638 


3392 


AAUCUGUU A UCAACUUU 


8875 


AAAGTTGA GGCTAGCTACAACGA AACAGATT 


32115 


7743 


3287 


CAAUCUCU A CCCGGCCU 


8895 


AG6CCGGG GGCTAGCTACAACGA AGAGATTG 


32116 


7783 


3247 


UGUCUUGU A CCCAGGUC 


6904 


GACCTGGG GGCTAGCTACAACGA ACAAGACA 


32117 


7833 


3197 


UGACUGGU A UUAUCAAG 


8912 


CTTGATAA GGCTAGCTACAACGA ACCAGTCA 


32118 


7836 


3194 


CUGGUAUU A UCAAGUCA 


8914 


TGACTT6A GGCTAGCTACAACGA AATACCAG 


32119 


7874 


3156 


CACAAGGU A U6CX3UCUC 


8922 


GAGAC6CA GGCTAGCTACAACGA ACCTTGTG 


32120 


7892 


3136 


GGCCACGU A CAUGAUUa 


8925 


AAATCATG GGCTAGCTACAACGA ACGTGGCC 


32121 
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7937 


3093 


UUCCACGU A UCAUUGAG 


8935 


CTCAATGA GGCTAGCTACAACGA ACGTGGAA 


32122 


8108 


2922 


UCUAAGCU A UUCCAAGC 


8971 


GCTTGQAA GGCTAGCTACAACGA AGCTTAGA 


32123 


8198 


2832 


AAUA7UVAU A CUCuUuCC 


8988 


GGAAAGAG GGCTAGCTACAACGA ATTTTATT 


32124 


8272 


2758 


UGACUUGU A CAUUCCCU 


9007 


AGGGAATG GGCTAGCTACAACGA ACAAGTCA 


32125 


8411 


2619 


CCUUCCUU A UGA6CUUU 


9040 


AAAGCTCA GGCTAGCTACAACGA AAGGAAGG 


32126 


8461 


2569 


AGGGUAAU A CUUGUACC 


9052 


GGTACAAG GGCTAGCTACAACGA ATTACCCT 


32127 


8467 


2563 


AUACUUGU A CCGGUCCA 


9054 


TGGACCGG GGCTAGCTACAACGA ACAAGTAT 


32128 


8499 


2531 


CAUUGUGU A UGAACACU 


9060 


AGTGTTCA GGCTAGCTACAACGA ACACAATG 


32129 


8544 


2486 


UGAUGUCU A UG6CACAC 


9069 


GTGTGCCA GGCTAGCTACAACGA A6ACATCA 


32130 


6622 


2408 


UGiAGAGCU A U6GACCUA 


9075 


TAGGTCCA GGCTAGCTACAACQA AGCTCTCA 


32131 


8630 


2400 


AUGGACCU A UCACGAGC 


9076 


GCTCGTGA GGCTAGCTACAACGA AGGTCCAT 


32132 


8685 


2345 


CUUGCGUU A UCCAGGAC 


9083 


GTCCTGGA GGCTAGCTACAACGA AACGCAAG 


32133 


8913 


2117 


CCACCACU A UGUAUGAG 


9117 


CTCATACA GGCTAGCTACAACGA AGTGGTGG 


32134 


8917 


2113 


CACUAUGU A UGAGUCUC 


9118 


GAGACTCA GGCTAGCTACAACGA ACATAGTG 


32135 


9079 


1951 


GCCAGUGU A CUGCAAUU 


9141 


AATTGCAG GGCTAGCTACAACGA ACACTGGC 


32136 


9200 


1830 


UUCACUCU A CACUUCAA 


9164 


TTGAAQT6 GGCTAGCTACAACGA AGAGT6AA 


32137 


9306 


1724 


CCAAUGCU A UCACAGAC 


9178 


GTCTGTGA GGCTAGCTACAACGA AGCATTGG 


32138 


9374 


1656 


CACACAGU A CUUCCAGC 


9194 


GCTGGAAG GGCTAGCTACAACGA ACTGTGTG 


32139 


9463 


1567 


CACGUAGU A UGCAUUGG 


9209 


CCAATGCA GGCTAGCTACAACGA ACTACGTG 


32140 


9517 


1513 


CUCUCCAU A UUCUCCAA 


9219 


TTGGAGAA GGCTAGCTACAACGA ATGGAGAG 


32141 


9538 


1492 


UAGUGUGU A UGAAGGCG 


9226 


CGCCTTCA GGCTAGCTACAACGA ACACACTA 


32142 


9655 


1375 


CACUUCGU A CUUGAUAU 


9240 


ATATCAAG GGCTAGCTACAACGA ACGAAGTG 


32143 


9662 


1368 


UACUUGAU A UUCUCUUU 


9242 


AAAGAGAA GGCTAGCTACAACGA ATCAAGTA 


32144 


9687 


1343 


UUCUUCCU A UUGCCUUG 


9253 


CAAGGCAA GGCTAGCTACAACGA AGGAAGAA 


32145 


9923 


1107 


GCCUCCAU A UUCAUCAU 


9289 


ATGATGAA GGCTAGCTACAACGA ATGGAGGC 


32146 


10165 


865 


CAGGGCAU A UCCAGGGU 


9327 


ACCCTGGA GGCTAGCTACAACGA ATGCCCTG 


32147 


10200 


830 


CUGUUUUU A CCAAAUAC 


9339 


GTATTTGG GGCTAGCTACAACGA AAAAACAG 


32148 


10207 


823 


uACCAAAU A CCuuGUGO 


9340 


CCACAAGG GGCTAGCTACAACGA ATTTGGTA 


32149 


10333 


697 


uCUUCCAU A CCUGACGu 


9365 


ACGTCAGG GGCTAGCTACAACGA ATGGAAGA 


32150 


10388 


642 


GGAUCAUU A CCAGCCGA 


9375 


TCGGCTGG GGCTAGCTACAACGA AAT6ATCC 


32151 


10424 


606 


GU6AUAGU A UCAUCGCA 


9380 


TGCGATGA GGCTAGCTACAACGA ACTATCAC 


32152 


10438 


592 


GCACAUGU A UCCCACAU 


9383 


ATGTGGGA GGCTAGCTACAACGA ACATGTGC 


32153 


10524 


506 


UAGCAUUU A CCGUCAUC 


9401 


GATGACGG GGCTAGCTACAACGA AAATGCTA 


32154 


10572 


456 


COGOJCCU A CX3CU66CG 


9412 


CGCCAGOG GGCTAGCTACAACGA AGGAGCA6 


32155 


10803 


227 


CAAAUCGU A UUGGCCCC 


9464 


GGGGCCAA GGCTAGCTACAACGA ACGATTTG 


32156 


10889 


141 


UUUAGCAU A UUGACAGC 


9482 


GCTGTCAA GGCTAGCTACAACGA ATGCTAAA 


32157 


10997 


33 


CAAACACU A CUAAGUUU 


9506 


AAACTTAG GGCTAGCTACAACGA AGTGTTTG 


32158 


18 


11012 


GUuCUCGC A CCACCAGC 


9513 


GCTGGTGG GGCTAGCTACAACGA GCGAGAAC 


32159 


21 


11009 


CUCGCACC A CCAGCCAC 


9515 


GTGGCTGG GGCTAGCTACAACGA GGTGCGA6 


32160 


28 


11002 


CACCAGCC A CCAUUGUC 


9519 


GACAATGG GGCTAGCTACAACGA GGCTGGTG 


32161 


31 


10999 


CAGCCACC A UUGUCGGC 


9521 


GCCGACAA GGCTAGCTACAACGA GGTGGCTG 


32162 


42 


10988 


GUCGGCGC A CuGuGCCG 


9522 


CGGCACAG GGCTAGCTACAACGA GCGCCGAC 


32163 


131 


10899 


UUUGUGGC A CGGGGUCU 


9537 


AGACCCCG GGCTAGCTACAACGA GCCACAAA 


32164 


142 


10888 


GGGUCUCC A CUAACCUC 


9540 


GAQGTTAG GGCTAGCTACAACGA GGAGACCC 


32165 


195 


10835 


GGCCGUGC A CUUUAAAC 


9559 


GTTTAAAG GGCTAGCTACAACGA GCACGGCC 


32166 


247 


10783 


UGGUUAAC A CCAUUACC 


9574 


GGTAATGG GGCTAGCTACAACGA GTTAACCA 


32167 


250 


10780 


UUAACACC A UUACCGGG 


9576 


CCCGGTAA GGCTAGCTACAACGA GGTGTTAA 


32168 


313 


10717 


CCUGGGGC A CUAUC6CA 


9589 


TGCGATAG GGCTAGCTACAACGA GCCCCAGG 


32169 


328 


10702 


CAGACUGC A CUCUCC6C 


9593 


GCGGAGAG GGCTAGCTACAACGA GCAGTCTG 


32170 


345 


10685 


AGAGUAGC A C6CCGUAG 


9598 


CTACGGG6 GGCTAGCTACAACGA GCTACTCT 


32171 


365 


10665 


GGUCUGAC A UUGGGCuU 


9601 


AAGCCCAA GGCTAGCTACAACGA GTCAGACC 


32172 


Job 


10644 


GuUACAAC A UGUGGGGU 


9604 


ACCCCACA GGCTAGCTACAACGA GTTGTAAC 


32173 


425 


10605 


GGGCUUAC A UGGAUCAC 


9612 


GTGATCCA GGCTAGCTACAACGA GTAAGCCC 


32174 


432 


1039o 


CAUvKsAUC A CUUCGCGG 


9613 


CCGCGAAG GGCTAGCTACAACGA GATCCATG 


32175 


449 


10581 


CUUuGUUC A CCCAGUCC 


9616 


GGACTGGG GGCTAGCTACAACGA GAACAAAG 


32176 


482 


10548 


CAGGCAGC A CCGuCUAC 


9625 


GTAGACGG GGCTAGCTACAACGA GCTGCCTG 


32177 


555 


10475 


CUAUUUAC A CUAAdACP 








561 


10469 


ACACUAAC A CCACUAAA 


9646 


TTTAGTGG GGCTAGCTACAACGA GTTAGTQT 


32179 


564 


10466 


CUAACACC A CUAAAUAC 


9648 


GTATTTAQ GGCTAGCTACAACGA GGTGTTAG 


32180 


587 


10443 


ATVAACUAC A CUUUUAUG 


9653 


CATAAAAG GGCTAGCTACAACGA GTAGTTTT 


32181 


597 


10433 


UUUUAUGC A UACUUAUA 


9655 


TATAAGTA GGCTAGCTACAACGA GCATAAAA 


32182 


666 


10362 


GUGUCUUC A UAUCUCUU 


9668 


AAGAGATA GGCTAGCTACAACGA GAAGACAC 


32183 


687 


10343 


GUOAAOJC A UGUAAUCC 


9672 


GGATTACA GGCTAGCTACAACGA GAGTTCAC 


32184 
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696 


10334 




7074 


GAAuxAXAd uuUiAliUXALAACGA GvaATTACA 


32185 


698 


10332 


UAAUCCAC A UAvJUUCUC 


9o75 


^a^aap^a ^nP'pap^'na^aa^i^a ^ff*f^r^Tywm^ 
GAGAAIbXA lavaUXAGCTACAACGA GTGGATTA 


32186 


707 


10323 


UACUUCUC A UCUCCVaAU 


9678 


Tvnro/i/^apa nppfar^PT'a^A ar^^a /*'ar«Tv Tvr^mTv 
ATCGGAGA uULriAGuTALAAL.GA GAGAAGTA 


32187 


741 


10289 


UuAUAvaUC A CCUVauAUu 


O/TDC 
7009 


^afPpa/^p /3/2P'PapP'Papa apr«a r«o*TTia»nr^a 
CATCuAul? (jvaUXAvaUlAUAALfGA GGCTATCA 


32188 


760 


10270 


uUCUGCCC A CGUGuCUC 


9691 


GAGCCACU GGCTAuCTACAACGA GGGCAGAA 


32189 


794 


10236 


AUULUuUu A iJACUAutAU 


7 /UU 


« m^ii ^inTira nnpfpa/^popa^a a/^/'ia ^^^r^A/^/'wn 
ATUTGGxuf GGUXAuLrLA!CAAL.GA ovjCAGUCT 


32190 


796 


10234 


l3L.Uv3L.wVU A L.LA)bAUl7U 


7/01 


aoa*t*r»*iv5P /ir^f^'pa^r^'*na/^a a^/'^a f^*Tv^r^f^Kr*f^ 
ACATCTGvj GGLrXAIGCTAUAAL.GA GTGGCAGC 


32191 




1 ni on 
XUX!7 / 


vjVjuiiLvsUU A L.UL.L^UUU 


7 /U7 


aaaTrt/2a^l nnPTa/^PTapaappa r^'h.t^r^'pr^f^r^ 
AAAXvjVaALi L»LrL.lAV7L.lALAALviA uAUulLLU 






XUXJ7Z 


W>UL>ii.L.Uv«V A UUUL.UL.L.ri 


Q71 7 
7 / XZ 


♦pfi/iapaaa /'S/^PTa/TiPTapaappa npa^nv^ari 
X LnoAljAnA (jwL X ALiU X AUAALviA VivxAUXuAU 


"2 71 07 




1 m ftA 

XUX 04 




071 1; 

7 / X9 


ZiZVPPPPAH rsnPTZiriPTZiPJvzirYizi finan&iiaT 

AAV^ULV^AW VjVjUXALlUlALAALuA uVaAbsAAAX 


0*21 OA 


QCA 


xuxoo 


ITrtTTPTTTTPP li TTPPATTTTPa 
UwUL.UUL.L. A UL>LaUUw1 


Q7T 0 
7 /X7 


Traaa'PTsna <^!/2P*pa/ap*napaapr«a raftaapar^a 
XutnAXuusA UuUXAvJUXAuAAL.viA (iiiAAQnCA 


"SOI oe 
32X79 


DOO 


xuxoz 


TTITPPHTTPP 2i TTTTPJITITTPIT 


7 / ^X 


ftfa&a'p/mii n/iPTartPTikPaappa rspanvrspaa 
AvsAAXurAA V3VjUXAl7L.XAL.AAL.GA viVsATGfiAA 


3219D 


ft 


T m Rft 


^TTPP2VTTTTP A TTTTPTTPPTTP 
AUL>LAUUU A UU^LILV^UU 


Q770 
7 / 


nan^anazk r!/TiP*ra(^PTapaapr'a paaTru^AT 
vjAuVjtAuAA uVjU X Au U X AUAAUvjA oAA X ouAX 


32197 


Q Q A 


XUXfiU 


aiTPPAAZiP A P(T/2TTtTPP21 


Q77Q 
7/^7 


fPrtaappp prsPTapPTapaaPOA /■^twtwpav'itviti 
XVzvjAAUUo uvtUXAvjUX AUAAUoA vjl X XGljAX 


32198 


909 


10121 


LL.UL.L.AAC A UOUCLUUU 


7 / Jo 


Ar^A/TI/^Ar^A ^<^/TPA ^^vriji ^ A A A ^rnrn/^^A/7^ 

AGAGGAuA GGCTAGuTAuAACGA GTTGGAGG 


32199 


924 


10106 


^TTOT TTT/*»TT/^ TV TT/^/l7V ^TT/^T 

uUImJUUUC a UCCAUUuU 


9740 


AGAGTGGA GGCTAGCTACAACQa GACAACaG 


32200 


928 


10102 


UoUCAUCC A CUCUCCUC 


9742 


GAGGAGAG GGCTAGCTAuAACGA GGAT6ACA 


32201 


941 


10089 


CCUCCUGC A UGGAUGGA 


9749 


TCCATCCA GGCTAGCTACAACQA GCAGGAGG 


32202 


952 


10078 


GAUGGACC A CGUGGUUC 


9751 


GAAuCACG GGCTAGCTAuAACGA GGTCCATC 


32203 


961 


10049 


/^/^/*»7l 5VT7TT/^ JV r^Jt/^^^fV^TV /^Tl 

ULL.AAUUL. A LIAGGOALA 


9757 


TGxuCCTG GGCTAGCTACaACGA GAATTGGG 


32204 




XUUX^ 


L.V3 (J U uoUL. A U IjAo L LoL. 


7 /O^ 


GUVjvjuxuA GGulAGCTACAACGA GGCCAACG 


32205 




Q0*70 


aAVjUAuCL. a LIAULUuViur 


7 / /X 


UUUAviAXLt GGLXAvjUi AuAAuGA GGCTGGTT 


32206 




a 0*7*7 
77 / / 


rtpanppjvp a iiPfT^rappa 


7 / 


rprtPPr^apa i'^/vna/'^^'wpArtA a/'v^a oTi/'^/^^m/^r* 
XGUUuAuA GGUTAGCTACAACGA GTGGCTGC 


32207 




7707 


iUJL.UV3Uuu A UAAuaL.UU 


07*7/1 
7 / /4 


aaran*p*p*pa /3/'^r^'Pa/^r^»na/*»A Afv»A ^r"»/^#'^AOTVPn 
AAuXuXxA GGuTAGuTAuAAuGA GCCCAGAT 


32208 




27 X 


\ji\\^\j\J\J\^\^ A ULL.VJOL.UL 


Q7Q 1 
7 / OX 


nnjr*nnr*r*T^ pppTapp^pAPaarvA /^/-»a A/^/^rr»r» 
vjVjLiUUuVjA LiGUXAGUXAuAALAiA GGAAuGTC 


32209 




707X 


appaaTTTtP a TTr»r»ri'PTTPP 
AULAAUUL A ULUUVaUUC 


9793 


^i^A/^TV^^TV ^^^TmTV^^miTl TV /*I^Tl <"<TV Tt tnilli'i^fn 

GGACAGGA GGCTAGCTAuAACGA GAATTGGT 


32210 


XX5 J 


98 /7 


UCUUCGuC A UGGAACCA 


9798 


TGGTTCCA GGCTAGCTACAACGA GCCGAGGA 


32211 


xibx 




aiTrartaaP^ a ^^ar^w^TTT 
AUkniAAUL* A ULAmUoUU 


Q Q A A 
7000 


AAuACTGG GGuTAGuTACAACGA GGTTCCAT 


32212 


XX /D 


O Q CC 


liUUuUULX. A UL.UUULZAU 


9805 


Afn^AAAAA AM^mTt^/'IIIITt Tt /VTTk Tt Tl M Tt Tt M 

ATGAAAGA GGCTAGCTACAACGA GGAAGAAC 


32213 


xxo^ 


7040 


PatTOTTTTTt^ a TI/^aTTPa ATT 

UAUuUUUl. a UGAULAAU 


9807 


ATTGATCA GGCTAGCTACAACGA GAAAGATG 


32214 


X^ J ^ 


Q*7 QQ 
7 / JO 


UVjULAAUL- a ualuauuu 


9816 


GGATGGTA GGCTAGCTACAACGA GATTGQCA 


32215 




7 / 7 J 


aiTPATTaPP 2^ TTPPafflTTin 
aULaUaL.L» a U LL.au UU\7 


70X0 


paaPTf^pa PPP'Paf^fwnarTTvivrtria ^/^niAni^Am 
UAAuTGGA GGUxAGCTACAACGA SuTATGAT 


32216 


1255 


7 * / O 


PrVZTTTTTTPP PTTPTTTTrinZi 
Lvj\jUUUL-L A LULUUvtVja 


7a^iC 


•nppaapa^ /spp'par^P'Par^aa^^a ^/^aaa^/v^ 
XUUAAGAvi GvsuxAGuXAuAACGA GGAAACCQ 


32217 


1284 


7 / '±D 


PPTTTTTTnAP TTanPZiT7T7f2 
VwV^\JUU^>:iaL a Ux1VjV../\UU^ 


70Z0 


paaTPPTa /s/vnartPTa^aarifta wm^aaartrt 
UAAXLjUXA VaijUrAuuXAuAACGA GTCAAAGQ 


32218 




Q7AT 
7 / ^X 


nziPZinzinp TTTTnzvr!/T!&zi 

V7aL.aU AvaU A U U V9AV3V3AA 


Q07Q 
70^7 


'PT'PP'PPaa PPPfa^v^fPA OA a on A o/TmTvwomo 
X X UU X UAA (aViU X AviU X AUAACGA GCTATGTC 


32219 


X 0<J o 


Q^Q7 
70 7^ 


nPTTTTTTZJlPP H PZiPZifiTTPZV 
V7V»VJUUaV*V. a l,,.Al.*AVjvlLiA 


700D 


f^apT/^fn pppfpappTapaarv^A noTtAAArm 
iVMiUXvvXV? VjoUXAvsUXAUAAuVjA GGTAAAGC 


32220 


XJ4U 


707U 


TTTTTTappap a paPTiPaxTP 
UUUAuU/iL. A UAvjULIAUL 


7o3d 


GATGACTG GGCTAGCTACAACGA GTGGTAAA 


32221 


XOrt O 


ft A 
70 o% 


apapaniTP a TTPiTPPaPTT 

/^UaL-aLtUL a ULULLiAL.U 


□ Q Q Q 
70 J 0 


^ / f (11/^/^ ^ ^ ^ ^ TV ^VTI TV ^ TV Tv TV ^1 TV ^^m^^ff*/^ m 

ALii\j<jAtjA Gl>u xAGuTACAACGA GACTGTGT 


32222 


1 1 CO 
X43^ 


7b /o 


ULAUL.ULL, A LUbAUAGC 


9841 


GCTGTCAG GGCTAGCTACAACGA GGAGATGA 


32223 


1362 


9668 


UGACAGCC A UGlGGCUG 


9845 


CAGCCGCA GGCTAGCTACAACGA GGCTGTCA 


32224 


1 ^ O C 


9645 


tTPTTf T/^P^/^ a TTTT/^Tr«AaA 

UCuUCLrCC A UUCJUCAAA 


9852 


TTTGA6AA GGCTAGCTACA?VCGA GGGGAAGA 


32225 


X44U 


737U 


PTTTTTTPTTP^ a /^ATT/^ATT*hTT 

VsUUUUULL. A LAULAUL.U 


9868 


TV ^ iV^rt^ TV ^^^fff TV ^t^lf^TV ^ITV TV TV ^^TV ^ IV TV H ^ 

AGATGATG GGCTAGCTACAACGA GGAGAAAC 


32226 


X44^ 


Q C O O 
9300 


UUCUCCAC A UCAUCuGG 


9869 


CCAGATGA GGCTAGCTACAACGA GTGGAGAA 


32227 


X4^ 3 


730D 


TTPPlPaTTP Ik TTPTWaft/3PP 


9870 


GGuCCAiGA GGCTAGCTACAACGA GATGTGGA 


32228 


X^ 3 O 




\9VJLiL.AAUw A L.UL.L.WUCL* 


9874 


GGAAGGAG GGCTAuCTACAACGA GATTG6CC 


32229 


1 ATI 
X^ fj 


QRt:7 


PPPPTTTTPP a TTPaTtomTri 
UUL.L.UUL.L. A UUAUwCUU 


9883 


OTtOOTVmOTV OOOWTTt OOfWTt ^Tt Tt^VITt ^MTtTtMMM^ 

GAGGATGA GGCTAGCTACAACGA GGAAGGGG 


32230 


1 ATfC 
X4 /O 


7394 


PTTTTr^paTT/^ a Tir^f^Tr'AOo 
UUULlAUL a ULlUCAwU 


9884 


GGTGAGGA GGCTAGCTACAACGA GATGGAAG 


32231 


X40^ 


OC A Q 


TTPatT^r^T/^ a f^r*T^r*rmf^f^ 
ULAUlL-UL a UuAOvIJUGu 


9887 


CCAGCTG6 GGCTAGCTACAACQA GAGGATGA 


32232 


1 CI ft 
X3 J D 


OA QO 


AL.UU0UUL A L.ULL.L.CUU 


9896 


TkOOn^^TtM #4/<IMmTt M^WT«Tt MTt Tt MMTt MMVM««Mm 

AGGGGGAG GGCTAGCTACAACGA GGACAAGT 


32233 


X2 O O 


740 A 


/sapaTTaap a TT/t/^atwA/n 
oAGIAUAAC A uCCAuGAC 


9907 


GTCATGGA GGCTAGCTACAAOSA QTTATCTC 


32234 


Xb /Z 


9458 


UAACAuCC A UGACGGUIT 


9909 


AACCGTCA GGCTAGCTACAACGA GGATGTTA 


32235 


X3oO 


OA A A 


GUUlUUCC a UlAGCAGC 


9912 


GCTGCTGA GGCTAGCTACAACGA GGAAGAAC 


32236 


XoU« 


O A D 


L.CGGGCGC A UCACuUuC 


9916 


GAAAGTGA GGCTAGCTACAACQA GCGCCCGG 


32237 


XOU9 


QA7t; 


^SP/'^i^^aTT/^ a 01 n ii t<^tv /^t\ 
VTViLAjiVJAUL. A UUUuCACA 


9917 


TGTGAAAG GGCTAGCTACAACGA GATGCGCC 


32238 


1611 


74X7 


TTPaPfTTTTTP a r'aa^TTTTTr' 
UL.AL.UUUU A LAALUXJUo 


9919 


^^TV TV TV ^mm^ ^^^wvTv ^^miTv ^tv tv matv %v tv /^m^m 

CAAAGTTG GGCTAGCTACAACGA GAAAGTGA 


32239 


1670 


7i9DU 


TTflTTTTPPPP a TToaari^Ar' 
UVsUUV^ULL. A ULAAoL^o 


9932 


^WI^^HOTt^ 7t /t^^nrlTt A^^mtTt ^Tt Tt f'VTTt ^MM^Tt^MIt 

CTGCTTGA GGCTAGCTACAACGA GGGGAACA 


32240 


1686 


9344 


6CUCAAGC A CCUIWGCU 


9937 


AGCTAAGQ GGCTAGCTACAACGA GCTTGAGC 


32241 


1697 


9333 


UUAGCOUC A UUUUCCAA 


9941 


TTGGAAAA GGCTAGCTACAACGA GAAGCTAA 


32242 


1745 


9285 


GCUGUGUC A UCAGCAUA 


9953 


TATGCTGA GGCTAGCTACAACGA GACACAGC 


32243 


1751 


9279 


UCAUCAGC A UAC3AUCUU 


9955 


AAGATCTA GGCTAGCTACAACGA GCTGATGA 


32244 


1784 


9246 


CCAACUUC A CGCAGGAU 


9966 


ATCCTGCG GGCTAGCTACAACGA GAAGTTGG 


32245 


1826 


9204 


cccucGAc A ccuccacc 


9977 


GGAGGAGG GGCTAGCTACAACGA GTCGAGGG 


32246 


1865 


9165 


UG6UCUUC A UUGAGAAA 


9991 


TTTCTCAA GGCTAGCTACAACGA GAAGACCA 


32247 



379 



wo 02/068637 Table XI PCT/USOl/48350 
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9118 




xuuuj 


pPTT^paivs ^SfSPTaftPTa^aapraa /TfilPTPfSPa 


0 00 A 0 

3224o 


1914 


9116 




XUUU4 


TTTSfiTTPH niTPnvnPTiiPiiapraa mvsfiPTPn 




1980 


9050 




T A AO C 


paapaiYsa fSfSPranpTapaappa nnnaaana 

LAAuAiuA uoUlAV7l.«lAl«AAV.>\iA utooAHAVaA 


0 00 C A 


1983 


9047 




XUUZO 


TTapaapa finPTZvnPTapiiJiPfia nivrrsnniva 

X X AV*nA X AV3V« X AUtAAkAaA UA X \3V3V3nA 


•JOOCT 


2005 


9U25 






OUUvvuianA w X tnasm x a wiAV»UA «9 1 wAWi^ X 










XU V4w 


AX VSU X V9VXA VSUHm JL aUIV» X AV«AAVi>Vxn UnV90A»^\9 




2040 


0990 


PPTTPaTTPP PPATTPTTPP 


XUU4 A 


rmn/iATRTt /^rsPTAnPTiipaiipraii nnnTnarsn 

V3UcnUAXV3V7 Uk3WXAuVvXA^h«AAV«urA UUAXAjAuu 


0 00 CA 


2043 


8987 


PTkTTPPAPP A ITPITPPPTVft 


1 AAAA 


TTnnnarsji nnpranpTapaappa n.CLTCifi'^'vn 

XXViuVjAuA wiuuXAuv«XAv.AAvi>V3A v>V9X\3\jAXo 


ooocc 


2089 


8941 


orTTi^piTPP a TTTiriiiT'n'TmT 
i9CUL.L.UV«U A UUuAUUCU 


1 An c 0 


apaa*ppaa pppTa/v^ar»aapr»a /"vaappapp 
AuAAXv,.AA VjoUX AoL^XAW^LAiA VToALxviAoL 


0 00 cc 


2109 


8921 


CUUwVAAU A UoouAuUC 


10064 


/^r'OT'o/^pa /^pp'pa/vrar*a a jv PTwptv^aa/^ 
ljUr(jil7L.vJA (3UUXALii.XAUAAl..vaA vjI 1 lAiAAo 


0 00 CO 
322b7 


2114 


8916 




1006b 


GCTTTGGG GGCTAGCTACAACGA GCCATGTT 


32258 


2126 


a A Ail 
8904 


IV )V Ik PPTTfiiP TV TTn/lPTTrtFTTT 
AAAuUUu^ A UUUL.UurUU 


1 AA'7A 

xUU /U 


aapaftpaa PrtP'Pa ivra pa a pp a ppappTTf 
AA\JAiiL.AA viVsL. X AUL. X AUAAvGA UVJAUC XXX 


0 00 c Q 

322b9 


2164 


oobo 


TT/^rtTV/^IVO/^ & PIVTTTTPTT/T!/^ 

UUwAvaAtiu A vJAUUUUui? 


xUU /O 


r'Papaa'PP /v^r"Pa<iP'T*ar*aapr'7v pppprMp^/^a 
L-VJAvjAAXu uuUX AviClAV..AACuA v7L.Xv,..XU.ViA 


32260 


2166 


O D £ >l 


(jAUAvjtUAU A UUL.UVjV3<jA 


1 n AOQ 
XUU /7 


TPPPar'aa ^/^PTa/noTar^a a^OA r'Tv^rwr'/^T/^ 
X AVaAA ouL. X AviC 1 AL.AAv.<\iA iuL' X L. X 


32261 


2200 


8830 


AAIV/'W^Pr' IV P7VaPP7V/^TT 

AAAlJVTi^^U A V.«AAuL.A\7U 


1 A A QO 


jvr^»PP/^'T"p/^ fV^/^'T'a^r^T'a^aa^^iv /v^^v^nvrirn 
AL.XlivjXXur UvjV^XAxj^XAuAA^UA uGv^LajIxx 


32262 




Q D1 1 

ooXl 


n^T/'5PTTPTTP a TTTTrSaflPlVP 


T OAQO 
XUU7Z 


PTYiPTPaa pppfappTapaap/^R par'appjvr* 
vj i UAA VjvjV- i AvjU X AL.AA\^vxA UAtiAL-vJAU 


0 OOCO 


^ Jzo 






1 nn QT 
xuuy J 


LjA/ivjiA\-vj i Atj^iAV.*AAL.tiA v^dC/iAio 


32264 


•5 O O C 


O Q C 




1 A A QC 


a^aappa^ ppPTapp'pa^aaP/*'Tv r'aaoTa^^ 
AuAAouAo Uov. X AurL. X ACAACUA uAAo X AQ.O 


32265 


OOiJ ft 


O /O^ 


TTPPTTniTPP a PPTITTPfTPIT 


T AT A^ 


af^a/^aap/n pppTaPP'par^aapr'a ppar'ap^a 
AoAuAAov? ooL'XAol.>XAI....AAWuA uuLAL^Uulri 


32266 




Q T AT 


PTTTTTTnailP ZV PTTPi'lPTTnP 


xuxuo 


ripanpnai^ pppTapPTapaappiv PTTPaaap 

vjVJAuv^VjAu vjV3l.«lAv3L.XAV.>AAL.(aA v3XXL>AAALi 


0 oo<r 0 


■6 J lb 


0*71 il 




1 A1 1 C 

xuxxb 


r'aT'rtPPPa ppPT'apr^T'aoaap/^A r^a^'^T/^ar^a 
UAlvaoCvJA (9V3UXAVjUXAUAAL.ua viAUlLzAuA 


32268 




o /Uo 


TTP2VTTfif2PP a TTiirSTTfirtTTa 


XUxx / 


'pappappa ppPTa/iPTapaappa rr'or'ATr'a 
XAUUAUUA uuUXAuUXAUAAUviA u^UUAKiiA 


32269 


•5 "a Q *a 


OD7 / 


PTTPPTTaaP a TTTTPCTTraaiT 


1 AT 1 a 


a»T*Pappaa ppp'papPTapaanr'iv r^^nrpartriTin 
AXLAUvjAA U(jU X/UiUX AUAAUGA (jX X AUUAU 


32270 


cn 
^ JbU 


oboU 


PraiTPTTPPP a TT/l^lTTfTITrTn 


T AT 01 

XUX^sX 


paaaappa r^r^p'par'p'pa/^aao/^iv on/^i\/^7vo/^ 
UAAAAUUA ^VsUXAiiUXAUAAUGA vsGGAuACU 


32271 




ObD / 


/VPTipapp a r^Tn/^aiTTTP 


1 AT OC 

XUX Jb 


LaAIGGAvj GGUxAGCTACAACGA GGTCAGGC 


32272 


Z<S to 


0£ CO 
Ob3^ 


appar^TPP a itiTpapr^ap 
Av^vJAL.UUVrf A UUuAUwUj 


T AT 0 0 

10128 


UxGUTuAA GGuxAGuxACAACGA GGAGTG6T 


32273 


2412 


Ofl o 


TT/w^^^7TT/^ a r^attPaTTaa 
UGGGCUUC A wAUCAUAA 


1 A1 ^ e 
lOlJb 


TTAxGATu GGUTAGGTACAACQA GAAGCCCA 


32274 


Oat a 


ODlO 


nppTTTtpap a iTPaTiaaPii 
(jVJV»UUwiw A UwAUAAuU 


T AT OC 


a^iMpaiv^a /^n^^Tari^vn^oaaoAa r>fTi/3aa/?/i^ 
AuXXAX^aA uUUXAuUXAUAAUQA bxGlAAUwC 


32275 






TTTTPaPlVTTP H TTaaPITfSPP 


XUXJ / 


pftpa/iT'na nflp'PappTapaapna pat^Pfvaa 
lakJUAvi X X A uviU X AvsU X AUAAUuA liAX V7X\aAA 


32276 






TTfZTJT TTTPT TP 2i T TPTIT Tfi/IT in 


T AT A A 


pappaPi^a pppTappTapaapria napaaprta 
UAUUAUvoA vioU X AVjU 1 AUAAUuA uAutAAUUA 


0 0000 

32277 


Oil TO 


Q C£n 

obbU 


PT7PPTTPPP a ppTTPPaap 


T AT A C 

XUX4b 


GTTUGACvj GGU xAGuTACAACGA GGCACCAC 


32278 








T AT it Q 
XUX417 


CXuAGGuur GGUTAGuTACAAUGA GAGTACAG 


32279 




O^O U 


nTTfTTITTPPP a PPrtPPPTTfl 


1 m CT 
xuxbx 


f^^nnr*r*r*r* ppPTappTa^aaP/^a p/v^aaaa/^ 
UAvjuVjrUvjVj vjivjUXAwUXAUAAUuA uVvvsAAAAC 


32280 ' 






PITr2/^TTfTPP a PITTTPPPaa 


T AT cn 
xuxb / 


•T"TV2/2Paap p/iPi»app»paPaap^a /artaa/ir»ar^ 
XXuiaoAA(j uoUXAuUXAUAAUGA uCxAAuCJIAG 


32261 




Q A CI 


aapTTTTrTap a ttpttttppttp 
AAVjUUUAU a 


T AT 00 

XUX 


pappaapa ^/'5/^'PA/**/'"*T'a/**aa/*v^T\ /^•T'aaartfn»T» 
GAV3i.3AAGA GGCTAGCTACAACGA GTAAACTT 


32282 


OCT O 


ftAl 1 
04XX 


ITTITITTITITPP a T7TTPTTITPPTT 


T AT QA 


spp&apaa ppPTappHPa^aaP/^A /v^aaaaaa 
AuiiAAuAA uVsU XAC7UXAUAACGA oGAAAAAA 


32263 




O J 7b 


PTTanrtaf2p a ppTTn/spiTrt 


T AT a ft 
XUXbo 


paPPPaPP PPPTaPP*PaoaaP/^n ^r^mr'/'wnni^ 
UAUUCAUVj V90UXA0UXAUAAUGA GCTUUxAG 


32284 


7f A^ 




/^^PTT/^r^TTP a HaiTTTPaPTT 


T AT GO 


AljitxAAiA oLjU XAUUiAUAACUA vjAuCAVjUU 


32285 




ft 1 Oft 
OJ /O 


TTPaTiaTTTTP a mipaaiTPTT 


T At qo 


AUAlIUALr VjVjUiAvjUiAUAACvjA uAAiArGA 


32286 




0.300 


a arwiTia pp a parnKTippTT 

AAUVjUACL. a LiAUUuCCU 


TAT 


apppaa*PP PPPTar^P'nai^aai'v^a o/*«rpn*^A»T»»n 
AlauUAAXl? (aUUXAIbUXAUAACGA ViVjrXACAX i 


32287 




o^o4 


TTfiTiaPPUP a TtTTPPPTTPa 


XUX7 / 


TPapppaa pppni»apPTar^aarv^a r«Tv^r»Ta/^A 
XuAVsbUAA VJuUXAuUXAUAACviA vjXXauXACA 


32288 




O J 4 D 


PTTPPaprtp a pppaartap 
UU^V7AL.UU A UCUAAUA^ 


T AOAO 
XUzUZ 


(^'PTvnnwp P/TPTa/^r'Ta/^aarv^a /^a^t^v^a/^ 
uXAXXviuU UvjUXAGUXAUAACGA urAuXCGAG 


32289 


o<roA 


o J Jb 


pp^aaiTa^ a iT/^T^OTTr^o 


T AO 

10200 


GCACGAGA GGCTAGCTACAACGA GTATTGGG 


32290 






nnnt^t^f^nr^ a TTappnrapfi! 




ppppppTa /app'Papp'napaafv^a 
CuUCuGxA GGUxAGCTACAACGA GGGGGGGG 


32291 


^ /oo 




/aPar'SPTTPP a itpttitpitptt 


T AOOA 

x0224 


apapaapa /^/v^Ta/vwpaoaa^/^iv ^v^ivn/^mr*/^ 
AGAGAA6A GGCTAGCTACAACGA GGAGCTGC 


32292 


« / 0 / 


O 


PTTTTTTPurap a TTrsiTanimn 


1 nooo 


pppp»i»apa pppTappTapaapria prw^vsaaA^ 
UUUUXACA IsGUXAvsUXACAACGA uCCGAAAG 


32293 






^^papapf^ a /^/^TfTr»arip 


T AOO T 

XU2 JX 


o^T'oaa/^^ ^o^T^a^r^fpa^aarv^A /^/^rp/^nv^/^o 
UVjXvoAAvju UvjUXAGUXAUAACGA GCTCTGCC 


32294 


O QOft 

^ ouo 


POOO 


ppar^PTTTTr* a orr'aaaatT 


T AO 0 yi 


AxXrTGCG GGCTAGCTACAACGA GAAGGTGC 


32295 




p 1 fin 
o xou 


ppTxr'aarT' a TTTTTTPaao/^ 


T AO >t Q 


CCxxGAAA GGCTAGCTACAACGA GGTTGAGG 


32296 


O ft Q1 


PI Q 
OX J9 


appTTPapr* a ^irirT^a/^pa 


T AOtf T 

XU2bl 


TCGTCAAG GGCTAGCTACAACGA GCxGAGGT- 


32297 


C 


oXxb 


CC6AuGUC A CaAaGGaG 


10266 


CTCCTTTG GGCTAGCTACAACGA GACATCGG 


32298 


0 ft 


01 nn 


AvjrGGUGUC A CAACACUC 


10268 


GAGTGTTG GGCTAGCTACAACGA GACACCCT 


32299 




ft AOC 


CjUCACAAC a CUCAGAAG 


10270 


CTTCTGAG GGCTAGCTACAACGA GTTGTGAC 


32300 




pmc 

OU rb 


ULiUAvjAAU A CA.UCCALU 


10274 


AGTGGATG GGCTAGCTACAACGA GTTCTACA 


32301 


^2^3 / 


Ow / J 


uavjaauau a uccacucl. 


10275 


GGAQTGGA GGCTAGCTACAACGA GTGTTCTA 


32302 






apar^RTT/^/^ a /^t/*'/^i\/^t/*^ 
AvJA<JAUL.t- A LUCCAC-UL 


10277 


GAGTGGAG GGCTAGCTACAACGA GGATGTGT 


32303 


2966 


8064 


UCCACUCC A CUCUUCAU 


10280 


AT6AAGAG GGCTAGCTACAACGA GGAGTGGA 


32304 


2973 


8057 


CACUCUUC A UGGUGACA 


10283 


TGTCACCA GGCTAGCTACAACGA GAAGAGTG 


32305 


2989 


8041 


AAUGUUCC A UCCAUAAC 


10286 


GTTATGGA GGCTAGCTACAACGA GGAACATT 


32306 


2993 


8037 


UUCCAUCC A UAACUUU6 


10288 


CAAAGTTA GGCTAGCTACAACGA GGATGGAA 


32307 


3003 


8027 


AACUUUGC A CUAGUUGG 


10290 


CCAACTAG GGCTAGCTACAACGA GCAAAGTT 


32308 


3020 


8010 


GGCUCUUC A UGUCCGGG 


10294 


CCCGQACA GGCTAGCTACAACGA GAAGAGCC 


32309 


3078 


7952 


GGGUUGCC A UAUAGUAA 


10309 


TTACTATA GGCTAGCTACAACGA GGCAACCC 


32310 
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3088 


7942 


AUAGUAAC A CCAACCGC 


10310 


GCGGTTGG GGCTAGCTACAACGA GTTACTAT 


32311 


3104 


7926 


CCUCtJUCC A CAUCCAAG 


10318 


CTTGGATG GGCTAGCTACAACGA GGAAGAGG 


32312 


3106 


7924 


UCUUCCAC A UCCAAGGU 


10319 


ACCTTGGA GGCTAGCTACAACGA GTGGAAGA 


32313 


3120 


7910 


G6UCAAUC A CUUUUCCG 


10323 


CGGAAAAG GGCTAGCTACAACGA GATTGACC 


32314 


3160 


7870 


GACCAGCC A UCUCAGUU 


10333 


AACTGAGA GGCTAGCTACAACGA GGCTGGTC 


32315 


3206 


7824 


CCAGUGAC A UUGCCUUC 


10347 


GAAGGCAA GGCTAGCTACAACGA GTCACTGG 


32316 


3294 


7736 


CUUUUGUC A UCUGGUUG 


10364 


CAACCAGA GGCTAGCTACAACGA GACAAAAG 


32317 


3347 


7683 


UUUGCCCC A CCUCUUUU 


10381 


AAAAGAGG GGCTAGCTACAACGA GGGGCAAA 


32318 


3372 


7658 


GUUUUUCC A UGUUCUUU 


10388 


AAAGAACA GGCTAGCTACAACGA GGAAAAAC 


32319 


3391 


7639 


GAGUGUCC A UGUUAUGG 


10391 


CCATAACA GGCTAGCTACAACGA GGACACTC 


32320 


3406 


7624 


GGAUAGAC A UGACAACC 


10392 


GGTTGTCA GGCTAGCTACAACGA GTCTATCC 


32321 


3422 


7608 


CAACCCCC A CGCAUGAU 


10400 


ATCATGCG GGCTAGCTACAACGA GGGGGTTG 


32322 


3426 


7604 


CCCCACGC A UGAUGUGG 


10401 


CCACATCA GGCTAGCTACAACGA GCGTGGGG 


32323 


3479 


7551 


CUUGCUCC A UUCUCCCA 


10411 


TGGGAGAA GGCTAGCTACAACGA GGAGCAAG 


32324 


3495 


7535 


AAA6C6UC A CCGCUGCG 


10416 


CGCAGCGG GGCTAGCTACAACGA GACGCTTT 


32325 


3540 


7490 


CUOUCUUC A CAGACXSGG 


10426 


CC06TCTG GGCTAGCTACAACGA GAAGACAG 


32326 


3552 


7478 


ACGGGUUC A CUACUACa 


10428 


AGTAGTAG GGCTAGCTACAACGA QAACCCGT 


32327 


3573 


7457 


CUAGAGAC A CCAAGAUC 


10434 


GATCTTGG GGCTAGCTACAACGA GTCTCTAG 


32328 


3585 


7445 


AGAUCAGC A UGAUCUGU 


10438 


ACAGATCA GGCTAGCTACAACGA GCTGATCT 


32329 


3609 


7421 


UCUUCUGC A UGAUGGGU 


10445 


ACCCATCA GGCTAGCTACAACGA GCAGAAGA 


32330 


3651 


7379 


CCGUGGCC A CGAUGCCA 


10451 


TGGCATCG GGCTAGCTACAACGA GGCCACGG 


32331 


3659 


7371 


ACGAUGCC A UCCACUAC 


10453 


GTAGTGGA GGCTAGCTACAACGA GGCATCGT 


32332 


3663 


7367 


UGCCAUCC A CUACAGCG 


10455 


CGCTGTAG GGCTAGCTACAACGA GGATGGCA 


32333 


3678 


7352 


CGUUCUUC A UGAUUCCG 


10459 


CGGAATCA GGCTAGCTACAACGA GAAGAACG 


32334 


3714 


7316 


CUGAGCGC A UUGCCUCA 


10467 


TGAGGCAA GGCTAGCTACAACGA GCGCTCAG 


32335 


3741 


7289 


CGGGAACC A UGUAGGCA 


10476 


TGCCTACA GGCTAGCTACAACGA GGTTCCCG 


32336 


3749 


7281 


AUGUAGGC A UAGUGGCA 


10477 


TGCCACTA GGCTAGCTACAACGA GCCTACAT 


32337 


3811 


7219 


UCCCCAGC A UCCGGCUG 


10487 


CAGCCGGA GGCTAGCTACAACGA GCT6GGGA 


32338 


3837 


7193 


GAGCCGAC A CUCCAACA 


10493 


TGTTGGAG GGCTAGCTACAACGA GTCGGCTC 


32339 


3845 


7185 


ACUCCAAC A UCGACGAA 


10497 


TTCGTCGA GGCTAGCTACAACGA GTTGGAGT 


32340 


3884 


7146 


AAUAGUGC A CUUGCCUG 


10500 


CAGGCAAG GGCTAGCTACAACGA GCACTATT 


32341 


3975 


7055 


CUGUUGUC A CAGCGUAC 


10511 


GTACGCTG GGCTAGCTACAACGA GACAACAG 


32342 


4029 


7001 


ACUCUCCC A UGCUGAAA 


10527 


TTTCAGCA GGCTAGCTACAACGA GGGAGAGT 


32343 


4082 


6948 


CUUAUGUC A CUCUUGGU 


10542 


ACCAAGAG GGCTAGCTACAACGA GACATAAG 


32344 


4107 


6923 


GCCAACCC A UCUCGUUG 


10551 


CAACQAGA GGCTAGCTACAACGA GGGTTGGC 


32345 


4122 


6908 


UGGCUGCC A CUGCGCUC 


10555 


GAGCGCAG GGCTAGCTACAACGA GGCAGCCA 


32346 


4131 


. 6899 


CUGCGCUC A CAAGGGUC 


10558 


GACCCTTG GGCTAGCTACAACGA GAGCGCAG 


32347 


4140 


6890 


CAAGGGUC A UGACACAA 


10560 


TTGTGTCA GGCTAGCTACAACGA GACCCTTG 


32348 


4145 


6885 


GUCAUGAC A CAAAUCAG 


10561 


CTGATTTG GGCTAGCTACAACGA GTCAT6AC 


32349 


4158 


6872 


UCAGGAAC A CGGCUAGC 


10564 


GCTAGCCG GGCTAGCTACAACGA GTTCCTGA 


32350 


4212 


6818 


GAAUUAGC A CAAUCAUC 


10574 


GATGATTG GGCTAGCTACAACGA GCTAATTC 


32351 


4218 


6812 


GCACAAUC A UCAAGAGA 


10576 


TCTCTTGA GGCTAGCTACAACGA GATTGTGC 


32352 


4242 


6788 


GCAGCAAC A UUCCGGCG 


10580 


CGCCGGAA GGCTAGCTACAACGA GTTGCTGC 


32353 


4275 


6755 


CUUCAGCC A UCCAACAQ 


10588 


CTGTTGGA GGCTAGCTACAACGA GGCTGAAG 


32354 


4347 


6683 


UCCGCUGC A UGAGGAGG 


10612 


CCTCCTCA GGCTAGCTACAACGA GCAGCGGA 


32355 


4368 


6662 


AUACUCCC A UGGUCAUC 


10616 


GATGACCA GGCTAGCTACAACGA GGGAGTAT 


32356 


4374 


6656 


CCAUGGUC A UCACACUC 


10617 


GAGTGTGA GGCTAGCTACAACGA GACCATGG 


32357 


4377 


6653 


UGGUCAUC A CACUCAAU 


10618 


ATTGAGTG GGCTAGCTACAACGA GATGACCA 


32358 


4379 


6651 


GUCAUCAC A CUCAAUAA 


10619 


TTATTGAG GGCTAGCTACAACGA GTGATGAC 


32359 


4415 


6615 


U6AAGAGC A UCUGGCAG 


10626 


CTGCCAGA GGCTAGCTACAACGA GCTCTTCA 


32360 


4437 


6593 


CCAGGGCC A UUCUGUQA 


10634 


TCACAGAA GGCTAGCTACAACGA GGCCCTGG 


32361 


4473 


6557 


CAGUGGCC A CAACGUAC 


10646 


GTACGTTG GGCTAGCTACAACGA GGCCACTG 


32362 


4482 


6548 


CAACGUAC A UGGUGUCA 


10648 


TGACACCA GGCTAGCTACAACGA GTACGTTG 


32363 


4501 


6529 


UGCUUCCC A UGUCUUCC 


10653 


GGAAGACA GGCTAGCTACAACGA GGGAAOCA 


32364 


4512 


6518 


UCUUCCCC A UGAAGOGC 


10658 


GCACTTCA GGCTAGCTACAACGA GGGGAAGA 


32365 


4527 


6503 


GCUCAGGC A UCUUUCCC 


10661 


GGGAAAGA GGCTAGCTACAACGA GCCTGAGC 


32366 


4617 


6413 


CCGAGUAC A CCCuGGCG 


10662 


CGCCAGGG GGCTAGCTACAACGA GTACTCGG 


32367 


4658 


6372 


UUCCUUUC A CCAAGCUU 


10695 


AAGCTTGG GGCTAGCTACAACGA GAAAGGAA 


32368 


4680 


6350 


UGACUUCC A CUUCGUUG 


10701 


CAACQAAG GGCTAGCTACAAOQA GGAAGTCA 


32369 


4721 


6309 


CUAGGACC A UCAAAGCA 


10708 


TGCTTTGA GGCTAGCTACAAOQA GGTCCTAG 


32370 


4729 


6301 


AUCAAAGC A CCACCVCC 


10710 


GGAGGTGG GGCTAGCTACAACGA GCTTTGAT 


32371 


4732 


6298 


AAAGCACC A CCUCCGGU 


10712 


ACCGGAGG GGCTAGCTACAACGA GGTGCTTT 


32372 


4752 


6278 


GGUAUGAC A CUCCAGCC 


10716 


GGCTGGAG GGCTAGCTACAACGA GTCATACC 


32373 
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4856 


6174 


UAUUCCCC A ULwiUboU 


10750 


AL^vJAXAaVSrV UU\ii>liV»V»lAwvi\JVMi Vj\auwAAlA 


I** 


4860 


6170 


CCCCAUCC A UGGUAUAU 


10752 




to 


4877 


6153 


ACCUUCUC A CGCUCUGG 


10756 


/~i/^7\/^ A r^r*r* i^r'j^TAr^^rpArtATvrv'Tv r'Tv/iATvr'O'n 
CCAGAGCG vaGCTAGCTAUAAuGA GAGAAGGT 


32376 


4917 


6113 


CGUUUGGC A UGUUGAUG 


10761 


CATCAAUA uoCTAKiCTAv..AAL.GA (3WCAAAL.G 




4935 


6095 


UGUCCAGC A uGAuUCGU 


10764 




SaA io 


4979 


6051 


UCGUCuuC A UUC6UGUG 


10771 


UAuAwuAA iMUXAwUlACAAUiA wVAMrAUlaA 




4994 


6036 


UGCCCCCC A UAACAGUA 


10777 


rrvA rvnv^fnrpA ^r'psT'Tvf^'T'TvOTv TV r»r"R nrrifffv^nTi 
TACTGTIA l9UUlA\»w.xAv*AAk«GA UlaviouKjUA 




5006 


6024 


CAGUACUC A UCACCAAC 


10780 


GTxGGioA oGU1AVjL.XAUAAuGA uAvjrlAL.lU 


J Z JoX 


5009 


6021 


UACUCAUC A CCAACUUG 


10781 


LAAuil\iVj oUUXAvjL.lAwiAL>V3A liAloAvjrXA 




5042 


5988 


AUACGUCC A CQUCUCUCj 


10788 


UAvmVUAVA? vaV9WXAV9V,*iAV.*AAk«V3A vaVsrAV^olAl 


^ ^^0.3 


5057 


5973 


uGGGCGGC A CuAGCuvjC 


10791 






5070 


5960 


CUVTCUvaUC A L.UV3V-AuAU 


±u /So 






5094 


5936 


CCAGGAUC A CUvJUCLL^U 




AoGGAGAVj vsvJv.lAvaL.iAwiAv„\iA oAiL.V«.Hjva 




5130 


5900 


T1TV*/*1T'fr*tTT/^ T\ TV CTT^Tf TTT/^ 

UUGGUUUC A UACUCUUC 




/^RRr'ar'TV r'r»r"T'7ino'T'RO& Tirana r'AiviirT'aTi 


JZJO / 


5132 


5898 


6GUUUCAC A CUCUUCCG 


10613 


CGGAAGAG GGCTAGCTACAACGA GTGAAACC 


32388 


5151 


5879 


UGUCAAUC A CCCUGCUC 


10819 


GAGCAGGG GGCTAGCTACAACGA GATTGACA 


32389 


5178 


5852 


UAGCCCCC A UIKJCAGAU 


10830 


ATCTGAAA GGCTAGCTACAACGA GGGGGCTA 


32390 


5216 


5814 


UCCCAAUC A UCGUUCUU 


10837 


AAGAACGA GGCTAGCTACAACGA GATTGGGA 


32391 


5227 


5803 


GUUCUUAC A UUUUGGGU 


10839 


ACCCAAAA GGCTAGCTACAACGA GTAAGAAC 


32392 


5285 


5745 


UUUCCAGC A CGUUGUAG 


10851 


CTACAAuG GbU 1 AGd AL.AAUGA GClooAAA 


32393 


5309 


5721 


GCAAUCUC A UUCCCCAU 


10855 


ArnOni^/^AA /^O^'nA/^/^T'A <~«A A^^/^A ^ a a 'Prp/^ o 

ATGGGGAA GGCTAGCTACAACGA GAGATTGC 


32394 


5316 


5714 


CAUUCCCC A UCLJUGACA 


10859 


mOrnnAA/^A /^r'/^TVAOOTlA OA AO^TV r'/^^VAAfp/^ 

TGTCAAGA GGCTAGCTACAACGA GGGGAATG 


32395 


5324 


5706 


AUCUUGAC A CUAGGCAC 


10861 


GiVsULlAur UV,vL.iAGC>lAVMAAL>UA UXLAAmtAX 


3239D 


5331 


5699 


CACUAGGC A CAAACLAA 


±Uoo J 




J^37 / 


5368 


5662 


UGUGAUCC A UUCGUAUC 


10873 


GATACGAA GGCXAGCxACAACGA GGArCACA 


3^370 


5475 


5555 


UGGCuGUC A UGAAUAUU 


10889 


A AfnArnrnoA ri^^TA^^^'nA OA A^/^A ^AOA/^O/^A 

AATATTCA GGCTAGCTACAACGA GACAGCCA 


1 o o o o 
32399 


5564 


5466 


UGAGCCUC A UCCAuCAC 


10910 


GTGATGGA GGCTAGCTACAACGA GAGGCTCA 


32400 


5568 


5462 


CCUCAUCC A UCACG7VAC 


10912 


GTTCGTGA GGCTAGCTACAACGA GGATGAGG 


32401 


5571 


5459 


CAUCCAUC A CGAACAGG 


10913 


CCTGTTCG GGCTAGCTACAACGA GATGGATG 


32402 


5592 


5438 


AGUUCGGC A CCCUGUGA 


10915 


TCACAGGG GGCTAGCTACAACGA GCCGAACT 


32403 


5607 


5423 


GAGGAGAC A UCAGCCUG 


10919 


CAGGCTGA GGCTAGCTACAACGA GTCTCCTC 


32404 


5630 


5400 


AGGGUAGC A UGACACAU 


10923 


ATGTGTCA GGCTAGCTACAACGA GCTACCCT 


32405 


5635 


5395 


AGCAuGAC A CAuGACAU 




Anv^m/^Afn/s /trt^mAri/^ipA #^a AOnA nvPi^ATV^rwp 

AiAaXCATU uvaCTAlGCTACAAVAjA liTCAiTvaCT 


3240o 


5637 


5393 


CAUGACAC A UGACAUCA 


10925 


TQATHTCA GGCTAGCTACAACGA GTGTCATG 


^ Oil A*? 

32407 


5642 


5388 


CACAUGAC A UCAACAAU 


10926 


ATTGTTGA GGCTAGCTACAACGA GTCATGTG 


32408 


5654 


5376 


ACAAUCuC A XJUUCCAUU 


10930 


AAT'OOAAA /'lOO'PA/^^TAOA AO/^A ^AOATWpr^lTl 

AAiGGAAA GGUiA\jv..XA(..AA(_GA GAGAXXGX 


•a o ii ft Q 
32409 


5660 


5370 


UCAUUUCC A UUAUGUUC 


10932 


OAAOATAA OOOT AOOT A OA A O^A r*OAAAT«OA 

GAACAJ.AA GGCIAGCTACAACGA GGAAATGA 


32410 


5676 


5354 


CUCUGGGC A CUGCXjGAU 


10935 


AfOOOOAO OOOI^AOOTtA OA A Or« A OOOOAOAO 

ATCCGCAG GGCTAGCTACAACGA GCCCAGAG 


32411 


5724 


5306 


CUUCAGCC A UCuCAQCA 


10947 


mor^moAOTv ooorn a /~iorn a o a a o/^ a ooofnoAAO 

TGCTGAGA GGCTAGCTACAACGA GGCTGAAG 


32412 


5736 


5294 


CAGCAGCC A CAACCCUG 


10952 


CAGGGTTG GGCTAGCTACAACGA GGCTGCTG 


32413 


5757 


5273 


GUGCUAGC A CGGCuGuU 


10958 


A A OA OOOO OOOfnA OOm A OA A O/^ A OOfTHVOOTtO 

AACAGCCG GGCTAGCTACAACGA GCTAGCAC 


32414 


5871 


5159 


UCCUCAGC A UCUCAGGU 


10982 


itoomoAOA ooomAoorrvA OA A on A oomoAooA 

ACCTGAGA GGCTAGCTACAACGA GCTGAGGA 


32415 


5903 


5127 


AUUGGCUC A UCCAUCCU 


10968 


AGGATGGA GGCTAGCTACAACGA QaGCQhAT 


32416 


5907 


5123 


GCUCAUCC A UCCUUUCA 


10990 


rpOAA AOOA /^^^rriA OOrpA OA A OO A a fPO AOO 

TGAAAGGA GGCTAGCTACAACGA GGATGAGC 


32417 


5915 


5115 


AuCCUUUU A CCCUGCilAC. 


10993 


i^moO A /noO O/^O^PA OOT^A OA AO/T! A OA A AOOAT* 

GTGCAuKilj uGCTAGCTACAACGA GAAAUvxAT 


32418 


5922 


5108 


CACCCUGC A CUAUCGCG 


10997 


OO OO A T A O 000«T»A 00*PA OA A OOA OOA/^/lOT'O 


32419 


5952 


5078 


CGUUGGGC A UuAUGACU 


11001 


AO'nOAT'AA OOO'PA OOfA OA A O/^ A /~<OOOA A OO 

AGTCATAA GGCIAGCTACAACGA GCCuAACG 


32420 


b9o3 




AUUACUCC A UuUuCAUA 


1 1 r\(\A 


rpA'T'OOOA A OOOfAOO^PA OA A Or* A OO A O'PO AT" 

XAiGuiWiA oGUXAVjUXAViAA^GA ^oAoiuAX 


32421 


5969 


5061 


CCAUUGCC: A UAAASCCC 


11006 


OOO/H 1 II Hll 1 A OOOfPA OOT>A OA A OO A nOOA A rpOO 

GQGCTTTA GGCTAGCTACAACGA GGCAATGG 


32422 


5982 


5048 


GCCCAAuC A CAUCACCG 


11010 


ooomo A mo ooomA ootia oa a ooa « a imiioooo 

CGGTGATG GGCTAGCTACAACGA GATTGGGC 


32423 


5984 


5046 


CCAAUCAC A UCACCQUu 


11011 


m A #K'tOt 1 1< < It f^f^t UIIA OOIHA OA A #mA /<MlO A tUfllOO 

AACGGTGA GGCTAGCTACAACGA GTGATTGG 


32424 


5987 


5043 


AUCACAUC A CCGUUUUU 


11012 


AAAAACGG GGCTAGCTACAACGA GATGTGAT 


32425 


6000 


5030 


UUUUGUCC A CUAUUGGU 


11015 


ACCAATAG GGCTAGCTACAACGA GGACAAAA 


32426 


6042 


4988 


CCAAAGuC A CGGCCCCG 


11023 


CGGGGCCG GGCTAGCTACAACGA GACTTTGG 


32427 


6075 


4955 


XJUUUGAAC A CCCCUGGU 


11031 


TV ^^Tt A*t^^r^ TV ^/ IffVITV y^TV TV ^ IIIMII^A TV TV TV 

ACCAGGGG GGCTAGCTACAACGA GTTCAAAA 


32428 


6120 


4910 


CAGGUUCC A CCACAAUC 


11042 


oAiiiim'irwio ooomA oomA OA A ooA ooAAOomo 

GATT6TGG GGCTAGCTACAACGA GGAACCTG 


32429 


6123 


4907 


GUUCCACC A CAAUCAUC 


11044 


C3ATRATTG GGCTAGCTACAACGA G6T(3GAAC 


32430 


6129 


4901 


CCACAAUC A UCUGCACC 


11046 


GGTGCAGA GGCTAGCTACAACGA GATTGTGG 


32431 


6135 


4895 


UCAUCUGC A CCUCAUCC 


11048 


GGATGAGG GGCTAGCTACAACGA GCAGATGA 


32432 


6140 


4890 


UGCACCUC A UCCUGCCC 


11051 


GGGCAGGA GGCTAGCTACAACGA GAGGTGCA 


32433 


6154 


4876 


CCCGUUCC A CUUGUGCU 


11057 


AGCACAAG GGCTAGCTACAACGA GGAACGGG 


32434 


6206 


4824 


UCCUUGAC A CUGCCCCA 


11071 


"iOOmOAQ GGCTAGCTACAACGA GTCAAGGA 


32435 


6243 


4787 


CUCCGCUC A UCAAAGCG 


11085 


CGCTTTGA GGCTAGCTACAACGA GAGCGGAG 


32436 
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5287 


4743 


UGGAAAAC A CCUUCAAC 


11092 


GTTGAAGG QGCTA6CTACAACGA GTTTTCCA 




6297 


4733 


CUUCAACC A UCACGCCC 


11097 


GG6CGTGA GGCTA6CTACAACGA GGTTGAAfi 




6300 


4730 


CAACCAUC A CGCCCGCU 


11098 


AGCGGGCG GGCTAGCTACAACGA GATGCiTTCi 




6335 


4695 


AGCAGCCC A CGAGUCAU 


11110 


ATGACTCG GGCTAGCTACAACGA GGGTTGCIT 




6342 


4688 


CACGAGfUC A UGAUCCUG 


11111 


CAGQATCA GQCTAGrTACAArGA GACTCCym 




6406 


4624 


AGUGUCCC A CAACACGC 


11125 


GCGTGTTG GGCTAGCTACAACGA GGGACACT 




6411 


4619 


CCCACAAC A CGCCUCCU 


11127 


AGGAGGCG GGCTAGCTACAACGA GTTGTGGG 




6486 


4542 


GUGUACGC A CUAAUCGC 


11144 


GCGATTAG GGCTAGCTACAACGA GCGTACAC 


32444 


6507 


4523 


GACAGACC A UUCUGAGC 


11148 


GCTCAGAA GGCTAGCTACAACGA GGTCTGTC 


32445 


6516 


4514 


UUCUGAGC A UCCAUAUC 


11150 


GATATGGA GGCTAGCTACAACGA GCTCAGAA 


32446 


6520 


4510 


GAGCAUCC A UAUCUUCC 


11152 


GQAAGATA GGCTAGCTACAACGA GGATGCTC 


32447 


6545 


4485 


CCUGGAUC A XTUCAUGAG 


11159 


CTCATGAA GGCTAGCTACAACGA GATCCAGG 


32448 


6549 


4481 


GAUCAUUC A U6AGCUGG 


11160 


CCAGCTCA GGCTAGCTACAACGA GAATGATC 


32449 


6566 


4464 


AAGUUUCC A UCAUCAUC 


11163 


GATGATGA GGCTAGCTACAACGA GGAAACTT 


32450 


6569 


4461 


UUUCCAUC A UCAUCAAG 


11164 


CTTGATGA GGCTAGCTACAACGA GATGGAAA 


32451 


6572 


4458 


CCAUCAUC A ITCAAGCOG 


11165 


CGGCTTGA GGCTAGCTACAACGA GATGATGG 


32452 


6582 


4448 


CAAGCCGC A CAUCAACU 


11168 


AGTTGATG GGCTAGCTACAACGA GCGGCTTG 


32453 


6584 


4446 


AGCCGCAC A UCAACUCU 


11169 


AGAGTTGA GGCTA6CTACAAC!GA GTGC'RGPT 




6617 


4413 


AUUUCUGC A UCACUUUC 


11177 


GAAAGTGA GGCTAGCTACAAt^GA GCAOAAAT 




6620 


4410 


UCUGCAUC A CUUUCCCA 


11178 


TGGGAAAG GGCTAGCTACAACGA GATGCAGA 


32456 


6655 


4375 


CUCAAUCC A CAUAUCUG 


11189 


CAGATATG GGCTAGCTACAACGA GGATTGAG 


32457 


6657 


4373 


CAAUCCAC A UAUCUGUU 


11190 


AACAGATA GGCTAGCTACAACGA GTGGATTG 


32458 


6681 


4349 


CAGAAAUC A CGAAAGCA 


11195 


TGCTTTCG GGCTAGCTACAACGA GATTTCTG 




6696 


4334 


CAGCAAAC A UGAGCCCC 


11198 


GGGGCTCA GGCTAGCTACAACGA GTTTGCTG 


32460 


6714 


4316 


CGAUAGUC A UUGGAAUG 


11202 


CATTCCAA GGCTAGCTACAACGA GACTATCG 


32461 


6726 


4304 


GAAUGGCC A UGGAGUCA 


11204 


TGACTCCA GGCTAGCTACAAPGA RRPPATTP 




6771 


4259 


UGGCAAAC A UUAGGCCG 


11216 






6789 


4241 


CAGCUGUC A UCACUUCA 


11220 


TGAARTGA GRPTAOPTAPAftPnik flAPanPTTl 


1*) A CA 


6792 


4238 


CUGUCAUC A CUUCAGUU 


11221 


AAPTGAAO fiRPTAflPTAPAlVrvail niVTVSnPlVrt! 




6808 


4222 


UGCGGGCC A UCCGCGUU 


11225 


AACGCGGA GGCTAGPTAPAAPRA CiCiC*rmrt^ 




6830 


4200 


UUGGGAUC A CAUGCAAU 


11227 


ATTGPATG GGPTAf^TAPAJVPHZl fZATPPPaii 
«^XXwVwX^xvj w o ^ X X /%wn/\^\3r\ wnX L>V.«\>>nn 




6832 


4198 


GGGAUCAC A UGCAAUCA 


11228 


TGATTGCA GGCTAGCTACAACGA GTGATPPP 


•ao a<;r 


6858 


4172 


CAAGGAUC A UGGGGUUG 


11235 


CAACCCCA GGCTAGCTACAACGA GATCCTTG 


32469 


6895 


4135 


AGCCAAGC A UAGCAGAC 


11241 


GTCTGCTA GGCTAGCTACAACGA GCTTGGCT 


3 2470 


6929 


410X 


GCAGCUGC A CUCCUCUU 


11250 


AAGAGGAG GGCTAGCTACAACGA GPAGPTRP 




6966 


4064 


UUCCGACC A UCAACAGC 


11265 


GCTQTTQA GGCTAGCTACAACGA GGTCGQAA 


32472 


6987 


4043 


UCCUGUAC A CAUCCAGA 


11271 


TCTGGATG GGCTAGCTACAACGA GTACAGGA 


32473 


6989 


4041 


OJGUACAC A UCCAGAUU 


11272 


AATCTGGA GGCTAGCTACAACGA GTGTACAG 


32474 


7003 


4027 


AUUCAAGC A UCUCAGCC 


11276 


GGCTGAGA GGCTAGCTACAACGA GCTTGAAT 




7044 


3986 


GAACAACC A CGUUUGAU 


11286 


ATCAAACG GGCTAGCTACAACGA GQTTGTTP 


•a o A 


7083 


3947 


UCAGUAUC A UCCAAGCU 


11290 


AGCTTGtSA GGPTAnPTAPAAPrtH RATlkPTna 
"wvxxvjsa** uv7v«xnV7V«XAV*/vlv«VJn VTnXAwXULri 


"5 0 A T? 


7110 


3920 


AAUUCAAC A CAUCAGGG 


11298 


CCCTGATG GGCTAGPTAPAAPna rSTT^ftianTT 

v« w w X wn X w vTwV* X x^w^ X ^W,»Tit\\^\stX w X X wAn X X 




7112 


3918 


UUCAACAC A UCAGGGAU 


11299 


ATCCCTGA GGPTAGPTAPAAPRA rSTOTTrtaa 
»* X ^ Xi.. V* A w WWW x#i>\9V«x A^^nn^Otn wXwXXVsnn 


*l OA 7Q 


7145 


3885 


UGGCGGGC A UCGUGAUA 


11306 


TATCACGA GGCTAGPTAPAAfTlA HPPPftPPA 




7158 


3872 


GAUAAGCC A UUUGAAAG 


11308 


CTTTCAAA GGCTAQ£!TAf?AArV3A nnPTTATP 




7182 


3848 


CCGCCAAC A UCAACAAA 


11313 


TTTGTTGA GGCTAflPTAPAArvSA flTTCimmn 

XXXVXXWA wwwXAUV^X AwAAwwA UlX X wV9\A3w 




7210 


3820 


GUVGGUCC A UCUCGCUU 


11320 


AAGCGtAGA QGCTAGCTACAArVJA Gf3APPaaP 


•a nAQ'x 
J ^4 0 J 


7233 


3797 


ACGAUGCC A CCAUAAAC 


11324 


GTTTATGQ GQCTAGCTACAAPGA GGPaTPOT 


•a OA flA 


7236 


3794 


AUGCCACC A UAAACACU 


11326 


AGTGTTTA GGCTAGPTAPAAfVSa rsiTmrspaT 

«*'WXwx X XiA wVTw xx^vjwXf^wAnwwA WW X w»J ^ , r\ X 




7242 


3788 


CCAUAAAC A CUGGUUGU 


11327 


APAAPCAG GGCTARPTAPAamA rtTT^TATVl/l 

AWAAWWAVJ ww^ X AUVvX AUiAAlvOA wX X X aXUW • 




7266 


3764 


AGGUCGCC A UGAGCGCC 


11331 


GflPHPTPA GGPTAnPTAPAArvsA nnrvauppT 

0\JV.VJwXV»A UO^XAO^X AWAAL^UA UVIVAJaWwX 




7284 


3746 


A6UGUACC A CGUCUCCU 


11335 


AV3UA\JAWVj X A\J W X A^^AaUV^A 1 AUaW 1 


32488 


7323 


3707 


CUGCCCCC A GCAAfiAUG 


11347 


wlX^X IsJVs uoV.XauV^XaL.aavJvja uviijuVsCAV? 


32489 


7334 


3696 


AAGAUGAC A UAGCGUAA 


11350 


^ XJ±K^\J\^±^ UU\.X/ll.7\.«XAL«AriWvA vXV«aXwxX 


32490 


7344 


3686 


AGCGUAAC A CAUCAGUG 


11351 


CAPTGATG GGPTA^iPraPAJXPnzv nTTaprjm^ 

waVvXwAXVJ UwVwX aVji^Xaw^vI^Vja wxXav-wwX 


•a *a yi 


7346 


3664 


CGUAACAC A UCAGUQOA 


11352 


TAPAPTGA GGPTAfJPTAPAAPrJA nTHTTann 

XAVAwXV7A ww\a>X AOWXA^mAA^VJA wX\JXXA^^V7 




7371 


3659 


CCCCAAAC A CCAGGACU 


11359 


A6TCCTGQ GGCTAGCTACAACGA GTTTGGGG 


32493 


7404 


3626 


UAGCUGGC A UGCUGAUC 


11367 


GATCAGCA GGCTAGCTACAACGA GCCAGCTA 


32494 


7423 


3607 


GGCUGUCC A CCUCUUGC 


11372 


GCAAGAGQ GGCTAGCTACAACGA GGACAGCC 


32495 


7458 


3572 


CCAAGAAC A CGACCAGA 


11382 


TCTGGTCG GGCTAGCTACAACGA GTTCTTGG 


32495 


7491 


3539 


GGUCAAUC A UAUCAGCA 


11390 


TGCTGATA GGCTAGCTACAACGA GATTGACC 


32497 


7499 


3531 


AUAUCAGC A UUAUAAGC 


11392 


GCTTATAA GGCTAGCTACAACGA GCTGATAT 


32496 


7508 


3522 


UUAUAAGC A UUCACUUG 


11393 


CAAGTGAA GGCTAGCTACAACGA GCTTATAA 


32499 
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7512 


3518 




11394 


oTPaoaap /^/spfia^sprpapaaoria o a a m/^ r\mrn 


32500 


7524 


3506 




11397 


71 f^ryt'v\ \r*r^ /V3Pfpa/3P*T*apaao/3a r^mr^K 


32501 


7538 


3492 




11399 


AoaoATrtA r^ppTappT'apaaor'a nAAAAOArt 
AoAVJAlGA VsViLlAVjUlALAALuA UAAAAGAC 


32502 


7541 


3489 


UUUUUiiUC A U(iULUL.UU 




papaoar'a p/iPTafapn^apaappa paTOAnan 
uAoAvjAuA uvjV..iAuL.iALAALuA oAxvsAAAA 


32503 


7563 


34o7 


TTfilllTTniTfP & TT7V<^nB.TT7ir» 


XX4UD 


la^AxsaMxA uiiSUIaU^XALaAUuA wxAuaXaJA 


J2504 


7568 


*>A 

34o2 


TTOPHTTarr* n TTurr'iiivf'a 


XX^Uo 


XuXXaouIA uiaValivdUXALfAAWutn UVslAl^aiiA 


"X^C AC 


/O^ / 






XX4ZX 


Piinii'FPRfS nnPTimpTapaiiPfsii nPTrspunn 


•aORftC 


/b is 


1 *a c 1 




XX4 J J 


nnapAPpri fWTafjprpapajvprsn nnjvppTnp 

VaVjrlWlLL w UVj^ X AV3V« X ALAAUUA OVj/\L L 


JZDU / 




o "a "5 1 




1 1 

XX400 


upppTvmn nnPTJVfjpmpzmpna rtanafispTP 




7759 


327JL 


UUUuUUUL A UVjiToUCUU 


1 T A C A 


annfitpppa nnpTa^iPTapaapria nrspappaa 

AurliijL LLhA oItL X AoL 1 ALAALOA IjiiijcALutAA 


*aocAo 
J29U^ 


7844 


3186 




11471 


onwppaoap r*r* ot* a 0/'"*'p a o a a r*r* a o a ^tPTio a m 
CTXlaAuAQ Gut^AViwxAUAAuGA uAIlTTGAT 


32510 


7859 


3171 


»or«5\TiTTPP a TT/'VPP/'va 


114 /O 


'PT'PPnPoa rsraP'paprwT'apaaooa o^ a a t'/'wh 
xvsIsIoVjCGA QQCiAvauTAUAACuA GGAATCCT 


•a*ic7 1 
32511 


7867 


3163 


AuCXSCCCC A CAAGGUAU 


11480 


ATACCTTG GGCTAGCTACAACGA GGGGCGAT 


32512 


7888 


3142 


CUCAGCjCC A CGUACAUG 


1 1 ii a c 
114o3 


OAiPOfAOO /^/^r^T'AO^'T'AOA An/^A /^/^/^/^rTi/~t 7\ /-i 

CATGTACG GGCTAGCTACAACGA GGCCTGAG 


32513 


7894 


3136 


CCACGUAC A UGAUUUGA 


114oD 


#i*OAAAni/^A z^/^^m A o/"wnA ^A A A /nmv ^i/^m/^j"^ 

TCAAATCA GGCTAGCTACAACGA OTACGTGG 


32514 


7907 


3123 


T7TTORPTTTTP & OPPlVPTiaP 


1 1 A Q a 


PTTPTWIP /"TOPTRPrwpAPa A/'V^A OAAr^nnOAA 
OilLivjtjVj tivjrLlAvoLiALAACliA GAAGTCAA 


32515 


793 J 


3 097 


AACjLUUUL a LCjUAUUAU 


11499 


AfOATAOO OOOT AOO'P A OA A ^OA OO A A O^nMii 

AKjAiALU bGCiAGClACAACGA GGAAGCTT 


32516 


7940 


3090 


CACGUAUC A UUCjACjCCU 




AOOO«POAR OOOT^AOOrpA OA A r'r' A ^ A rpTV 0/^*T»/^ 

AuULTLAA GGCxAGCTALAACGA GATACGTG 


32517 


■7 0*71 


/ 


UAxJAVjiaUL. A L.UV3Uv3laAU 


XX3UO 


aTPPapan pfiPTapPTapaappa r*'hr^r*'^r*r[^r* 
AXLVJALAu uoLXAVaLl ALAALGA UALLIVjXL 


•a *7 C7 Q 




J UUo 


TTTTP/^arTTP a PaTTTTPZVriTT 
UUL.uAVjUv« a WlUUU/iljU 


XXDXO 


aPT*f2aaTfs rsnPTafSPrpapaapna napTPnaa 

ALXlan/\XVj u\j\.XAV3Ll ALAAL(.7A urALxLoAA 


•a "> C 7 Q 




J UU4 


pnariTTPap a iTTTparsTTTTfi 


1 1 Q 

xxbxy 


paaPTnaa nriPTanpTapaapfia PTPaPTPP 

LatxL X Kann VsVjL X Ak^L X ALaALuA u i o AL X L 


"a n CO A 






TTP AfST! Ji a P 2V T TPPn & niTTfl 


1 1 COfl 
XX9ZO 


pAo»ppooa /srtPTapp'papaappa pttoot'oa 

L AL. X UVJUn V9oL X AljiL X AL AALUA o 1 1 L L iAjr A 


"a T ca 7 


ouy / 




RRTTPPTTOP R rTTITPf TIV *f 


1 1 c a Q 
lib J 0 


^mfTl*^* jv/l r'OOTaOO'PROTl AOOA O/^AOOArnm 

l«ii.AiaAAi7 isUCxAGCXACAACGA GGAGGATT 


32522 




O Q QC 


apfirvspap a TTtTPPnTTPp 


1 7 C A C 

Xlb4b 


ooa A OP. a a /voTaopi'apaaooa ot^/^/^/^ a orn 
LLAAvtVjAA GurLiAGuxALAALuA GiCCGACT 


32523 




O Q T** 


jii^r^ne^t^Lf^r* a ttpaappap 
UL.wuU(AL-U A ULIAAUVJAL. 


11551 


O TO OTifO A r^/^OTAOOTA OA AOOA O/^rp^^/^/^r^ A 

GxVjGIXGA GGLxAGLIAvJAALGA GGTLLGGA 


32524 


8160 


2o /U 


UAtlUAAUu A (..AAAljViUU 


11554 


oa Po*p*p*pp oooTaoo'paoa AOOA o^n'ii a ftv^ 
CAuu 1 1 i u GGL X AGC i ALAACGA GGTTGATG 


32525 


8274 


27ao 


ACulKsUAC A UUCCCUCC 


11575 


GGAuGGAA GGCTAGCTACAACGA 6TACAAGT 


32526 


8295 


27j5 


UCUCAACC A CuACACUA 


11584 


ffPAOTOniOiO o/n/*vTi A f*/ wiiA ^ A 91 OOA r*iomnv7A^« 

TASTGTCG GGCTAGCTACAACGA 6GTTGAGA 


32527 


Q ^ n 


o'j'a A 
Z / 


appappap a PiTaartPrtP 
A^uAL.V7AL> A CUAAoVaUC 


1 7 C Q C 


p a OOT" nap o^PT^aoofpaoaAOOA Ofn^otn/^r^m 

(jALCTxAIG GGCTAGCTACAACGA GTCGTGGT 


32528 


a Ji.U 


o '7 0 n 


TiaappTTOP a oaopaTTTio 


7 7 c a Q 


O A A *POO' 1 'O O^OT' AO/'WTlTV /^7V A OO A t\ ooilltmi 

oAAXGGil? GGCxAGLxALAALGA GGACCi^A 


32529 




0*71 Q 
Z / XO 


appTTPpap a ppaTHTPTTP 


7 7 C Q Q 


oaoaai^pp oooTaoon^aoa aooa OfooAoofri 
vtAVjAA X GoL 1 AGL 1 ALAALGA G 1 GGACCT 


32530 




Z / X9 


TTPPapapp a ttttpitpptttt 


xxby X 


aapoaoaa PooTaooT^aoaaooA oomo'PooA 
AAvtuAVjAA GGLIAGLIALAAUGA GGIGIGGA 


32531 


Q "3 A Q 


zoox 


P/ITTPPTTTTP a PTT/3PITTTPP 


7 7 cnn 

XXoUU 


/2/7iaappap ppPTaoofapaAOOA oaaooa^to 
GGAAGUAG GGCTAGCTACAACGA GAAGGACG 


32532 


Q*2 C Q 

a 


Zo /X 


T70PTTTT0P0 a OaTTHTTOatT 


7 7 Cf\K 

Xxoub 


afipaaafpp ^npfpan^ipapa aona ^f*mi.n^mk 
ATCAAATG GGCTAGCTACAACGA GGGAAGCA 


32533 


O JOX 




CUULL.(JAL A UUUUAUvsL. 


7 7 £nc 


GCATCAAA GGCTAGCTACAACGA GTGGGAAG 


32534 


Q Q 


o ca o 


TTAPAOrr?/^ A OAOTTO/^TTT 


7 7 £ 7 "a 


AAGGAGxG GGCTAGCTACAACGA GCGGTCTA 


32535 


8400 


•a fa n 


O A OrVSOA O A OTTOOTTTTOO 

IjALwvivJAL. A L.UCL.UUL.C 


11614 


GGAAGGAG GGCTAGCTACAACGA GTGCGGTC 


32536 


04 /D 


o c c c 


AOO/nOTTOO A TTOOAAr^^^ 

AL.LuvjUUU a U(-v_AAbuL 


11630 


GGCTTGGA GGCTAGCTACAACGA GGACCGGT 


32537 


O >1 Q 

o4o / 


O C /I "3 


AAGCC-UCC A CAUUkUUG 


11636 


CAATGATQ GGCTAGCTACAACGA GGAGGCTT 


32538 


QAQO 


OCA1 
^34X 


PPPTTPPaP a TTO ATTTTr*TTO 


7 7 f 0 T 
llo3 / 


^AOAAT^OA OOO/TIA OOmA /^A iTOIV /^mOOTIOOr^ 

CAuAATGA GGCTAGCTACAACGA GTGGAGGC 


32539 


Q AOO 


«D JO 


TTPPaPaiTP a tTTTOTTPTTATT 


7 7 0 


Afi*AOA/*^AA ooOfn A #*»/'vn A ^ A * momo/i* 

ATACACAA GGCTAGCTACAACGA GATGTGGA 


32540 






pTtatTPAap a /^TPPar*nTT 
VjUAUoAAL. a uUUVJAUUU 


7 7 ca 0 
11639 


AAGTGGAG GGCTAGCTACAACGA GTTCATAC 


32541 




o Ron 


aapaPTTPP a PiirTPPapa 


7 7 CA 0 


HiOn^OOAAO OOOm A /*»^fnA n A * rtOi\ oonomomm 

TGTGGAAG GGCTAGCTACAACGA GGAGTGTT 


32542 




^3X4 


PPAPTTTTPP H PHTTPTTPari 


7 7 CA C 


onviapa'TP oootaoo'T'a oa a ooa ooaaotv^o 
v^iAxAGAlu uGv^iAGClACAACGA GGAAGTGG 


32543 




&9X^ 


HPITTTPP^P 21 TTPITPli^SPIT 


7 7 CAC. 


appvnnapa /^ppfa/VT^apaao/iA omooAAOfn 
AwUxvaAVsA GGCJLAUdAuAALuA GTGGaAiGT 


32544 




«40X 


TTPfT2iTT/a/ap a papppaprr 


7 7 CCA 


ap'n^po'pn ^foofpaoofPAoa MooA ooonniA^A 
AuiX^GGTG GGCTAGCTACAACGA GCCATAGA 


32545 


Q CC1 
OOSX 


z^ /y 


TTATTPPOAO A /^OOAOTTr«TT 


11655 


TV / W ll^^^t^t ^^^fniV ^^mTV ^IV TV TV ^ ^ ^ Ti m « 

ACACTGGG GGCTAGCTACAACGA GTGCCATA 


32546 


QC£ Q 


O A O 
Z40Z 


CAGvJoUGCr A CGUUCilACG 


11660 


CGTGAACG GGCTAGCTACAACGA GCACGCTG 


32547 


OD 


Z430 


ppaPPT7T70 a /wa/inon 


11661 


CCTCTCCG GGCTAGCTACAACGA GAACGTGC 


32548 


oo "a 
obJ J 




GACCuAUC A CGAGCAUU 


11672 


AATGCTCG GGCTAGCTACAACGA GATAGGTC 


32549 


0£0 Q 


on 


uCACGaGC a UuGauGCC 


11673 


GGCATCAA GGCTAGCTACAACGA GCTCGTGA 


32550 




*3'a Q 1 
Z J ox 


UGAUGCCC a UCCACaAC 


11676 


GTTGTG6A GGCTAGCTACAACGA GGGCATCA 


32551 




ZJ / / 


CsCCuAUCC A CAAGAGGA 


11678 


TCCTGTTG GGCTAGCTACAACGA GGATGGGC 


32552 




« J JO 


TTOPa^^OAO A T7O00T7O/^^ 


11691 


CGGAGGCA GGCTAGCTACAACGA GTCCTGGA 


32553 


O / <9 w 


2300 


PTTPP/^aap a ottttoattoo 


11700 


OOAm^AAn ^«^fni\ onnm nA Ik ommooA*i« o 

CCATCAAG GGCTAGCTACAACGA GTTCGGAG 


32554 


8763 


2267 


anrTTTPaap a /**ooottooa 
AvjoULjAAL a LLLLULlA 


11709 


TGGAGGGG GGCTAGCTACAACGA GTTCACCT 


32555 


8907 


2123 


CUCUGCCC A CCACUAUG 


11749 


CATAGTGG GGCTAGCTACAACGA GGGCAGAG 


32556 


8910 


2120 


UGCCCACC A CUAUGUAU 


11751 


ATACATAG GGCTAGCTACAACGA GGTGGGCA 


32557 


8973 


2057 


CCGUGGCC A CUGAAACA 


11764 


TGTTTCAG GGCTAGCTACAACGA GGCCACGG 


32558 


9009 


2021 


AUCUGCCC A CUGGCGUU 


11773 


AACGCCAG GGCTAGCTACAACGA GGGCAGAT 


32559 


9036 


1994 


AUGAAGCC A CUGACGAG 


Will 


CTCGTCAG GGCTAGCTACAACGA GGCTTCAT 


32560 


9065 


1965 


CAAGGUCC A UCCGUGCC 


11782 


GGCACGGA GGCTAGCTACAACGA GGACCTTG 


32561 


9093 


1937 


AUUCGAAC A CCACAGUG 


11790 


CACTGTGQ GGCTAGCTACAACGA GTTGGAAT 


32562 



384 
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9096 


1934 




XJL /2^2 


PTWPapm ^MP'PartP»papaap^la fS/i*T*fwn*t2n 


32563 


9158 


1872 




lloOo 


AUAAuUlA ljUV»lAV3l.XAl..JiAlJv3tA biiwuiurii 


OOCf it 

J25b4 


9189 


1841 


RTTTTTTTTfTr'r' 7i TTrfTTir'a mT 


lXal4 


A/^TPaami PrtP'nB^r'T'Ar^A a/'Va /vaaaaat 
AvjXvaAAuA OUUlAoUlAwiAUviA GV7AAAAAI 


32565 


9195 


1B35 


CC/iUwUUVi. A wULUACAU 


xlBlb 


oluiAiaAo laviuXAviVtfiALAAuuA vxAAuAluVj 


32566 


9202 


1828 


LAIUUwUAU A V«UUV.*AAAU 


XXoX9 


aTTivaaafii rt/2P»pa/2P»par'aiirvia /a'Pa/iar»*fV3 
AXlXvAAVi lavUlAV9UXAL.AAvAHi l9iAUA»lv7 


OOCf 0 


9249 


X fod. 




XXoZ2^ 


paTTPPm rtrtPTaoPTapaapna /afsaafTT'T 

XA^VolAjr l9V7V>>JLAV9UXALJwiUuA ururAAX 1 JL Jl 




9309 


X / £± 




T 1 DAT 

^xa4 / 


<^pafynp*rr2 r!rsPTaf2P'par»aarvia r'anpapr'aT 
uLJilsXuXVv Vsvy^XAvaulALJ^A^AjA uAlAuuAX 




A C 


XO OS 




XX030 


naPHTTaa rtnPTafZPTapaapna pnanTTTm 

vJiAUAjXXAA vJw^lAlaU XALmAAVi^uA oViAvjx 1 i\7 


OOCOA 


9jo / 


1 CCi 
±OD J 




XXOOJ 


rjTaPTYiTYS nnPTanPTapaap/ia /i/sai'snaap 

V2rlA^l\7XAjr ^^uUXAVsUlAUAAUvjA uuAouAAw 


/X 




XOOX 




1 1 RAA 
XX DD4 


aaf^TaPTf^ nnpranPTapaapraa riTfinan/^a 

AA^lA^XU UVT^XAVJ^mIAImAA^UA liVlOVTrUSUA 


00 c:oo 




X04 / 


PITTTPPlirSP A r*rW3PTlPP3V 


XXO027 


Tnnanpan f3rtPTartP*papaap<ia fiPTnrsaar^ 

lV9UAUl»AO UU\-XaV3wXALiAAUU!A 0V«1\7UAAV9 




0>( AD 


1 COO 


UV7AV90UV..L. A IAjAaL.UAU 


1 1 QIC 

xxo to 


mvsfSTTPa far!P'PaftPT»apaapfta /spapp'npa 
V7 X X Xa^ X Aoi.. X AuAAuoA \iUAv..C X UA 






XoX3 


PaiinmiPP a PTTPAP/^UTT 


1 1 RT? 
XXO / / 


aTprnvian /^rtPTanp'paoAA/'va /■vpt'/^aiv*' 

All.V3X\3Alcr ulji^lAoUXAvAAvJOA (jiaX X(JAX\j 


oococ 


9419 


xoll 


AA.UC/i.UUu A Cv:rAUoVjAL> 


IXO /27 


vjriLuAXCCj (jGCXAtjrCJTACAACGA GAGTGGTT 


32576 


9453 


1577 




11886 


CXALGTGA GGUTAGCTACAACQA GACTGTTG 


32577 


9456 


1574 


CAGUCAUC A CGUAGUAU 


11887 


ATACTACG GGCTAGCTACAACGA GATGACTG 


32578 


9467 


1563 


UAGUAUGC A UUGGUGUC 


11888 


GACACCAA GGCTAGCTACAACGA GCATACTA 


32579 


9494 


1536 


CGUGGUUC A CAGUCCAC 


11894 


GTGGACTG GGCTAGCTACAACGA GAACCACG 


32580 


9501 


1529 


LAUAoUuL. A v^UGUUAuC 


11897 


GvjTGACAG GGCTAGCTACAACGA GGACTGTG 


32581 




Xd^c J 


L.VJAUUv7UL> A UUUUU^UA 


Xl027t7 


XkjbAvjAUo kjViUXAVaUiALAACGA GACAGTGG 


32582 




X3X3 


APPTTPTTPP a TTATTITPTTPP 


1 1 QOA 


^^iTsa/^aaTa p/riPTappTar'AAr'/^A /"i/^A/^Arvrp 

uVjaVjAAX a X AuL> X A^^AA^oA VjvjAUAIjK? X 


■a 0 c 0 T 


QCI R 


X4 XZ 


npraaPTTPP a panTTafiTUT 


1 1 QO<: 

XXi^ZO 


aaPTaPTO p^sPTartPi'ftoaA^^A r^(^A*^fT>rv^/^ 

AAk. X Al« X V3 oViVip X AVjU X AL.AACvjA ooAvj rUVjrC 


32584 




1 QR 
XJ 270 


nTTTTnnTTPP a nru^apaaa 


1 1 QOQ 
XX27«27 


TTTfiTPPa nriPTanPTapaapfiia pparriAAri 

X X X V> X vmL* A X Auv* X At-AAV^uA uuAL>L»nAVrf 


0 C D C 


O 


X J 


aaaiTrtnpp a prTTTPrniap 

aaaUVjoOv* a VvULIvmUtUAVm' 


XX2U^ 


ftTapfiaaft rsnPTaraPTapjiTVP^^a /T!r'r»r«A»i**nn' 
uXAl^VvAAVj Oij^XAV9UXACAACuA \3V3L.LAX X X 


0 0 C Of 


Q71 fl 


xo xz 




1 1 OA C 


TT/^fiPapa PPPTapr'Tar'A Ar«r»A r«r»r»r«r»A a a 
X 1 VJAUAL.A (joU X AVaU X AL.AALviA Q9L.(jL.LAAA 


32587 


J? / /* 


X^DO 


pppiT^3TTPP a pr»ar»TTr'/^T 


1 1 Of A 


AuViAUXuvj oGLXAvsLTACAACuA GGACAGGG 


32588 


977 / 






1 5 Off 


A ^A A AAA A AAAfPA AAfHA AA A AAA AAiW^nik 

ACAAGGAG GGCTAGCTACAACGA GGTGGACA 


32589 


anon 
979U 






11971 


/'Ulll lUIIII l/^rrt/t AAAfPA AAfTIA AA A AAA AATVATl/Y«ll 

CTTTTGTQ GGCTAGCTACAACGA GCAGACAA 


32590 




1 OO Q 


VsUUUuvJAU A LAAAAuUU 


Xl29 


AAATwnmrpA AAAfPA AA*nA AA A AAA ATPAAAATVA 

AGCTTTTG GGCTAGCTACAACGA GTGCAGAC 


32591 


Qfl n Q 


X^^X 




XX27 /O 


Aa AAA AAA AAA'P A AA*T»A AA A AA A AATATV r^/^/^ 

VaACAAACG GGCTAGCTACAACGA GCTGACCC 


32592 




1 Ol 0 

xz xz 




xxy / / 


ppTPaAaa aaataaata aa a aaa aaaaaaaa 
\3\^ X VJAUAA UvjU X Au L. X AL.AACGA GACAAACG 


32593 




XX270 


PTTTTPTTPPP a TTnfZTTpnrsn 


1 T QRO 
XX270^ 


pppfiappa pnPTanpTa Aa^a.Afia aaaaaaaa 
V.V«V«V3A^V..A V3VJ^XAv7V.XALJu^uviA ViVjGAuAAx? 






1186 


aaxirancir a PRparrpniT 


XX^O J 


aanPTYiPfz rtnPTa^PTapaapna finnc^^t^r^ 

AAkjL. X\3rV«V7 V7V7CXA\avMXiu*nAV«Un (jV»L>L>\3Av«V» 


00c AC 

32579 


2727^ X 


1109 


ppfSPPTTPP a TTaiTTTPanp 




naTfjaaTa fViPTartPTapaapna n/iariAPioA 

uAX^saAXA k3\3^»'XAoV«XA^<AAVA3m UUAVSVaUUu 


0 OC Qf 

J259o 


27 27 / 


X XU J 


ppaiTaTTTTP a TTPaiTPrmp 


XZ vUX 


f^aapaivia ppPTaPATaAaaAAa AaanpAfnAA 
^AAoAXoA uVj^XAuUXA^^AAVJuA oAAXAXuG 


32597 


27 27 J V 


linn 

XXU u 


iTaiTTTpaTTP a TTPinipapa 




Tmvsaafta ^s/^PTappTapaaAna AaTARATA 
lV»XvjAAvxfi V:7oUXAV,3l«XAU>AALoA viAXvsAAXA 


0 OC AO 

32598 


27 27 J O 


XU 27fl 


TTPaTTPTTTTP a PaTTPHaTTrt 


T 0 AAA 


PaTPPaTA AAPTa AA'PA AA A AAA AAAAA«TV^A 

UAXCvzAXvjr GGC X AGC xACAACGA GAAGATGA 


32599 


00*3 Q 
27 27 J d 


X v27^ 


aTTOTTTTPar' a Jinci'hjjnr'it 


XZ UUD 


TVAAArpAAA AAAT" A A AT" A A A A AAA AT»AAAAAHV 

AL,V-A X LoA Gt3v_ X AvjL X ACAACGA Gx GAAGAT 


32600 


2*270-5 


T ACT 
XUO / 


uL,UUAUAL A UUAUAvjUC 


12009 


CjACIATCA GGLIAGCTACAACGA GTCTAAGG 


32601 


9972 


1058 


UGAUAGUu A CGCAGCUG 


12010 


CAGCTGCG GGCTAGCTACAACGA GACTATCA 


32602 


1 fvn m 


xuzd 


UvAAAU^w A Uv«\JAu\iuU 


12018 


AACATGGG GGCTAGCTACAACGA GGATTTGG 


32603 


XUUUo 


T noA 

XU^4 


'hunn'h.r^f^n a Ttr'TTTTnmTr' 
AUL.\JAUUU A UV3UUu(^U(^ 


1 O AO 1 


AAAAAAAA AAA'P A A Am A A TV TV OA A f^f^f^rnf^^l^m 

QsAGCAACA GGLXAGCTACAACGA GGGTGGAT 


32604 


1 nnon 


1 m A 


v-UUwUsAU A uUv^cUUCv.. 


12025 


GGAAGGAG GGCTAGCTACAACGA GTCTGGAG 


32605 






TTrtllTT/aPfTP & TTITPPaar!/^ 
UUUUUUUw A UUv.i«AA(3Vj 


1 OA^A 


AAtPITAAA A AAAniA AAmTV^TV 11 OATl 011/^/^111^/^11 

CCTTGGAA GGCTAGCTACAACGA GAGCAACA 


32606 


xuuou 




pnrsnnrspp a ppaaaarap 


1 oriAi 

X«U4X 


OA'pnwpnpAA AAPT a AAT" A A A A A A A AA AAA A TV A 

XXX X \ jV3 utvtU X AvaU xALAACUA GbCCCCAQ 


32607 




27.9 3 


fZPaatTanp a pnapaaap 


1 oriAc 

X«iJ«9 


OfpmffvirnA/l AAATa AATA AA A AAA A AmAOVTV-tri 

V7 X X X vr X VAi X AviU X ACAACuA GCTATTGC 


AO 




27Z O 


p^ar^aaan jv r'ivar^Tr*TTr« 
L.V7AUAAAU A UAA^U(«U^ 


T O A A O 

X^U4 / 


OAAAA»|w|i/ • AA A'P A AAmTV ATI TV OA A AIIIMIIIK lllloo 

GAGAGTTG GGCTAGCTACAACGA GTTTGTCG 


32609 


XU J.XO 


27 X4 


PTTPTTPTT/^n a TTr2flTTr»nTTr» 


T OACO 


AaaAaAAA AAA'PAAAJPAAA a AAA AAAAAAIvo 

CAACACCA GGCXAGCTACAACGA GCAGAGAG 


32610 




02*D 


ULLUAAGC A UCuAACCa 


12057 


m^mntn^\t'\ iv *^#^oiiiiv#^/^tmt #^i> it 00 » ^^wmim u u 

TG6TTGGA GGCTAGCTACAACGA GCTTGGGA 


32611 




QOC 
O /3 


uijbUUGCi; A CXAGGGCa 


12064 


trio 000^^00 ^lof iiiiwoomiv ^iv ivooiv #*im#4«#4omm 

TGCCCTGG GGCTAGCTACAACGA GGCAGCCG- 


32612 


loio^ 


oo7 


ACCaGGGC a UaUCCAGG 


12067 


CCTGGATA GGCTAGCTACAACGA GCCCTGGT 


32613 




RA A 


C-AAGAUCC A UGAUUCUG 


12074 


CAGAATCA GGCTAGCTACAACGA GGATCTTG 


32614 






ULjV^U*aUuL. A UuuAAGCL 


1 OAO A 

120o4 


0 A AfHIIIAO IV AA AfHA OOmlV OT\ IV 001V O/^HOll/^OIl 

GGCTTGGA GGCTAGCTACAACGA GGACAGCA 


32615 


JLU4S /o 


•7i;o 


oUU(JL.UviC A v^UbUuAGU 


12098 


ivofnonAivo 00 Amiv oomn 0IV IV oox ooiim«o«o 

ACTGACAG GGCTAGCTACAACGA GCAGACAC 


32616 


10324 


706 




X^XU / 


ATAAAAAA AA AT^A AAHfA A A A AA A AAAAA1V1VO 

AXyUAAGA AGCXACAALXiA GCACCAAG 


32617 


10331 


699 


PaTTPTTTTPP a TTanPTiriar" 


T 01 T A 

XzXlU 


ATAAAA'PA AAAT'A AA^PA AA A AAA AAAAAAfnA 

\j X LAvjt? X A Guv. i AtlC X AUAAv-GA buAAGATG 


32618 


10360 


670 


CUUUGUGC A CCAACAGU 


12116 


ACTGTTGG GGCTAGCTACAACGA GCACAAAG 


32619 


10385 


645 


UCUGGAUC A UUACCAGC 


12122 


GCTGGTAA GGCTAGCTACAACGA GATCCAGA 


32620 


10401 


629 


CCGACAGC A CUGGGCAU 


12127 


ATGCCCAG GGCTAGCTACAACGA GCTGTCGG 


32621 


10408 


622 


CACUGGGC A UUCAUAAQ 


12129 


CTTATGAA GGCTAGCTACAACGA GCCCAGTG 


32622 


10412 


618 


GGGCAUUC A UAAGUGAU 


12130 


ATCACTTA GGCTAGCTACAACGA GAATGCCC 


32623 


10427 


603 


AUAGUAUC A UCQCACAU 


12131 


ATGTGCGA GGCTAGCTACAACGA GATACTAT 


32624 


10432 


598 


AUCAUCGC A CAUGUAUC 


12132 


GATACATG GGCTAGCTACAACGA GCGATGAT 


32625 



385 
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10434 


596 


CAUCGCAC A UGUAUCCC 


12133 


GGGATACA GGCTAGCTACAACQA GTGCGATG 


32626 


10443 


587 


UGUAUCCC A CAUCCAUU 


12136 


AATGGATG GGCTAGCTACAACGA GGGATACA 


32627 


10445 


585 


UAUCCCAC A UCCAUUGC 


12137 


GCAATGGA GGCTAGCTACAACGA GTGGGATA 


32628 


10449 


581 


CCACAUCC A UUGCUCUG 


12139 


CAGAGCAA GGCTAGCTACAACGA 6GATGTGQ 


32629 


10465 


565 


OACAAUGC A UAGGUUCU 


12143 


AGAACCTA GGCTAGCTACAACGA GCATTGTC 


32630 


10502 


528 


GUGAUGAC A UCUGUGAC 


12149 


GTCACAGA GGCTAGCTACAACGA GTCATCAC 


32631 


10520 


510 


UCAGUAGC A UUUACCGU 


12152 


ACGGTA2\A GGCTAGCTACAACGA GCTACTGA 


32632 


10530 


500 


UUACCGUC A UCAUCACC 


12154 


GGTGATGA GGCTAGCTACAACGA GACGGTAA 


32633 


10533 


497 


CCGUCAUC A UCACCUUC 


12155 


6AAGGTGA GGCTAGCTACAACGA GATGACGG 


32634 


10536 


494 




12156 


AGGGAAGG GGCTAGCTACAACGA GATGATGA 


32635 


10593 


437 




12170 


TGCA6TCA GGCTAGCTACAACQA GATTGGCC 


32636 


10655 


375 




12184 


TTGACCAG GGCTAGCTACAACGA GCTATCAA 


32637 


10701 


329 


GGUGUUUC A UCGCUGUU 


12195 


AACAGCGA GGCTAGCTACAACGA GAAACACC 


32638 


10719 


311 


6UUUGUUC A CACCUCUC 


12197 


GAGAGGTG GGCTAGCTACAACGA GAACAAAC 


32639 


10721 


309 


UUGUUCAC A CCUCUCCA 


12198 


TGGAGAGG GGCTAGCTACAACGA GTGAACAA 


32640 


10729 


301 


ACCUCUCC A UCX3AUCCA 


12203 


TGGATCGA GGCTAGCTACAACGA GGAGAGGT 


32641 


10740 


290 


GAUCCAGC A CUGCUCGG 


12206 


COGAGCAG GGCTAGCTACAACGA GCTGGATC 


32642 


10794 


236 


GAGCCAAC A CAAAUCGU 


12217 


ACGATTTG GGCTAGCTACAACGA GTTGGCTC 


32643 


10833 


197 


GGCUCAAC A UAGCCCUC 


12227 


GAGGGCTA GGCTAGCTACAACGA GTTGAGCC 


32644 


10863 


167 


AGGACAAC A CX3CX36GGC 


12237 


GCCCCGCXi GGCTAGCTACAACGA GTTGTCCT 


32645 


10872 


158 


CGGGGGGC A UUCCGCGU 


12238 


ACGCGGAA GGCTAGCTACAACGA GCCCCGCG 


32646 


10887 


143 


GUUCUAGC A UAITITGACA 


12240 


TGTCAATA GGCTAGCTACAACGA GCTAAAAC 


32647 


10932 


98 


TTriTTTARAP A 1 IPG AG At Id 


12253 


GATCTCGA GGCTAGCTACAACGA GTCTAAGA 


32648 


10963 


67 


CAGCUCGC A CUGUGUUA 


12258 


TAACACAG GGCTAGCTACAACGA GCGAGCTG 


32649 


10988 


42 


UAAUCCUC A CAAACACU 


12262 


AGTGTTTG GGCTAGCTACAACGA GAGGATTA 


32650 


10994 


36 


UCACAAAG A CUACUAAG 


12264 


CTTAGTAG GGCTAGCTACAACGA GTTTGTGA 


32651 


11014 


16 


GUCAGCUC A CACAGGCG 


12269 


CGCCTGTG GGCTAGCTACAACGA GAGCTGAC 


32652 


11016 


14 


CAGCUCAC A CAGGCGAA 


12270 


TTCGCCTG GGCTAGCTACAACGA GTGAGCTG 


32653 


10 


11020 


GAUCCUGU G UUCUCGCA 


12272 


TGCGAGAA GGCTAGCTACAACGA ACAGGATC 


32654 


16 


11014 


GUGUUCUC G CACCACCA 


12273 


TGGTGGTG GGCTAGCTACAACGA GAGAACAC 


32655 


25 


11005 


CACCACCA G CCACCAUU 


12274 


AATGGTGG GGCTAGCTACAACGA TGGTGGTG 


32656 


34 


10996 


CCACCAUU G UCGGC6CA 


12275 


TGC6CCGA GGCTAGCTACAACGA AATGGTGG 


32657 


38 


10992 


CAUUGUCG G CGCACUGU 


12276 


ACAGTGCG GGCTAGCTACAACGA CGACAATG 


32658 


40 


10990 


UUGUCGGC 0 CACUGUGC 


12277 


GCACAGTG GGCTAGCTACAACGA GCCGACAA 


32659 


45 


10985 


GGCGCACU G UGCCGUGU 


12278 


ACACGGCA GGCTAGCTACAACGA AGTGCGCC 


32660 


47 


10983 


CGCACUGU G CC6UGUGG 


12279 


CCACACGG GGCTAGCTACAACGA ACAGTGCG 


32661 


50 


10980 


ACOSUGCC Q UGUG6CUQ 


12280 


CAGCCACA GGCTAGCTACAACGA GGCACAGT 


32662 


52 


10978 


UGUGCCGU G UGGCUGGU 


12281 


ACCAGCCA GGCTAGCTACAACGA ACGGCACA 


32663 


55 


10975 


GCCGUGUG G CUGGUUGU 


12282 


ACAACCAG GGCTAGCTACAACGA CACACGGC 


32664 


59 


10971 


UGrUGGCUG G UUGUGCAG 


12283 


CTGCACAA GGCTAGCTACAACGA CAGCCACA 


32665 


62 


10968 


GGCUGGUU G UGCAGAGC 


12284 


GCTCTGCA GGCTAGCTACAACGA AACCAGCC 


32666 


64 


10966 


CUGGUUGU G CAGAGCAG 


12285 


CTGCTCTG GGCTAGCTACAACGA ACAACCAG 


32667 


69 


10961 


UGUGCAGA 6 CAGAAGAU 


12286 


ATCTTCTG GGCTAGCTACAACGA TCTGCACA 


32668 


84 


10946 


AUCUCCUA G UGUAUCCC 


12287 


GGGATAGA GGCTAGCTACAACGA TAGGAGAT 


32669 


95 


10935 


UAUCCCAG G UGUCAAUA 


12288 


TATTGACA GGCTAGCTACAACGA CTGGGATA 


32670 


97 


10933 


UCCCAGGU G UCAAUAUG 


12289 


CATATTGA GGCTAGCTACAACGA ACCTGGGA 


32671 


105 


10925 


GUCAAUAU Q CUGUQUUG 


12290 


CAAAACAG GGCTAGCTACAACGA ATATTGAC 


32672 


108 


10922 


AAUAUGCU G UUUUGUUG 


12291 


CAACAAAA GGCTAGCTACAACGA AGCATATT 


32673 


113 


10917 


GCUGUUUU G UUGUGGUG 


12292 


CACCACAA GGCTAGCTACAACGA AAAACAGC 


32674 


116 


10914 


GTTlTUUGUn G UGGUGUUU 


12293 


AAACACCA GGCTAGCTACAACGA AACAAAAC 


32675 


119 


10911 




12294 


ACAAAAGA GGCTAGCTACAACGA CACAACAA 


32676 


121 


10909 




12295 


CCACAAAA GGCTAGCTACAACGA ACCACAAC 


32677 


126 


10904 


GGUGUUUU G UQGCACG6 


12296 


CCGTGCCA GGCTAGCTACAACGA AAAACACC 


32678 


129 


10901 


GUUUUGUO G CACGGGGU 


12297 


ACCCCGTG GGCTAGCTACAACGA CACAAAAC 


32679 


136 


10894 


GGCACGGG G UCUCCACU 


12298 


AGTGGAGA GGCTAGCTACAACGA CCCGTGCC 


32680 


153 


10877 


AACCUCUA G UCCUUCCC 


12299 


GGGAAGGA GGCTAGCTACAACGA TAGAGGTT 


32681 


172 


10858 


GACCUACA G CUUCAGUC 


12300 


GACTGAAG GGCTAGCTACAACGA TGTAGGTC 


32682 


178 


10852 


CAGCUUCA G UCAGGCUG 


12301 


CAGCCTGA GGCTAGCTACAACGA TGAAGCTG 


32683 


183 


10847 


UCAGUCAG G CUGGGCCG 


12302 


CGGCCCAG GGCTAGCTACAACGA CTGACTGA 


32684 


168 


10842 


CAGGCUGG G CCGUGCAC 


12303 


GTGCAC6G GGCTAGCTACAACGA CCAGCCTG 


32685 


191 


10839 


GCUGGGCC G UGCACUUU 


12304 


AAAGTGCA GGCTAGCTACAACGA GGCCCAGC 


32686 


193 


10837 


UGGGCCGU G CACUUUAA 


12305 


TTAAAGTG GGCTAGCTACAACGA ACGGCCCA 


32687 


205 


10825 


UUUAAACC G CXSGGGUOJ 


12306 


AQACCCCQ GGCTAGCTACAACGA GGTTTAAA 


32688 



386 
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210 


10620 


ACCGCGGQ G UCUCCUCU 


12307 


AGAGGAGA GGCTAGCTACAACGA CCCGCGGT 


32689 


227 


10803 


AACCUCUA G UCCUUUCG 


12308 


CGAAAGGA GGCTAGCTACAACGA TAGAGGTT 


32690 


235 


10795 


GUCCUUUC G CCCUGGUU 


12309 


AACCAGGG GGCTAGCTACAACGA GAAAGGAC 


32691 


241 


10789 


UCGCCCUG G UUAACACC 


12310 


GGTGT uiiC J, AuL 1 AL-AALiiA UAjLAyuuCi/i 


32692 


259 


10771 


UUACCGGG G CuAGGGCC 


12311 


GGCCCTAu GGCTAGCTACAACGA L.CCGGTAA 


32o9J 


265 


10765 


GGGQJAGG G CCXtCGUGG 


12312 


CCACGCGG GGCTAGCTACAACGA i-CTAGCV*U 


32o94 


268 


10762 


CUAGGGCC 6 CGUGGGGC 


12313 


GCCCCAUvj ldvCrA(7l..iAv.*AAuV3A V7Viv.L.UiA(i 




270 


10760 


AGGGCCGC G UGGGGCGU 


12314 


ACGCCCCA GGCTAGCTALAACGA BCGGCCCT 




275 


10755 


CGCGITG6G G CGuuGGUU 


12315 


AACCAACG GGCTAGCTACAACGA CCCACGCG 


3269 / 


277 


10753 


CGUGGGGC G UUGGUUUG 


12316 


CAAACCAA GGCTAGCTACAACGA GCCCCACG 


32698 


261 


10749 


GGGOGUUG G UUUGCCUU 


12317 


AAGGCAAA GGCTAGCTACAACGA CAA06CCC 


32699 


285 


10745 


GUUGGUUU G CCUUUGUU 


12318 


AACAAAGG GGCTAGCTACAACGA AAACCAAC 


1 #V A A 

32700 


291 


10739 


UUGCCUUU G UUAACCCA 


12319 


TGGGTTAA GGCTAGCTACAACGA AAAGGCAA 


32701 


300 


10730 


UUAACCCA G UCCUCCUG 


12320 


CAGGAGGA GGCTAGCTACAACGA TGGGTTAA 


32702 


311 


10719 


CUCCUGGG G CACUAUCG 


12321 


CGATAGTG GGCTAGCTACAACGA CCCAGGAG 


32703 


319 


10711 


GCACUAUC G CAGACUGC 


12322 


GCAGTCTG GGCTAGCTACAACGA GATAGTGC 


32704 


326 


10704 


CGCAGACU G CACUCUCC 


12323 


GGAGAGTG GGCTAGCTACAACGA AGTCTGCG 


32705 


335 


10695 


CACUCUCC G CAGAGUAG 


12324 


CTACTCTG GGCTAGCTACAACGA GGAGAGTG 


32706 


340 


10690 


UCCGCAGA G UAGCACGC 


12325 


GCGTGCTA GGCTAGCTACAACGA TCTGCGGA 


32707 


343 


10687 


GCAGAGUA G CACGCCGU 


12326 


ACGGCGTG GGCTAGCTACAACGA TACTCTGC 


32708 


347 


10683 


AGUAGCAC G CCG\JAGCG 


12327 


CGCThCGG GGCTAGCTACAACGA GTGCTACT 


32709 


350 


10680 


AGCACGCC G UAGCGUGG 


12328 


CCACGCTA GGCTAGCTACAACGA GGCGTGCT 


32710 


353 


10677 


ACGCCGUA G CGUGGUCU 


12329 


AGACCACG GGCTAGCTACAACGA TACGGCGT 


32711 


355 


10675 


GCCGUAGC G UGGUCUGA 


12330 


TCAGACCA GGCTAGCTACAACGA GCTACGGC 


32712 


358 


10672 


GUAGCGUG G UCUGACAU 


12331 


ATGTCAGA GGCTAGCTACAACGA CACGCTAC 


32713 


370 


10660 


GACAUUGG G CUUUGAAG 


12332 


CTTCAAAG GGCTAGCTACAACGA CCAATGTC 


32714 


378 


10652 


GCUUUGAA G UUACAACA 


12333 


TGTTGTAA GGCTAGCTACAACGA TTCAAA6C 


32715 


388 


10642 


UACAACAU G UGGGGUCC 


12334 


GGACCCCA GGCTAGCTACAACGA ATGTTGTA 


32716 


393 


10637 


CAUGUGGG G UCCUCCUU 


12335 


AAGGAGGA GGCTAGCTACAACGA CCCACATG 


32717 


410 


10620 


CCGAGACG G UUCUGAGG 


12336 


CCTCAGAA GGCTAGCTACAACGA CGTCTCGG 


32718 


419 


10611 


UUCUGAGG G CUUACAUG 


12337 


CATGTAAG GGCTAGCTACAACGA CCTCAGAA 


32719 


437 


10593 


AUCACUUC G CGGCUUUG 


12338 


GAAAGCCG GGCTAGCTACAACGA GAAGTGAT 


32720 


440 


10590 


ACUUOGCG G CUUUGUUC 


12339 


GAACAAAG GGCTAGCTACAACGA OGCGAAGT 


32721 


445 


10585 


GOGGCUUU G UUCACCCA 


12340 


TGGGTGAA GGCTAGCTACAACGA AAAGCCGC 


32722 


454 


10576 


UUCACCCA G UCCUCCUG 


12341 


CAGGAGGA GGCTAGCTACAACGA TGGGTGAA 


32723 


465 


10565 


CUCCUGGG G UUGA6UCG 


12342 


CGACTCAA GGCTAGCTACAACGA CCCAGGAG 


32724 


470 


10560 


GGGGUUGA G UCGCAGGC 


12343 


GCCTGCGA GGCTAGCTACAACGA TCAACCCC 


32725 


473 


10557 


GUUGAGUC G CAGGCAGC 


12344 


GCTGCCTG GGCTAGCTACAACGA GACTCAAC 


32726 


477 


10553 


AGUCGCAG G CAGCACCG 


12345 


CGGTGCTG GGCTAGCTACAACGA CTGCGACT 


32727 


480 


10550 


CGCAGGCA G CACCGUCU 


12346 


AGACGGTG GGCTAGCTACAACGA TGCCTGCG 


32728 


485 


10545 


GCAGCACC G UCUACUCA 


12347 


TGAGTAGA GGCTAGCTACAACGA GGTGCTGC 


32729 


501 


10529 


AACUUCCG G UGGCGGGA 


12348 


TCCCGCCA GGCTAGCTACAACGA CGGAAGTT 


32730 


504 


10526 


UUCCGGUG G CGGGAACU 


12349 


AGTTCCCG GGCTAGCTACAACGA CACCGGAA 


32731 


518 


10512 


ACUUCCCG G CCUGACUU 


12350 


AAGTCAGG GGCTAGCTACAACGA CGGGAAGT 


32732 


595 


10435 


ACUUUUAU G CAUACUUA 


12351 


TAAGTATG GGCTAGCTACAACGA ATAAAAGT 


32733 


608 


10422 


CUUAUAUU G UCUAUUUA 


12352 


TAAATAGA GGCTAGCTACAACGA AATATAAG 


32734 


637 


10393 


UAUCUACA G UACUGUGU 


12353 


ACACAGTA GGCTAGCTACAACGA TGTAGATA 


32735 


642 


10368 


ACAGUACU G UGUCCUCA 


12354 


TGAGGACA GGCTAGCTACAACGA AGTACTGT 


32736 


644 


10386 


AGUACUGU G UCCUCAAC 


12355 


GTTGAGGA GGCTAGCTACAACGA ACAGTACT 


32737 


657 


10373 


CAACCAAA G UUGUGUCU 


12356 


AGACACAA GGCTAGCTACAACGA TTTG6TTG 


32738 


660 


10370 


CCAAAGUU G UGUCUUCA 


12357 


TGAAGACA GGCTAGCTACAACGA AACTTT6G 


32739 


662 


10368 


AAAGUUGU G UCUUCAUA 


12358 


TATGAAGA GGCTAGCTACAACGA ACAACTTT 


32740 


679 


10351 


UCUCUUUA G UQAACUCA 


12359 


TGAGTTCA GGCTAGCTACAACGA TAAAGAGA 


32741 


669 


10341 


GAACUCAU G UAAUCCAC 


12360 


GTGGATTA GGCTAGCTACAACGA ATGAGTTC 


32742 


720 


10310 


CGAUGAUU G CUCUGACU 


12361 


AGTCAGAG GGCTAGCTACAACGA AATCATCG 


32743 


731 


10299 


CUGACUUG G UUGAUAGC 


12362 


QdP^SQM, GGCTAGCTACAACGA CAAGTCAG 


32744 


/JO 


10292 










749 


10281 


ACCUGGAU G UUUUCUGC 


12364 


GCAGAAAA GGCTAGCTACAACGA ATCCAGGT 


32746 


756 


10274 


UGUUUUCU G CCCACGUG 


12365 


CACGTGGG GGCTAGCTACAACGA AGAAAACA 


32747 


762 


10268 


aJGCCCKC G UGGCUCGG 


12366 


CCGAGCCA GGCTAGCTACAACGA GTGGGCAG 


32748 


765 


10265 


CCCACGUG G CUCGGGCU 


12367 


AGCCCGAG GGCTAGCTACAACGA CACGTGGG 


32749 


771 


10259 


UGGCUCGG G CUCUUGUG 


12368 


CACAAGAG GGCTAGCTACAACGA CCGAGCCA 


32750 


777 


10253 


GGGCUCUU G UGCCAAUC 


12369 


GATTGGCA GGCTAGCTACAACGA AAGAGCCC 


32751 
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j.u^s>x 




12370 


CTGATxGU GUCTAwCTACAACGA ACAAGAGC 


32752 


/DO 


XU^^4 




x^J /x 


TV3nW2PIVP PPPtPimPf^A^l^lk/lOA ^WIV^IvnwTir^r* 

l\9i\jV9Wii7 urVvU lAUul ALAALruA UxGATTGu 


32753 


/y J. 


XU^ J ^ 




12 J72 


x(j<jT(jxGtr GGuTAGCxACAACGA AGCCTGAT 


32754 


O U J 


T AO*?*? 
XU^^ / 




X« J / .5 


L.viAljAv3VjA outdAoUlAUAAuvjA AiUxGGTG 


32755 


OXJL 


XU^ X9 




X«o l*k 


vJAvjoAnAA l3V7UlAuUlA(,<AA\..uA uAGAQumC 


32756 




X v^w/ 




X^ J /3 


1V2/321/3T/3A ftdP'PA^P'I*APAaP/?ia PTPPPJi'Pa 
lAawwlUn iA(9CXAfc^(»XAi«AAwvzA ivlwCwiTA 


32757 




X ux / o 




X^ J /o 


aft&p&A&A ftftPTHftPTiPMPPa PPrnvflnv^rt 
AV3A|,«AAAA liiil^lAULlAUAAUvzA LUUAUTIjG 


32758 


OS f 


X WX / J 




1 Dili 
X« J / / 


TiT/^fiA AriA ftnPTTirtP'T'apaiir'j^a aaTvarr^no 
AlVJljAAAaA vjU^lAu\<iAUAAV.VjA AAAAUCLL 


32759 


07 J 


xuxj / 




x2 J / o 


taJtUlvjuAA GGUlAviC^XAUAAUGA CGTGTTTG 


32760 


01 1 


XVXX7 


FTPPa apaiT rrpPTTPT'ftTTT 


X^J 


AuAGAGGA GuUTAGCTACAACGA ATGTTGGA 


32761 




1 A 1 1 5 

xu xx^ 


nnTTPPTTPTT n TTTT<^TTP7\TTP 


T *5 "a Q n 


UAIGAUAA GGvJTAGCTACAACGA AGAGGACA 


32762 


7^ JL 


xuxu ^ 




12361 


GiGGAiGA GGLTAGCTACAACGA AACAGAGG 


32763 




1 nAQi 


PTTPrTTPr^T n paTT/^r«aTTr> 


T O ^ Q T 


LAIGCATG GGCTAGCTACAACGA AGGAGGAG 


32764 




XUU /D 


TTrtfSappap TT/2fiTTTTr»rTrT 


T Q "a 
12 J O J 


TV TV ^ TV ?\ ^^^^ ^fflTV /^l^riHTV TL T\ ^fft^^m^^* 

AAGAAL.CA GGCTAGCTACAACGA GTGGTCCA 


32765 


/ 


XUU 




x2jo4 


CGGAAUAA GGCTAGCTACAACGA CACGTGGT 


32766 




1 nn^A 

XI/U04 


ITTTPTTTTPPrt fZ TTarSfiTlliPP 


1 7^flc; 


^Sft'PPPP'PJl /^?lP1*1iP/*»*P1^ Tk/'VTiv r^/^/^iv TV Ik 

VsuICUUTA GGCTAGCTACAACGA CGGAAGAA 


32767 








XZ.3 o o 


llwUlL.UU GGUlAGulACAACGA TGTCCCTG 


32768 


995 


10035 




XZJO / 


uL.UAllli7 GGClAiiv..iALAACGA TCCGCTGT 


32769 


1002 


X V o 




1 0*3 R a 
XZ JOO 


^2^2PP3111P^ /5PP''Pll/^^'nivPT\H/V*> ^ It ffif iwi in 

IsuUUAACVa^ UG^lAGCxACAACGA CATTTGCT 


32770 


1004 


10026 




1 7"5RQ 

Xii J o y 


TiTVS/SPPJl a PPPI'SP^'wpA A i^^Ji ^r^^iyrnmmr* 

AXoUuvJAA GGv^lAGLlAUAACGA GCCATTTG 


32771 


1008 


10 022 




X^ J 27U 


PPfPaTPP PPPT'iPr^nr'A/^A A/^/^ A OA A /*«r^nr^ii 

1 UAl Go GGv. 1 AGu 1 ACAACGA CAACGCCA 


32772 


1015 


XVJ U X3 


/"inPPaTTPli P PPPPTVPrtTT 


1 o "a Q 1 


ACCTGCGG GGCTAGCTACAACGA TCATGGCC 


32773 


1 m 0 

J.U JLO 


1 Am o 
xu u x^ 


PTVTTPRPPP PA/^OTTOTTr« 


1 O O QO 

12 J32 


GAGACCTG GGCTAGCTACAACGA GGCTCATG 


32774 




XUUUo 


AGUCGCAu G UCUCUUCU 


12393 


AGAAGAGA GGCTAGCTACAACGA CTGCGGCT 


32775 


XU J X 






12394 


TACTTCCA GGCTAGCTACAACGA AGAAGAGA 


32776 


Xv J / 


^ y 27 J 


PTTPTTPPTSIi r* TTAr'R/^TV 7V/^ 


12395 


CTTCTGTA GGCTAGCTACAACGA TTCCACAG 


32777 


1 (\A C 
XUftD 


Q Q Q C 




12396 


TGTGGCTG GGCTAGCTACAACGA TTCTGTAC 


32778 


XU4 o 


o^ 


PIVf37MVPPli P P/^RPTVTT/^T 


i2jy / 


AGATGTGG GGCTAGCTACAACGA TGCTTCTG 


32779 


XU99 


OQ71 




T o 1 Q a 
12 J^o 


GTCTTATG GGCTAGCTACAACGA CCAGATGT 


32780 


1071 






1 o "a o o 
x^ J yy 


1 1 G 1 C 1 GG GGCl AGCTACAACGA TAAGTCTT 


32781 


1080 


Q9>^n 




X^4 UU 


L.GAUAC 1 G GGG 1 AGG 1 ACAACGA TTGTCTGG 


32782 


1063 


9947 






GCGUGACA GGCxAGCTACAACGA TGCTTGTC 


32783 


1085 


9945 




XZ4 VJZ 


GlGv»GuGA GGCxAGCTACAACGA ACTGCTTG 


32784 


1086 






1 OA A "a 


AACGTCCG GGCTAGCTACAACGA GACACTGC 


32785 








12404 


GGATGG7VA GGCTAGCTACAACGA GTCCGCGA 


32786 


xxu% 






12405 


TCCAGGGG GGCTAGCTACAACGA CGGATGGA 


32787 


1 1 1 R 
xxxo 




nrsamTTATT p ppar^pTTrtT 


1 O/ 


AGAGCTCG GGCTAGCTACAACGA ATATCTCC 


32788 


X xz ^ 


QQ AQ 
y J7UO 


AUAUvjk,ijA LUL.U(jUL.U 


12407 


AGGCAGAG GGCTAGCTACAACGA TCGCATAT 


32789 


1127 




P/^2V/1PTTPTT n nPTTJV/^PJV 7\ 


12408 


TTGGTAGG GGCTAGCTACAACGA AGAGCTCG 


32790 


1144 


9886 


TTTTPaTTPPIT O. TTPPTTPf^P 




GL-CGAGGA GGCTAGCTACAACGA AGGATGAA 


32791 


1151 


9879 




1 o A 1 n 

124XU 


Gil GuA 1 G GGCTAGCTACAACGA CGAGGACA 


32792 


1165 


9865 


AAPPAPPA n TTf3ITTTPTTTTP 


1 7A1 T 


PaAPaAPA 0/30'PAOOT»A OA A mr»ornoorrwn 
GAAGAAUA GGG X AGL 1 AGAACGA TGGTGGTT 


32793 


1167 


9863 


PPAPPAHTT f3 TlTTPriTTPPa 


T OAT O 
12412 


XGGAAGAA GGGXAGLX ACAACGA ACTGGTGG 


32794 


1194 


9836 


TTPAATTTTPA (* TTrJAAATTftSTl 


1 OAT "i 
124U 


ooji rpqimojv OOonpAOOrnAOA 7iOO»\ rnoTkummOTs 

LUAX X X uA GGCTAGCTACAACGA TGAATTGA 


32795 


1202 


9828 


(^TirsAAATin n tiriTT^^Anpa 


1 OAT A 


X UG X L.AAA GGG X AGG i ACAACGA CATTTCAC 


32796 


1206 


9822 


TTRRTHITTnA (X PAAAATTrUl 


1 O A T C 
12413 


CCATTTTG GGCTAGCTACAACGA TCAAACCA 


32797 


X«^ A 


QRAR 


TTfSTSAAPPIT ft PTTPPPMITT 


12416 


ATTGGCAG GGCTAGCTACAACGA AGGTTCCA 


32798 


X« a3 


QflAc; 




12417 


ATGATTGG GGCTAGCTACAACGA AGCAGGTT 


32799 


1 OAO 


Q7R n 
2f / Oo 


AL. UAU L UA \3 UUliACoGU 


12418 


ACCGTCAA GGCTAGCTACAACGA TGGATGGT 


32800 


Xtcft ? 


Q7fl1 
27 / O X 


Ak7UUuA\^o \3 UUUUlIACU 


12419 


AGTGGAAA GGCTAGCTACAACGA CGTCAACT 


32801 


X^03 


Q7<;c; 


UUUUviuAU ur Uk^UUUuCvj 


12420 


CGCAAAGA GGCTAGCTACAACGA ATCCAAGA 


32802 


1271 




rlUurUCVJUU \3 WWXAAwLiUU 


12421 


Tk Tk ^nnnn^n oo^wiiiknof*i«oik «««M«M«>n 

AAGGTTCG GGCTAGCTACAACGA AAAGACAT 


32803 


1287 


9743 


TTfinAPATTA PATTTVSA^m 


"t O/t o o 

12422 


CCTCAATG GGCTAGCTACAACGA TATGTCAA 


32804 


1298 


9732 




1 OAOO 


*TiO/noi*OOA /noornAOOrnivOA Ik OOTt vnmorvriox iv 

xCGCTCCA GGCTAGCTACAACGA TTCCTCAA 


32805 


1303 


9727 




1 OAOA 

12424 


OOA OOiPOO OOOT^AOOmiv O* » OO * m/^y^>k r"lmnm 

CCACCTCG GGCTAGCTACAACGA TCCACTTC 


32806 


1308 


9722 


GGA6CGAG C3 UGGPAAAR 




^vi 1 'T»n*ooo A /VSOfAOOTAOA A oo A rvnr*r^mT*r^r^ 
G X X X GGGA GGG X AGG X AGAALGA CTCGCxCC 


32807 


1311 


9719 


GCGAG6UG G CAAAGCGA 


12426 


TCGCTTTQ GGCTAGCTACAACGA CACCTCGC 


32808 


1316 


9714 


GUGGCAAA G CGAUCGUC 


12427 


GACGATCG GGCTAGCTACAACGA TTTGCCAC 


32809 


1322 


9708 


AAGCGAUC G UCCAGGGG 


12428 


CCCCTGGA GGCTAGCTACAACGA GATCGCTT 


32810 


1330 


9700 


GUCCAGGG G CUUUACCA 


12429 


TGGTAAAG GGCTAGCTACAACGA CCCTGGAC 


32811 


1343 


9687 


ACCACACA G UCAUCUCC 


12430 


GGAGATGA GGCTAGCTACAACGA TGTGTGGT 


32812 


1359 


9671 


CACUGACA G CCAUGCGG 


12431 


CCGCATGG GGCTAGCTACAACGA TGTCAGTG 


32813 


1364 


9666 


ACAGCCAU G CGGCUGA6 


12432 


CTCAGCCG GGCTAGCTACAACGA ATGGCTGT 


32814 
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12433 


AGACTCAG GGCTAGCTACAACGA dGCA^TGGC 


i3 aQX9 


/ «• 






12434 


AAGAAAGA GGCTAGCTACAACGA TCAGCCGC 


32816 








12435 


GGAPCTGG GGCTAGCTACAACGA TGTTTGAG 


32817 




9629 


ACAGCCAG G UCCUGACU 


12436 


AGTCAGQA GGCTAGCTACAACGA CTGGCTGT 


32818 


xvX4 


s^oxo 






GGAAAGGA GGPTAGPTAPAAPGA PPAAAGTP 


J^OX7 






TTOmTTTTTTT G TTGAGTimTP 




nAAAPTPA GGPTAGPTAPAAPGA AAAAGGRA 


32820 




^DZ^ O 






THRAGAAA GGPTAGPTAPAAPGA TPAPAAAA 


•3 ^ O ^ X 


X43X 






1 OAAC\ 


f^TflATTGG GGPTAOPTAPAAPrSA PPAriATRA 


•SO D07 


X400 






12441 


rCCVrCCAG GGPTAGPTAPAArV3A TGG7Y3Af3G 


32823 


T A OA 






12442 


PAAPPTGG GGPTAGPTAPAAPGA Pf^TPPAflP 


32824 


1 A QQ 






1 7AA7 


•TTPAPPAA GGPTAGPTAPAAPnA PT(TWlPPftT 




1503 


9527 




12444 


CACTTTCA GGCTAGCTACAACGA CAAPCTGG 


32826 


1509 


9521 


I7GGUGAAA G UGUUUAGG 


12445 


CCTAAACA GGCTAGCTACAACGA TTTCACCA 


32627 


1511 


9519 


GUGAAAGLT G UUUAGGGC 


12446 


GCCCTAAA GGCTAGCTACAACGA ACTTTCAC 


32828 


1518 


?3XiS 


TTGTTTTTTAGG G PGTTAGGUG 


12447 


CAPPTAPG GGPTAGPTAPAAPGA PPTAAAPA 

S^V. X AW w OV3\». JL Aw V« X AWAAWUA W w X AAAL^A 


32829 


1520 


<3m n 

99XU 


TITTTTAGGGP G TTAGGtTGAP 


12448 


GTPAPPTA GGPTAGPTAPAAPGA GPPPTAAA 

V3 i. \^tl\^\^ X A V9V3\i« A AVJV^ X AVkAAwIAa Ow^V» X AAA 


^7ft7n 


1 c;9A 






1 944Q 


AGTTGTPA GGPTAGPTAPAArWA PTArV3PPP 

AUXXOXViA \awV«XAV3V«XAVi«An^l3A I.* X A\i«l9V>*L«\i» 


77flTn 


1 CO A 


OA QC 




1 7 A*^ A 




j2o32 


Xd / O 




PnHlTPaPP ITTTPTTTTPPA 


X^ft3 X 






X3 J7U 




TTTTPPATTPA n PAf^PPHGrt 


1 7At?7 


PPPTIGPTG nnPTAnPTAPAAPHA TVTlATrifSAA 

U.V^\A3VjrVtf^ X V3 UOV^ X AV3L. X A>M>AAVi»\jA. X\JAXVjV7AA 


"5 7 A 


X3^ J 


OAT 1 




1 7 ART 
XZ43 J 


npnpppfsn ry^PT^ArsPTAPAAPPa tpptp&tp 


"5 O Q "3 C 

32o39 






rzpiiGppnfz G pnpaiTPAP 




GTVJATrsPG nnPTArjPTAPAAP^A nrnnnTfzn 

OXWiXOOVJ UVjrv«.X AOUXAV.«nAUOA ^^VJOI^lO^ 


Q 7fl'3/? 

.sZo Jo 


1600 


9430 




12455 


AAGTf?ATG GGPTAHPTAPA APf3A nCnnCZCin^ 


O O J / 


XO 


9411 


APAAPTTTTTT G TTGAPGATTA 


12456 


TATPGTPA GGPTAHPTAPAAPnA AAAHTTflT 
XAXv^VJtXV— A wV^^X A\3V_. X A^«*Jv\\.vxri nni\\j L ± 


O ^ O J O 


1629 


9401 


GACGAUAG G UGAGCUCA 


12457 


TGAGCTCA GGCTAGCTACAACGA CTATCGTC 

Jk V9AV7 w X V»A wVTV> X AVJwX'^Vrf'AAWVXA \u>XfVXW\JXw 




1633 


9397 


AUAGGUGA G CUCAAUGA 


12458 


TCATTGAG GGCTAGCTACAACGA TCAPCTAT 

XVvAXxUAUl VJw%^ X Aww X A^m>AAVm\2A X V.«Atx\.> X AX 


32840 


1644 


9386 


CAAUGAUG G CCPUGGCA 


12459 


TGPPAGGG GGPTAGPTAPAAPGA PATPATTG 

X \7\^\««AVJV7V3 V3w%M X AOWX AVmAA\»OA \.«AXV.«AXXw 


J ^ 04X 


1650 


9380 


UGGCCCUG G CAAGACGP 


12460 


GCGTCTTG GGPTAGPTAPAAPGA PAGGGPPA 

ViWUrXV^X XVI VTwwX AVSVitf X AVmAAVmUA wAV9wVJ\i«Vi«A 


^7ftA7 


1657 


9373 


GGPAAGAP G CCGAnGUTI 


12461 


AAPATPGG GGPTAGPTAPAAPGA GTPTTf2PP 


17flA^ 


XDQ J 






X^^OiS 


A1Y3GGGAA GGPTAGPTAPAAP/aA ATPTS/SP/aT 

AXV3V3\J\3Aa XnUV* X AVaAA\tfl9A AX\«(jVJV«wX 


7fl AA 


XO /3 




PPPATTPAJi n PAGPTTPAA 


1 OA*;*! 


TTf3AflPTY2 fiflPTAftPTAPAAPriA TmAT/W^ 
XXVanul^XAa V3V9WXa\9\«XAWVM»Ija X XA9aX\J\3V3 


A C 


1678 




ATIPAAGPA G PTTPAAGPA 


1 7A^A 

X4S*±Qrt 


TGPTTGAG GTlPTAGPTAPAAPfJA THPTT^AT 
XU^XXOAVj VJVTV^X AwV^XAWiriVwUtA X\JWXX\ArlX 


jzo4o 


XO 


^:)46 


PAGPtTPAA G PAPPITTIAG 


X^b^OO 


PTAAGGTG GnPTARPTAPAAPfSA ^nTrtAflPTn 

VvXAAUOXVS UV9WX A\9wX aWAAV«\3A X XvacH!L3V»XV3 




1692 


9338 


GPAPPT7ITA G PITTTPATTtlTT 


12466 


AAATY^AAG GGT^AGC^AHAAr^A ■PAA/M'IY3P 


79ftA0 


X / uo 




TTTTTTITPPAA R TIPAGPTTPIT 


1 74fi7 
x^^o / 


AGAGPTGA GflPTAnPTAPAAPTlA TTflfSAAAA 
AUnU^vXvSA i3V9\^X AUWXAV>AA^«Um X X VSUaHaa 


? 7 (1 AO 


1710 


9320 




12468 


CACGAGAG GGPTAGPTAPAAPGA TGAPTTGfl 

WAWVS A&3AUF U\JW X AUV« X A^AAW VZA X UaV« X X w w 




1716 


9314 


C!AGC?UCIUC G UGAUGCGG 


12469 


CPGPATPA GGPTAGPTAPAAPGA GAGAGPTG 


0 Z 03X 


1721 


9309 


CUCGUGAU G CGGGUGUC 


12470 


GAPAPPPG GGPTAGPTAPAAPGA ATPAPGAG 

wAV>«AW\^ V<VJ sJVJV^ X AV7 W X AVi«Arl\> wA n X \..>A wV3 A\J 




1725 


9305 


nGATIGPGG G UGUCCPAG 


12471 


PTGGGAPA GnPTAGPTAPAAPRA PPHPATPA 

\^ l.\3\3\3n\^*\ VJ\7L« X X A\_kfVri\.\3A V«>V_VjS«kAX L~r\ 


"57 ft*?"? 


X / ^ / 




ATTrspnnnrT n TTPPPanpp 


1 7A 77 
XZn / ^ 


rjnPTfsnnA nnPTAfZPTAPAAPnA APPPfSPAT 


"3 7Q C A 


1733 




rmrnippPA a ppagpttgtt 




APZinpTnn nnPTAnPTAPAAPfia tcspplpap 


7 7 Q C C 


X f w f 


090"? 


CCCJiGrnA n PTTGTTGTTPA 


1 7A 7A 


TTIAPAPA^^ fi^PT*ArtPT*APAAPr2A T^tlTSPT/^PP 


0 Q C f 


X /4U 




AnPPAGPTT n TTrSTTPATTPA 


1 7A7R 




"a O D C "7 


1742 


9288 


PPAGPTTGTT G TTPATTPACSP 




GPTnATflA rJfJPTAnPTAPAAPr^A APAnPTYSn 


77 QCQ 
JZ 030 


1749 


9281 


UGUPAUPA G PAUAGAUP 


1 7A77 


GATPTATn GrtPTAGPTAPAAPTlA THATVaAPA 
UaXwXaXVS WV3WX aOWXaWaa^^UA XuiaXuaV^a 


77QCQ 


1760 


9270 


TTACATTPtlTT G PPPPPAf3f3 


1 7A7Q 


fV^iYirifinn csraPTACSPTAPAAPrsA AAna*pPTA 
w\« X uouVns uk9V#XAV7V.rXALi>cvlVvVjiA aauaXVvXA 


'a '9 DC A 

J^ooU 


1768 


9262 


r«(-ipfnpp«f2 PPTSnGTTnP 


T 7A7Q 
X^« 


fSPAPPPfST! fifiPTanpTAPAAPfiA P*iv2nra2np 


7 7DC1 


1 77^ 

X / / O 




PAGr!PfV2n fS TTRPPAAPTT 


1 7 A Q n 


AVjXXurVJwi u(7^XAol«.XAL.AALAiA CUuuwwXV? 




1775 




dCicmanji n ppaapttttp 


1 7 A QT 
X^4 OX 


u/iriV? X X vjVj UVsU X A\3\^ X i\L./iAUVi/l AL.V^vJviV7wL> 


J^8o3 


1786 


9244 


AAPTTTTPAP G PAGGATTfSTT 


1 7A fl7 
X^^ 


APATPPTft ranPTanpTAPaarvia r^TTiaanTT 

AwiXWlvXo OUrV^X/wV^XAwiAUUA LiXajaawX X 


7 7Df A 

J Zao4 


1793 


9237 


PfJPArJGATT n TTAAPPPAn 


X^4 0 J 


P'T'/7<^n'T"T»a <2/T!PT A nPT A PA A rV3 A A TPPTfiU^/a 

dUV7V7XXA U^AtfXAUWXAlii.AACU'A AX V*V»X V7ii>\7 




1801 


9229 


GTTAAPPPA G TTTTTTnTTGPlA 




TPPAAAAA GnPTAGPTAPAAPfZA •rnrtfyPTAP 
XVVfAnAAn UUVv X AVV« X aWv»VA3(a XvKsoX XaV.. 


77B££ 


1811 


9219 


TTTTTTTTGGAG d PPPAAGPP 




fSnPTTrKTrL fJrtPT AGPTA pa APn a PTPP a AAA 
19V3L> X Xasov? VSO^ X aoV« 1 aWaaL*Ua ^ X W WwiAA 


7 ODCJ 


1817 


9213 


AGGCCCAA G CCCfUCGAC 


12486 


GTPGAGGn GGPTAGPTAPAAPGA TTGGGPPT 

wXwwaVJwU VJ\J^^XAU\^XAwAA\«OA X X >Jv7V7wV_> X 




1838 


9192 


PPUPPTIGA G TTTTPTTTTTTPTT 




AnaAAHAA n/nPTAJV^APAAP<^A TPAr!PAf2P 


"3 7DC 0 


1852 


9178 


UCUUCCAA G PPAGTTGGtl 


1 7AAn 


APPAPTTin fif^PTAGPTAPAAPflA TTYSnAAfSA 

A^\mAL« X VAs UVJW X AOV« X Al.»AA^l.JA X X \30/VrlV3A 


7 7 Q7 A 


1856 


9174 


CCAAGCCA G UGGUCUUC 


12489 


GAAGACCA GGCTAGCTACAACGA TGGCTTGG 


32871 


1859 


9171 


AGCCAGUG 6 UCUUCAUU 


12490 


AATGAAGA GGCTAGCTACAACGA CACTGGCT 


32872 


1881 


9149 


AACCCAGA 0 CCUCGAAC 


12491 


6TTCGAGG GGCTAGCTACAACGA TCTGGGTT 


32873 


1898 


9132 


UCCAGAAA G CGAGCUCC 


12492 


GGAGCTCG GGCTAGCTACAACGA TTTCTGGA 


32874 


1902 


9128 


GAAAGCGA G CUCCGAGC 


12493 


GCTCGGAG GGCTAGCTACAACGA TCGCTTTC 


32875 


1909 


9121 


AGCUCCX3A G CCACAUGA 


12494 


TCATGTGQ GGCTAGCTACAACGA TCGGAGCT 


32876 


1926 


9104 


ACCAAAUG 6 CaCUGCOO 


12495 


AAGCAGAG GGCTAGCTACAACX3A CATTTG6T 


32877 



389 
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XZ490 


Anri/snAAfl fi/lP'naraP'nAPAAPraa iiniir*r«r'ivT 


32878 


1 QAl 


9Ua9 






PrSnAAAGG r!GPT*Af2PTAPAAPr3A PAAn/lflAA 


o2o79 


x^o u 


yu /u 






AflAAAAAA nriPTAnPTAPAAPnA PPPPArtArt 


O O O A 


1985 






12499 


ATT^TAPAA GGPTAGPTACAAPGA ATGATW5G 

AX X •LA^nn VJV3^^nUVtf L A^iAAVtfWl AXV3AXV3VV7 


J^ooX 


1988 


9042 




12500 


TGPATTTA GGPTAGPTAPAAPGA AAPATGAT 
XV3li#nX X XA V3wV«XAwV«XA^«Anv«V9n ivlV*inX\3nX 




1994 


9036 


UUGUAAAU G CAA6UGUG 


12501 


PAPAPTTG GGPTaGPTAPAACGA ATTTAPAA 
Vi«nv#n.v«x x\9 uvv«XA\7V«XA^>nA^\jn AX^XA\i«nn 




1998 




ZUVAUGTIAA O UGUGACAU 




ATGTPAPA GGPTAGPTAPAAPGA TTGPATTT 

aXV3XwA^«A \3VJWX/U3V«XAVannV.*Wn 1 XVJ^«AX X X 




2000 




AUGCAAGU G UGACAUUC 




GAATGTPA GGPTAGPTAPAAPGA APTTGPAT 

0/VVXV7X\«A \3V7^X<10V«XA^«nnV>V7A AV^XXVJVxAX 


T9flflQ 


2014 






X^3 


PAPATPTG GGPTAGPTAPAAPfiA n/ZTinnnAA 
VvAVAX v» X IS X AUTV.* X AVmAAUuA VJuVJVjVaVjnA 


^Oftflff 


2020 


Qni ft 




XZ3 U3 


nPGAGflPA nnPTACSPTAPAAPflA ATPT/lfVan 
v3wV9Aurwrw% vnj^XAui^XAwiA^ljA AX^xuvAjo 


J^OO / 






PPl^nATTGTT G PPTTPGPGP 


XZ3UO 


nPrtPrtAfSTS /3/2P»piinPTAPaiirT'>v *r«?k'pr»»iw< 
VsUlJiJUAvio \3ViCXiUili#XAL>AAUvjA AwllCxAiV* 


32ooo 


2027 


Qft ft^ 


TTflTinPPTTP a PGPT7PPTTP 


1 9i;ft7 

XZ9V / 


fi'h.nci^nnn firtPTAriPTAPAAPPA ounno^n^ 




2029 




TTf^PPITPGP n PTTPPTTPATT 


1 9J;ft fl 


ATr5AnfT^A<^ fifiPTanpTAPAAPPa pppanppA 

AiVjAowlva uvjtL.XAV3V«lAv..AAv.vjA uUUAviV^vJA 


"a *3 Q OA 

3^o9U 


2070 


O 7 VJ U 


PTTTTPAAPtT G PUTTPtTPTTG 


1 9^nQ 

X^3 V7 


PAGAGAAG GGPTAnPTAPAAPfiA AnTmAAfl 




2079 




PrTTTPlTPTIG G PGPITPPIIP 


XZ9X w 


HA^ZnAGPG fSGPTAHPTAPAAPrta PAOA/^AAft 
VoAVsVaAVJ^VJ V9V7L>XAuV.>XAl.,»ArlL.LtA LAVjAuaAO 


•a 0 0 AO 


2081 


8949 


UCUCUGGC G CUCCUCCA 


12511 


TGGAGGAG GGPTAGPTAPAAPHA nPPAt^AfZA 

X V3V3 AVJV3AV3 VJVJV« X AV3 X AV..ArlV^ Vj/\ V-^UAurA 




2098 


8932 


UUGAUUCU G CUCUUCAA 


12512 


TTGAAGAG GGPTAfSPTAPA APP A liPAZiTPIiA 

XXV3AnV3AVJ V3VJV- X AOV- 1 AV.,AAUlji\ /iVjAAlLJlA 


"2 0 Q Q /I 


2112 


8918 


PAAAHAUG G C!ACnPAAA 


12513 


TTTVSGfiTG RnPTAfSPTAPA APna HTiTryx^Tn 
X X X\3UVJXU V9V9L«X AV9V<*XAL*AAL>V3A CAXoXXlO 


0 Q 0 C 


2121 


RQOQ 

O 7 v7 


PAPPPAAA G PTTGPATTIIfl 




PAATGPAG GfiPTAf2PTAPAAPr2a 'PTTV^/TT'TV^ 
l-AAXVTVi^AVJ V9V3L>XAV3i«XAVi.AAl..V3A 1 1 XuVj^XVJ 


^2o9o 


2124 




ppaaAGPTT n pattttgpttg 


T OCT c 
XZ 3 X3 


PAnPAATfi nnPTArtPTAPA APnft ivrTwrwrnw 
LhAVjUAAX\7 uuv^XAuCXACAA^uA Av7Uxli\i(j 


32897 


2129 






XZ 3 XD 


VaXwiAwlui Vjo^lAuulA^A/iUljA AAXVsCaUC 


32898 


2132 






XZDX / 


AA/3/1TPAA f!!/lP*PAfiPTAPA AP/^1^ TiOOR n'P/T' 
AA\3V7Xwin vA7V.f lAUUlAwiAvuA AoV.»AAj.oC 


32899 


2162 


DOPO 


TTPITPGIiGA fl P2iPAT7TTPTT 


1 9t:i fl 

XZ 3 xo 


Av3AAX\jXu 13Uv«XauCxAwu«L>GA xCTC\3aIoA 


32900 


2176 


R AQA 


TTPTTGGG2VP fl TlTlTTnTTPTTP 


1 9t;i Q 


^&r2AAAAA fiUPI'APP'PAPTUkP^l^ /^tp^^^iv^iv 

oAurAAAAA V9UL.iAV7UXAUAAL.UA viTUUCAoA 


32901 


2187 


8843 


TTTTTTPTTPTTG CI PPA2iAJX21P 


1 9£^ 9 n 


<-tqvpfpmrpri/2 ^2rtP'PA*^PTAPIi Af^r" R /^JV^ JVr'T^ 7\ TV 

o X X X X X OV7 V3V7L. X AVsU X AUAAUVjA vJAvjAVjAAA 


32902 


2196 


RR'^it 




1 9J;9 T 
X X 


vjX X\7XVjV7V3 urOUXAuUXALJiAUvaA (jXXX xTV9(j 


32903 


2207 




papaappa fl TiTTnnTTfsrzTT 


1 9Ci99 


AULiAUL.AA V3V7U X AliU X AV.AAWUA TGvaTTGTG 


32904 


2211 


8819 


APPAGTIUG G TTGGITPTTPA 




TrSA/^APPA rSTSPTAnPTAPAAPftlV Pa7V/'WTV5/5.tp 
X VjAVJAUwA OVjU X Al3V« X AVmHaUVsA LAAl,* X\ii9 X 


32905 


2214 


8816 


AGTiriGGUG G TTPTTPAITTTG 




PAATGAGA GGPTAGPTAPA APflA PAPPAIiPT 
wlAXUtAVaA \9V3UXAV9UXALaAUv3A UAUVi*AAv*X 


32906 


2224 


8806 


PTTPAT7TTGA H PAPGITAPTT 




AvjXAUV^XVj vjoUXAuuXAUAAL.uA xCAATVjao 


32907 


2228 


8802 


TTITGAGPAP G TTAPTTTTPaP 


1 9R9fi 
XZ3Z D 


riT/^AAnTA rt/lp'paf^p'papji RPr^R r^'POOTT^An 
uXvjAAvjIA ovjU X AuU X AUAAUviA oioUXuAA 


32908 


2245 


8785 


TIPPT7TTPTIG G PGGTTTTPftG 




U X UAAUUij OuU X AuU I AuAAUUA LavjAavtvjA 


32909 


2248 


8782 


UUCUGGCG G ITTIPAGGAG 


12528 


PTPPTTSAA rSflPT AnPTAnaHP/^a OP^^R/^SVA 
U i UU X VjAA vjuU 1 AoU X AUAAUVjA vAjULpAuAA 


32910 


2256 


8774 


GtJUPAGGA n PTTTTTTPGTTG 


12529 


PAPriAAArz nnPTAciPTAPaapr^iv »nrtp»fv!iivivr^ 

LAUuAAAo vj^jUXAuUXAUAAUviA i\«UXAdAAU 


32911 


2262 


8768 


GAGPUTITTP G TTGTTPPAPP 


X« 3 J u 


uuXuoAUA uuUXAuUXAUAAUuA GAAAuCTU 


32912 


2264 


8766 


GCUUUCGU Q uncAccnu 


12531 


AA/'3/lTCmA /"S/SPTAnPTAPA APriR a r*!^ R IMi r«/^ 
AAVjVJXVjvjA VjuUXAuUXAUAAUvjA AUvjAAAoU 


32913 


2287 


8743 


GAACACUC G PUGCUGCP 


XZ3 JZ 


rtflPAf»PA^2 ^IfSPTArSPTAPA APrili r^R/^T^r"P'Pr^ 
vjuUAvjUAu vjuU X AuU X AUAAUuA LtAVj X k»X i U 


32914 


2290 


8740 


CACUCGCU G PUGCPCGA 


X a3 J J 


TP/^/lflPAfT! nnPTafiPT'A Pft B r»r» A R r*r< i\ /^tt* 
XUvjijOUAlj uViU XAuUXAUAAUUA AIjUCiAvjiL> 


32915 


2293 


8737 






PPTTP^JdG infZPTa^tlP'T'APIvaPi^ A A O A TV 
UU X X Uv>uV9 u wU X AViU X AUAAUajA Au UALi Uu A 


32916 


2304 


8726 


CGAAGGGA G UAGUGUPA 


1 9^7 ^ 


TfSAPAPTA r!f2PTA/2PTAPA An/^IV 'P/^0/^n»'P^V^ 
XuAUAUXa IsVvUXAurUXAUAAUViA XUUUX iUu 


32917 


2307 


8723 




X a30 O 


rtAPTrtAPA /2RPTA/2PTAPA APPH Ta i^T/^^/'wp 
uiAUXuAUA uuUXAviUXAUAAUviA xAUXUUUX 


32918 


2309 


8721 


GGAGUAGU G UPAGUPAU 

V9V3/WJV^n\3U W UV,«AV3UV>AU 




AT^^APTftA rtrspTa/vrapaapr'a a/^'T»Ai^'pr«/^ 
AXvjAUXuA vjuUXAuUXAUAAUviA AUXAUIUU 


32919 


2313 


8717 


TTAGUGTIPA G TTPJXTTGGPP 


1 9R1R 


uvjUUAXuA IjiaLrxAvjLrxAuAAuuA TGAuAuTA 


32920 


2319 


8711 


PAGTTPATTG G PP ATTGGT7G 

Va>^V3VJ V.>r\VJVJ V7 ^^aUuuuu 


XZDo!9 


uAUvJAXuvs V7uCTAv3UxAuaAv.CSA CATGACTG 


32921 


2325 


8705 


TTGGPPATTG G ITGGTTAAPA 


1 9KAn 


itjlXAuuA vsuuTAuC^AuiuiCCwi CAXuGCCA 


32922 


2328 


8702 


PPATTGGTTG G ITHaPlVTTTTP 


X^9fkX 


UAAXGTxA QIjCTACaJTAuAACGa CaCCATGG 


32923 


2337 


6693 


TT2X JlPAriTTP n TTf2JVTTr2/2TTr« 


T O C A O 

XZ34^ 


CACCATCA uGuTAGCTACaal.GA GAATGTTA 


32924 




6687 


TTPGTTGATTn tZ TTfSTTPPPflTT 


T OCA'S 


ATGoQACA GGCTAGCTACAACGA CaTCaCGA 


32925 


2345 


6685 


GTTGAT7GGTT fl TTPPPnTTrtft 


1 OCAA 


CUATUGviA GGCTAGCTACAACGA aCCATCaC 


32926 




8677 


fJTTPPPATTn TTTTrTrTnar«iv 


1 *> C A C 

12545 


TCTCAAAA GGCTAGCTACAACGA CATGGGAC 


32927 




8665 


TT(^AnAnr2A ccur^Tit^r^^ 


12546 


TGGTCAGG GGCTAGCTACAACGA TCCTCTCA 


32928 


2386 


8644 


AUUGACPA G Pn A A PT l(Zfl 


1 OCA*? 


CCAILjxxCG GGCTAGCTACAACGA TGGTCAAT 


32929 


2394 


8636 


GCysAAPUG G Pflf3AfJPPTT 


1 O C A Q 


AGGuxCCG GGCTAGCTACAACGA CAGTTCGC 


32930 


2399 


8631 


CUGSGCGGA G cmniifzczn 

VvWw^viVJm w VtfWwVJUwww 


1 OCAQ 


CCCACAGG GGCTAGCTACAACGA TCCGCCAG 


32931 


2403 


8627 


CGGAGCCU G TIGGGPITTTP 


1 "5 K C 


OAAOO^Oa /V^orniv /^^^ a a a Ootv Kf^ft^m^f^n 

VjAAvjUCUa GGCTAGCTACAACGA AGGCTCCG 


32932 


2407 


8623 


GCCUGUGG G CnUPAPATT 


X«3 3 X 


AiuiLxAAva ooUlAvjUiAUAALUA LuAUAviLtC 


32933 


2423 


8607 


UCAUAACU G CCGUGJVUSV 


12552 


TATCACGG GGCTAGCTACAACGA AGTTATGA 


32934 


2426 


6604 


UAACUGCC G UGAUAGUU 


12553 


AACTATCA GGCTAGCTACAACGA GGCAGTTA 


32935 


2432 


8598 


CCX3UGAUA G UUCCAGGU 


12554 


ACCTGGAA GGCTAGCTACAACGA TATCACGG 


32936 


2439 


8591 


AGUUCCAG G UUCUAUAU 


12555 


ATATAGAA GGCTAGCTACAACGA CTGGAACT 


32937 


2450 


6580 


CUAUAUGG G UGGUUCUC 


12556 


GAGAACCA GGCTAGCTACAACGA CCATATAG 


32938 


2453 


8577 


UAUGGGUG G UUCUCAUC 


12557 


GATGAGAA GGCTAGCTACAACGA CACCCATA 


32939 


2462 


8568 


UUCUCAUC G UGGUGCCA 


12558 


TGGCACCA GGCTAGCTACAACGA GATGAGAA 


32940 



390 
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03D3 








t 0 OA t 

J294X 




03D J 




12ao0 


L*uAL\7JL\9l7 uowlAI^XAUAAUUA. ACwimAX 


32942 


Zft /a 


Q C C D 
D330 




X^3b J. 


L^oXlWOn AoLIALAALAjA olooL^LL 


9 0 Q>l 0 

J^^4d 




033(J 




X^3D^ 


r»r"rr2A/^TA I'V^PTa^PTanaBpna &r"Twpr«r«ftr« 

LvjloAolA uV7V«lAVjLlALAAL\jA Aoi. ILoAL 




2488 


ac;a9 

034^ 






naPTPAflfJ fiOPTArtPTAPA ArY3A (^TYiaflTAP 






03 JO 


aPnPPTTrta n TTPfTTTTTPAA 


X^904 


TTflAAPnA finPTAf2PT*APAAPnA TPArSnPftT 


990AC 


O AO"? 


03 JO 


PPTTnaniTP n TTTTP&aTTPP 


X^303 


lioAXloAA olaL.XAU^XALAAU3A uAuXLiiuiy 


32947 


«3U / 


R ^97 


TTPHATTPPTT n TTTTPTTTTf5ATT 




ZiTPAArSAA fV2PTAMPT7Vr»ailP/^A arT'aTTT'Ti 
A X LAALrAA uijL X AviC X AL, AAL.V3A iUjUA X X (jA 


"a 0 Oil 0 
32948 




Rtirt7 
D3U / 




X4S3O / 


PTPAnAPA /y2P'PA^P»par'a»P^2» r'lvr'TRaJMv 
LXa^AUALA VJuCXAvjLXALAALviA UAoXiiAAA 


32949 




Rc;nc; 

03UD 




XZ30 0 


aar^TPArtA ^i/iPTa/^P'par'aftP/^a Rr'/^ar'T^aa 
iiALXLAuA vtVjLX AVaLXALAALVjA ALLALrXAA 


32950 








1 *5 C C Q 

X25o9 


CTGCTCAA GGCTAGCTACAACAiA TCAGACAC 


32951 




DA OA 




X^3 /U 


AALLLLX(j ooLiAtaLiALAALljA ILAALICJA 


32952 




QA Q Q 




1 9 C71 
X^9 /X 


KsVjKjAAAA UuLTxAljLrrACAACGA CCCTGCTC 


32953 


tele's 


nA77 
/ f 


TTTTPPPaPP PPPITf2f2T7TT 


1 9 C"79 
X^3 /Z 


AACLAvsVjU (sIjCTAGCTACAAlaJA GGTGGGAA 


32954 






PPnPPPTTn f2 TTTTPPAPTTTT 


X^3 / J 


iiAls X Vj(jAA LrVsL X AljL X ALAAUUA LAUOCjUC3v7 


32955 




Rd (^7 


PTTTTPPPHIl fl TTTTTTJIPATTP 


1 9CTA 


^^XvjXAAA uUCXAviCXAwiAUwV TToGCaAAS 


32956 


2588 


fi442 


TTPITTTPPTTP O TTATlTTGRrin 


X^3 / 3 


PPPPA ATA rtfaPTAflPTAPAAPTSA nA<2P&A/lA 
L.LrL;wwilA uuUXAuUXAwiAUuA UAurvsAAuA 


9 OCT 

32957 




J4 


rtTTATTTTrtf^ra n TTPPPTTTTPP 


X^3 / 0 


unoAAovsUtA VML.liUiv«XAL.AALAjA L-CCAATAC 


32958 


^ou / 


RZ9'l 


ppTTTTPPan n ttpptttitttttt 


X^3 / / 


AAAAAUlaA WniUX Av>(.^ACAAUuA LTXviGAAGG 


32959 


2632 


R'^QR 


TTPPTTAnna c\ pappTTrs^^p 


1 9C7Q 
X^3 to 


LtLLAVjL? l\3 \jroL X A(jrL X AL.AAL.oA X LC rAuVjA 


32960 


263 9 


Rl Q1 

O J 9 JL 


AnPAPPTTn CI PTinnTTPATT 


T 9C7 0 
J.Z3 / 


A i LtALLAo vMjL X AUL X ALAAL\3A LA[jGTv5L.T 


32961 




H7 R7 
O J O / 


oc\^cxci.c*\^cl n. ttpmtattttp 


1 9(;flrt 
XZDOU 


LrAAXAXijA ViVjL 1 AviUX AL.iuiL\3A L>A(jC.lJAQC7 


32962 




Q T "7 1 




12581 


ATGTGGTA GGCTAGCTACAACGA ATTCAGTG 


32963 




o o b 1 


A\..w\w\UU \3 L.LUoAriv3\— 


12582 


GCTxCAGG GGCTAGCTACAACGA AATGTGGT 


32964 


2676 


R'^t^A 
O J 3^ 


TTnppTTnaa PiipnaPTTP 


X^30 J 


r^a^TP/na^ ^^•/^O'Pa^/'^r'a^aa^va twp/^ii/^A'ir^n 
GAGXLasAG GGLiAGCTACAACGA TTCAGGCA 


32965 


2699 


O J J X 


TTAPATTPITP CZ TinPnTTfZf^A 


1 9c:qa 


^c*c*'^f^nf^7i /n/^r'T'ar^^^a ^a a/va oaoArn^mA 
T.LCALGLA VjGLTAGCTACAACGA GAGATGTA 


32966 


^ / U JL 


O J ^ 9 


PATTPTTPnTT n PnTTfSf^AATT 


1 9ca c 

XZ303 


ATTLLACG GGCTAGCTACAACGA ACGAGATG 


32967 


2703 


O J A / 


TTPTTPriTTfSP TTrTnAATTTTP 


1 9ca c 


vjAAXXLUA uLfLXAGLXACAALGA GLACGAGA 


32968 


2713 


8317 




T 9cp*7 
X«90 / 


PAPT'P'PPA /SfSPT'AflP'na/^a A /'V^a /^/^a at'T'/^/^ 
L«AV«XL>XL^ \3UUXAUV#XALAAL\3A LrGAAllLL 


32969 


2719 


S311 

OJ JLX 




1 n coo 


^aaAPPPA rtrtP'Part^'par^a a /"va t»/^'t>/^a<^/^o 
vsAAALCuA uQCTiUaCTACAACGA TCTCACGG 


32970 


2723 


OJv / 






IjXUAvkAAA vaiivJXAGLrrACAACGA LCACTCTC 


32971 


2734 


R9QA 
0^70 


TTPTTQAPPA CI ^inrooccc 


1 9 can 


oov3\ivjVj\3A oviL.XA\i\^XALAACGA XGGTCAGA 


32972 




R9Rn 


PPATTAPPn r^/^TTflPfia/^ 




LlCuAACG GGCTAGCTACAACGA CGGTATGG 


32973 


2752 


R97fl 


ATTAPpnrsp TTTTnpAnpA 


1 9 COO 


XGCUL.LAA GC^CTAGCTACAACGA GCCGGTAT 


32974 






nPfiTTTTft/ia n PAftPTlPPA 


1 9 eo9 
XZ97 J 


TGGAGCTG GGCTAGCTACAACGA TCCAACGC 


32975 


^ / Ox 




UUvjuiiVvL^ U \*UL(JiAUL>U 


•I 9CQA 


AGATGGAG GGCTAGCTACAACGA TGCTCCAA 


32976 


^ / 03 


R9 A e; 


uAL.UUULvi LaUCjUAVsvj 


12595 


CCTACATG GGCTAGCTACAACGA CGAAAGTC 


32977 


2789 


R941 


TTTTPn/^PATT f3 TTArtnfSfSPA 


1 9COC 


TGCLCCTA GGCTAGCTACAACGA ATGCCGAA 


32978 


97Q^ 


R9 T i; 


AUoUAvasJU Lj LAvJAoLAL 


X^37 / 


GTGCTCTG GGCTAGCTACAACGA CCCTACAT 


32979 


2800 






1 9COD 


TGAAGG1X3 GGCTAGCTACAACGA TCTGCCCC 


32980 


2610 


8220 


APPITITPAP n PAAAATTTTP 


1 OCQQ 
X^97> 


A a 'P'P'P'prs /^/^ ("*'P a (""P A a A /"v^ A /^fpf^AA/^om 
vjAAI i i ILj LjULiAvjLiALAALvjA GrGAAGGT 


32981 


2824 


8206 


TJIIPPPITTTR £Z PPPTTfVSRTT 


1 9Ann 

XaOUU 


AP^vaartTS^ ^3/2^^»Pa/^/'^'PAr»a a/'V^A riaarir^/^AA 
AUwwUaiaiar GGUXAGL.IAL.AACGA CAAGGGAA 


32982 


2831 


fi1 QQ 


nriPPPTTP*! fa TTrapn/appa 

u\jL.V»LUU\3 \3 U\3yJiv^^\JA 


1 9Cft1 


TGGCTGCA GGCTAGCTACAACGA CGAGGGCC 


32983 


2833 


8197 


OCdlCCiCZfl n PA(7PPAnTT 


1 9<;rt9 
xzou^ 


a ^'p/nfr'''p^ ^'5/^r^'pa^^"wpA r^a A A A/^/^/^A/^r^r^ 
ALXuoLXo voLrLXAGLXALAALGA ALCGAGGG 


32984 


2836 


8194 


TTPfsnrinPA a ppAnrippiT 

W«VJ\3l,i\3^>ri V7 L>^A\9U^V»U 


1 9Cn9 
X^OU J 


a/^^af^TOO ff<3/'''par^^»PAf^a a/^^a hv^/^a^o^a 
AGGALXGG GGUXAGCTACAACGA TGCACCGA 


32985 


2840 


8190 


tTflPA(3PPA O TTPPTTPAAP 


1 9£nA 
X^oU4 


^nunna^na n^o^a^^ipa^aa^^a fp^^^'vn/^oA 
(vTTUAurGA GGCTAGCTACAACGA TGGCTGCA 


32986 


2868 


ni £9 


PPPf2AATlP fl TTrTTTJkTt/'S^ 


1 9£AC 


GCATAGGA GGCTAGCTACAACGA GATTCGGG 


32987 


2875 


OX33 


PTJIlPPf TATT ^2 rTT/'Tm^a » 


12dud 


TTGAAGAG GGCTAGCTACAACGA ATAGGACG 


32988 




R1 A1 


PAAPPTTPa /^l\i^TTT<^7\/^ 


12607 


GTCAAGTG GGCTAGCTACAACGA TGAGGTTG 


32989 


2912 


R1 1 R 


TTPTTPP/IATT r2 TTr»ari»?l JVO 
ULULL^aAU ur UvJALAAAur 


12608 


CTTTGTGA GGCTAGCTACAACGA ATCGGAGA 


32990 


2925 


8105 


AAAnnA^sn fi TTr«Ttnftr»n» 
ni\tVkS\jA\3\j \3 UV7ULALAA 


X2o09 


TTGTGACA GGCTAGCTACAACGA CCTCCTTT 


32991 


2927 


8103 


AunjrrVouoU \a ULALAALA 


Xz dIO 


TGTTGTGA GGCTAGCTACAACGA ACCCTCCT 


32992 


2944 


8086 


PTTPAf3AAf» a TTOiTrTTIv TV 
ViwV«/iVjrriAO ULULrUALiA 


12611 


rp/^tnAMAMA MMMmA MMII1A MA A MM A ^|tWH>#>lnl^i^i ^ 

XCTACAGA GGCTAGCTACAACGA CTTCTGAG 


32993 


2948 


8082 


wviwiviliVivU ^ UAuAALiAL 


12oX2 


GTGTTCTA GGCTAGCTACAACGA AGACCTTC 


32994 


2976 


8054 


TTPTTrTPATTH fZ TTPnr»niVTTr' 
uuuuwiUU \s ULiALAAUVj 


12ol3 


CATTGTCA GGCTAGCTACAACGA CATQAAGA 


32995 


2984 


8046 


GUGAPAAT7 R TTT7PPATTPP 




M^A*PMMAA MMOn* A MMfTl A M A A MM A TMT*m»^mr^'* ^ 

GGATGGAA GGCTAGCTACAACGA ATTGTCAC 


32996 


3001 


8029 


AUAACUUU G CACUAGUU 


12615 


AACTAGTG GGCTAGCTACAACGA AAAGTTAT 


32997 


3007 


8023 


UUGCACUA G UUGGGGCU 


12616 


AGCCCCAA GGCTAGCTACAACGA TAGTGCAA 


32998 


3013 


8017 


UAGUUGGG G CUCUUCAU 


12617 


ATGAAGAG GGCTAGCTACAACGA CCCAACTA 


32999 


3022 


8008 


CUCUUCAU G UCCGGGAC 


12618 


GTCCCGGA GGCTAGCTACAACGA ATGAAGAG 


33000 


3032 


7998 


CCGGGACC G CCCUUUGU 


12619 


ACAAAGGG GGCTAGCTACAACGA GGTCCCGG 


33001 


3039 


7991 


CGCCCUUU G UGUACCCU 


12620 


AGGGTACA GGCTAGCTACAACGA AAAGGGCG 


33002 


3041 


7989 


CCCUUUGU G UACCCUCU 


12621 


AGAGGGTA GGCTAGCTACAACGA ACAAAGGG | 


33003 
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3072 


7958 


TTTirTTTTTfTrafl fi TTTTf2PPlVTTJl 




XAXAiGL.AA GGv«TiUjClAUAAUGn L.w«AAAnA 


33004 


3075 


7955 




1 "5 C*3 '7 

X^b^3 


UlAlAlGG GGUTAGUxAUAAUGA AAV«uw\AA 


33005 


3083 


7947 




12624 


TGGTGTTA GGCTAGCTACAACGA TATATGGC 


33006 


3095 


7935 




X2b2b 


GGAAGAGG GGCTAGCTACAAv^GA GGxTGGTG 


33007 


3113 


7917 


CAUCCAAiQ G UCAAUCAC 


12626 


GTGATTGA GGCTAGCTACAALGA CTTGGATG 


33008 


3133 


7897 


UCCCaACCG G UUCGAGAA 


12627 


TTCTCGAA GGCTAGCTACAACa3A CGGTCGGA 


33009 


314 6 


7882 




1 *> o 
Xzozo 


TGGICGAA GGCTAGCTACAACGA GGAGGTTT 


33010 


3157 


7873 


UUUGAUUA. V3 uUnUL-UvJ/i 


X2b^!7 


XGAGAIGG GGCTAGCXACAACGA iGGiCGAA 


33011 


J JLbo 


/oo4 




X^O 


partpaaaiv f5PPTar«r^*papaa^via TV^apaaw 
CAGCAAAA GGCIAGCXACAACGA IvsAGAlviG 


O O A1 O 

330X2 


J ± f x 


'70G.0 




Xa D J X 


/2/2/3PBPa^ /^p/^ar'PT'apa arvaa aaaa/^TV2a 
GGGCACAG GGLlAGCXACAACGA AAAACX\iA 


33UX3 








XZO 


fa/i/i/impa ft/ap«par»PTapaapna anpaaaar* 
lAGGGGCA GGCIAGCXACAACGA AGCAAAAC 


o O rtt A 

330X4 


"SI 7ff 
•3X r 0 


/094 




X^O J J 


XVXAGGGG GGCIAGCXACAACGA ACAGCAAA 


330X9 


11 Q1 








CXGGAGGG GGCXAGCXACAACGA AiVCAGXC 


33UXO 










paaiviTPa /'2/v»pa/v«f apaapraa •pppap/^prt 
CAAX\7XCA GGCIAGCXACAACGA XGGAGGGC 


O O A1 *t 

330X7 


1 T n Q 


T Q 0 1 


r»TTr»nr'&TTTT P P/^TTXPTTTTfT 


X^b3b 


aaapaapp pppfiv^r^T'TvoATvr'^Tv tvtvt^^t^oiv^ 
AAAGAAGG GGCIAGCIACAACGA AAxGxCAC 


33018 




"7 Q 1^ Q 


/-rf ■TT-TT-r/-i/-TTT/~i « /"TIT T/TT TT TT TT T 


X^b3 / 


aaaapapp p/5o»PAr^^nr»A<^a a/^#^iv ^iv/v«iviv?vr« 
AAAACACG GGCTAGCTACAACGA CAGGAAAG 


33019 




7806 


UUCCUGGC G UGUUuUGC 


12o3a 


/^nivivivaPiv r^r*^>T<iv^/^(mv^ivivft^A /^/^/^iv/^/^iviv 
GcAAAACA GGCTAGCTACAA^SA GCcAGQAA 


33020 


3226 


7804 


CCUGGCGU G UUUUGCCG 


12639 


CGGCAAAA GGCTAGCTACAACGA ACGCCAGG 


33021 


3231 


7799 


CGUGUIJUU G CCGCUGAG 


12640 


CTCAGCGG GGCTAGCTACAACGA AAAACACG 


33022 


•a o 1 /I 


7796 


GUUUUGCC G CUGAGCGA 


12641 


TCGcTCAG GGCTAGCTACAACGA GGCAAAAC 


33023 


"5 9 T Q 






XZb4^ 


G i CGA 1 CG GGL i AGU i ACAACGA TCAGCGGC 


33024 




/ / 


PPM in aTTn n pptTPTTriTTn 


1^04 J 


CAAAGAGG GG^ 1 AGC i ACAACGA CA J. CA i CG 


33025 


^ aO D 


/ / 


f^PPTTPTlTTTT P P/tiniTaPPTT 


1 Off AA 


aprsn^app^Ti /^fiPTappTnpaapPR 7vaT\r»7vr«/-»/^ 
AG^ i ACCG GGL X AGC i ACAACGA AAAGAGGC 


33026 




77<f 1 
/ /OX 




1 9<?A.C 


aPT'artrt'Pii wsPTa/^PTapa ap<^a ppr«aaar»iv 
AC 1 AGG X A GGC X AGC X ACAACGA CGCAAAGA 


33027 


/O 


7*7«;a 




1 *3 C AC 
X^b4b 


apap't'TPii ranm'af^P'paPaar^^a n'a/v«T»Ari/^ 
AGAG X X CA GGC X AGC X ACAACGA X AGGTACC 


33028 


J «iy JL 


f /3i? 




lZb47 


CCAGATGA GGCTAGCTACAACGA AAAAGAAG 


33029 


*5 O Q Q 


7731 


GULAUCUG G UUGAGUCU 


12648 


T^ ^ TV / UI 1^ TV TV ^^/'Vl 1 IV /'ll 11 TV ^% TV H ^ /*ITV^TIfVl^«^ 

AgAGTCAA ggctagctacaacqa cagatgac 


33030 


o 0 /I 


f / 


LUbGUUuA G ULUUUCUU 


12649 


TV TV TV TV Tl ^ TV ^^^^Tl UllTV TV TV TL m^lTl Ti ^ 

AAGAAaGA GGCTAGCTACAACGA TCAACCAG 


33031 


"3 T o n 
J J J U 


7700 


UULCLAAG G UGCGUGCU 


12650 


AGgACGCA GGCTAGCTACAACGA CTTGGGAG 


33032 


3332 


7698 


CCCAAGGU G CGUCCUUu 


12651 


AAAGGACG GGCTAGCTACAACGA ACCTTGGO 


33033 


o ^ o A 
3334 


7o9o 


PnapPTTP/^ r« ttP/^ttitttto 
CAAGGUGU G UCCUUUUQ 


12652 


CAAAAGGA GGCTAGCTACAACQA GCACCTTG 


33034 


J^4Z 


*7C Q Q 

/boo 


GUUV.UUUU G u^L.uAU^U 


12653 


AGGTGGGG GGCTAGCTACAACGA AAAAGGAC 


33035 




iO f ^ 


TTPTTTTTTTTTTa P TTPPITlTPTTTT 




a A O/** TV /^/^ TV /^/^^'PTV OOT1TV /^TV TV ^OTV m TV TV T» TV TV » 

AACCAGGA GGC 1 AGC 1 ACAACGA TAAAAAGA 


33036 


3364 


7666 




1 9CCt; 

X^D 3 S 


T/^paaaaA pppTappTapaaripa /^arr^a/^fpa 
XGGAAAAA ukaC 1 AGC X ACAACGA CAGGACXA 


33037 


3374 


7656 




1 OfTCC 
X^DOO 


a'paaa/^aA nppT'apr'Tapaar'r'a ai^/^r'aaaa 
AXAAAGAA GGL X AGC X ACAACGA AXGGAAAA 


33 038 


3385 


7645 




X&D9 / 


P7Vi*rt/2ap^ ^sppTappTapa appii foafARA/^ 
CAXGGACA GGL. X AGC X ACAACGA XCAXAAAG 


33039 


3387 






1 OCCQ 


aapatvspii P/5PTaPP*rapaappa aP*pr*Tv»paa 
AACAXuGA GGCXAGCXACAACGA ACXCAi/AA 


33040 








1 OCCQ 
X^bDj? 


XTPPafa'a fi/s/^pappfapaappa aitr^riaoan 
AXCCAXAA GGCXAGCXACAACGA AXuGACAC 


33041 




/DUO 


iPPPPPZiP n PMTPaTTrtTT 


1 O C ff A 

XzbbU 


ACAICATG GGCrAGCTACAACGA GTGGGGGT 


33042 






p/^paTTfTti\TT n TTpnpapap 


X^ib bX 


f^fpfwv^pi^ta pr*r^Ta/v^*i»AOA Arv^ A Am^Anv^Av^ 
CTCTGCCA GGCTAGCTACAACGA ATCATGCG 


33043 


3434 


/ 370 


AUGAUGUG G LAGAGUC^ 


n Of CO 
12oo2 


GGACTCTG GGCTAGCTACAACGA CACATCAT 


33044 


'iA'i 0 
J4 J 7 


« OjTX 


/T!TTra/lP2kr!A R TTPPPTlTTrtP 


1 Of fa 
Xtfb b3 


CCATCGGA GGCXAGCTACAACQa TCTGCCAC 


33045 


344 / 


/!>ll3 


GUCvAiAUG G uAGUUGUU 


1 O f f >1 

12664 


AACAACTG GGCTAGCTACAACGA CATCGGAC 


33046 


J4DU 


/ D o u 


pnaTTf^ppa p TTTxr'TTrTi^or*' 
LGAUGGUA G UUGUUGUG 


1 O f c c 

12665 


^^/^/^AA/^AA /^/^I'^ni A ^/"WnA ^A A ^"V^ A rflr^^miV fTt/'Vl 

CGCAACAA GGCTAGCTACAACGA TGCCATCG 


33047 




/3 / / 


UGGvJAGuU G UUGCGuuC 


12666 


^AA/*V^/^AA /^^/^mA ^^tnTI r*«A A ^^/^ A TV Tt /'WH/'»^^/f» 

GAACGCAA GGCTAGCTACAACGA AACTGCCA 


33048 




/ 3 / 4 


LiAuUUGUU G L.GUUL>L.AA 


T O f fO 

12bo7 


tlll|l/l/1TVA^/1 /^^/"VTl A ^/*HH A /"^ A A A TV A<~^1\ A/WH/l 

TTGGAACG GGCTAGCTACAACGA AACAACTG 


33049 




7^79 




1 O f f D 

X^b b o 


G X X X\jGAA GCjC X AGC X ACAACGA GCAACAAC 


33050 


iA7n 


/ 30U 


paaapa/ia p PTTTTr^pnpr* 
CAAAUAGA G L.UUGdJL.L. 


1 O f Q 


GGAGCAAg GGCTAGCTACAACGA TCTGTTTG 


33051 


^4 / « 




partapPTTTT mrtf^T^xynr* 


12670 


QiPiK£\^jtP^ GGCTAGCTACAACGA AAGCTCTG 


33052 




/ 94\J 


PTTPPPiRlV n PPTTPAPPP 
^UUCL.AAA G l,JGUCAv;(.«G 


12671 


CGGTGACG GGCTAGCTACAACGA TTTGGGAG 


33053 






uV..L.AAAG(m> G ULAUVJGCU 


12672 


AGCGGTGA GGCTAGCTACAACGA GCTTTGGG 


33054 


^4?0 


/ 33« 


GUGUCACL G CUGCGGCC 


12673 


GGCCGCAG GGCTAGCTACAACGA GGTGACGC 


33055 


J 3 U X 


/ 3Z ^ 


TTO&PP/2PTT fV^nft^V^rr^ 


12674 


CACGGCCG GGCTAGCTACAACGA AGCGGTGA 


33056 


3504 


/ 


\AJ\3\mU\a\JSa G VJUGUGAUC 


12675 


GATCACGG GGCTAGCTACAACGA CGCAGCGG 


33057 






UUG\JGGV.V« G UGAUCAAA 


12676 


TTTGATCA GGCTAGCTACAACGA GGCCGCAG 


33058 


3522 


7506 


aaaTTTTPP/2 P PT7TT^^T<^/^rT 


12677 


»>^^TV/^AA/^ ^/^^fPA ^/"it'HTV ^A A/*t/^A ^/l^TV A Miyrwr» 

ACGAGAAG GGCTAGCTACAACGA CGGAATTT 


33059 


3529 


7501 


GGCUUCUC G UACUGUCU 


12678 


AGACAGTA GGCTAGCTACAACGA GAGAAGCC 


33060 


3534 


7496 


CUCGUACU G UCUUCACA 


12679 


TGTGAAGA GGCTAGCTACAACGA AGTACGAG 


33061 


3548 


7482 


ACAGACGG G UUCACUAC 


12680 


GTAGTGAA GGCTAGCTACAACGA CCGTCTGT 


33062 


3561 


7469 


CUACUACU G CAGCUAOA 


12681 


TCTAGCTG GGCTAGCTACAACGA AGTAGTAQ 


33063 


3564 


7466 


OJACUGCA G CUAGAGAC 


12682 


GTCTCTAG GGCTAGCTACAACGA TGCAGTAG 


33064 


3583 


7447 


CAAGAUCA G CAUGAUCU 


12683 


AGATCATG GGCTAGCTACAACGA TGATCTTQ 


33065 


3592 


7438 


CAUGAUCU G UCCAACU17 


12684 


AAGTTQGiA GGCTAGCTACAACGA AGATCATG 


33066 
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3607 


7423 


TTTTTTrtTTTXr^TT fl r'TMT/^ATTOr* 

UUUCUUCu \3 UAUCaAUCG 


12685 


CCATCATG GGCTAGCTACAACQA AGAAGAAA 


33067 


3616 


7414 


CAUGAUGvj 6 UGUGGUGC 


12686 


GCACCACA GGCTAGCTACAACGA CCATCATG 


33068 


3618 


7412 


UGAUGGGU G UGGUGCGC 


12687 


GCGCACCA GGCTAGCTACAACGA ACCCATCA 


33069 


3621 


7409 


UGGGuGuvv la UGuGwUtJU 


12688 


A^A^^^^^A ^^^flTlV/^^nrTIV rtn TV 0^ A ^TV ^TV rt^^TV 

AGAGCGCA GGCTAGCTACAACGA CACACCCA 


33070 


T COO 


7407 


/WtTr^T/3/^TT fy fV^^Vlt^TAIi 

GGUGUuGU l9 CasCUCUAA 


12689 


ITWPAnA^/V3 /ys^nnv/^oiiuv TV ^VTTV Ari^H/^A/Y^ 

TTAQAGCG GGCTAGCTACAACGA ACCACACC 


33071 


3625 


1A AC 




12690 


AAn*T*AnA/1. ^lA^wnAn^rnA^M A/VIA AnA/^^A/^H 

AATTAGAG GGCTAGCTACAACGA GCACCACA 


33072 


3641 


TO DO 

73 89 


UCUGGGAU G UCCGUGGC 


12691 


GCCACGGA GGCTAGCTACAACGA GTCCCAGA 


33073 




TO O C 

/Job 




12692 


CGTGGCCA GGCTAGCTACAACGA GGACGTCC 


33074 


3648 


7382 


CGUCCGUG G CCACGAuG 


12693 


CATCGTGG GGCTAGCTACAACGA CACGGACG 


33075 


3656 


7374 


GCCACGAU G CCAUCCAC 


12694 


GTGGATGG GGCTAGCTACAACGA ATCGTGGC 


33076 


3669 


7361 


/"l^^ Jill am M« A W T/^l W T/^ 

CCACUACA G CGUUCUuC 


12695 


GAAGAACG GGCTAGCTACAACGA TGTAGTGG 


33077 


3671 


"70 CO 

7359 


ACUACAQC Q UUCDUCAU 


12696 


ATGAAGAA GGCTAGCTACAACGA GCTGTAGT 


33078 


o cm 
Job / 


♦T o >i "a 
734 J 


UGAUUCCG G CCGCUGUC 


12697 


GACAGCGG GGCTAGCTACAACGA CGGAATCA 


33079 


O C O A 


■70 y1 A 

7340 


UUCCGGCC G CUGUCCGC 


12698 


GC6GACAG GGCTAGCTACAACGA GGCCGGAA 


33080 


3693 


7337 


CGGCCGCU G UCCGCCGC 


12699 


GCGGCGGA GGCTAGCTACAACGA AGCGGCCG 


33081 


O C Q T 

3o97 


7333 


CGCUGUCC G CCGCuGGG 


12700 


CCCAGCGG GGCTAGCTACAACGA GGACAGCG 


33082 


3700 


7330 


UGUCCGCC G CUGGGCUG 


12701 


CAGCCCAG GGCTAGCTACAACGA GGCGGACA 


33083 


3705 


7325 


GCCGCUGG G CUGAGCGC 


12702 


GCGCTCAG GGCTAGCTACAACGA CCAGCGGC 


33084 


3710 


7320 


UGGGCUGA G CGCAUUGC 


12703 


GCAATGCG GGCTAGCTACAACGA TCAGCCCA 


33085 


O •? 1 o 


*? O 1 D 

/ Jlo 


GGCUGAGC G CAuUGCCu 


12704 


AGGCAATG GGCTAGCTACAACGA GCTCAGCC 


33086 


T T 1 

j717 


7313 


AGCGCAUU G CCUCAGCU 


12705 


AGCTGAGG GGCTAGCTACAACGA TU^TGCGCT 


33087 


O TO O 


•70 A*7 

7307 


XJUGCCUCA G CUUGCCAA 


12706 


TTGGCAAG GGCTAGCTACAACGA TGAGGCAA 


33088 


O TO*? 


•70 no 
7JUJ 


GUGAGGUu G CGAACCGG 


12707 


CCGGTTGG GGCTAGCTACAACGA AAGCTGAG 


33089 


T Oil O 

j743 


7287 


GGAACCAU G UAGGCZAUA 


12708 


TATGCCTA GGCTAGCTACAACGA ATGGTTCC 


33090 


"J lAn 
J /« / 


TIO Q 1 

/^oj 


O^ATT/^TTTV^ ^ ^TVlTTKOTTri/O 

CUAUGUAG G CAUAGUGG 


12709 


CCACTATG GGCTAGCTACAACGA CTACATGG 


33091 




/Z / O 


UiiGGWiUA G UGGCAAAA 


12710 


TTTTGCCA GGCTAGCTACAACGA TATGCCTA 


33092 


n c c 
J /bb 


7275 


GCAUAGuG G CAAAAAAG 


12711 


CTTTTTTG GGCTAGCTACAACGA CaCTAtgc 


33093 


3766 


72d4 


AAAAAGGA G UGuuGCCG 


12712 


CGGCAACA GGCTAGCTACAACQA TCCTTTTT 


33094 


3768 


7262 


AAAGGAGU G UUGCCGCu 


12713 


AGCGGCAA GGCTAGCTACAACQA ACTCCTTT 


33095 


J / /± 


7259 


GGAGUGUU G CGGCUGUU 


12714 


AACAGCGG GGCTAGCTACAACGA AACACTCC 


33096 


O OO/I 

J / /4 


7256 


GuGUUGCC G CUGUUACC 


12715 


GGTAACAG GGCTAGCTACAACGA GGCAACAC 


33097 


J / / / 


/■^b J 


UUGCtAjCU G UUACCGUA 


12716 


niT^ ^M^wnik m MM^^rnm m.^wii% m ^%Mm m ^«^«mm.««* m 

TAC6GTAA GGCTAGCTACAACGA AGCGGCAA 


33098 


"5 O QO 


'704*7 


r*rT/^TTT7A 00 TTJV7i^"WTT^ 


12717 


CACCGTTA GGCTAGCTACAACGA GGTAACAG 


33099 


0 Q Q 




i^rrniii Ar*/^ r» iT/^Rn/soiTr^ 
t-L.GUAAut3 G UGAGGGUG 


12718 


CACCCTCA GGCTAGCTACAACGA CGTTACGG 


33100 


O *7 QC 


•70 O C 

J b 


r^rr'TTO Ar^r* ^ TTf^ A ^rrTTT^TT 

LGGUGAGG G UGAuUUGU 


12719 


ACAAGTCA GGCTAGCTACAACGA CCTCACCG 


33101 




*70 O Q 


(JGUuiiVi^UU G Uv.(.,L.uAGL. 


12720 


GCTGGGGA GGCTAGCTACAACGA AAGTCACC 


33102 




•700 1 


UGuCCCCA G CAuCCJGGC 


12721 


GCCGGATG GGCTAGCTACAACGA TGGGGACA 


33103 


O Q 1 C 


•70 T y1 


AGCAUCCG G CUGCUAGC 


12722 


GCTAGCAG GGCTAGCTACAACGA CGGATGCT 


33104 


3619 


7211 


AUCCGGCu G CUAGCAGG 


12723 


CCTGCTAG GGCTAGCTACAACGA AGCCGGAT 


33105 


^ Q OO 




GGCU6CUA G CAGGAGAG 


12724 


CTCTCCTG GGCTAGCTACAACGA TAGCAGCC 


33106 


O Q O 1 
Jo Jl 


OQ 

7139 


fO^A^I^Ar*A ^ ^^/"lA^A^tTT 

GGAGGAGA G CGGACACU 


12725 


AGTGTCGG GGCTAGCTACAACGA TCTCCTGC 


33107 


JobU 


7170 


AAGGGGAA G CCUCGCGC 


12726 


GCGCGAGG GGCTAGCTACAACGA TTCCCCTT 


33108 


O Q C C 

joob 


7165 


GAAGCCUC G CGCGAGuG 


12727 


CACTOGCG GGCTAGCTACAACGA GAGGCTTC 


33109 


JOO / 


■T1 CO 

7163 


AGCCUCGC G CGAGUGUG 


12728 


CACACTCG GGCTAGCTACAACGA GCGAGGCT 


33110 


Jo /I 


7159 


UGGCGCGA G UGuGAAuA 


12729 


TATXCACA GGCTAGCTACAACGA TC6C6CGA 


33111 


O QTO 

Jo /J 


/lb / 


r^^VI'^^A/^T TT^»ATTA/*rT 

GGGCGAGU G UGAAUAGU 


12730 


ACTATTCA GGCTAGCTACAACGA ACTCGCGC 


33112 


0 Q Ort 
JOOV 


♦71 C A 

/ibu 


TT^^T^AAtTA TTOriA^MTTTO 

UGUGAAUA G UGCACUuG 


12731 


CAAGTGCA GGCTAGCTACAACGA TATTCACA 


33113 


J o o« 


<7 1 A Q 
/ X4o 


TTr^ A ATTA^TT r*T\ f^jTjnrtr^ 
UGAAUAGU G GAGUUGCC 


12732 


GGCAAGTG GGCTAGCTACAACGA ACTATTCA 


33114 


'3 O Q Q 


*71 A O 
/ 14^ 


GUGCACuU G CCUGAACG 


12733 


CGTTCAGG GGCTAGCTACAACGA AAGTGCAC 


33115 


0 Q OC 


•71 O >1 
/ 1J4 


GCCUGAAC G UUUAUUGA 


12734 


TCAATAAA GGCTAGCTACAACGA GTTCAGGC 


33116 


1 one 


•71 O il 

7124 


UuAUuGAG G UCAAUGAG 


12735 


CTCATTGA GGCTAGCTACAACGA CTCAATAA 


33117 


3915 


7115 


UCAAUGAG G UGUUGAUG 


12736 


CATCAACA GGCTAGCTACAACGA CTCATTGA 


33118 


o Qi n 


Ol 1 "5 
/II J 


AAUGAGGU G UUGAUGUA 


12737 


TACATCAA GGCTAGCTACAACGA ACCTCATT 


33119 


J 


•71 AO 


GUGUUGAU G UAAUCUGA 


12738 


TCAGATTA GGCTAGCTACAACGA ATCAACAC 


33120 


"ICS o 
■3^ J J 


/Ui* / 


AAULtUGA^ G UGAUCAAA 


12739 


TTTGATCA GGCTAGCTACAACGA GTCAGATT 


33121 




/ wO / 


VaAUV,i>nAAU o t-UUUAGCA 


12740 


TGCTAT^AG GGCTAGCTACAACGA ATTTGATC 


33122 


3949 


7081 


AUGCUUUA G CAGUGOAG 


12741 


CTCCACTG GGCTAGCTACAACGA TAAAC5CAT 


33123 


3952 


7078 


CUUUA6CA G UGGAGUGA 


12742 


TCACTCCA GGCTAGCTACAACGA TGCTAAAG 


33124 


3957 


7073 


GCAGUGGA G UGAGGACC 


12743 


GGTCCTCA GGCTAGCTACAACGA TCCACTGC 


33125 


3966 


7064 


UGAGGACC G CUGUUGUC 


12744 


GACAACAG GGCTAGCTACAACGA GGTCCTCA 


33126 


3969 


7061 


GGACCQCU G XKJGUCACA 


12745 


TGTGACAA GGCTAGCTACAACGA AGCGGTCC 


33127 


3972 


7058 


CCX3CUGUU G UCACAGCX^ 


12746 


CGCTGTGA GGCTAGCTACAACGA AACAGCGG 


33128 


3978 


7052 


UUGUCACA G CGIXACAGU 


12747 


ACTGTACG GGCTAGCTACAACGA TGTGACAA 


33129 



393 
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3980 


7050 


GUCACAGC G UACAGuGA 


12748 


TCACTulA GGUTAjGCTAi«AAlC(aA GCTuTGAC 


33130 


3985 


7045 


AGCGUACA G UGACCAGG 


12749 


CCToViiUA (»iUXAUV«xALJVAL>wV rmAUUCi 


33131 


3993 


7037 


GUGACCAG G CUGUUGCC 


12750 




J j1j2 


3996 


7034 


ACCAGGCU G UUGCCGGC 


12751 




•a -a T o 1 


3999 


7031 


AGGCuGUU G CCGGCCul; 


12752 






4003 


7027 


UGuuGCCG G CCuCaAGU 


12753 




IK. 
441«9d 


4010 


7020 


GGCCUCAA G UCCAAAAQ 


12754 


U 1 1 1 X VauA XiUjL. X AwVAVAvA X X\3iU3UV«i- 


J J loo 


4031 


6999 


UCuCCCAU G CUGAAAUU 


12755 


iVAXXXwiur uoUXiVoUXALiVAUvjiV i\i\iV3UAviA 


JJ13 / 


4060 


6970 


AAUuCuuU G CCCAAACA 


12756 


T6TTTGGG GGCxAGuTACAACGA ARASanixr]. 


j313o 


4073 


6957 


AACAAACU G CUUAUOuC 


12757 


6ACATAAG GQCTAOCTACAACGA AGTTTGTT 


33139 


4079 


6951 


CUGCUUAU G UCACUCuu 


12758 


AA6A6TGA GGCTAGCTACAAOGA ATAAGCAG 


33140 


4089 


6941 


CACUCUUG G uCuuAUCu 


12759 


AGATAAGA GGCTAGCTACAACGA CAAGAGTG 


33141 


4099 


6931 


CUUAUCUA G CCAACCCA 


12760 


TGGGTTGG GGCTAGCTACAACGA TAGATAAG 


33142 


4112 


6918 


CCCAUCUC G UUGGCUGC 


12761 


^/"♦Tv^o/^TV TV Ofn TV /^fn i\ TV TV TV ^iv IV rn/^^^ 

GCAGCCAA GGCxAGCTACAACGA GAGATGGG 


33143 


4116 


6914 


UCUCGUUG G CUGCCACU 


12762 


Avj X UvtVJAvj ouU X Acr^ X Av-AAUviA LAA^UAvjA 


3 3 14 4 


4119 


6911 


CGUUGGCU G CCACUGCG 


12763 


/^/^/^Ar^TV^/^ /V^/'"''PA O^^TAOA Ar</^A Ar^O/^A A r*/** 

LrCjvJA^ X\i(j UVjV-,iAljL.iAvJAALljA A^jtL-UAAUo 


"J "3 T A C 


4125 


6905 


CUGCCACU G CGCUCACA 


12764 






4127 


6903 


GCCACUGC 6 CUCACAAG 


12765 


1 X o i urAvj uoU X AoL. J. AV..AAu\7A (jUAb X livjC 


33147 


4137 


6893 


UCACAAGG G UCAUGACA 


12766 


TGTCATGA GGCTAGCTACAACGA CCTTGTGA 


33148 


4161 


6869 


GGAACACG G CUAGCUGG 


12767 


CCAGCTAG GGCTAGCTACAACGA CGTGTTCC 


33149 


4165 


6865 


CACGGCUA G CUGGUUGU 


12768 


TV ^TV TV TV f^r^ Om T\ ^ /VHTV /^TV TV TV f^TV ^ ^ O^'f fl/^ 

ACaACCAG GGCTAGCTACAACGA TAGCCGTG 


33150 


4169 


6861 


GCUAGCUG G UUGUCUGU 


12769 


ACAGACAA GGCTAGCTACAACGA CAGCTAGC 


33151 


4172 


6858 


AGCUGGUU G UCUGUCUG 


12770 


CAGACAGA GGCTAGCTACAACGA AACCAGCT 


33152 


4176 


6854 


GGUUGUCU G UCUGCGAA 


12771 


TTCGCAGA GGCTAGCTACAACGA AGACAACC 


33153 


4180 


6850 


GUCUGUCU G CGAACGUU 


12772 


TV TV ^/Tmm/^/^ ^vn tv ^ /^m tv ^ tv tv /vt tv tv/^tv^tv/^tv^ 

AACGTTCG GGCTAGCTACAACGA AGACAGAC 


33154 


4186 


6844 


CUGCGAAC G UUGCUUCU 


12773 


TmTVTV^^TVIV ^^^^fTtTV ^r^mTV nTV TV A ^mm^^nTV^ 

AGAAGCAA GGCTAGCTACAACGA GTTCGCAG 


33155 


4189 


6841 


CGAACGtUU G CUUCUCUG 


12774 


CAGAGAAG GGCTAGCTACAACGA AACGTTCG 


33156 


4198 


6832 


CUUCUCUG G CUCAGGAA 


12775 


x^CCTlsAIG uuCXAOvtXAwVAUUA LAoAuAAu 


J Jib7 


4210 


6820 


AGGAAUUA G CACAAUCA 


12776 


X\aATTv9 Xaj uVsU rAviU X A\..AALAiA X AA X X KA^ X 


O O 1 CO 


4234 


6796 


AAGGGAGA G CAGCAACA 


12777 


TGTTGCTG GCtCTAGCTACAACGA TCTCCCTT 


•3 T 1 C O 

3 j1d9 


4237 


6793 


GGAGAGCA G CAACAUUC 


12778 


GAATGTTG GGCTAGCTACAACGA TGCTCTCC 


33160 


4248 


6782 


ACAUUCCG G CGAUCUUC 


12779 


mv A A m/V^ 0/~K^friA/^0<PAnA AO/^A /"VtO A A TV^tP 

GAAGATCG GGCTAGCTACAACGA CGGAATGT 


33161 


4257 


6773 


CGAUCUUC G UUCCUGGA 


12780 


m/^ATV^^ATV ^nom A n^fHA MTV A A ^AA^Afn^^ 

TCCAGGAA GGCTAGCTACAACGA GAAGATCG 


33162 


4272 


6758 


GAACUUCA G CCAUCCAA 


12781 


TTGGATGG GGCTAGCTACAACGA TGAAGTTC 


33163 


4290 


6740 


AGAAAAAG G UCGCGACU 


12782 


AGTCGOGA GGCTAGCTACAACGA CTTTTTCT 


33164 


4293 


6737 


AAAAGGUC G CGACUCCC 


12783 


GGGAGTCG GGCTAGCTACAACGA GACCTTTT 


33165 


4308 


6722 


CCAAGACA G CGCCUCCC 


12784 


GGGAGGCG GGCTAGCTACAACGA TGTCTTGG 


33166 


4310 


6720 


AAGACAGC G CCUCCCAA 


12785 


TTGGGAGG GGCTAGCTACAACGA GCTGTCTT 


33167 


4334 


6696 


UUUCCAAU G CCCUUCCG 


12786 


CGGAAGGG GGCTAGCTACAACGA ATTGGAAA 


33 168 


4342 


6688 


GCCCUUCC L» LUGCAuGA 


12787 


X uA 1 uwiU (jUu X AlaL X AuAAUUA blxAAuvjuL* 


J jlo9 


4345 


6685 


CUUCCGCu G CAUGAGCjA 


12788 


XuUXuAxvi \9viUXAUV«XAwVAv*liA AuUVaUAAVa 


J J17Q 


4371 


6659 


CUCCCAUG G UCAUCACA 


12789 


nVrrp/^A'POA /^^OTtAO^VTIArTA A/^^A OAfP/^^V^A^ 

TGTGATGA GGCTAGCTACAACGA CAlubGAG 


33171 


4389 


6641 


UCAAUAAG G CAAUCAAG 


12790 


III m < TV nwrxf^ ^f^^miv /^^wn a ^tv tv a ^miHA wmt<o a 

CTTGATTG GGCTAGCTACAACGA CTTATTGA 


33172 


4398 


6632 


CAAUCATU? G CAAUUGUC 


12791 


/^Tv MTV TkfnitiM MMMmTV#VMmTV MTV A^nA < iimm^AfHiiwi 

GACAATTG GGCTAGCTACAACGA CTTGATTG 


33173 


4404 


6626 


AGGCAAUU G UCUGAAGA 


12792 


mj MWIWMIV MTV #TMMfMTV MMfVITk MTV TV MMTV T» TV lIMm %t >^1*1> 

TCTTCAGA GGCTAGCTACAACGA AATTGCCT 


33174 


4413 


6617 


UCUGAAGA G CAUCUGGC 


12793 


GCCAGATG GGCTAGCTACAACGA TCTTCAGA 


33175 


4420 


6610 


AGCAUCUG G CAGUUCCU 


12794 


AGGAACTG GGCTAGCTACAACGA CAGATGCT 


33176 


4423 


6607 


AUCUGGCA G UUCCUCCA 


12795 


TGGAGGAA GGCTAGCTACAACGA TGCCAGAT 


33177 


4434 


6596 


CCUCCA6G G CCAUUCUG 


12796 


CAGAAT6G GGCTAGCTACAACGA CCTGGAGG 


33176 


4442 


6588 


GCCAUUCU G UGAGCUCU 


12797 


AGAGCTCA GGCTAGCTACAACGA AGAATGGC 


33179 


4446 


6584 


UUCUGUGA G CUCUUCCU 


12798 


A6GAAGAG GGCTAGCTACAACGA TCACAGAA 


33180 


4464 


6566 


CUUUCUCU G CAGUGGCC 


12799 


^^^^TV ^mtf^ ^^^WlTV ^^'IHITV ^^TV TV ^tKflk TV ^1 TV ^ TV TV TV ^1 

GGCCACTG GGCTAGCTACAACGA AGAGAAAG 


33181 


4467 


6563 


UCUCuGCA G UGGCCACA 


12800 


TGTGGCCA GGCTAGCTACAACGA TGCAGAGA 


33182 


4470 


6560 


CUGCAGUG G CCACAACG 


12801 


CGTTGTGG GGCTAGCTACAACGA CACTGCAG 


33183 


4478 


6552 


GCCACAAC Q UACAUGGU 


12802 


TV ^^TV m/^rtTTV /"iniTV /*1/^fn T\ /^TV TV H ^fTlfTT^fTV^^^ 

ACCATGTA GGCTAGCTACAACGA GTTGTGGC 


33184 


4485 


6545 


CGUACAUG G UGUCAAGU 


12803 


ACTTGACA GGCTAGCTACAACGA CATGTACG 


33185 


%*±o 1 


0 




T "5 Q n A 
12oU4 


VjvJAUXXaoA vj\3L>XAuUXiVL.iV/VL.UA AUL^lurXA 


o Jloo 


4492 


6538 


GGUGUCAA G UGCUUCCC 


12805 


GGGAAGCA GGCTAGCTACAACGA TTGACACC 


33187 


4494 


6536 


UGUCAAGU G CUUCCCAU 


12806 


ATGGGAAG GGCTAGCTACAACGA ACTTGACA 


33188 


4503 


6527 


CUUCCCAU G UCUUCCCC 


12807 


GGGGAAGA GGCTAGCTACAACGA ATGGGAAG 


33189 


4517 


6513 


CCCAUGAA G UGCUCAGG 


12808 


CCTGAGCA GGCTAGCTACAACGA TTCATGGG 


33190 


4519 


6511 


CAU6AAGU G CUCAGGCA 


12809 


TGCCTGAG GGCTAGCTACAACGA ACTTCATG 


33191 


4525 


6505 


GUGCUCAG G CAUCUUUC 


12810 


GAAAGATG GGCTAGCTACAACGA CTGAGCAC 


33192 



394 
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A54Q 


6481 


CUCAAUGA 6 CCCUAUCU 


12811 


AGATAGGG GGCTAGCTACAACGA TCATTGAiG 


33193 




6466 


CUGAGAAC G UUUUCCCG 


12812 


CGGGAAAA GGCTAGCTACAACGA GTTCTCAG 


33194 




6455 


UUCCCGAG G CGAAGUCC 


12813 


GGACTTCG GGCTAGCTACAACGA CTCGGGAA 


33195 




6450 


GAGGCGAA G UCCUUGAA 


12814 


TTCAAGGA GGCTAGCTACAACGA TTCGCCTC 


33196 




6440 


CCUUGAAC G CCUUUAGU 


12815 


ACTAAAGG GGCTAGCTACAACGA GTTCAAGG 


33197 




6433 


CGCCUUUA G UGCCUGGU 


12816 


ACCAGGCA GGCTAGCTACAACGA TAAAGC^G 


33198 


4599 


6431 


CCUUUAGU G CCUGGUGA 


12817 


TCACCAGG GGCTAGCTACAACGA ACTAAAGG 


33199 


4604 


6426 


AGUGCCUG G UGAUCCGA 


12818 


TCGGATCA GGCTAGCTACAACGA CAGGCACT 


33200 


4613 


6417 


UGAUCCGA G UACACCCU 


12819 


AGGGTGTA GGCTAGCTACAACGA TCGGATCA 


33201 


4623 


6407 


ACACCCUG G CGUCAAUC 


12820 


GATTGACG GGCTAGCTACAACGA CAGGGTGT 


33202 


4625 


6405 


ACCCUGGC G UCAAUCCA 


12821 


TGGATTGA GGCTAGCTACAACGA GCCAGGGT 


33203 


4634 


6396 


UCAAUCCA G CGCGGCCU 


12822 


AGGCCGCG GGCTAGCTACAACGA TGGATTGA 


33204 


4636 


6394 


AAUCCAGC G CGGCCUCA 


12823 


TGAGGCC6 GGCTAGCTACAACGA GCTGGATT 


33205 


4639 


6391 


CCAGCGCG G CCUCAGAA 


12824 


TTCTGAGG GGCTAGCTACAACX3A CGCGC^GG 


33206 


4663 


6367 


UUCACCAA G CUUCGUGA 


12825 


TCACGAAQ GGCTAGOTACAACOA TTflaTfinA 




4668 


6362 


CAAGCIKIC G UGAUGACU 


12826 


AGTCATCA GGCTAGCTACAACGA GAAGCTTG 




4665 


6345 


VCCACUUC Q XJUGUUGUC 


12827 


GACAACAA GCSfTTAQCTACAACnA HAAHTV^nA 




4688 


6342 


ACITUCGUU Q UUGUCUITC 


12828 


GAAGACAA GGCTAGf^APAAfTIA JtAPRAART 




4691 


6339 


UCGUUGUU G UCUUCUAA 


12829 


TTAGAAGA GGCTAGCTACAACGA AACAACGA 




4704 


6326 


CUAAAAUU G UGUUUGUC 


12830 


GACAAACA GGCTAGCTACAACGA AATTTTAG 


33212 


4706 


6324 


AAAAUUGU G UUUGUCCU 


12831 


AGGACAAA GGCTAGCTACAACGA ACAATTTT 


33213 


4710 


6320 


UUGUGUUU G UCCUAGGA 


12832 


TCCTAGGA GGCTAGCTACAACGA AAACACAA 


33214 


4727 


6303 


CCAUCAAA G CACCACQJ 


12833 


AGGTGGTG GGCTAGCTACAACGA TTTGATGG 


33215 


4739 


6291 


CACCUCCG G UCGUGGUA 


12834 


TACCACGA GGCTAGCTACAACGA CGGAGGTG 


33216 


4742 


6288 


CUCCGGUC G UGGUAUGA 


12835 


TCATACCA GGCTAGCTACAACGA GACCGGAG 


33217 


4745 


6285 


CGGUCGUG G UAUGACAC 


12836 


GTGTCATA GGCTAGCTACAACGA CACGACCG 


33218 


4758 


6272 


ACACUCCA G CCGCUGCA 


12837 


TGCAGCGn GGPTAOPTAPAACnA TfifSART^ZT 


OO^X7 


4761 


6269 


CUCCAGCC G CUGCAACC 


12838 




noon 


4764 


6266 


CAGCCGCU G CAACCUUG 


12839 


CAAOGTTR GttPTACiPTArAAPnA Anpfsnr^n 

^■<sr3xiV7v;i X X vjT vjvjv^ x /A\7\a<> x x^v_pxvn>v.»vjtn v.#\9 X v7 


JO wSaX 


4772 


6258 


GCAACCUU G UAAGCCAG 


12840 


CTGGCTTA GGPTAOPTAPAAPRA AAf?r!TTnP 




4776 


6254 


CCUUGUAA G CCAGCCAA 


12841 


TTGGCTGG GGCTAC3CTAPAACf!A TTAPAARR 


33223 


4780 


6250 


GUAAGCCA G CCAAACUG 


12842 


CAGTTTGG GGCTAGCTACAACOA TRGPTTAP 


33224 


4789 


6241 


CCAAACUG G CAGAUCUG 


12843 


CAGATCTG GGCTAGCTACAACGA CAGTTTGG 

w*^w*»*w*w wwwx'^ww X4%VMnnwwn wnwx x xwV3 


33225 


4797 


6233 


GCAGAUCU G CA5UCCUC 


12844 


GAGGACT6 GGCTAGCTACAACGA AGATCTGC 

wr%wwnwAw www AA^wwX'%wnni\^3n c^uv^xwXww 


33206 


4800 


6230 


GAUCUGCA G UCCUCAAC 


12845 


GTTGAGGA GGCTAGiCTACAACGA TGCAGATC 

w A A wnwwra www x n^uw x Ji^wnnwwn x w wf^wr&x ^ 


■^7007 

JO^A f 


4810 


6220 


CCUCAACA G UUCCAGAA 


12846 


TTCT6GAA GGCTAGCTACAACGA TGTTGAGG 


33228 


4820 


6210 


UCCAGAAA G UUUUUUCU 


12847 


AGAAAAAA GGCTAGCTACAACGA TTTPTGGA 


33229 


4843 


6187 


UCCUCUGA G CCGGUAUU 


12848 


AATACCGG GGCTAGCTACAACGA TCAGAGGA 


33230 


4847 


6183 


CUGAGCCG G UAUUCCCC 


12849 


GGGGAATA GGCTAGCTACAACGA CQGCTCAO 

wwww"*»*** w\3wxnwwxnw<ww\3n wvywwXwflMr 


35011 


4863 


6167 


CAUCCAUG 6 UAUAUACC 


12850 


GGTATATA GGCTAGCTACAACGA CATGGATY3 

wwA'^X'^X*^ wwWXnwW X«%Win'lWwn WX%Xww/lX^7 


HOIO 


4879 


6151 


CUUCUCAC G CUCUGGUU 


12851 


AACCAGAG GGCTAGCTACAACGA GTGAGAAG 

x%r>w wn>wnw www a x fiwnnw wn w x wnwnn^J 


noil 


4885 


6145 


ACGCUCUG G UUGGUAQA 


12852 


TCTACCAA GGPTAGrTAPAAPrJA PAGAGPGT 




4889 


6141 


UCUGGUUG G UAQAAUUQ 


12653 


CAATTCTA GGCTAGCTACAACGA PAAPCAGA 

WX»*^XAWA^^ W w W A X^WW X XlW'MAWVJf^ WiTU^^WXWJX^ 




4899 


6131 


AGAAUUGA G CGAUCAGU 


12854 


APTGATPG GRPTARPTAPAAPGA TPAATTPT 
nwxwr^xwv? www xfivjv^ xfiVafV^wwA x^iA^vxxwx 




4906 


6124 


AGCGAUCA G UCCGUUUG 


12855 


CAAACGGA GGCTAGCTACAACGA TQATCGCT 


33237 


4910 


6120 


AUCAGUCC G UUUGGCAU 


12856 


ATGCCAAA GGCTAGCTACAACGA GGACTGAT 

W ^^WW ^«^^7W X4^Vrfif%*^W\JX^ \j^w%^#xwnA 


33238 


4915 


6115 


UCCGUUUG G CAUGUUGA 


12857 


TCAACATG GGCTAGCTACAACGA CAAACGGA 


HOT Q 

J j^ 


4919 


6111 


UUUGGCAU G UUGAUGUU 


12858 


AACATCAA GGCTAGCTACAACGA ATGCCAAA 

***»w**A wrtT* WWW A nww A J^wxvrvwwn f^x w wwruw% 




4925 


6105 


AUGUUGAU G UUGUCCAG 


12859 


CTGGACAA GGCTAGCTAPAAPGA ATPAAPAT 

w A wwrxwn<^ www x .nvj w x xiwfwwwn x x 


3504.1 


4928 


6102 


UUGAUGUU G UCCAGCAU 


12860 


ATGCTGGA GGCTAGCTACAACGA AAPATPAA 
r>xwwxww** wuw xfiww xnw^v^wvsn xinwnxw^^n • 


33242 


4933 


6097 


GUUGUCCA G CAUGAUUC 


12861 


GAATCATG GGCTAGPTAPAAPGA TGGAPAAP 

wrtClXWrtXw wSJWX/l>wV.< XA^^AAVmU/I X uOt/^Va^rvi^ 




4942 


6088 


CAUGAUUC G UGCCUCAG 


12862 


CTGAGGCA GGCTAGCTACAACGA GAATCATQ 

WXwClwwWf^ www XnwW X'%WifW%WW'% WM^nxw/%x^7 


51 04.4. 


4944 


6086 


UGAUUCGU G CCUCAGUC 


12863 


GACTGAGG GGCTAGCTACAACGA ACGAATCA 


33245 


4950 


6080 


GUGCCUCA G UCCAAUGG 


12864 


CCATTGGA GGCTAGCTACAACGA TQAGGCAC 

ww4^x * wwr& WWW A nfcjw A iniWrxniw w«* X wrtwwwxvw 


5504fi 


4959 


6071 


UCCAAUGG G CGAAGUUC 


12865 


GAACTTCG GGCTAGCTACAACGA CCATTGGA 

wnnw * d> WW www x'^aVW xx^winf»>vwn wwnx X w^if* 


5504.7 


4964 


6066 


UGGGCGT^ G UUCGAGUC 


12866 


GACTCGAA GGCTAGCTACAACGA TTPGPPPA 




4970 


6060 


AAGUUCGA G UCGUCUUC 


12867 


GAAGACGA GGCTAGCTACAACGA TOGAACTT 


33249 


4973 


6057 


UUCGAGUC G UCUUCAUU 


12868 


AATGAAGA GGCTAGCTACAACGA GACTCGAA 


33250 


4983 


6047 


CUUCAUUC G UGUGCCCC 


12869 


GGGGCACA GGCTAGCTACAACGA GAATGAAG 


33251 


4985 


6045 


UCAUUCGU G UGCCCCCC 


12870 


GGGGGGCA GGCTAGCTACAACGA ACGAATGA 


33252 


4987 


6043 


AUUCGUGU G CCCCCCAU 


12871 


ATGGGGGG GGCTAGCTACAACGA ACACGAAT 


33253 


5000 


6030 


CCAUAACA G UACUCAUC 


12872 


GATGAGTA GGCTAGCTACAACGA TGTTATG6 


33254 


5017 


6013 


ACCAACUU G CGACGQAU 


12873 


ATCCGTCG GGCTAGCTACAA06A AAGTTGGT 


33255 



395 
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CD'S Q 






1 0R7A 
X40 /4 


RAPRTGGA GRPTARPTAPAAOCJA tyPATfYSGT 


J J^3w 


C A A A 


CQQC 
39oD 




XZO ' 3 


PPP AOAOA rOTPTAftPTAPAAPOA RTROAfYXT 




c CO 
5052 


3978 




xz o / o 


TAGTGPPG f3rjPTA(nPT»nPaAPr!A PPAGAfSAP 


00 OC Q 

3 JZ30 


5055 


5975 




1 0077 
xZo / / 


AfSPTAGTVa ruiPT*A<vrapaAPf3A PRPPP AftA 


0 lOKQ 


5061 


5969 




1 7 P7fl 
X^O to 


PAPAHPAfii iMPTAivn^apaa^YiA •PAmvsppp 


OO«0 V 


5064 


57DO 




X<SO /^ 


ARTRAPAR fifSPTAfiSPTAPA APTIA AfSPTAPTTS 
AV7lwiwi\7 V3PVj^XA\av«iAL<AnVA3A AuvXA!oX\9 




5067 


5963 




1 7flPO 


*rppAm*Ra rtriPTAPPTar^aaPraa ar!Pai7r«»na 
llsUAVJioA U\JiL«XAV3L.lAUAAUV3A AVJWiVi^XA 


^70C5 
33Z0^ 


507 J 


C OCT 

5957 




1 7fl R1 
XZ 0 OX 


apPAfPTVi Rr!/^TAftp"TapaaPRa anTRapat^ 

AUVJAJL V,r 1\7 V9oV«XAldK».xAV...AAv\3A A^jXoAUAlo 


o'a7<;7 

J JZ03 


5Uo U 


3730 


TTnr»2lflIlTTf2 f3 TTTTPTTPr'PIl 


1 7flft9 
XaOOa 


TfZrSRAGAA RTtPTAfiPTAPA APf2A PATPTYSPA 


0 70CA 
J JZ04 


CI 1 o 


C01 D 
37XO 


rTTrTTTITr'rT fZ TITTIkTTn&Tm 




PATPATAA r!f5PT*AftPTAPAArV2A ARAAfinAP 
W*A1V«AXAA V3lJ^XAVn.>lAl,,.AAVAiA AlAAA\3VaAur 


^70CC 


CI 5 1 


c ono 

3 7 v9 


ITTTlLTTmiTm fl TTTlfSTinfTTTf* 
UUAUUtnUU \3 UUUVaUUUw 


12864 


rSAAAPPAA OGPTAOPTAPAAPfSA PATPATAA 




CI 


cone 

3^U3 




1 ORRC 
X^ O D3 


rSTYZTfiAAA RfSPTAfV*PAPAArt3A PAAPPATP 


J3Zb / 


3 X% X 


C RRQ 
3 0027 




12886 


ATTGAPAG GGPTAGPTAPA APfTA PGfTAARAn 

A X X v3AVa>Aw U w V« X AV9 ^ X A\.»AAV« VJA Vi>0 wAAOAW 


•aooc R 

•33ZD D 




3 OO D 




12887 


RTGATTGA GGPTArtPTAPAAPRA AflPPRnaA 

VjXurAXXVSA OVJ^XAVaV^XAV^ArlVrfVvi aVJV»V«OOAA 


33 ZO 9 




30/4 


TlTTPAPPPTT n PTTPnPPTTTT 


1 7RRR 

xzooo 


AARRPnAR f3f2PTAnPTAPA APfia aRrtRTPaT 


0 •5 07rt 
33Z /U 


3XOU 


30 /U 


PPPI TflPT TP a PPT TTTHA An 


1 7 RRQ 
XZ 007 


PTTPAACtfl GGPTAflPTAPAArMA nAnPARRR 


33^ /X 


CI CQ 

51b o 


3 bO^ 


pppfirmAA n Tiriarspppp 


x^o^u 


RRnnPTAA nnPTAnpTAPAAPpa TTPaaprtp 

ouVaVsU X AA UVJl.^ X Aviv X AUAAuviA 1 1 LJiAV3VaV.< 


JJZ /Z 


C T TO 

5X 


5858 


TTr'A aPTTTTR P PPPPPATTTT 


1 7 Q Q1 
XZ 0^1 


AAXvjvtVsVtvj AVjUiALAAv^vjA lAAuxXUA 


"3 0 0 T5 
3 JZ /O 


5189 


5841 






AuAAuALjA oov^IAvjLIALAAvJvjA AiAiv.ivjA 


33274 




C 0*3 7 
3 O J / 




17 0 07 
XZ 0 27 J 


TaTpapaa RRPTappTapaappa apapa'pa'p 

XAXWiw^n \30V.XaV3V.XAWvAVajA AVjAwllAX 


T 7 7 0 C 
33Z /3 


DXJ70 


3 O J4 




T 7 0 OA 
XZ 0 J4 


Tni'T'aTPa rinPTa ppt a pa a pr* a aapa/^arta 

XoX iiiXV,.^ V3V7d/ivsV« 1 AL.AAV«OA AAV«AoA^A 


J3Z /b 


9 ri 7 

3 Z U / 


3 (3 Z J 


21TT2i2kPaZlZi r? TTPPPAATTP 


1 9 p Q C 


naTTfJTjna rsnpTAfiPTAPaAPna TTTn?rTa*p 

\3t\.x. i.\3^\3£\ V3V.3V^ X/\VjVmX Al^An.v<VjA XXXoXXAX 


33Z / / 


C91 Q 


30XX 


PUZiTTPZiTTP n TTTTPTTTTIiPA 


XZ 0 7 0 


TnTAafjaa RnpTapprapaappa naTnaTTp 

XoXAnVAKM V3V7V^XAVjUX/1V.^^A.L.oA VaiAXoAX IVj 


7 7 0 '7 Q 

J J z /o 




C 7Qfi 
3 / 




T 7H 07 


T^ocici'h.fW'^ R<^PTartPTapa apraa ppaaaaTP 


7 7 7 "7 0 

jjz /y 


S^TK X 


3 / O J7 


f^fSTTAPITPP f5 TTPTTPfilTaP 


1 7fl OR 

xz 0 ? 0 


RTAPGAGA GGPTArtPTAPA AP/ia nRAHTaPP 
V7 X aV^VXAvSa V3V3V« X A\3 V« X /lV»ArlV.UA OV3AV3 X AL. V* 


777Rn 




3 / 04 


TTPPfSTTPTTP TTJVPn&PTTTT 


1 9RQQ 
Xi^ 0 


aanTPn'pa ri/^PTanPTapaappa panaprv^a 

i\i\\3 X %-V7 X /\ VjVj V- i /IVav, i AL. AAv-VjA VjAoAUoVj A 


7 7 0 0 1 
33ZOX 


CO CQ 


C 777 
3 / / Z 


PaPTTTTTTPfT TTTTPaaTTTTP 




paa'PTPaa pnp'papp'par'a ap^^a Ar'AAAr'T/^ 
UAAi xVjAA LaVjV-i Avsv*iAuAAL.uA. AvjAAAuiC 


33282 




C 7A 7 
3 /4 / 


TTPTTITTtPPa n PaPPTlTTPTT 


loom 


apaapPT*/!! /3/2P*i'apPT^A/*'A a/'v^a t/^/^tv a j\/^a 
AUAAUIjXu uijCxA(jLlALAAL.\3A xvjCsAAAvtA 


33283 


COfl7 


3 /4 J 


TTPPAfSPaP fZ TTTTPTTai'Si'lP 


1 7Qn7 


pppTapaa rt/^P»pappTAPaapr»A OTPPTrinA 
oL.v,lAuAA v3V7L.lAvjL.iAUAAL.uA LiXuUivjviA 


7 7 0 0 j1 


coon 


C 7An 
3 /4U 


afSPAPftTTTT ^TL Tiannpaaa 


1 7 on7 


T'f'T'PPP'pa p/7PTapp'PAr'A APr«A a A/^/^T/^rwr* 
lixVjUUlA (juUlAoUiAUAALUA AAL>V9Xu(JT 


33285 


3Z^4 


3 / Jo 




T 7 QAA 


PPPPTT'PP P^^PTappTAPaaPPA pn»APAAr«r« 
ljUv.UiXivj iJOUXAVjUiAUAAvAiA UlAwiAUur 


33286 


CT m 

3 J UX 


C77Q 
3 / Z7 


nnPAAAnn n paattpitpa 


1 7 one 


TYlAnATTVl ft/lPTAraPTAPAAPRa PPTTTVIPP 


7 7 0 Q O 


C*59 Q 
3 JZ 7 


3 /UX 


nAPAPITAft n PAPAAAPP 


T 7Qn^ 
XZ 7UO 


/^nTTTYSTYS /artPTArapTapauppa PTaptvaTP 

V30 1 1 X V9 1 \9 VaVJV* X aU^ X AuAnVAaA C 1 Au l\i 1 U 


7 7 0 0 0 
33200 




C*;fl7 
3DO / 


APPAAAPP n TTPFTTTPPrVl 


1 7007 


p/l/maAraa RraPTAfvraPAAPPa r!P*p*i'nvir»*n 
UVjVjoAAViA Vsrvjv.. X AvaL> X AwiAUiiA iivj X X I viVjl 


7 7 0 0 0 

33289 


C5C9 


30 /o 


TTPITTTPPP/3 ^3 TTPITaTTTTPTT 


1 7onfl 

XZj/UO 


a/3aaTapa /T/^PT^appTapa ap/^a p/^/^/^a a/^a 
AuAA X AUA Vjvj V- i AvsU X Av-AAuviA. uCiViviAAvjA 


33290 


5354 


Cfi7fi 

3 D / Q 


TTTTPPPRniT O TTAITTTPTinTT 


1 9Q0Q 
XZ j7v7 


APAGAATA nRPTARPTAPAAPnA APP/lfSRAA 
aV^aVSaaXa V7U\mXaV3V«XaL.AAWxA AWVTvTuAA 


77701 


5361 


5669 


UGUAUUCTl G UGAUPPAU 


12910 


ATGGATPA nGPTAfSPTAPAAfYSA ARAATAPA 

AXVSWlXVoA V3V»irXAWV»XAVaAAV«VAA A!UKnAXAVi*A 


•94Z7Z 


C*^79 


3030 


ATTPPATTTTP G TIATTPPAGA 


XZ9XX 


TPTRRATA RRPTARPTaPA APfSa /laaTWAT 
X L. X V3\jAX A oIjL. X AvjU X Av-AAVAjA vAAXlJuAX 


7 7 0 07 


3^ OX 


304;? 


TTATTPPAfiA fl TTTTPPAAfiP 


1 7Q1 7 


RPTiviRAa /2/VT»a/^p»papaaPpa »T*p'iv2PAn»a 
X X wuAA uUv* X Aviw i AUAAUUA X U X uvzAi A 


33294 


3 J O O 


C^d9 
304Z 


AGTTTTPPAA CI PTTPHATTPP 


XZ9X J 


r!Ra*ppRaR PRPTarspTapaappa 'mvinaAPT' 

VjoA X LoAVj OV7 v» i AV9U X AUAAUlzA 1 XvjoAAL X 


7 7 0 Q C 
3 JZ95 


Ore U O 


30 a4 


nnATTPTTPA n TTPTT<^TTAAn 


1 7Q1 A 
XZ^X4 


powpapafia RpPTapPTapaaprta nvapa»pr»r» 
U X X AUAUA UuC X AVaU X AL.AAL.ViA X uAViAi L. V« 


33296 


CAT n 


C*^7 ft 
3DZU 


PTTPAftTTPTT fl TTaaPTTPnn 


1 701 C 
XZ7X3 


pppaPT»pa ppp'pa/^r^TAr'a aPr«A A/^arwr^Ar* 
LLVjALXXA viV7CxAGLrxACAAL.V3A AvsACTGAQ 


33297 


CAT A 
34 X4 


30X0 


PTTPTTPTTaa p TTPr»paanTT 


XZ9Xo 


AxTXCCGA GGCTiUK.TACAACGA TTACAGAC 


33298 


CA'? C 


3DU3 


nn.AAaTTTT(1! f2 TTnAATYTTfVl 
VjwvvlUUvs \3 UVxnnUUoVj 


T 7Q1 T 


ppaaTTPa /spPT^appvpapaaPriA Paairvmrin 
LLAAilCA GU^Jx/^CTACAACuA CAATxTCC 


33299 


3^34 


CC7fi 
33 r O 




1 701 R 


appariRPa pppTappTApaapr'A 'PTr'AnAT/^ 
ALVJAViVjLA 1 AvjL 1 ALAALUA X X LAuAX U 


333 00 


5456 


33 /4 


T7PTTGAA<TT7 CI omruznnfi 


1 7Q1 Q 


ppapPAPP /'SPP'papj'^'T' Aoa apr»A az-'ttpaoa 
LUAUVJAViu uvtU X AvsL i ALAALUA AL. X X LAoA 


7 7 0 m 
33301 


CAf?1 
34 D X 


3 30 


AnrinppTTn n TTfi/irsPTTn/^ 


1 7Q7n 


r^r^T^r^f^f^t^^ ^riPPTarTwrA/^aaPrjA r^A^v^ar^rp 
LLAULv.UA UVrUXAvjLXALAALAiA L^AUoLAuX 


33302 


5466 


5564 


PTTGGTTnnri n nnnmcznc 


1 7071 
XZ J7ZX 


PAPafiPPa ppPTapp*papa appa pppAPr«Ar« 
LxAUAuLLA oVjUXAuLXALAALV^A UL>UAmAu 


7 7 ^ ^ 
33303 


5469 


330X 




1 7 Q77 


PAfPAPAP /'3/^/^Tar»/^'P A pa apr»A r'A/^rip^AO 
UAivjALAvj VjVjUiALiLi ALAALLrA LAL.LLLAL 


33304 


5472 


CCCR 
3330 




1 7Q77 


Tifprpr^iv m/-«7v /vr'»T'a/^/"WPAr'A AP/^ A A O/^/^ A O/^/^ ■ 

AXXUAXViA UVsLXAVjUXAuAALVjA AuUlALLL 


33305 


34 04 


CCA/? 
3340 


TTflAATTATTTT fi nnnnr*r*r*n 


1 OQOA 

Xz9z4 


^/n^WO*^/^ /5/n^vnA^rwpA^A A/^/^A A AT'A'P'n/^ A 

GuCUGLAaG QoCTAGCTACAACCsA AATATTCA 


33306 


5487 


CCA 
334 J 


ATTATlTTrSPP P PPPPPTTPP 


XZ9Z3 


r^r^Tirv^F^f^f^ ^^r^TA^r^T'A/^A a/^/tia /^/!!^a AmTv'F 
V7V3AV7V7L.GG GGCxAGlTACAAlGA GQCAATaT 


33307 


5490 




TlTTGPPfiPP PPITPPPPTT 


1 7 07/: 
XZ>7ZO 


ALiVjLHjAVjU vjLrLxAvjLlALAALUA Vs<jVJUvjLAA 


33308 


33UW 


33 J U 


PiTPPPPiTa fZ PTTPr'a^^rTT 


12927 


aGGTCUAG GGCTAGCTACAACGA TaGGGGaG 


33309 


cm 1 

33XX 


CC1 Q 
33X3 




1 OOOQ 


CATTTuCA GGCTAGCTACAACGA AAAGGTCG 


33310 


5519 


33XX 


GITGGAAATT G TTAAPPTTPTT 


1 OOOO 


APAPPn^PA /5/^^^'Pa^i'^'PA/^A AOOA A fTifPO/*! A /*t 

AGAGuXxA GGCTAGCTACAACGA ATTTCCAC 


33311 


5529 


5501 


AACCUCUU G CUGCAAUG 


12930 


CATTGCAG GGCTAGCTACAACGA AAGAGGTT 


33312 


5532 


5498 


CUCUUGCU G CAAUGCUA 


12931 


TAGCATTG GGCTAGCTACAACGA AGCAAGAG 


33313 


5537 


5493 


GCUGCAAU G CUAGCUGG 


12932 


CCAGCTAG GGCTAGCTACAACGA ATTGCAGC 


33314 


5541 


5489 


CAAUGCUA G CUGGGUCG 


12933 


CGACCCAG GGCTAGCTACAACGA TAGCATTG 


33315 


5546 


5484 


CUAGCUGG G UCGGUGAA 


12934 


TTCACCGA GGCTAGCTACAACGA CCAGCTAG 


33316 


5550 


5480 


CUGGGUCG G UGAAAUGA 


12935 


TCATTTCA GGCTAGCTACAACGA CGACCCAG 


33317 


5559 


5471 


UGAAAUGA G CCUCAUCC 


12936 


GGATGAGG GGCTAGCTACAACGA TCATTTCA 


33318 
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5579 


5451 


ACGAACAG G UUGUAGUU 


12937 


AACTACAA GGCTAGCTACAACGA CTGTTCGT 


33319 


5582 


5448 


AACAGGUU G UAGU17CGG 


12938 


CCGAACTA GGCTAGCTACAACGA AACCTGTT 


33320 


5585 


5445 


AGGUUGUA G UUCGGCAC 


12939 


GTGCCGAA GGCTAGCTACAACGA TACAACCT 


33321 


5590 


5440 


GUAGUUCG G CACCCUGU 


12940 


ACAGGGTG GGCTAGCTACAACGA CGAACTAC 


33322 


5597 


5433 


G6CACCCU G uGAGGAGA 


12941 


TCTCCTCA GGCTAGCTACAACGA AGGGTGCC 


33323 


5611 


5419 


AGACAUCA G CCUGUGGG 


12942 


CCCACAGG GGCTTIGCTACAACGA TGATGTCT 


33324 


5615 


5415 


AUCAGCCU G U6GGUGAG 


12943 


CTCACCCA GGCTAGCTACAACGA AGGCTGAT 


33325 


5619 


5411 


GCCUGUGG G UGAGGGuA 


12944 


TACCCTCA GGCTAGCTACAACGA CCACAGGC 


33326 


5625 


5405 


GGGUGAGG G UAGCAUGA 


12945 


TCATGCTA GGCTAGCTACAACGA CCTCACCC 


33327 


5628 


5402 


UGAGGGUA G CAUQACAC 


12946 


GTGTCATO GGCTAGCTACAACGA TACCCTCA 


33328 


5665 


5365 


UCCAUUAU G UUCUCUGG 


12947 


CCAGAGAA GGCTAGCTACAACGA ATAATGGA 


33329 


5674 


5356 


UUCUCUGQ G CACUGCGG 


12948 


CCGCAGTG GGCTAGCTACAACGA CCAGAGAA 


33330 


5679 


5351 


UGGGCACU G CGGAUGUC 


12949 


GACATCCG GGCTAGCTACAACGA AGTGCCCA 


33331 


5685 


5345 


CUGCGGAU G UCUGGUAC 


12950 


GTACCAGA GGCTAGCTACAACGA ATCCGCAG 


33332 


5690 


5340 


GAUGUCUG G UACCGGAU 


12951 


ATCCGGTA GGCTAGCTACAACGA CAGACATC 


33333 


5701 


5329 


CCGGAUGG G CAGUCCUC 


12952 


GAGGACTG GGCTAGCTACAACGA CCATCCGG 


33334 


5704 


5326 


GAUGGGCA G UCCUCUCA 


12953 


TGAGAGGA GGCTAGCTACAACGA TGCCCATC 


33335 


5713 


5317 


UCCUCUCA G UGCUUCAG 


12954 


CTGAAGCA GGCTAGCTACAACGA TGAGAGGA 


33336 


5715 


5315 


CUCUCAGU G CUUCAGCC 


12955 


GGCTGAAG GGCTAGCTACAACGA ACTGAQAG 


33337 


5721 


5309 


GUGCUUCA G CCAUCUCA 


12956 


TGAGATGG GGCTAGCTACAACGA TGAAGCAC 


33338 


5730 


5300 


CCAUCUCA G CAGCCACA 


12957 


TGTGGCTG GGCTAGCTACAACGA TGAGATGG 


33339 


5733 


5297 


UCUCAGCA G CCACAACC 


12958 


GGTTGTGG GGCTAGCTACAACGA TGCTGAGA 


33340 


5745 


5265 


CAACCCUG G UUGGUGCU 


12959 


AGCACCAA GGCTAGCTACAACGA CAGGGTTG 


33341 


5749 


5281 


CCUGGUUG G UGCUAGCA 


12960 


TGCTAGCA GGCTAGCTACAACGA CAACCAGG 


33342 


5751 


5279 


UGGUUGGU G CUAGCACG 


12961 


CGTGCTAG GGCTAGCTACAACGA ACCAACCA 


33343 


5755 


5275 


UGGUGCUA G CACX3GCUG 


12962 


CAGCCGTG GGCTAGCTACAACGA TAGCACCA 


33344 


5760 


5270 


CUAGCACG G CUGUUCUC 


12963 


GAGAACAG GGCTAGCTACAACGA CGTGCTAG 


33345 


5763 


5267 


GCACGGCU G UUCUCAGU 


12964 


ACTGAGAA GGCTAGCTACAACGA AGCCGTGC 


33346 


5770 


5260 


UGUUCUCA G UCUUCUGU 


12965 


' ACAGAAGA GGCTAGCTACAACGA TGAGAACA 


33347 


5777 


5253 


AGUCUUCU G UUUAUGGC 


12966 


GCCATAAA GGCTAGCTACAACGA AGAAGACT 


33348 


5784 


5246 


UGUUUAUG G CCUCUUUG 


12967 


CAAAGAGG GGCTAGCTACAACGA CATAAACA 


33349 


5800 


5230 


GAUGAUCU G UGGCAGAA 


12968 


TTCTGCCA GGCTAGCTACAACGA AGATCATC 


33350 


5803 


5227 


GAUCUGUG G CAGAAUCC 


12969 


GGATTCTG GGCTAGCTACAACGA CACAGATC 


33351 


5817 


5213 


UCCUCCUU G UUuUACCG 


12970 


CGGTAAAA GGCTAGCTACAACGA AAGGAGGA 


33352 


5826 


5204 


UUUUACCG G CGCCGGGA 


12971 


TCCCGGCG GGCTAGCTACAACGA CGGTAAAA 


33353 


5828 


5202 


UUACCGGC G CCGGGAUG 


12972 


CATCCCGG GGCTAGrCTACAACGA GCCGGTAA 


33354 


5845 


5185 


GAGAUCCA G UACAGUGA 


12973 


TCACTGTA GGCTAGCTACAACGA TGGATCTC 


33355 


5850 


5180 


CCAGUACA G UGAUCUGU 


12974 


ACAGATCA GGCTAGCTACAACGA TGTACTGG 


33356 


5857 


5173 


AGUGAUCU G ULJUUUUCC 


12975 


GGAAAAAA GGCTAGCTACAACGA AGATCACT 


33357 


5869 


5161 


UUUCCUCA 'G CAUCUCAG 


12976 


CTGAGATG GGCTAGCTACAACGA TGAGGAAA 


33358 


5878 


5152 


CAUCUCAG G UUCGAAUC 


12977 


GATTCGAA GGCTAGCTACAACGA CTGAGATG 


33359 


5889 


5141 


CQAAUCCG G CUGGGAUU 


12978 


AATCCCAG GGCTAGCTACAACGA CGGATTCG 


33360 


5899 


5131 


UGGGAUUG G CUCAUCCA 


12979 


TGGATGAG GGCTAGCTACAACGA CAATCCCA 


33361 


5920 


5110 


UUCACCCU G CACUAUOG 


12980 


OGATAGTG GGCTAGCTACAACGA AGGGTGAA 


33362 


5928 


5102 


GCACUAUC G CGCUUAUG 


12981 


CATAAGCG GGCTAGCTACAACGA GATAGTGC 


33363 


5930 


5100 


ACUAUCGC G CUUAUGUA 


12982 


TACATAAG GGCTAGCTACAACGA GCGATAGT 


33364 


5936 


5094 


GCGCUUAU G UAUGAGCC 


12983 


GGCTCATA GGCTAGCTACAACGA ATAAGCGC 


33365 


5942 


5088 


^TTA^T TT^^ #^ ^^^^J till T^^^ 

AUGUAUGA G CCGUUGGG 


12984 


CCCAACGG GGCTAGCTACAACGA TCATACAT 


33366 


5945 


5085 


UAUGAGCC G UUGGGCAU 


12985 


ATGCCCT^ GGCTAGCTACAACGA GGCTCATA 


33367 


5950 


5080 


GCCGUUGG Q CAXJUAUGA 


12986 


TCATAATG GGCTAGCTACAACGA CCTJICGGC 


33368 


5966 


5064 


ACUCCAUU G CCAU^UUIG 


12987 


CTTTATGG GGCTAGCTACAACGA AATGGAGT 


33369 


5974 


5056 


GCCAUAAA G CCCAAUCA 


12988 


TGATTGGG GGCTAGCTACAACGA TTTATGGC 


33370 


5990 


5040 


ACAUCACC G UUUUUGUC 


12989 


GACAAAAA GGCTAGCTACAACGA GGTGATGT 


33371 


5996 


5034 


CCGUUUUU G UCCACUAU 


12990 


ATAGTGGA GGCTAGCTACAACGA AAAAACGG 


33372 


6007 


5023 


CACUAUUG G UGAGCCUG 


12991 


CAGGCTCA GGCTAGCTACAACGA CAATAGTG 


33373 


6011 


5019 


AUUGGUGA G CCuGAUGU 


12992 


ACATCAGG GGCTAGCTACAACGA TCACCAAT 


33374 


6018 


5012 


AGCCUGAU Q UUCCAGUG 


12993 






6024 


5006 


AUGUUCCA G UGGGGAAG 


12994 


CTTCCCCA GGCTAGCTACAACGA TGGAACAT 


33376 


6032 


4998 


GUGGGGAA G UCCAAAGU 


12995 


ACTTTGGA GGCTAGCTACAACGA TTCCCCAC 


33377 


6039 


4991 


AGUCCAAA G UCACGGCC 


12996 


GGCCGTGA GGCTAGCTACAACGA TTTGGACT 


33378 


6045 


4985 


AAGUCACG G CCCCGAUU 


12997 


AATCGGGG GGCTAGCTACAACGA CGTGACTT 


33379 


6064 


4966 


UGCUUCAG G UGUUUUGA 


12998 


TCAAAACA GGCTAGCTACAACGA CTGAAGGA 


33380 


6066 


4964 


CUUCAGGU G UUUUGAAC 


12999 


GTTCAAAA GGCTAGCTACAACGA ACCTGAAG 


33381 
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i^anpnPTTfl a TTurifVnTr^fT 






33382 


O wO / 




mfinTTfTiTCf Q nf^riRnarva 

^UOwwUWV« VSr U V7 VXn.V«\3 




n/iTPn Af2 A rtrtPT A/VTA PA ikP/3A tm A a 


33383 










V7 X X AnXini\ \j\3\^ 1 X i^UAAUViA V3 1 UUvjAU 


33384 








XJ wu J 


f3r!r*2VAnAA fi/^r*rAnr*T2iPAJiPna ^TTi^a^aa 


^ "a ? 0 c 
J J J Ob 


6110 


4920 




13004 


GAAPPTGG GGPTAGPTAPAAPGA AAflAaPm* 
VSnri^^XV7V7 \3VJk^XA\9V«X AVvAnVtfVSn nnVjErirlV,.V^ X 


3 J J OD 


6115 


4915 


CUUGCCAG G UUCCACCA 


13005 


TGGTGGAA GGPTAGPTAPAAPGA PTfSnPAAn 


J J^O f 


6133 


4897 
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UXoAoAio (jowXAowlAUAAUoA xToAAiwT 


33493 




ArtOT 
4U^X 


r»r'aTTPT7r'a n r*r*cv*c*f^ir^ 
uwAUwUwA \3 wwwuUVjUo 


n ^ 1 1 o 


papr*/^^v^p ^•o^^n'arton'apaarv^a nviar«a'n^r« 
wAwwwooVj uowTAvK^xAwAAwoA TuaQaxGC 


33494 


/UX3 


Am c 


par!ppp/^fii /I. TTflTTriartPa 
WA\3WWwuL7 ur UUUUAUwA 


1 ^ 1 1 "a 
X3XX3 


*n^iPfTta a r*a n/v^fpa/v^Tiapan^v^a f^fvw^f^n*f^ 
xowTAAwA. GowTAVjwxAwAawijA wCooowTG 


33495 


7ni 7 
/ ux / 


Am 1 

4 UX J 


<^pppf2f2nTT <^ TTTTAnpanr! 

IjWWWooVjU O UUnVjWAV:rur 


1 71 1 A 
X3XX4 


ppTPPTaa /vpHpappTapaappa 'hr'r*r'c*rv*r* 
WL^XviCXAA (iowlAoUXAwAAwoA AwWWooVjL. 


33496 


7021 


4009 


firSOTTrtlTTTA R PAf3nnPITA 


1711*; 
X JXX9 


TAt^pppT*^ nfipTArtPTAPAapriA Taapappp 

XAoWi..WXo yowXAowXAUAA^oA XAAwA^WW 


0 ^ >1 Q "7 

33497 


7026 


4004 


TITTAQPAGn O PTTAnPArSP 

LIUAV9W/\V7w \3 WUxl\3W/lV7W 


1 71 1 
XOXXO 


rtPTRPTafi n/TPTAnPTAPA APfiA pp*rf2PTaa 

oL>XoL.Xao ooCXAoUXAwAAL>oA WUXoWXAA 


0 0 A 0 0 

33498 


7030 


4000 


CA6GGCUA S CAGCGGAA 


17117 

X>9 X X r 


TTPPnPTO nrtPTAGPTAPAAPf^A TAnpppm 

XXWWOWXO OOW X AoW X AWAAWoA lAOWWWXo 


0 0 A 0 Q 


7033 


3997 


GGCUAGCA G CGGAACAA 


13118 


TTGTTPPG nr;PTA(7PTAPAAPf5A Tf^PTAGPP 

XXOXXWWO OOW X^^OW Xnv»rU^VvO/^ xowxnoww 


00 cnn 

J33UU 


7046 


3984 


ACAACCAC 6 UUUGAUGU 


13119 


ACATCAAA GGCTAGCTACAACGA GTGGTTGT 


33501 


7053 


3977 


CGUUUGAU G UCGUUGUG 


13120 


CACAACGA GGCTAGCTACAACGA ATCAAACG 


33502 


7056 


3974 


UUGAUGUC G UUGUGAAU 


13121 


ATTCACAA GGCTAGCTACAACGA GACATCAA 


33503 


7059 


3971 


AUGUCGUU G UGAAUGUU 


13122 


AACATTCA GGCTAGCTACAACGA AACGACAT 


33504 


7065 


3965 


UUGUGAAU G UUAUGGCU 


13123 


AGCCATAA GGCTAGCTACAACGA ATTCACAA 


33505 


7071 


3959 


AUGUUAUG 6 CUCUCAGU 


13124 


ACTQAGAQ GGCTAGCTACAACGA CATAACAT 


33506 


7078 


3952 


GGCUCUCA G UAUCAUCC 


13125 


GGAT6ATA GGCTAGCTACAACGA TGAGAGCC 


33507 



399 



wo 02/068637 Table XI PCT/USOl/48350 





J2f 4X 






GGC6GTAG QQCTAGGTAPAAPGA "PTGaATGA 










X J x^ # 


TTCACTQ6 GGCTAGGTAHAAC^GA QGTAGPTT 






J X 




11128 


TGAATTCA GGCTAGCTACAACGA TGGPGGTA 


limn 

J J 9 xu 


•71 






13129 


AAATTCTG GGCTAGCTACAACGA TCTGGGAG 


11R1 1 
•9 w3XX 


•71 


J O 7X 


AGAAUUUG G CGGGCAUC 


13130 


GATGCCCG GGCTAGCTACAACGA CAAATTCT 


33512 


•71 ^1 


A7 




13131 


TCACGATG GGCTAGCTACAACGA CCGPCAAA 
X wrv X w www A nw\tf X j^wnnwum w ^u^^^m^^ 


11R1 1 




^flQ9 




11119 

X<3 XO ^ 


GPTTATCA GGCTAOPTAPAAPGA GATGPPPf3 
uwXXnXwA \3wVi> xnwwXA^/w\won wr^X wwwwUf 


IICI A 
J09X^ 




■5ft7R 
/D 




11111 
X J XO A 


TPAAATGG GGPTAGPTAPAAPGA TTATPAPn 




/X /J 


JOS / 


ARAAAAPA f5 PPfSPPAAP 


in 14 

X J xo^ 


GTTfiGTYSG GGPTAGPTAPAAPGA *IY?TTTTPT 
wXXwwwww www XnV7^X/%w/l/iwwn X\7XXXXwX 


i'?m fi 


"71 lie 
/ X / o 




AAAPARPP n PPAAPATTP 


1 11 m 


GATGTTGG GGPTAGPTAPAAPGA nnPTrSTTT 


11R1 7 
J.33X / 


/ X 




AAPAAAATT C TTTTPTTPPITn 


1 11 1 fi 
X J X J D 


PAGGARAA GGPTAGPTAPAAPGA ATTTTf2TT 

wAwVSXlwTU^ VJwW X aVJ\m> X^VM>iVlWUX\ /\1 X X X UT X X 


ii*;i R 






TTTTPTTPPTTn G TTTTGGTTPPa 


X^ X J / 


TGGAPPAA GGPTAGPTAPAAPGA PAGGAGAA 


iit;i Q 




R9A 


ppiTnGiTur: o, uppattpitp 


13138 


OAGATGGA GGCTAGPTAPAAPGA PAAPPAGn 
vjnwn X w\X»*- VjVj ^ x irVV7 w x nw /\n w VJrl V^rVnV^ VmixIUw 


11<^9fi 


7215 


3815 


UCCAUCUC G CUUUGAGA 


13139 


TCTCAAAG GGCTAGCTACAACGA GAGATGGA 

A w A wxviynw www A ^>>w w A '^wArTXwwn V3rVi7n X ww/% 


1*^591 


7230 


3800 


GAAACGAU G CCACCATTA 


13140 


TATGGTGG GGCTAGPTAPAAPGA ATPGTTTP 
Xrtxvjvjxww wvj\« x^ixj^ xnk«j(viiWV3n aX\^V7X X X w 


lic;99 


7246 


3784 


AAACACUG G TJUGUAUCU 


13141 


AGATACAA GGCTAGPTAPAAPGA PAGTGTTT 

*VJf^XXl.^*fM^ VTww XX\w^Xnv.,Mn^V3rl wnwXwX X X 


im9i 


/ 7 


J /ox 


PAPTTGnriTT TTATTPtTTTnA 


in 49 

X.9 x^^ 


TPAAGATA GGPTAGPTAPAAPGA AAPPAGTG 


1 1 C OA 


79fi0 


1770 


TTPTTITfiAAfl CX TTPfiPPATin 


111 41 
X J X4 J 


PATGGPRA fSGPTAGPTAPAAPGA PTTPaaGA 
wrlXOVJV-VJrl UVa^XAVJ^X Av«nALAJA ^ X Xw^Ao/^ 


1 1 CO C 




"J 7C7 


nfiia a/arSTTr* PORTTnivpr» 


1 1 1 A A 
X JX44 


^UXUAXAaU V9V9UXAUC.XiiL.A/iUoA WlCLxlUil 


33526 


7^7/1 


^ 7/r/i 


PrtPPATT/tSa n PnPP A A/^TT 


1 11 Ac: 

X J X^ 3 


APTT/2GPG GGPTZirtPT'a/^Ji Ji^V^Tl T/^a'P/5/^/'V^ 
/\v« X X V7v9\w.ur viu^ X/ivaU X lv<.J\jnxAori. X vJril C7V3L>\7 


33527 


7979 


77^n 


PPATTrtAfiP a, PP A AniTflTT 


1 1 1 AfJ 
X J Xfi O 


APAPTTfifS GGPTA^2PTar«aapn& rT'Ti^aT/^o 


^ o c o o 


7977 


17i?1 


AnrY3PPAA G TTflTTAPPAP 


in 47 

X J X4 / 


GTGGTAPA GGPTAGPTAPAAPGIV •P'lVanr'fiW*!' 


"a 1 coo 
J3b29 


797Q 


'3I7«;T 
J / 3X 


PfiPPAAGTT G TIAPPAPrSTT 


1 n 4P 

X JX^o 


APGTGGTA GGPTAGPTAPAAPGA APT1V2/3rV2 


neon 
J jb J U 


7286 


3744 


UGtJAPPAP G UPtTPPTJPP 


13149 


GGAGGAGA GGPTAGPTAPAAPGA GTRGTAPA 
ur\3AV3VJA\3r\ UUrwXAUwXA^*nnwUn V7X\717Xa^.a 


IIC1 1 

J Jb J X 


7308 


3722 


UAGAUUCTT G CGAAAGPU 


13150 


AGPTTTCG GGPTAGPTAPAAPGA AGAATPTA 

f^ww X A ± Ww www X^^w wXAiwnn^^JA awXvvXwX/^ 


11*^19 
O J 3 J Z 


7314 


3716 


CUGCQAAA G CnC^C^CJClClC. 


13151 


GGGGGCAG GGPTAGPTAPAAPGA TTTPGPAG 

wwwwVJWnw www X J^ww X^l^i<i/viV«VZn X X X WW w/\w 


iic;ii 
J Jb ^ J 


7317 


3713 


PGAAAGPIl G CCCCOKCC 


13152 


GGTGGGGG GGPTAGPTAPAAPGA AGPTTTPn 
VJwXwwVTOXj wVJ^XnvJV^X/\l..>nn.wV3r\ n\JwX 1 XwUr 


1 1 c "a A 


7337 


3693 


ATTGAPATTA G PGTTAAPAP 


13153 


GTGTTAPG GGPTAGPTAPAAPGA TATilTPAT 
V7XV3X XrlwVI UnjrUXAUli«XAL»nAU>VaA XAXWiXWiX 


11 ca c 


7339 


3691 


GAPATTAGP G TTAAPAPATT 


13154 


ATGTGTTA GGPTAGPTAPAAPGA GPTATGTP 
AXVjXOX XA \JVJWXAV>wXAIwAAV«V3tn ^jV»XAXwXv« 


JJb JO 


7350 


3680 


APAPATTPA G TTniTAAGTTA 


X J X93 


TAPTTAPA GGPTAr!PTAPA APna T'rt2iTr"Pr"T' 
XA^X \J\3V..rXAUV^XAV.«rin^Un. XOxiXoXvsX 




7352 


3678 


APATTPAGTT G T7AAGTTAATT 


13156 


ATTAPTTA GGPTAGPTAPA APG7V APTr*IVTr"T» 
AXXa^XXA XAV3^XAV.>AnV«lJtA AV^ X VjA X O X 


^ 1 c o o 

J Jb J o 


7356 


3674 


PAGTTGIIAA G TTAAtTGPPP 


in *^7 

X J X3 / 


GGGPATTA GGPTAGPTAPA IVPTia T'PTir'Ivr'T/^ 
V3V3Vj\..aX Xn X X AL.iin^A3/i XXaVJaV.'XVj 


J JbJ 


7361 


3669 


TTAAGTTAAn G PPPPPAAA 


1 11 t^R 

X J X3 O 


TTTGGGGG fl/IPTIiriPTAr'aJVP/UV ?iT"PAr*'T*«T7\ 
XXXOOOV3V7 VJOV-XAVjv^X/iwiAL-OiH. AXXaCXXA. 


33540 


7381 


3649 


CAGGACUA G CAGAGCAA 


13159 


TTGPTPTG GGPTAGPTAPAAPGA TAGTPPTG 
XXOV^XV^XVj oov.^ Xi^VjV^ l/\v._>ui>\^o/i XaVjXV>»(>.>Xu 


«J Jb4X 


7386 


3644 


CUAGCAGA G GAAUPAGIT 


13160 


APTGATTG GGPTAGPTAPAAPna Tr'TTT'TIin 
AwXVanXXV? XAU^XAWviwun, XwXut^XAX? 


"ai c yi o 


7393 


3637 




13161 


PAGPTATA GGPTAGPTAPAAPGA TGATTGPT 

^xAV^V^XAXA UVJrWX AV7^XAV«rvni\.^UA XunXX\JwX 


1 1 C/l ^ 

J jb4 J 


7398 


3632 


UCAGUAUA G CUGGCAUG 


13162 


PATGPPAG GGPTAGPTAPAAPGA TATAPTGA 
VoAXw^mwaVj uVJwXAwV^XAWrAAwVsn XAXAl^XVJn 


1 1 C A A 


7402 


3628 


UAUAGCUG G CAUGCUGA 


13163 


TPAGPATG GGPTAGPTAPAAPGA PAGPTATA 


1 1 C c 

J J b4 b 


7406 


3624 




13164 


AAGATPAG GGPTAGPTAPAAPGA ATGPPAGP 
AAV3AXS.>AV7 UV7^XA\3V«XAVMAA^\3ri AXu^wiwL* 


*} C /I £ 

J Jb4b 


7416 


3614 




1 11 fit: 

X J XO 3 


GTOGAPAG GGPTAGPTAPAAPGA PAAGHTPA 
uXUiVjAwUv U0UXaV31.>XaLJiAV«uA wwiUAXIJA. 


"a "a c >i *7 


7419 


3611 




1 11 fiK 

X J XD O 


GAGGTGGA GGPTAGPTAPAAPGa AGPHHaGa 

V3 AOO X ^9V3a VJv3\» X Am W X AW1AV#UA AU W WAAV9A 


11 c >l o 

J Jb4o 


7430 


3600 


PAPPTTPTTTT G PGAAGGAP 


1 11 fi7 
X.9 XD / 


GTPPTTPn rzppTRr'PTAPTi anna aA/iJv/Tr«Tr' 


33549 


/ *rto 


w 9 D V 


ppTTPPTinn n TinrsppAAn 


1 11 

X JXOO 




33550 


7449 


3581 


PPTTGGfJTTG O, PPAAGAAP 


1 11 fiO 
X JX07 


uilUxluis uuUxAuUlALiwi,L.un uAtJCuAwu 


33551 


7469 


3561 


APPAGAAG G PPPAAPlTfl 


in 7n 

X J X / u 


wiV9XX\3U(5 uui..lAliul/iL>AAU3A iUxAiv?! 


33552 


7484 


3546 


TTGAAAAGG G TTPAATTPATT 


1 11 71 
XJX / X 


AXVaAXlAsA uUL.lAV7l.>xii.LAAL.(iA LCiliXUA 


33553 


74 97 


3533 


TTPAtTATTPA n PATTTTATTAA 


1 11 79 
X JX / ^ 


X X A X AA. Xijr UoL. X AUU X ALAAvJUA X vjaTATVjA 


33554 


7506 


3524 


PATTTTAriAA n ParTTTPAPTT 


111 71 
X jX / o 


Aij X (jAAX Vj VsuL. X AUU X AV.«AAL.ViA X X Ax AAx da 


33555 


7516 


3514 


AT1TTPAPI7TT G TTnAPTTGPA 


111 7A 
X jX / '% 


XvjvJAuXLIA UurLXAoUXAuAAUviA AAoxAaAAi 


33556 


7522 


3508 


TJUGUGAPT7 G PAPGAGGH 


1 11 7c; 

X O X / 3 


L-^L-XUVaXo liuv,«XAv9V.«XAW.AAUuA AV7Xw\.LAA - 


11 e c T 


7530 


3500 


gpapgagt; g ttptttttittpa 


1 1 1 7<r 

X J X / O 


XLiAAAAVjA u(jL.xAVji^XAuAAvJV7A UuX\J\7XurU 


33558 


7543 


3487 


tHIPAUPAIT G TTPTTPITGTia 


11177 
XJX / / 


vJAuAviAUA uu^IAoUXAUAAUvjA AXviAxvoAA 


33559 


7549 


3481 


AUGUCUCtl G UGGUPtTGA 


in 7n 

X J X / o 


XWIVjAV^UA uu^XAVj^XAL-AA^voA AuAoALiAX 


J3boO 


7552 


3478 


UCUCUGUG G UCUGAXJCU 


111 7Q 

X J X / 7 


AGATPAGa GGPTAGPTAPAAPGA PAPAGAGA 
AUviXwAwi uVj^XAUrwXAV.>nA^»\JA L^Aw^VvikSA 


11 CCT 

J JbbX 


7577 


3453 


UACCAACA G CCX3CUQUP 


1 n ftn 


GAPAGPPn n/ZPTAGPTAPAAPGA TGTTGPTA 
\3nV.;i\fj\_ok7 (jur^..X aV3^XAI.«AAV.\9A XV7X XvjoX A 


1 "a c iTo 


7580 


3450 


CAACAGCC G CUQUCAGTI 


1 n fli 


ap'TT'ar'ar' r2/inrP7iGPTAPJiiiPniv nnr^rr'TT'O 

>iwXV7Av.Ao wiwWiXAw^XAV^aAUVjA OOV.Xv3XXo 


T "J C O 

J Jbo3 


7563 


3447 


CAGCC6CU 6 UCAGUUUO 


13182 


CAAACTGA GGCTAGCTACAACGA AGCGGCTG 


33564 


7587 


3443 


CGCUGUCA G UUUGGOAG 


13183 


CTACCAAA GGCTAGCTACAACGA TQACAGCG 


33565 


7592 


3438 


UCAGUUUG G UAGCGCAG 


13184 


CTGCGCTA GGCTAGCTACAACGA CAAACTGA 


33566 


7595 


3435 


GUUUGGUA G CGCAGUG6 


13185 


CCACTGCG GGCTAGCTACAACGA TACCAAAC 


33567 


7597 


3433 


UUGGUAGC G CAGUGGUG 


13186 


CACCACTG GGCTAGCTACAACGA GCTACCAA 


33568 


7600 


3430 


GUAGCGCA G UGGUGGUA 


13187 


TACCACCA GGCTAGCTACAACGA TGCGCTAC 


33569 


7603 


3427 


GCGCAGUG G UGGOAAGG 


13188 


CCTTACGA GGCTAGCTACAACGA CACTGCGC 


33570 
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7606 


3424 


CAGUGGUG G UAAGGUGC 


13189 


GCACCTTA GGCTAGCTACAACGA CACCACTG 


33571 


7611 


3419 


GUGGtlAAG G UGCAGCUC 


13190 


GAGCTGCA GGCTAGCTACAACGA CTTACCAC 


33572 


7613 


3417 


GGUAAGGU G CAGCUCCU 


13191 


AGGAGCTG GGCTAGCTACAACGA ACCTTACC 


33573 


7616 


3414 


AAGGUGCA G CUCCUGCA 


13192 


TGCAGGAG GGCTAGCTACAACGA TGCACCTT 


33574 


7622 


3408 


CAGOJCOT G CAGCACCA 


13193 


TGGTGCTG GGCTAGCTACAACGA AGGAGCTG 


33575 


7625 


3405 


CUCCUGCA G CACCAAUC 


13194 


GATTGGTG GGCTAGCTACAACGA TGCAGGAG 


33576 


7635 


3395 


ACCAAUCU G UUAUCAAC 


13195 


GTTGATAA GGCTAGCTACAACGA AGATTGGT 


33577 


7649 


3381 


AACUUUCC G CUCUCUGU 


13196 


ACAGAGAG GGCTAGCTACAACGA GGAAAGTT 


33578 


7656 


3374 


CGCVCUCU G VGGUGGUG 


13197 


CACCACCA GGCTAGCTACAACGA A6AGAGCG 


33579 


7659 


3371 


UCUCUGUG G UGGUGCGA 


13198 


TCGCACCA GGCTAGCTACAAOGA CACAGAGA 


33580 


7662 


3368 


CUGUGGUG G UGCGA6UG 


13199 


CACTCGCA GGCTAGCTACAACGA CACCACAG 


33581 


7664 


3366 


GUGGUGGU G CGAGUGGC 


13200 


GCCACTCG GGCTAGCTACAACGA ACCACCAC 


33582 


7668 


3362 


UGGUGCGA G UGGCAGGU 


13201 


ACCTGCCA GGCTAGCTACAACGA TCGCACCA 


33583 


7671 


3359 


UGCGAGUG G CAGGUCCA 


13202 


TGGACCTG GGCTAGCTACAACGA CACTCGCA 


33584 


7675 


3355 


AGUGGCAG G UCCACGGU 


13203 


ACCGTGGA GGCTAGCTACAACGA CTGCCACT 


33585 


7682 


3348 


GGUCCA06 G UGUOCGCA 


13204 


TGCGGACA GGCTAGCTACAAOGA CGTGGACC 


33566 


7684 


3346 


UCCACGGU G UCCGCAGC 


13205 


GCTGCGGA GGCTAGCTACAACGA ACCGTGGA 


33587 


7688 


3342 


CGGUGUCC G CAGCUCUC 


13206 


GAGAGCTG GGCTAGCTACAACGA GGACACCG 


33588 


7691 


3339 


UGUCCGCA G CUCUCACU 


13207 


AGTGAGAG GGCTAGCTACAACGA TGCGGACA 


33589 


7704 


3326 


CACUCAGG G UGACCGUA 


13208 


TACGGTCA GGCTAGCTACAACGA CCTGAGTG 


33590 


7710 


3320 


GGGUGACC G UAGUUCCU 


13209 


AGGAACTA GGCTAGCTACAACGA GGTCACCC 


33591 


7713 


3317 


UGACCGUA G UUCCUGGG 


13210 


CCCAGGAA GGCTAGCTACAACGA TACGGTCA 


33592 


7721 


3309 


GUUCCUGG G CAGUAAUC 


13211 


GATTACTG GGCTAGCTACAACGA CCAGGAAC 


33593 


7724 


3306 


CCUGGGCA G UAAUCGAA 


13212 


TTCGATTA GGCTAGCTACAACGA TGCCCAGG 


33594 


7733 


3297 


UAAUCGAA G UCAAUCUC 


13213 


GAGATTGA GGCTAGCTACAACGA TTCGATTA 


33595 


7748 


3282 


UCUACCCQ G CCUUCGUC 


13214 


GACGAAGG GGCTAGCTACAACGA CGGGTAGA 


33596 


7754 


3276 


CGGCCUUC G UCCCAUGG 


13215 


CCATGGGA GGCTAGCTACAACGA GAAGGCCG 


33597 


7763 


3267 


UCCCAUGG G CCCUGGUU 


13216 


AACCAGGG GGCTAGCTACAACGA CCATGGGA 


33598 


7769 


3261 


GGGCCCOO G UUUUGUGU 


13217 


ACACAAAA GGCTAGCTACAACGA CAGGGCCC 


33599 


7774 


3256 


CUGGUUUU G UGUCUUGU 


13218 


ACAAGACA GGCTAGCTACAACGA AAAACCAG 


33600 


7776 


3254 


GGUUUUGU G UCUUGUAC 


13219 


GTACAAGA GGCTAGCTACAACGA ACAAAACC 


33601 


7781 


3249 


UGUGUCUU G UACCCAGG 


13220 


CCTGGGTA GGCTAGCTACAACGA AAGACACA 


33602 


7789 


3241 


GUACCCAG G UCUCCGAU 


13221 


ATCGGAGA GGCTAGCTACAACGA CTGGGTAC 


33603 


7799 


3231 


CUCCGAUU G UGAUUGCU 


13222 


AGCAATCA GGCTAGCTACAACGA AATCGGAG 


33604 


7805 


3225 


UUGUGAUU G CUUCGUGG 


13223 


CCACGAAG GGCTAGCTACAACGA AATCACAA 


33605 


7810 


3220 


AUUGCUUC G UGGUCCCG 


13224 


CGGGACCA GGCTAGCTACAACGA GAAGCAAT 


33606 


7813 


3217 


GCUUCGUG G UCCCGCCA 


13225 


TGGCGGGA GGCTAGCTACAACGA CACGAAGC 


33607 


7818 


3212 


GUGGUCCC G CCAGUGUG 


13226 


CACACTGG GGCTAGCTACAACGA GGGACCAC 


33608 


7822 


3208 


UCCCGCCA G UGU6ACUG 


13227 


CAGTCACA GGCTAGCTACAAOGA TGGCGGGA 


33609 


7824 


3206 


CCGCCAGU G UGACUGGU 


13228 


ACCAGTCA GGCTAGCTACAACGA ACTGGCGG 


33610 


7831 


3199 


UGUGACUG G UAUUAUCA 


13229 


TGATAATA GGCTAGCTACAACGA CAGTCACA 


33611 


7841 


3189 


AUUAUCAA G UCACUCUC 


13230 


GAGAGTGA GGCTAGCTACAACGA TTGATAAT 


33612 


7862 


3168 


AUUCCAUC G CCCCACAA 


13231 


TTGTGGGG GGCTAGCTACAACGA GATGGAAT 


33613 


7872 


3158 


CCCACAAG G UAUGCGUC 


13232 


GACGCATA GGCTAGCTACAACGA CTTGTGGG 


33614 


7876 


3154 


CAAGGUAU G CGUCUCAG 


13233 


CTGAGACG GGCTAGCTACAACGA ATACCTTG 


33615 


7878 


3152 


AGGUAUGC G UCUCAGGC 


13234 


GCCTGAGA GGCTAGCTACAACGA GCATACCT 


33616 


7885 


3145 


CGUCUCAG G CCACGUAC 


13235 


GTACGTGG GGCTAGCTACAACGA CTGAGACG 


33617 


7890 


3140 


CAGGCCAC G UACAUGAU 


13236 


ATCATGTA GGCTAGCTACAACGA GTGGCCTG 


33618 


7917 


3113 


CCAGAACU G CCCUUUCA 


13237 


TGAAAGGG GGCTAGCTACAACGA AGTTCTGG 


33619 


7927 


3103 


CCUUUCAA G CUUCCACG 


13238 


CGTGGAAG GGCTAGCTACAACGA TTGAAAGG 


33620 


7935 


3095 


GCUUCCAC G UAUCA.UUG 


13239 


CAATGATA GGCTAGCTACAACGA GTG6AAGC 


33621 


7945 


3085 


AUCAUUGA G CCU6CUUU 


13240 


AAAGCAGG GGCTAGCTACAAOGA TCAATGAT 


33622 


7949 


3081 


UUGAGCCU G CUUUCAAU 


13241 


ATTGATIAG GGCTAGCTACAACGA AGGCTCAA 


33623 


7970 


3060 


UAGGACAG G UCACUGUG 


13242 


CACAGTGA GGCTAGCTACAACGA CTGTCCTA 


33624 


7976 


3054 


AGGUCACU G UGGAUCGC 


13243 


GCGATCCA GGCTAGCTACAACGA AGTGACCT 


33625 


7983 


3047 


UGUGGAUC G CCAAGUUG 


13244 


CAACTTGG GGCTAGCTACAACGA GATCCACA 


33626 


7988 


3042 


AUCGCCAA G UUGUUCUU 


13245 


A7VGAACAA GGCTAGCTACAAOGA TTGGCGAT 


33627 


7991 


3039 


GCCAAGUU G UUCUUGAC 


13246 


GTCAAGAA GGCTAGCTACAACGA AACTTGGC 


33628 


8001 


3029 


UCUUGACA G CCGUUCCA 


13247 


TGGAACGG GGCTAGCTACAACGA TGTCAAGA 


33629 


8004 


3026 


UGACAGCC G UUCCAAUG 


13248 


CATTGGAA GGCTAGCTACAACGA GGCTGTCA 


33630 


8021 


3009 


AUCUUCGA G UCACAUUC 


13249 


GAATGTGA GGCTAGCTACAACGA TCGAAGAT 


33631 


8031 


2999 


CACAUUCA G UUGUGUUG 


13250 


CAACACAA GGCTAGCTACAACGA TGAATGTG 


33632 


8034 


2996 


AUUCAGUU G UGUUGCUC 


13251 


QAGCAACA GGCTAGCTACAAOGA AACTGAAT 


33633 
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8036 


2994 


rTn»r»TtrT^iT fi TTTTfirTfrtTr* 


1 OO CO 


GAGAGwin wawlAUUlAUnnvASA AUnAGlviA 


o*a f 0 A 
3 Jd34 


8039 


2991 


rtTTTTrr ffitit t ffl r^f rrTT^T 


1 "SO CO 


AGAlanVanla uviV» 1 tWI\^ X AVtAAVAan AnV*AwwM« 


^'3f"ae 
3 Jo39 


8067 


2963 




1 o oc >i 
13254 


^ar'r'appa ^a/apT«artPTapaapna TPftr«a'TT"r 
uALUAGiJA VaVaL 1 A^L 1 ALAALVaA 1 LGGA iva 1 


0 0 f 0 f 


8069 


2961 


AUCCGAGU CUGGuGAQ 


1 o oc e 
13255 


r"'prtapr«an ftftp'panp'papaapfta ?^r«*pr^ripa*p 
U1GAL.LAG GGLlAGLiA\..AAV.AaA AGlL.GGAi 


0 o f 0 0 
3363 / 


8073 


2957 


bAurUUuUur la UUAVaAUwA 


1 o o c f 
13256 


i\aGlWi*ll«A wav>lA\at.*XAl«AA^AaA wvGUAwl^ 


'S'af 0 D 
33b3o 


8105 


2925 


»r*t'iTTr'TT*'R r* r*fTiMtfTr^r*a 
AUUUL.UAA ur CUAUUUwA 


1 o oco 
X323 / 


•wapaa^pa/T! /"a/iPTartPTapaanna TTaftaaftf 

lAaGAAlAVa v>Gv>lAl3vlAl«AA^;uA 1 lAGAAGl 


oof no 


8115 


2915 


UAUUL.UAA V3 Uu^VjAUU^ 


1 O O C Q 

13230 


ciMs.'pnnr^ci nnpTivnp'PikPiiJVpnA TTrinaaTa 

GAAl L>Gv^u VaGL X AuL 1 ALAAvAaA 1 1 vaUAAi A 


OOf A A 

33b4U 


8117 






1 "JOCO 


par!2iaTPfz nnpTafZPnvpaapna fzc^r^nn^ik 


00 CAT 

.3 J OfxX 


ol2 / 


27U J 




xjrfSbU 


ATnTPPrta rtnpTivnPTAPivAPna TparsaaTP 

nXVa-LwX^un Vauv.XnlawXnwu>VJ\a/i lV,^Va/i/\XV> 




ol42 


2ooo 




X32bX 


TPpnrtJinji iK^PTJVftPTAPJiArvia pajv/^raaaT 
XL^VavaHVan vava\*XAVai«XAL/vi%.Aan wwixaVaAAX 


77f A7 
J J Ov J 


8166 


O O C A 

2od4 


CvZAuAAAv V9 UurUUuUUo 


T O Of O 


paapaapa rinPTanPTiiPL.aprta p*r*r*rpTY2P 
UiAwiAAImA GGV«1AuUxaW<AAV#GA ClXlGlkaG 




ol6o 


2oo2 


AwiAAuurU Va UUvjUUvaurL. 


1 OOf o 


fappaapaa /a/apTafapTapaappa appTTT/iT 
GwLAALAA GGW> 1 AGv« X AVi#AAljGA AL>^lilGX 


33b43 


8171 


2859 


ivT^rrTTr'TTTT r* mrrT*rT*i^n 
AAbuUoUU UUouru^Au 


1 OOf >1 

13264 


/""T^rriPnaa <Tftp»T»ararwT'ar«aarT»a T4ar«ar'r«»n'p 
L 1 LGLLAA GoL 1 Av3L 1 ALAAUuA AAUAUL 1 X 


7 7 f ^ f 

33646 


8175 


2655 


UoUuouU^ u (^vjAvjUUUU 


1 "5 Of c 
X32b3 


a^aa/^T^va ^ar'n'pa/ar'Tar'a a/^r»a ^aartaarta 
AuAAL i ma GVaL 1 AVaLl ALAALGA LAALAAUA 


7 7 f yl "7 

3364 / 


8179 


2851 


GUUGGUGA G UUCUGGUG 


1 O Off 

13266 


oa/^/^a/'^a a r!/^r<>T»a/TUTpa^'^aar«oa 'P/'^o/^/'^a ar< 
uAoUAGAA GGLlAGCXAUAAuGA ILGuLAAC 


33648 




*> O >1 c 


/^TvrTTTT/'^Tn ^ TTr»r^R 7i TVTT7V 


1 QOf T 


TaT^PTriPa r'/a/^'pap/"«*par'aa<'v^a r<a/^aarwp^^ 
lAi i IGLA GGLxAGLlALAALGA LAGAALXL 


0 7 f ^ Q 

33649 


8187 


2843 


GUUL-UtiOU Vj 


1 "i O f Q 


i i iAi i i\j GGLiAGLiALAALGA ALLAGAAL 


3 3 650 


8211 


2819 


T TT T/~i/^/~io A /*i/-<T TT TO/"" A f 
UULL-V-L.au G LLUULLAtr 


13269 


LiGGAAGG GGCxAGCTACAACGA CTGGGGAA 


33651 


8219 


2811 


GCCUUCCA G CCAAUUUL 


T O O O A 

13270 


GAAAXTGG GGQ^TAGCTAuAACGA TGGAAGGC 


33652 


00*3 D 


2 /^2 


AUUuUULL G UGGUGGLo 


X32 /X 


p^r'par'pa <'a^r''pa/a/^'pa<^a a^'v^a i^i^aaaaa'P 
GVaGLALLA (3GL1AGG1ALAAUGA GGAAAAAx 


0 0 f c 0 
33653 


Q O A T 


no o 


UUUULGUG G UoGLGGUlJ 


XJ^ /Z 


papp/ippa /a/apTa^PTar«a arT»a /^aor^r'aaa 
UAL.LuW.LiA laiaLXAvaLXALAALGA LALGGAAA 


7 7 f C A 

33 034 




2 /Ob 


UUviUuGUG U v«GGUwwbu 


X J« / J 


/^rimr^appfa. ft/apfai'ap'papaap/aa r'ar^r^arTT* 
LL X L^LLva GGL X AGC X ALAALGA LAL LALGG 


7 0 f C C 

33633 


/ 


2 / o J 


UGGUGGCG G UGAGGLAiU 


X3^ /4 


appppTPa /a/aPTapPTapaappa ppr»r^anr»a 
AGGLL X LA iaGL X AGL X ALAALGA LGLLALLA 


0 0 f Cf 


Q O C 


2 / /o 


Gv^GGUGAG G L.GUUUAGG 


X3^ /3 


ppTaaap/a nrsPTa^aPTapaappa r^f^iLf^nr* 
LL X AAALG GGL 1 AGL X ALAALGA L X LIALLGL 


7 7 f c 0 
33657 


Q O C A 


2 / /O 


GGUGAUGG G UUUAGGUU 


132 /b 


par«p*paaa /a/ar"pap/^anaarT«a nf^rfrpr*is.r*r> 
LALLXAAA uVaLX AGL X ALAALGA GLLILALL 


0 0 f c 0 
33658 




t iKj 


GCGUUUAG G UGLUGALU 


X3£ / / 


a^TPacpa /a/apn^anPTipaap^^a pfpaaappp 

AG X LAGLA GGL X AGL X ALAALGA L X AAALGL 


7 0 f C A 

33659 


O O CO 

8262 


27oo 


GUUUAGGU G CUQACUUG 


1 o on o 
i.32 /o 


LAAGTCAG GGLTAQLTrALAALun ACCTAAAC 


33660 


o2 /U 


2 /bU 


GGUGALUU G UA(JAUUwV* 


n o o o Q 
X32 /7 


pftaa'pp'pa rsppTanPTa^aarv^a T^^r^mf^T^rtf^ 
GGAAXvaXA GGL X AGL X ALAALGA AAGxLAGL 


33661 


D O Q j1 


•5 TA £ 

2 /4b 


UGLGULLU G UUUGUGAA 


1 O O Q A 

132oU 


XXGAGAAA GGL X AGL X ALAALGA AGGAGGGA 


33662 


D rt f 


2 /24 


AUAGUAAG G ULLAWiUL. 


1 7 O Q 1 

x32o J. 


GGivaXGGA GGL 1 AGL 1 ALAALGA CxTAGTGi 


33663 


O O Q T 

o J j1 


2699 


UCAAAAGA G UGUUUAGL 


1 "3 O OO 

X32o2 


GlTGAAlA GGwxAGCTACAALGA TCTTTTGA 


33664 


8 J J3 


Of GO 

2697 


AAAAGAGU G UUCAGuUL 


1 o o o o 
x32o3 


GAGlxGAA GGCxAGCTACAACGA ACTCTTTT 


33665 


8338 


Of ftO 

2692 


AGUGUUuA G CULGUCLU 


1 O O D >! 

13284 


AGGACGAG GGCxAGCXAUAACGA TGeAACACT 


33666 


Q A "5 


oca Q 
2bob 


UULAGLUL G ULGUULAL 


1 o oo c 
X32o3 


^aiv^aappa pp^^tpa/^PTaPaappa ^T^^r^w^aa 
lal^AAGGA GGL X AGL X ALAALGA GAGLXAaAA 


33667 


6352 


O f7 O 

2b /o 


GGUULAL.U G L.UUL.UL1AL 


1 ^ o O f 
X32ob 


GxGGGAAG GGCxAGCTACAACGA AGTGAAGG 


33668 


Q C O 


O f CO 

^bb2 


GAUUUvdAU \3 LULVjAurUL 


1 "3 O QO 

X32o / 


^ar'T'pr'afii ^^farwna^^r^T'a/^aarT'a Tvp/^ivaaT'^ 
vaALXGuAva GoLXiUaLX ALAALGA AxCAAAxG 


33669 




DO 


aTTfSPTTPPix n TTPTTrsfzaazi 


X oo 


TTTPParaa pnPTafaPTapaar'raa Tvar'a^ai^aT 
XXlLLnuii VauLXAVaLX ALAALGA XvaGAGLAX 


7 0 f 0 A 

33670 




OCA 1 
^d4X 


AALUuAUL. \j UAoAULAjL 


1 1*5 QQ 
X32 OZ^ 


L7LvaL7lLXA LtuL XAItLI ALAALGA GAILAGii 


33671 


O J 


ZO J4 




1 OOQA 


VauA^XVai^ OVaLXAvjLi ALAALGA oGiLiALG 


33672 




^O X3 


PPTTTTaTTniSL n PTTITTTPTTnik 


X J^7X 


Tpanaaafi finPTanPTapaapna Tpa'paan/a 

X L^uiilnAVa OvaL X AljL X ALAALoA X LA X AAv3G 


7 0 f 0 0 
33673 


O Al 1 


O C QO 


IirailTTPfTITn fl PTTH^VSPPTT 
UVaAUUUUu U UUAvivaLLU 


1 70Q0 
X32?Z 


appppTaft /app*T»apPTapaar«pa /^aar*a'T»r»a 
AGVaLL X AG ouL X AGL X ALAALGA LAAGA X LA 


33674 


OA'3 Q 




TTTTft/IPTTan n PPTITTPTTnn 


1 1 0 Q7 
X3273 


poapaa/'ap pr^r"pa/v*'Paoaar'r'a /-wpa^/^/^aa 
L LALAAoG GiaL X AGL X ALAALGA L X AGLLAA 


33675 


O A A O 


230 / 


UAGGGLuU G UGG\JGUUU 


1 7 O Q A 

13274 


aaar*r<o/^a /^r*r*'T»ar«*^Tn/**aar»/^a a ar^r^r'/'vpTv 
AAALGCLA GGCTAGCxACAACGA AAGGLCTA 


33676 


OA A £ 


OCQA 

2Do4 


GwuUUGUG G UGUUUuAG 


1 T O Q C 

13293 


CTGAAACG GGCXAxaCxAuAACGA CaCAAGGC 


33677 


O A A □ 


o c o o 
23o2 


^UUGUGGU G UUUUAGGG 


1 "2 O Of 

13296 


LCCTGAAA GGCxAGCTACAACGA GCCACAAG 


33678 


Q A C C 


^9 /4 


uUUUUAoo ur UAAUAV.UU 


132^^ / 


aapfpanupa riPP'PapP'Pa^aan^a /^onv^a^var* 
AAGXAXXA GGL X AGL X ALAALGA LLTGAAAL 


33679 


O A£ C 


4i3b3 


UAAUALUU G UAGUGGUL. 


1 "5 O Q Q 

1329o 


GACCGGTA GGCTAgCTACAAlGA AAGTATTA 


33680 


flATI 




UUUUAuLaj G UGUAULUA 


■1 O OQO 

13299 


TGGATQGA GGCTAGCTACAALGA CGGTACAA 


33681 


OX 


ORA Q 


ppaiTP/'^aa p/^TP/^ar«a 


1 "5 O AA 

133UU 


xXaTGGAGG GGCTAGCTACAACGA TTGGATGG 


33682 






AWiUwVuU G UGUAUGAA 


1 O O AT 

13301 


fpfp^afrapa /ap/'npa^r^n*a/^aa/*ina aa«n/^am/*«rn 
X^CATACA GGCTAGCTACAACGA AATGATGT • 


33683 


04J7 / 






1 1 O AO 

13302 


m^iiHii^a'pa p^^nvapPT^aPaa^^a aoai^nv*a*T* 
TGTxCAXA GGCTAGCTACAACGA AGAKLGfi^ 


33684 




^3UO 


liPaTTPTTPlL P PTTPTTTTPPP 


1 O O AO 

13303 


p/aoaa^ar< ppr«T'ar*^^*Par'aar»/^a ni/^a/^a'n/^T» 
(aGCAAGAG GGCTAGCTACAACGA TGAGATGT 


33685 






PAfiPTTPTTfT CI onannxin'h 


1 O O AA 

133 U4 


T/^aPrT'i'va /ar*/"'»narT"Pa*^aar'r»a aa/*'ar'rwn/-» 
XLAGLLGG iaGLX AGL X ALAALGA AAGAGCTG 


33686 




«^90 




1 "a o AC 
133U3 


/'^a^a'TT'ar' ftr»/'*Tar'/"wpar'aarv^a r^<7i/?oaa^a 
GALA 1 LAG GGL X AGL X ALAALGA LGGCAAGA 


33687 




9^ on 

^47U 


LovaLUvaAU ty ULUAUGGC 


1 O O Af 

13306 


GCCATAGA GGCTAGCTACAACGA ATCAGCCG 


33688 


0D4 / 


^40 J 


UVaUUuAUva Lj CACALLvJA 


13307 


TGGGTGTG GGCTAGCTACAACGA CATAGACA 


33689 


8556 


2474 


CACACCCA G UGUCAGCG 


13308 


CGCTGACA GGCTAGCTACAACGA TGGGTGTG 


33690 


8558 


2472 


CACCCAGU G UCAGCGUG 


13309 


CACGCTGA GGCTAGCTACAACGA ACTGGGTG 


33691 


8562 


2468 


CAGUGUCA G CGUGCACG 


13310 


CGTGCACG GGCTAGCTACAACGA TGACACTG 


33692 


8564 


2466 


GUGUCAGC G UGCACGUU 


13311 


AACGTGCA GGCTAGCTACAACGA GCTGACAC 


33693 


8566 


2464 


GUCA6CGU G CACGUUCA 


13312 


TGAACGTG GGCTAGCTACAACGA ACGCTGAC 


33694 


8570 


2460 


GCX3UGCAC G UUCACGGA 


13313 


TCCGTGAA GGCTAGCTACAACGA GTGCACGC 


33695 


8587 


2443 


GAGGAAGA G CAGAACUC 


13314 


GAGTTCTG GGCTAGCTACAACGA TCTTCCTC 


33696 
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8604 


2426 


CUCCAACU G CGAQAAAC 


13315 


GTTTCTCG GGC.TAGCTACAACGA AGTTGGAG 


33697 


8613 


2417 


CGAGAAaC G UGaGAGCu 


13316 


AGCTCxCA GGCTAGCiACAftCGA GTTTCTCG 


33698 


8619 


2411 


ACGUGAGA G CUAUGGAC 


13317 


GTCCATAG GGCTAGCTACAACUA TCTCACGT 


33699 


8637 


2393 


UAUCACGA G CAUUGAUG 


13318 


CATCAATG GGCTAGCTACAACGA TCGTGATA 


33700 


8645 


2385 


gcauugau g cccaucca 


13319 


TGGATGGG GGCTAGCTACAACGA ATCAAIXSC 


33701 


8664 


2366 


ACAGGAGa g cccccagc 


13320 


GCTGGGGQ GGCTAGCTACAACGA TCTCCxXiT 


33702 


8671 


2359 


AGCCCCCA G CAAUCCUu 


13321 


AAGGATTG GGCTAGCTACAACGA T^sGGGGCT 


•S "3 '7f\'> 


8680 


2350 


CAAUCCUU G CQUUAUCC 


13322 




JJ tKj'k 


8682 


2348 


AUCCUUGC G UUAUCCAG 


13323 


CTGGATAA GGCTAGCTACAACUA GuAAGGAT 




8696 


2334 


CAGGACAU G CCUCCGAA 


13324 


TTCGGAGG GGCTAGCTACAACGA ATGTCCTG 


33706 


8707 


2323 


UCOGAACA G UGAGCGGA 


13325 


TCCGCTCA GGCTAGCTACAACGA TGTTCGGA 


33707 


8711 


2319 


AACAGUGA G CGGAAuGC 


13326 


GCATTCCG GGCTAGCTACAACGA TCACTGTT 


33708 


8718 


2312 


AGCGGAAU G CUCCUCCG 


13327 


CGGAGGAG GGCTAGCTACAACGA ATTCCGCT 


33709 


8742 


2288 


GAUGGACA G CCUUCCCA 


13328 


TGGGAAGG GGCTAGCTACAACGA TGTCCATC 


33710 


8757 


2273 


CAACUGAG G UGAACACC 


13329 


GGTGTTCA GGCTAGCTACAACGA CTCAGTTG 


33711 


8783 


2247 


GAUGCAAA G UCCCAA6C 


13330 


GCTTGGGA GGCTAGCTACAACGA TTTGGATC 


33712 


8790 


2240 


AGUCCCAA G CU0U6UCU 


13331 


AGACACAG GGCTAGCTACAACGA TTGGGACT 


33713 


8793 


2237 


CCCAAGCU G UGUCUCCU 


13332 


AGGAGACA GGCTAGCTACAACGA AGCTTGGG 


33714 


8795 


2235 


CAAGCUGU G UCUCCUAG 


13333 


CTAGGAGA GGCTAGCTACAACGA ACAGCTTG 


33715 


8805 


2225 


CUCCUAGA G CGGCUAGU 


13334 


ACTAGCCG GGCTAGCTACAACGA TCTAGGAG 


33716 


8808 


2222 


CUAGAGCG G CUAGUCUC 


13335 


GAGACTAG GGCTAGCTACAACGA CGCTCTAG 


33717 


8812 


2218 


AGCGGCUA G UCUCUGCG 


13336 


CGCAGAGA GGCTAGCTACAACGA TAGCCGCT 


33718 


8818 


2212 


UAGUCUCU G CGCUCCUU 


13337 


TV TV TV /^/^ <*lfY)Ti TV ^^Tk ^ TV TV^TV^TV^m^ 

AAGGAGCG GGCTAGCTACAACGA AGAGACTA 


33719 


8820 


2210 


GUCUCUGC G CUCCUUUG 


13338 


CAAAGGAG GGCTAGCTACAACGA GCAGAGAC 


33720 


8832 


2198 


CUUUGAGG G UGGUUGUA 


13339 


TACAACCA GGCTAGCTACAACGA CCTCAAAG 


33721 


8835 


2195 


UGAGGGUG G UUGUAAAG 


13340 


CTTTACAA GGCTAGCTACAACGA CACCCTCA 


33722 


8836 


2192 


GGGUGGUU G UAAAGGCU 


13341 


AGCCTTTA GGCTAGCTACAACGA AACCACCC 


33723 


8844 


2186 


UUGUAAAG G CUUUGCCA 


13342 


TGGCAAAG GGCTAGCTACAACGA CTTTACAA 


33724 


8849 


2181 


AAGGCUUU G CCAAUGCU 


13343 


AGCATTGG GGCTAGCTACAACGA AAAGCCTT 


33725 


8855 


2175 


UUGCCAAU G CUGCUUCC 


13344 


GGAAGCAG GGCTAGCTACAACGA ATTGGCAA 


33726 


8858 


2172 


CCAAUGCU G CUUCCAGA 


13345 


TCTGGAAG GGCTAGCTACAACGA AGCATTGG 


33727 


8870 


2160 


CCAGACUU G UGCCAAUG 


13346 


^TV ^n^n/^^^ Tk ^fTTTV ^^^^TV ^ Tk Yk T^ TV YV ^rtt^^H^ ^ 

CATTGGCA GGCTAGCTACAACGA AAGTCTGG 


33728 


8872 


2158 


AGACUUGU G CCAAUGGU 


13347 


ACCATTGG GGCTAGCTACAACGA ACAAGTCT 


33729 


8879 


2151 


UGCCAAUG G UGAUUGAU 


13348 


ATCAATCA GGCTAGCTACAACGA CATTGGCA 


33730 


8890 


2140 


AUUGAUCU G UUGUUCUC 


13349 


^TV ATV Tk ^Tk TV ^^nTV ^ /^niTV ^tTV Tk ^Y^Th Tk ^ Tk ffTl Tt rv^ 

GAGAACAA GGCTAGCTACAACGA AGATCAAT 


33731 


8893 


2137 


GAUCUGUU G UUCUCCUC 


13350 


GAGGAGAA GGCTAGCTACAACGA AACAGATC 


33732 


8903 


2127 


UCUCCUCU G CCCACCAC 


13351 


GTGGTGGG GGCTAGCTACAACGA AGAGGAGA 


33733 


8915 


2115 


ACCACUAU G UAUGAGUC 


13352 


GACTCATA GGCTAGCTACAACGA ATAGTGGT 


33734 


8921 


2109 


AUGUAUGA G UCUCCAAA 


13353 


TTTGGAGA GGCTAGCTACAACGA TCATACAT 


33735 


8932 


2098 


UCCAAAGG G UGGUUCCA 


13354 


TGGAACCA GGCTAGCTACAACGA CCTTTGGA 


33736 


6935 


2095 


AAAGGGUG G UUCCAAUU 


13355 


AATTGGAA GGCTAGCTACAACGA CACCCTTT 


33737 


8958 


2072 


^^^^^WYYY^ ^ ^^YYYY^^n^ 

GGACCUUA G CGUUGGCC 


13356 


^^^^tTV TV ^^^niTV ^^fnTk YL ^^TV m TV ^ /^^m^^^ 

GGCCAACG GGCTAGCTACAACGA TAAGGTCC 


33738 


8960 


2070 


ACCUUAGC G UUGGCCGU 


13357 


ACGGCCAA GGCTAGCTACAACGA GCTAAGGT 


33739 


8964 


2066 


UAGCGUUG G COGUGGCC 


13358 


GGCCACGG GGCTAGCTACAACGA CAACGCTA 


33740 


8967 


2063 


CGUUGGCC G UGGCCACU 


13359 


A6TGGCCA GGCTAGCTACAACGA GGCCAACG 


33741 


8970 


2060 


UGGCCGUG G CCACUGAA 


13360 


TTCAGTGG GGCTAGCTACAACGA CAOGGCCA 


33742 


8987 


2043 


ACAAAAGG G UUGACAGrU 


13361 


ACTGTCAA GGCTAGrCTACAACGA CCTTTTGT 


33743 


8994 


2036 


GGUUGACA G UGACCAAU 


13362 


ATTGGTCA GGCTAGCTACAACGA TGTCAACC 


33744 


9005 


2025 


ACCAAUCU G CCCACUGG 


13363 


CCAGTGGG GGCTAGCTACAACGA AGATTGGT 


33745 


9013 


2017 


GCCCACUG G CGUUAGGU 


13364 


ACCTAACG GGCTAGCTACAACGA CAGTGGGC 


33746 


9015 


2015 


CCACUGGC G UUAGGUCG 


13365 


CGACCTAA GGCTAGCTACAACGA GCCAGTGG 


33747 


9020 


2010 


GGCGUUAG G UCGUUCAA 


13366 


TTGAACGA GGCTAGCTACAACGA CTAACGCC 


33748 


9023 


2007 


GUUAGGUC G UUCAAUGA 


13367 


TCATTGAA GGCTAGCTACAACGA GACCTAAC 


33749 


9033 


1997 


UCAAUGAA G CCACUGAC 


13368 


GTCAGTGG GGCTAGCTACAACGA TTCATTGA 


33750 


9056 


1974 


GGAACUUU G CAAGGUCC 


13369 


GGACCTTG GGCTAGCTACAACGA AAAGTTCC 


33751 


9061 


1969 


UUUGCAAG Q UCCAUCCG 


13370 


CGGATGGA GGCTAGCTACAACGA CTTGCAAA 


33752 


9069 


1961 


GUCCAUCC G UGCCAGUG 


13371 


CACTGGCA GGCTAGCTACAACGA GGATGGAC 




9071 


1959 


CCAUCCGU G CCAGUGUA 


13372 


TACACTGG GGCTAGCTACAACGA ACGGATGG 


33754 


9075 


1955 


CCGUGCCA G UGUACUGC 


13373 


GCAGTACA GGCTAGCTACAACGA TGGCACGG 


33755 


9077 


1953 


GUGCCAGU G UACUGCAA 


13374 


TTGCAGTA GGCTAGCTACAACGA ACTGGCAC 


33756 


9082 


1948 


AGUGUACU G CAAUUCCA 


13375 


TGGAATTG GGCTAGCTACAACGA AGTACACT 


33757 


9099 


1931 


ACACCACA G UGCCGUGA 


13376 


TCACGGCA GGCTAGCTACAACGA TGTGGTGT 


33758 


9101 


1929 


ACCACAGU G CCGUGACC 


13377 


GGTCACGG GGCTAGCTACAACGA ACTGTGGT 


33759 
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9104 


1926 


ACAGuGCC G UGACCUGU 


13378 




33 /OU 


9111 


1919 


CGUGACCU G UGUCUGCG 


13379 




/ox 


9113 


1917 


UGACCUGU G UCUGCGGQ 


13380 




33 /b^ 


9117 


1913 


CUGUGUCU G CGGGAGUC 


13381 




33 /03 


9123 


1907 


CUGCGGGA G UCCCAAGA 


13382 






9141 


1889 


ACuUGAAA G CCUUUGAA 


13363 


XlV«AAAIii9 wVjV.«1Av3U1AwiAV..uA XXluAAuil 


J3 /03 


9155 


1875 


GAACAGAC u CCAUAGGU 




AW^XAXVto V30V,*-LAlJV«lAWAnVJV3/% \7XV«XurXl(M 




9162 


1868 


CGCCAUAG G UuGUUCCC 


1 *5 ^ Q C 
IJ JOS 


Ov3UAAv.MnA V7v3\« X Ao\« X A>.i.AAVMwrl \«. X A X Vjvj^O 




9165 


1865 


CAUAGGUU G UUCCCUuC 


13386 


VaAAvsVsViAA VaVyV. X Aov* X AWiA\JuA AAL>CXAXV3 


/oo 


9178 


1852 


CUUCAACU G CAAUUUUU 


13387 


AAAAAX XU uV7CXA\m..XiUjlAAuoii AuX X\3AAu 


3J #09 


9219 


1811 


GAGCCGAC G UCAACUUQ 


13368 


CAASTTQA uGUTAuCTACAACuA. GXrCGGGTC 


33 / /w 


9231 


1799 


ACUUGACA G UGUUGCUU 


1 '3 O D Q 

13 Jo9 


AAuVmAAVJA ViViU X AVtC X AwVAuoA X Vs X LJVAli X 




9233 


1797 


UUGACAGU G UUGCuUGA 


13390 


XUAAVjrVJAA mJUXAuUXAUAAUoA ACXvjrXUAA 


33 / / ^ 


9236 


1794 


ACAGUGUU G CUUGAAAA 




X X X X WVAo vKav*X AVjv^X AL.AAU0A AAUAU XTjrX 




9258 


1772 


CAGGAAUG G CUCCAGCC 


13392 


VMUXoUAur UuUXAuiCXAl.AAL.\iA L^XXuCXo 


33 / /4 


9264 


1766 


UGGCUCCA G CCAAAGCU 




AwCXXXov \3ViV*XA!laV«XA\.AALAjA XovAoUUA 


J.3 / to 


9270 


1760 


CAGCCAAA G CUUGAUGC 


ITT O/l 

13374 


vjVJAX UAA\3 laViC X AuL. X ALJ\AL>vsA X X XAiuu X 0 


33 / f 0 


9277 


1753 


AGCUUGAU G CAGAGCuC 


1 ^ 0 Q C 

13395 


vjA^LxCXCj ljViL.XAV3L>XAl..AACV7A AXUAAljUX 


1 1 Tin 
33 / / / 


9282 


1748 


GAUGCAGA G CUCCCUCU 


13396 


TV^TTVO/^O TV 0 y^/*TOrPTV/^r^nr>TV /^TV TV 007V TT/^rp/^r^Tv 

AGAGGGAG GGCTAGCTACAACQA TCTGCATC 


33778 


9292 


1738 


UCCCUCUU G UGAGCCCA 


13397 


ni/^O/^ /^rn/^ TV ^^OTTTVO/^nt^TV /^?V TV 00 A TV TV A /^/^/^ TV 

TGGGCTCA GGCTAGCTACAACQA AAGAGGGA 


33779 


9296 


1734 


UCUUGUGA G CCCAAUGC 


13398 


^^Tv mrnr^^/^ ^^/-irpTv ^rtm A A A /^/^ A fPOAr^AAOA 

GCATTGGQ GGC rAGCTACAACGA TCACAAGA 


O O T Q 

33 780 


9303 


1727 


AGCCCAAU G CuAuCACA 


13399 


TGTGATAG GGwlAGCTACAACGA ATTGGGCT 


33781 


9316 


1714 


CACAGACU G CUUCGUGG 


13400 


rT«Ar^OAA/*» n/l/'VT'ArT'TTAOA Ar^l^A A/^'TT"T»/^nr«/^ 

CCACGAAG GGCTAGCTACAACGA AGTCTGTG 


•a "3 T Q T 

33782 


9321 


1709 


ACUGCUUC G UGGCGUGU 


13401 


Ar»Ar«/^^f^A ^vr"PAr*r»'Pivr'A A/"V^Jv r^TvarT^AoiT 
AvJAL^GULIA GGV^XAGUXAUAAUAiA GAAGvJAGX 


33 /o3 


9324 


1706 


GCUUCGUG G CGUGUGGU 


13402 


AuUAuAv^G GGCXAGUXAUAAvJvjA (JALajAAGL. 


33 /o4 


9326 


1704 


UUCGUGGC G UGUGGUUC 


13403 


A Arrrtnr^Tv /^/^/^rnTv/-t/-ifpTv /-itv tv /-iriTv nor^Ar^/^AA 
GAALLIAvJA GGL.lAGL.XAt-AAv-.GA GUUALGAA 


33 /OS 


9328 


1702 


CGUGGCGU G UGGUUCCU 


13404 


TV^/^TV TV/^/^TV /^^OTIT^ /^r^TTITV TV TV A Tk /*»/^^^TV /^/^ 

AGGAACCA GGCTAGCTAGAACGA ACGCCACG 


33786 


9331 


1699 


GGCGUGUG G UUCCUCAA 


13405 


n^fTVTAO^AA /^^OTTAOOnTAOA A^V^A /^AOAOI^OO 

TTGAGGAA GGCTAGCTAGAACGA CACACGCC 


0 0 T 0 T 

33787 


9351 


1679 


CCAUUAAC G UCUCUCUG 


13406 


r'Ar'AOAOA O/^/^T' AO/^JPA^A A /*»TMIIA AHT/^/^ 

CAGAGAGA GGLxAGCTACAACGA GTTAArGG 


33788 


9359 


1671 


GUCUCUCU G UuCCuCCA 


13407 


nr/^/^AOOAA /^/^f^T'Ar'OrpTVOA AOOA AOAOAOA/^ 

IGGAGGAA GGGXAGGXAUAAGGA AGAGAGAG 


33789 


9372 


1658 


UCCACACA G UACUUCCA 


13408 


W^/^ TV TV TV ^^/^rTTTV^/TfrtTV ^TV TV ^/ITV m/ IIIU'IIM^/^TV 

TGGAAGTA GGCTAGCTAGAACGA TGTGTGGA 


33790 


9381 


1649 


UACUUCCA G CACUGCUC 


13409 


r«A<*T/^A/^rTV9 n/30fTiA/wPA^A n^miv *iv?/3AAnn*A 
GAGCAGTQ GGGTAjGCTAGAACGA TGGAAGTA 


33791 


9386 


1644 


CCAGCACU G CUCCAAGG 


13410 


CCTTGGAG GGGTAGCTACAAGGA AGTGCTGG 


33792 


9398 


1632 


CAAGGGAG G UUGAGGUC 


13411 


GAGG XaJAA GGG X AGG X AGAAGGA G X GGG X X 


•a'a •» 0*9 
33 /73 


9404 


1626 


AGGUUGAG G UCCAUGAA 


±341z 


TTr'AT/^r' A 0/V^'PA<*T'T»A^A A/^r*A r^T/^A A rt/TT 

XXGAIGGA GGGXAGGXAGAAGGA GXGAAGGX 


•a "a T ovi 
33 /i74 


9435 


1595 


CUAA.GAAC (a UCUUUGUU 


J.J4X3 


AAGAAAGtA GGGXAGGXAGAAGGA GXXGXXGG 


•a^«70C 
33 /73 


9441 


1589 


AGGUCUUU G UUCCAACA 


13414 


XoX XAjGAA GGGXAGGXAGAAGGA AAAGAGGf 


0 "a •TQ^ 
33796 


9450 


1580 


UUCCAACA G UCAUCACG 


13415 


GGTGATGA GGGTAGCTAGAAGGA TGTTGGAA 


"a "a Ten 
33797 


9458 


1572 


GUCAUCAC G UAGUAUGC 


13416 


GCATAGTA GGCTAGCTAGAACGA GTGATGAC 


33798 


9461 


1569 


TV TT<^1V /^/^TTTV T TIV TT/^ TV TTTT 

AUCACGUA G UAUGCAUU 


13417 


AATi/^^AfTiA O^r^TA r'rr'PA OA A A Ti A fV^'PO A IT 

AATGCATA GGGTAGCTACAAGGA TACGTGAT 


■a ^ T Q 0 
33799 


9465 


1565 


CGUAGUAU G CAUUGGUG 


13418 


OAOOAAffTO OOOT'AO/'TnT A 0 A A 00 A AfAOITAOO 

CACCAATG GGCTAGCTAGAACGA ATAGTAGG 


33800 


9471 


1559 


AUGCAUUG G UGUCaAUC 


13419 


TV miTT^ TV /*! TV /^^/^riTTV ^^WTTTV ^TV TV ^t/^TV ^ TV TV ITVr^ ^ TV m 

GATTGACA GGCTAGCTAGAACGA CAATGCAT 


33801 


9473 


1557 


GCAUUGGU G UCAAUCCC 


13420 


G6GATTGA GGCTAGCTAGAACGA ACCAATGC 


33802 


9487 


1543 


CCCUGACC G UGGUUCAC 


13421 


GTGAACCA GGCTAGCTAGAACGA GGTGAGGG 


33803 


9490 


1540 


UGACCGUG G UUCACAGU 


13422 


AO'T^O'POAA O/^OTTTV /^^WTTTk ^TV TV /^/^TV OAOOOTTOA 

ACTGTGAA GGCTAGCTAGAACGA CAGGGTCA 


33804 


9497 


1533 


GGUUCACA G UCCACUGU 


13423 


AOAOrnOOA OOOTTAO/THTA OA A nOA TTOrTi/^ TV TV 

AGAGTGGA GGCTAGCTAGAACGA TGTGAAGG 


33805 


9504 


1526 


AGUCCACU G UCACCUCU 


13424 


AOAOOnr^A OOOTTjv/ni/TmTv ^tv * /^/3T\ AOT'OOAOT' 

AGAGGTGA GGCTAGCTAGAACGA AGTGGACT 


33806 


9526 


1504 


UUCUCCAA G CUUUAGUG 


13425 


OA^rpAAAr^ r^^/^nTAOOn^AOA A OOA rPHWrAOAA 

CACTAAAG GGCTAGCTAGAACGA TTGGAGAA 


33 807 


9532 


1498 


AAGCUUUA G UGUGUAUG 


13426 


/•I TV fH TV TV TV /~»/^/^m JV /^/^T^ A TV /^/^7V tn 'A A A OrfVTl 

CATACACA GGCTAGCTACaACGA TAAAGCTT 


33808 


9534 


1496 


GCUUUAGU G UGUAUGAA 


13427 


mm^TV nTTV /^TV /*T^/*1fTTTV /*i/*TfnTV TV ^/^TV TV^fTTTV TV A/*T/*1 

TTCATAGA GGCTAGCTAGAACGA AGTAAAGG 


33809 


9536 


1494 


UUUAGUGU G UAUGAAGG 


13428 


/^y^mnr^ TV m TV /^^/^niTV ^^fiTTi ^TV tv /^^TV TV^A^mAATV 

CCTTCATA GGCTAGCTAGAACGA ACAGTAAA 


33810 


9544 


1486 


GUAUGAAG G CGCCGCAG 


13429 


CTGCGGCG GGCTAGCTACAACGA CTTCATAC 


33811 


9546 


1484 


AUGAAGGC G CCGCAGGA 


13430 


#n<^/^m^r^/"i^ ^^^triTV /^/WTTTv /^Tv TV /*i/^TV /^r^/uiMii/^TV fTT 

TCCTGCGG GGCTAGCTACAACGA GCCTTCAT 


33812 


9549 


1481 


AAGGCGCC G CAGGAGUG 


13431 


CACTCCTG GGCTAGCTACAACGA GGCGCGxT 


33813 


9555 


1475 


CCGCAGGA G UGAUGCUG 


13432 


CAGCATCA GGCTAGCTAGAACGA TCCTGCGG 


33814 


9560 


1470 


GGAGUGAU G CUGAAUCU 


13433 


AOATirTTOAO OOOn*AO/t^A OA AOOA A 1*0 A O'POO 

AGATTGAG GGCTAGCTAGAACGA ATGAGrGG 


33B15 


9573 


1457 


AUCUCCCU G CCUGAC3UG 


13434 


CACTCAGQ GGCTAGCTACAACGA AGGGAGAT 


33 816 


9579 


1451 


CUGCCUGA G UGGCUCCA 


13435 


TGGAGCCA GGCTAGCTACAACGA TCAGGCAG 


33817 


9582 


1448 


CCU6AGUG G CUCCAACC 


13436 


GGTTGGAG GGCTAGCTACAACGA CACTCAGG 


33818 


9592 


1438 


UCCAACCU G UGUGGAGU 


13437 


ACTCCACA GGCTAGCTACAACGA AGGTTGGA 


33819 


9594 


1436 


CAACCUGU G UGGAGUAG 


13436 


CTACTCCA GGCTAGCTACAACGA ACAGGTTG 


33820 


9599 


1431 


UGUGUGGA G UAGUUUCC 


13439 


GGAAACTA GGCTAGCTACAACGA TCCACACA 


33821 


9602 


1428 


6UGGAGUA G UUUCCGUG 


13440 


CACGGAAA GGCTAGCTACAACGA TACTCCAC 


33822 
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9608 


1422 


UAibUUUW.U U UULAaAUUk^ 


1 ^ >i >t 1 


PikftTrVSPlk ftflPTAfUPTAPAJVPftJl ftft&Ik&PTlV 
VjAmvjVjWl V3VJVi*XAUrv«XAwU\Vtf\3n UV3nnnVi>XA 




9610 


1420 




T ^ >1 >l 1 

X^442 


TVSParPPfVS ftftPTAftPTIVPJVZlPftJl APftftA&AP 
1 VjVjAVj 1 VAj VJVtfwXnVJVtflAwinVJVJA /iV.VjVxnAAV» 


J Jo^4 


9621 


1409 




1 "i /I >i "a 
XJ443 


Ar«/^A A^^TA nftPTAftPTliPaaPfta •rftTr!r«ar"P 
AL. VfAAL. 1 A VjVjU I AVjL< X AUAAUvjA 1 Vj X VjVjAIj X 


"a "3 fio c 
J Jo^b 


9624 


1406 




T 'SAAA 
X4 


TftftAPPAA ftftPTAGPTAPAAPOA TAPTftTftft 
X VjVjAV^ V.ixvl VjVjv* X tW3\^ i *x\mnn.\0\je\ X aV« X Vj X UVjr 


•3*3 onir 

J J 0«60 








X 


TPPATftftA ftftCTAGCTACAACGA PAAPTAPT 


33827 








13446 


PftAAftTftG ftflCTAGCTACAAOGA PATTTTTft 


33828 




X J / / 


rtPPaPTTTTP n TITVPTTTTflaTT 


13447 


ATPAAGTA nftCTAQCTACAAP(3A GAAftTftftP 


33829 


1 0 


X 


TTPJVafSI^TTf:! n TTfTPTTTTPPTT 


13448 


AftftAAftAA ftftCTAGCTACAACGA CATPTTftA 


33830 




1 TAH 
XJrtu 




13449 


TACCAAGG GGCTAGCTACAACGA AATAftftAA 


33831 




X 


TUT^sppTTrTn TTAnRf^pan 


13450 


PTGPTCTA ftftCTAGCTACAACGA CAAftftCAA 


33832 








Xj'kO X 


TTTftPPTft ftftPTAftPTAPAAPftA TPTAPPAA 

XXXVJV>V>XVJ \^\J\^ Xf\\,*fU\\^\JI% XVtfXAV^V^An 






1 "S "5 C 

X 




X JfcIj<C 


PAZiATTTft ftftPTAftPTAPAZiPftA PTftPTPTA 
Vi^xlfi/l X 1 1 Vj oV7V« X/^VjV^ X/1.V^^1M.v.A7A V>XV7v>XV..l/ik 


■a-a Q-5 A 

J J O J fi 


9714 


X J Xb 




X J4 3 J 


PAPATftPft ftftPTAftPTAPAAPftA PAAATTTP 
l.^V.A 1 VJVoVJ VjVjVtf X aVjV>> X A\>*rui>Vi>V3A V./\n/\XXXVj 


^"3 RT C 
.3 J O J 3 


9716 


13 14 




1 A C A 
X J4l>4 


ftAPaPaTft ftftPTAftPTAPAAPftA ftPPttAaTT 
VJ/iV«/iL~riXVJ oVjV*X Al.J\.«XAV»A/lV<Van. V3^l.,AA/ix X 


J JO JO 


9720 


1310 




1 O A C C 


r'aTTnar'a ftftPraftPTapaanfta aTorTTT'a 

LiA 1 1 ViAvJA VjVj^ X Avj V« X AWwi.LiVj/i AX UvLrUwi 


•a "a 0*3 T 


Sill 


XJ Uo 




X J4 DO 


AftPATTftA ftftPTAftPTAPaaPftA 'h.CTkTfinr'n 
AVj W% X VjVj V« X AVj^ X AV»ri/lVAJ A nV^/l X Vj V« Vj ^ 


•3*3 m R 
J J O J o 


S12 8 


X J 






aaaftftaaft ftftPTAftPTanaa/'Via aTTr'anar* 

AAAVJUrvivJ VJVjV.XAVJV.XAL.AriVAj/1 iil XV3;AL>/\L. 


"a "a Q "a Q 

J J O J ^ 


y /o / 


x^yj 




1 7 A C^R 
X J<iDO 


TTATTTftft ftftPTAftPTAPAAPftA AAAftftAAft 
X XAX X XVjVj VjVA*XA\3V«XAVMn/iVAjn iinnVjVjivlVj 


•3*3 QA n 


Q TA Q 


1 DPI 
XZoX 


JV1VTT1VIVTTPP ft PAftPPftlTTT 




AAPftftPTft ftftPTAftPTAPAAPftA ftftATTATT 
XV\V«VJV3V*XV3r VjVjV,*XAVJV»XAV<A/\V*VJA VJVJAX lAx X 


^')ftA1 
J.904X 




X^ /o 


JVaTTPPftPa ft PPftTTTTftPP 


1 ^ A cn 


ftftPAAPftft ftftPTAftPTAPaaPftA TftPftftATT 
VJVJV^/viV^VjVj VJVJV^XaVjV^X aV,«A/\^Vj/\ XVjV^VJVJiaX X 


J J Oft^ 


Q'7CC 

y /do 




nnao'h.fir'c^ ft Tiriftppppa 


1 T A 1 
X J fi O X 


TftftftftPAA ftftPTAftPTAPaaPftA ftftPTftPftft 

X OVjVJ Vj Vmrvl OVJVw X AVJV^ X Aw/i/lVv\JA V3V3Va> X VJ V«UI VJ 


■3 "3 Q A"3 
O J 04 O 


y /90 


X^ /«S 


paftppftTHi ft onnn'h.Ci.f^o 


X J*kOZ 


ftftPTftftftft ftftPTAftPTAPAAPftA AAPftftPTft 
VjVjV,* X UUVJVJ V7VjV»XAU\«XAV»/UlV*V3n nnV«VJ\3V*XO 


7*3 RA A 
J J 044 


y /D4 


X^OO 




X J ft D J 


ft&PAftftftft ftftPTAftPTAPAAPftA TftftftftPAA 
VjAV.AV3VjVjV9 VJVaVv X AUV« X AV^AAVAJA X VJVJVJVJVmAA 


nOA C 


y / /u 


1 o cn 
X^oU 




T ACA 
X J4b4 


ftTftftTftftA ftftPTAftPTAPAArVSA AftftftftPTP 
Vj X VjVJ XAJVjA V3V9\«XAVJV«XAV«AAV*V3A AuVJUrVJVtf X Vj 


QAC 
J J 040 


9784 


Xz4o 




1 A C C 
X J4bb 


Tr'nvT»a/^a <^/^PTaftPTa/^a Ar«/^a a arr'Ar'Tir' 
iVji\j(JAvjA liVjUlAvjL.lAV,.AAuGA AAvjVjAGIVj 


J J047 


9788 


1242 




1 o >1 c c 

X j4bb 


rtwpm/^iTi/^m/^ /-i/*i/w«jvrir»TaOiA APT^ A AOAr'AAl'V 

xXIvjXGXVj VjuU 1 Avju 1 ACAAUVjA AGAv..AAGva 


O O O » D 

J Jo4o 


9798 


1232 


ACACAAAA G CuCSGGuCA 


13467 


nV^AOO/^A/^ /^/*'0'PAO/^'PA/*»A AO/^ A >n rnniM rn/-tm 

1 vjAL. V-CAvj GvjU 1 AGu 1 AuAAUGA 1 X x X vjTGT 


33849 


9803 


1227 


AAA/^<^T/^/^ TTO A/^/*»AO/^ 

AAAGCUGG G UCAGwACG 


13468 


v.GxGCxGA GGCxAGCxACAACGA CCAGCxTT 


33850 


9807 


X^Z J 


^^T/w^TTr*A r*AOl^TTnTTr^ 
UUGGvsULii Va L.AUuUUU(j 


X J4by 


r'aaar^r'TT' rr^PTarTTar'AarT'a «rr»ar»or»Ar» 


^ "3 QCl 


y OX JL 


xz xy 


riTTPaftPaP ft TTTTTTftTTPaTT 


T lATn 
Xjfc /u 


ATftAPAAA ftftPTAftPTAPAAPftA ftTftPTftAP 
A X VjAViAAA VjoV« X AVjV> X AI«AAV«VjA Vj X\J V« X VJAV. 


^ "3 Q CO 


yoX9 


xzxo 


/^Par^nTTTTTT ft TTPTVTTITftTTrS 


X04 /X 


PAPAATftA ftftPTAftPTAPAAPftA AAAPPTftP 
ViAVmAAXVjA VjVjV« X AVjV^XAV.AALajA AAHkV^Vj 1 ljV« 


'a ^ Q C3 


270^X 


1 9 no 

XZ Ul? 


ITTTftTTPATTTT ft TTftAftPITlTP 


13472 


ftAAftPTPA ftftPTAftPTAPAAPftA AATftAPAA 
VsAAVJV* X VvA VSVjVtf X A\JV^ X Av>AAVAJA tU\ \ \Tr\^. orV 


J J O 94 


70Z3 


XZ U 3 


PMTTTftTTfta ft PTTTTPTTPPP 


X J t / o 


ftftftAftAAft ftftPTAftPTAPAAPftA TPAPAATft 
VJVJVJnVJAAVJ VJVjV« X AOV» X AV.>HAI^VjA X V.^riV«rirlX Vj 


^ao Rcc 

J J 03D 


70i.3 / 




PTTPPPMTft ft TTPftflftPAP 
V«UwV»\,,.nUw VJ VJ V»V9V3V9v>/%V# 


13474 


ftTftPPPftA ftftPTAftPTAPAAPftA PATftftftAft 

VJX\JVtfV»V«VJA VJOV«XAV3l«.XAwAAV»wA L^X VJvJVJAVJ 


•a -a Q IT r 
J J ODO 


y 


1 1 RR 
XXOO 


aiTftftlTPftft ft PAPftP2VftP 


XO fx / 3 


ftPTVSPftTft ftftPTAftPTAPAAPftA PPftAPPAT 
VJ\«X\JV»UXUr \jV3V» X AOV* X AV»AAVA3A V»V»V3AV,«V«AX 


^ "a QC7 
J J03 / 




1 1 RA 


iipftftftpap ft paftPTHTiTft 


Xwfi / D 


PAAAftPTYi ftftPTAftPTAPAAPftA ftTftPPPftA 
V~~nn/\V3 V# X VJ VJVjVo XAVJVvXA^mAAV«UA VJX VjV.V.V«\JA 




yo4y 


1 1 R1 
XXOX 


ftftPHPftPZk ft PTTTTTTftftTTft 




PAPPAAAft ftftPTAftPTAPAAPftA TY^rviTftPP 
VpAV^VnAAAVJ VjVjwX AVJVarX AWiAVtfVJA X\JVAJ X\lV..V^ 


-a 0 RCQ 
J joDy 


yo99 


XX / 9 


PUftPTTTTTTft ft TTftftAftAftA 


1 7A7R 


TPTPTPPA ftftPTAftPTAPAAPftA PAAAftPTft 
XV,*XVtf XViV^A VJVjV«XAVJV«XAVi.AAV«VJA V«AAAV3^XVJ 


•a-a QiTA 


yooo 


XXD4 


ftlkftAft&TTP ft PTTftHPftftTT 


XiJ4 / y 


APPftTPAft ftftPTAftPTAPAAfVlA ftATPTPTP 
AwvAJXImAVj uV3V*XAIjv«XAV.iAAVAJA V3AX\.>Xl.fXi»> 


J JOOX 


if a /■> 


XX3 / 


PftPITftaPft ft TT&ftPPH&A 
VtfVJVtf UVSxWmVJ Vj UAV9V*V«nnn 


1 ^Afln 

Xi34 OU 


TTTftftPTA ftftPTAftPTAPAAPftA PftTPAftPft 
X X XWJVcX A VJ\aV«XAV9l.>X AV«AAVA3A WV7XV«AVjVA7 




yo /o 


X±3^ 


TTftAPftftTTJl ft PPAAaTTAft 


1 1 Aft1 


PTATTTftft ftftPTAftPTAPAAfV^A TAPPftTPA 
V«XAXAXVJV7 VJVJV X AVjV* X AlwAAVAJA XAV«V»V9Xv>A 




OQ Q A 

ytJo^ 


XX^O 


ftppa zvaiTR ft paaiTaaPTT 

VJV.rV.riiviUA Vj V.AnUriAV<U 


X J4 OZ 


AftTTATTft ftftPTaftPT*ar*a ar'fta TaTTTrrr* 
AVjllniXVj GGL.iAVjl«lAV«AAV>uA XAliXGGC 


"3 *a QCA 

J Job4 




XXJ / 


L. AAU AiiC U W V. VjuAL. L. U L 


X 040 J 


GAGGX L.V.G Gvj(.- 1 AGu 1 AUAAV«GA AG 1 X Ax 1 G 


"3 *a Q cc 
J JOb5 


yyuj 


XX^ / 


uVaA,V«L.UV..U VJ ^L^VjVjUUo 


1 "3 A OA 
Xo4 o4 


paapr^Tftft ftr'/'^annTar^aarvia afta/ir'TT^r* 
v^AAl^v- 1\JVJ VjGU 1 AGV« X AL.AAvajA AvjAVjVjXCL. 


o jobb 


yy uo 


XXZ4 


TTPTTftPPZkft ft TTTTftliPPftP 
UUUlj\«V*riV3 \3 UUVjALrUurV,* 


1 ^A Qc: 


ftpftftTPaa <'2/T!PTar*r'^apaarvsa pmr*r»ar«a 
VjUGG X \Jnn. GGV« X AGU X ALAAVAJn U X viGC-AGA 




yyxs 


1 1 1 R 
XXXO 


ftftlTTlftJkPP ft PPTTPPaTTA 
ovjUUuAUV. vj v*v«Uv«v*AUA 


1 ^AfiC 
XJ4DO 


TATftftaiTT* r'r»PTarT*Tar'aanfta /smv^aar*/^ 
X A X\jv3nvj(j GGv* X AGv» X AV.AAUGA Vj(j X v>AAV.v,» 


J JODO 


QOA C 


XU03 


PATTPftlVTTft ft TTaftftPTTTTP 
vJAUVAjAUVj Vj UAVjVjVi.UUo 


1 "> A Q7 
X J4o / 


paanr'nTA /v^rTA/^r'Tar'a anr^a r»a'pr»r^A»pr» 
V...AAVJV, L X A GGL X AGG X AGAAGGA LA 1 GGATG 


"3 *3 O £ Q 


QOA Q 

y y^y 


xu ox 


VjnUViVjUAVJ VJ V.UUwUL>^U 


1 1 A O Q 
X J4oo 


a/'ioar^aa/^ /^/^r''PAr*/^Ta/^AAr«/^a OTa^^OA'pr' 
AGGAGAAG GGU X AGG X AGAAGGA L 1 AGGAX G 


"3 o o 'yrt 
J Jo /O 


QQC3 

yy 9 J 


xu / / 


ftTTAftftPTTTT ft TT^^rn'TTTAr'a 
VjUAVjVdUUU Vj UV«V«.UUiivjA 


1 1 A QQ 

X J4 oy 


Tr'Taa/v^a r^oz-wpa/^r'Taoaarvia aa/^/^<'^'PAr» 
XLrXAnVjGA GGGXAGGXAGAAGGA AAGGGIAG 


O O Q "71 

J Jo /X 


yy o y 


XUO X 




1 "a A on 

X J4 yu 


GI\jGGiGA GGGiAGGlAGAAGGA XAiUAlGJ. 


"3 "3 O •^O 
JJO fZ 


yy / 


xu PO 




X j4 y X 


GAGAGGi\j GGGXAGGIAGAAGGA GioAGiAi 


33873 


OQT7 


XU30 


ftTTPAPftPA ft PTTftTTPftPP 
liJUwiVvVjVJii Vj k^UoUvJvjUv. 


XJ4 y^ 


ftftp^iar'Bo or'rwpAr»/'"Tar'aar*fta TTT'^^'pr'A/^ 
vjUL.\jAvJAG GGG 1 AGG X AGAAGAiA I\jwvj X GAG 


"3 "3 QTyl 
JJO /4 


y y o V 


XU3U 


arvar^aftnt ft TTrv/^r^irT/^ 

AVJV3WUJL.U Vj UL.\jWV>UUv« 


X j4yo 


GAAGGGGA GGGIAGGIAGAAGGA AGGxvjGGX 


33875 




1047 


PAftPTTftTTP ft PPTTTTPftaP 
V«aUV«UOUL> Vj V.V.V/UlJVjnVj 


T 1 A OA 
X J4y4 


PT/'Ysaar!/^ *^/^r»'p}vof^Ta^*»aarv3a r'a/^arT^nv 
GXGGAAGG GGGIAGGIAGAAGGA GAGAGGlvj 


"3 "3 Q O^ 




1 059 

XV/ A A 


PPAPPP2VTT ft TTTTftPfTPPa 
V«V<>nV«V«V*riU VJ UUVjV«VJVw(.iA 


•1 O A Q C 

XJ4y9 


TVS/iAr?/^ A A r«rir'*r»Ar»r"PAr'aarv2a atv^^^/^twi 
XoGAGGAA GGGXAGGXAGAAGGA AX\jGGXvjvi 


33877 




XwX7 


CCPWIGtTTT ft PtTPPAfSaP 


1 ^AQC 

X44yo 


ftTPTftftao /^rr^T^arr'TapaapftA aaoaTftpfi 
VjXV»XV9V»i!G GGGxAGGXAGAALajA AAGAXGGG 


J Jo /o 


10034 


996 


UCCAAGAA G UOJCUGUU 


13497 


AACAGAGA GGCTAGCTACAACGA TTCTTGGA 


33879 


10040 


990 


AAGUCUCU G TJUGCUCAU 


13498 


ATGAGCAA GGCTAGCTACAACGA AGAGACTT 


33880 


10043 


987 


UCUCUGUU G CUCAUUCC 


13499 


GGAATGAG GGCTAGCTACAACGA AACAGAGA 


33881 


10055 


975 


AUUCCAAG G CAGUUGAA 


13500 


TTCAACTG GGCTAGCTACAACGA CTTGGAAT 


33882 


10058 


972 


CCAAGQCA G UUGAAGCU 


13501 


AGCTTCAA GGCTAGCTACAACGA TGCCTTGG 


33883 


10064 


966 


CAGUUGAA G CUGUAAQC 


13502 


GCTTACAG GGCTAGCTACAAOGA TTCAACTG 


33864 


10067 


963 


UUGAAGCU G UAAGCUGG 


13503 


CCAGCTTA GGCTAGCTACAACGA AGCTTCAA 


33885 
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10071 


oca 




T "a Cft A 


^srSPPPPAG nGPTAGPTAPAAfVSa TTAPAPP'P 




10077 


BdJ 




1 ^ CftC 


WTfmfTfSfl rUVTAnPTAPAAPGA PPPRflPTT 


OO Q 0*9 


10087 


943 




13506 


r^^^^TVP^fii pi^if' "i*a^i^*^pa ^a a ^^.a i n i u i 
IGulAllU VjoUliioUiAUnn,L.VjrA iiilGGXG 


o "a o o o 
J JOoB 


10093 


m o 


aara^aaTTa n r»ar«r3ar'aa 


13507 


TTT'Tr'/T.'m /inPTaGPTa/^aaorsa TaT'T'r^r'»Twp 
ilv7ik«V7lVj V3oUXAu^lii.uAA.uGA XAlluL>xi 


o o a o o 


10114 


9Xo 


aaPTT^^TrTT fi n'hnnrmrsn 

AAL.U^UL>U ur wiUuuUuU 


X JbUo 


ar^ap/^aTG fiGPTAG/'^aPaar'rta ar'ar»am'»p 


OO OOft 
J J 07U 


XOIJ.2^ 


2IXX 




1 7cnQ 


GAGPaaPA GGPTAGPTAPAAPGA PATGPaGa 


OO 001 


xul^x 


ono 




1 -a ci ft 
X JsXU 


GGGAGPAZX nGPTAGPTAPAAPGA APPaTGPa 


OO QOO 








1 "5 R1 1 
X J oxx 


PTTGGGAG GGPTAGPTAPAAPGA AAPAPPAT 








nPTTPPPZLJV n PMTPPailP 




GTTGGaTG GGPTaGPTAPAAPGA TTGGGAGP 




10149 


a a 1 
OoX 


r'aaTinar'fa n ^Tr^rr'ann 


1 "a CI o 
XJ3X J 


f^f2TPfirir*Tin ^/^^^'PaGOTar'aa/^/^a o^Tr^aTTo 
GG i GGv.*AG GGL. 1 aov^ X ALAAuGA V-G X (JAX Xo 


O O 0 o c 


10152 


Q o o 
o /o 




1 "a ci A 


ryr^frrr^fvnr* /v^''T'ar'r^Ta/*'aai^r'a ar5/^(^r"T»r<7\ 
V^v,..XGGXGG GGUXAGL^XAv^AAUGA AGUL.GXUA 


J3o9o 


10161 


869 


rr" A r^r'Tirr* r^j\TTaTTrT»a 


T T CI C 

X JbXb 


XGGAXAXG GGL.XAG(^XAL.AACGA L-LlGGiGG 


33897 


10172 


o c o 


TTRTT/^/^a/5/^ TTTTO/^TTPaa 


1 "a CI 


'P'pr'an/^aa /vr«Ta/^on'a/'aarv»R rrvn/^r^AniTv 
X XurAGGAA GvaUXAuCxAwiACGA LCTGGATA 


33698 


10194 






1 "aci o 


GGXAAAAA GGCTAGCTACAACGA AGAATCAT 


33899 


10212 


818 




1 "a c*t a 
1 JaXo 


UAAGGCGA GGCTAGCTAUAACGA AAGGxATT 


33900 




OX9 


aPPTTITfSTTP n PPTTTTrtfTrTn 


1 1C1 Q 


PAPr*a a/1/1. /a/iPTart/'^apaa/v^a r»a/^aa/2r»'P 
UAuuAAGG GGUlAGdAwAAUGA LAuAAGGT 


O O Ofti 




Ano 


TTOriPPTTTTr! fS TTf2PTTr!TTPP 


1 1 ^OC\ 
X U 


UViAwlGuA l9GV«XAu^XAL.AAuGA L.AAGGL.\«A 


O O OftO 

33902 




ou / 


ClPPTTTTi^lfiTT r! PITrSTTPPATT 


X J 3^ X 


A1V2f3apan /ifSPTArtO'paoaa/'v^a ar'^aa/^rr* 
AluVuiCiUj GG^XAuv.XnwiAtJGA ALuAAGGL. 


33903 




finA 


TTTinnTT^lPTT fl TTPPJiTTPPIV 




XvaVjAXGGn GGt.«lAG(..XAwiAL^GA AGC.AL.LAA 


33904 




7Qil 
/ 


PPaTTPPTVJV PPPPPTITTP 


13523 


mystXiciCicia ggptagptapaapga TT/npATfip 

VJ(AAV3V3iVJV7V9 X AVj^ X AL<AAL< VJA X X ^3uA X V3\? 


O O Oft c 
J J 7U3 




783 


PPPT7TTPTT7T H TTTTPr^PTTRfS 


13524 


PTAGPGAA GGPTAGPTAPAAPGA AArSAAGPP 


0 "a Oft £ 


X U ^ Di- 






X J3^3 


PAPTPTa(^ /2/^PTa/^r«Tar'aar'/^a /^aar'aana 

V.*AU X L. X AVj oov.^ X Ao^ 1 Awifii^ViA oAA^^AAVjA 


33907 


T AO 
d.fJ^O f 


Til 




1 T COfi 
X J 3^ O 


an^aa^pa rr^PTaopTar'aa^^/^a TTvpA/^rr'a 
AIjAAAuLa uLjU X AkjL X AL.AACGA X L. X AGL.GA 


33908 


T o Q 


111. 




T o CO 7 


i^naoaaa/^ r*/^r^'T'ar^<'"*'paoaa^^^a a r**T*F^n*T^r^f^ 
uLiAkj/iAAVj VjoUXAvcrL.XAuAACGA ACxCTAGw 


33909 


1 no fl 
xuz o o 


/ 




1 1 CO Q 
X J 3^ 0 


Panar'aPa /^/^/^Ta^/^Tar'aa/^na r'r»a^naa<^ 
UAvjAL^uA GGV.XAv3L.^XAL.AA^GA GGAGAAAG 


33910 




OCft 

/oU 




1 O CO O 


XGuAGAvJA GGL.XAGL.XAv.,AAvJGA ACGGAGAA 


33911 


1 no oo 


OC Q 
/DO 




1 "a c ^ ft 

X J 3 J U 


ar^T'r^*^a^a /?/^r^'par*/^'paoa a/^^a A/*iAOor»A/^ 
AtjXkJvJAGA GGCXAGL.XAL.AA(^GA ACAC^GGAG 


33912 


XU^ /o 


OCA 




1 "3 C O 1 
X J 3 J X 


»IY^ A/^A/^*IY^ /^rn/^fpJV/^/^tpA /^A A^/^ A A/^A^A/^A^ 

X\3AL.AGXaj GG(,.XAG(»XAwiACGA AGACAuAC 


33913 


1 nORi 
xu« 


/Tt7 


TTPTTnPJiPTT fZ TTPHrtTTflliP 


X.33 JZ 


GTPAPTVSA /2GPTAGCI*a/^aa/^^a a/~"TT'r^ar' A 
UXWi^Xun UUL.XAV3L.XAL.AAL.GA AGXGvJAGA 


33914 


1 noRt; 




PaPTTnTTPa TVSaPPTTPP 


1 -a ca -a 
X J 3 J J 


fifi.iLfifyvr*'^ ttrt^'pa^^fa^aa^oa 'pr^Ar^A^n/^ 
GGAGGXuA oGL. X AG^« X ALAAL.GA xGAuAGXG 


33915 


1 n9QR 




PTTPPnaPTT n PrtTTPTTTTfia 


X J 3 


TPAAGAPft GGPTAGPTAPaapfta AnTr«r!faar' 

X W>AAV3Av«V9 V7V3L> X AVjik* X AwiALAjA A.G X L>lioAG 


33916 


1 m nn 

XU J UU 


om 

/ JU 


PPnZiPTT(^P n TTPTTTTfSar^TT 


•1 O CO c 
X J 3 J3 


aPTr'aa^a rT'/^Tar^rT^a/^aa/^^a ^v^a/^'Pfw^ 
A^ X V.^AA\jA uG^ X AVjC X A\..AAGGA GvJAG X UGG 


33917 


XU J V / 


/ ^ J 


PnTTPTTTTna fJ TTrnnPiTTTniT 


1 O Clfi 


aPAPnpPA /i/iPTar'/^'par'a a^na »pr^aar»a^r' 
Awiv^kjCUA GGCXAGCXAUAAUGA XL«AAGAUG 


33918 


1 m T n 

XU J xu 


oon 




1 O CO O 
XJ3^ / 


AAGAUAUG GGUxAGCTAuAACGA CAUTCAAG 


33919 


XU JX^ 






13538 


CCiiAABACA GQCTAGCTACAACGA GCCACTCA. 


33920 


XU J X4 


/ xd 




13539 


uACCAAiSA GGCrrAGCTACAACGA ACGCCACT 


33921 


1 n o o n 
XU J^U 


•71 ft 

/ xu 




13540 


AAGATGCA gGCTAGCTACAACGA CAAGaCAC 


33922 


1 ft "a oo 
XU J^Z 


Oft Q 

/Uo 




13541 


GGAAGATG GGCTAGCTACAACGA ACCAAGAC 


33923 


1 ft Q Aft 
XU 






13542 


GCAGTCTA GGCTAGCTACAACGA GTCAGGTA 


33924 


XU Jrk / 


DO J 


P^ITTarJaPIT ^3 PTTnaPTTTTTT 


1 O C AT 
1 J34 J 


aaar'T/^ar^ rT'^'"*'T'ar^^'^TA/^A ao/^a a/^»t«o»t<a^<^ 
AAAkj it-AG GGL.XAGt,XA(-AAuGA AGTCTACG 


33925 


XU J30 


674 


PTTrtAPTTflTT CI TTrJPftPPan 


T "5 C A A 


i XVjVaiLiLJi LnjUXA^v_.XA(.,AAUGA AAAGiCAG 


33926 


10358 


672 


OaPTTIITTfiTT a P2iPPA2VP2i 


X J3%3 


TGTT/VSTG /2GP*PAnr«*rar«aarv*»a ar'aaa/^'pr^ 
X V9 X X our X\3 GG^.^ X X AwiAwGA ALAAAG X L> 


33927 


XV J D / 






1 O CAC 


/^a/^a»p^na ^5/5/^'pa/?io*T»a^aa/^»r'a Tv^nwn/^/^Tv^ 
GALA X UGA GGC X AGL. X Av-AACGA xGTTGGTG 


33928 


10373 


657 




1 1 C4.7 
XJ34 / 


ppA/^aaGA riGP'pa/^r'Tar'aar^r'a aT/^r'ar«T»/*' 
L L.AvjAAvjA uVjU X AUrL. X ALJiAL.GA A X \.GAC X G 


0 0 Ql Q 

J3929 


XUO 7^ 


w J O 


PMTTTAPPa fl nnnAn^nn 


1 "3 CAR 


uUXVffXCGG GGL.XAGL.XAUAAUGA XGGXAAXG 


33930 


XU J 77 


O J X 




1 OCAQ 
X Jd47 


GUCLAGXu GGUXAG^XAUAAUGA xGiUGGCT 


33931 


XU4UO 




artPaPTTiT/s n patitTPaTTa 


1 OCCft 
X J33U 


Ta'P/saanv^ /vs^'papid'pa^aa/'via /^r^a/ttnnnm 
XAXGAAx\7 GGCTAGCTACAACGA CCAGTGCT 


33932 


Xv4XO 


<ri A 

DX4 


aTTTTPaTtaa C* TTr^lltTJl/^TllV 


1 "3 C C 1 
13331 


TACTATCA GGCTAGCTACAACGA TTATGAAT 


33933 


T ftAOO 


CftQ 


AAGUGAUA G UAuCAUCG 


13552 


CGATGATA GGCTAGCTACAACGA TATCACTT 


33934 


T ft A O ft 

XU4 JU 


Cft ft 


GUAUCAUC G CACAUGUA 


13553 


TACATGTG GGCTAGCTACAACGA GATGATAC 


33935 


T ft A 1 <r 
XU4 JO 


C OA 


UCGCACAU G UATJCCCAC 


13554 


GTGGGATA GGCTAGCTACAACGA ATGTGCGA 


33936 


1 nA t;o 

XU4 


c: OQ 


t-AUUvJAUU vj L-UQ-UGACA 


13555 


TGTCAQAG GGCTAGCTACAACGA AATGGATG 


33937 




DO/ 




1 o ccc 
X3330 


a a o/'wnamo ^^/^fnan^fpa^an^t^a anim^fn/*iA/3 
AACCTATG GGCTAGCTACAACGA ATTGTCAG 


33938 


10469 


561 


ATTAPATTArS R TTTTPTtTTTTPP 


1 0 C CO 
XJ33 / 


/i/3&aa/2aa /2/2r>T'a/^r"pa/*«aa<^/^a rtTaTrr^AtT" 
loViAAAGAA GGUXAGCXAuAAi^GA CXAXGCAX 


33939 


10479 


551 


TTPtlUUPPA G PanPTlfSTTTT 


1 0 CCR 
X J330 


aapa/in*m /2/ir«Ta/^/'^ar»aarva •p/3r»aaar«a 
iiAL.AGk«XG GG^X AGuXAUAAvJGA XGGAAAGA 


33940 


10482 


548 




n O CCQ 
X J33^ 


TPPaanaG n/^r"ra<^r«Tanaar'/2a Trr^T/i/^a a 
XN^L«AA(J/iG GGL.XAGwXAwAAL.GA XGL.XGGAA 


33941 


10485 


545 


CAGCAGCU 6 UU6GAAUC 


13560 


GATTCCAA GGCTAGCTACAACGA AGCTGCTG 


33942 


10494 


536 


UtX3GAAX7C G UQAUGACA 


13561 


TGTCATCA GGCTAGCTACAACGA GATTCCAA 


33943 


10506 


524 


UGACAUCU G UGACGUCA 


13562 


TGACGTCA GGCTAGCTACAACGA AGATGTCA 


33944 


10511 


519 


UCUGUGAC Q UCAGUAGC 


13563 


GCTACTGA GGCTAGCTACAACGA GTCACAGA 


33945 


10515 


515 


UGACGUCA G UAGCAUUU 


13564 


AAATGCTA GGCTAGCTACAACGA TGACGTCA 


33946 


10518 


512 


CGUCAGUA G CAUUUACC 


13565 


GGTAAATG GGCTAGCTACAACGA TACTGACG 


33947 


10527 


503 


CAUUUACC G UCAUCAUC 


13566 


GATGATGA GGCTAGCTACAACGA GGTAAATG 


33948 



406 
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10550 


480 




XJbD / 




OOQAO 


10560 


470 




xjbbo 


AG^«/VwX Xn X X A\MAA\^V9tn V.*WX WX W»xn 


OOQCA 


10566 


464 




X Jbb^ 


PTSTafifiAG Gt5PTAGPTAPAAPnA AfiTTAPPC 


33951 


10574 


A CC 






ATPGCCAG GGOTAGCTAC?AACGA GTAGGAGC 


33952 


10578 


A CO 

452 






PP*PGATCQ GGCTAGCTAflAACGA CAGCGTAG 


33953 


10586 


444 






ATnATTGG GGPTAGPTAPAAf^A PTRATPOP 


33954 


10599 


431 


TTPJVTTfsapfT r» r^aaTWTprvi 
UwiUvsAv^U \3 LilfiUUUVAa 


XJb /3 


fVSrtAATTn fSflPTAOPTAPAAPRA AnTPATVSA 


33955 


10608 


422 




xjb /4 


artinAAArrA rsnPTArJPTAPAAPRA PCf^IiaTTYZ 




10o3U 


>l A A 


TTTTTTPTTTTTTTT r! TlfTTTTTrSariP 




OPTPAAAA GGPTAGPTAPAAPGA AAAAGAJVA 


33957 


10637 


393 




X3b /b 


pranpnfsarj nnpTARPTAPAapfSA TPAAaaPA 


j^^o 0 


10642 


■3 0 0 




xo b / / 


TPAATPfifl flOPTAOP^APAAPflA flftAnPTPA 




lQo5 J 


377 




X J 3 / 0 


f2APPAf3Tfil nnPTAfiPTAPAAPftA TATPAATP 
Ua^WhAUXU V9V3V«XAVJ^XA^>AnV^Un XaXVmAAXW* 




10659 


371 




X J D /7f 


HAPPTTftA rinPTanPTAPAAPfIA PAflTrtPTA 
IjAG\i«X XV9A VaVTVr J. aV7\^ X AV.>nAGwA ^.«AV7lGGlA 


•ao QC1 


10665 


f c 

365 




n T CO A 
XjboU 


aPTAnnnA nnpTarfPTaPAApnA PTTf^appa 

AGlAwvjrv7A UVtG 1 1 AL^AAGVjA L.1IGAGGA 
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CAAAGACA GGCTAGCTACAACGA CCAAGAGT 


34065 




7 /33 


CUUUGlXjA a CCUUUGAC 


13684 


^m,^Tv ^ ^ ^^^mTV ^rr^niv ^TV Tv tv himm^tv tv % ^ 

GTCAAAGG GGCTAGCTACAACGA TCGCAAAG 


34066 


1 "7 PO 


7 /40 


A A t^f^ n TT A A TTA *^/~«Tk TT 

AAl^^UUUW? A (JAUAGCAU 


13685 


ATGCTATG GGCTAGCTACAACGA CAAAGGTT 


34067 


1319 


9711 


6CAAAGCG A UCGUCCAG 


13686 


CTC3GACGA C3GCTAGCTACAACGA CGCTTTGC 


j^uo o 


1356 


9674 


CUCCACOG A CAGCCAUG 


13687 


CATGGCTG GGCTAGCTACAACGA CAGTGGAG 


34069 


1393 


9637 


AUUCUCAA A CAGCCAGG 


13688 


CCTGGCTG GGCTAGCTAC7VACGA TTGAGAAT 


34070 


1407 


9623 


AGGUCCUG A CUUUGGGU 


13689 


ACCCAAAG GGCTAGCTACAACGA CAGGACCT 


34071 


1455 


9575 


CUGGGCCA A UCACUCCU 


13690 


AGGAGTGA GGCTAGCTACAACGA TGGCCCAG 


34072 


1491 


9539 


CCAGCUG6 A CGGCCAGG 


13691 


CCTGGCCG GGCTAGCTACAACGA CCAGCTGG 


34073 


1527 


9503 


CXSUAGGUG A CAACUUGU 


13692 


ACAAGTTG GGCTAGCTACAACGA CACCTACG 


34074 
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1530 


9500 


AGGUGACA A UUUlaUUUA 




TnnaPAAG GGCTAGCTACAACGA TGTCACCT 


34075 


1550 


9480 


CCCCUCUG A UCUuCUUU 




AAaaAACA GGCTAGCTACAACGA CAGAGGG6 


34076 


1563 


9467 


CUCuGGAG A UAACAUL.L 




(TnaTGTTA GGCTAGCTACAACGA CTCCAGAG 


34077 


1566 


9464 


UGGAGAuA A CAUCUAUvs 




PATOGATG GGCTAGCTACAACGA TATCTCCA 


34078 


1575 


9455 






AAGAACCG GGCTAGCTACAACGA CATGGATG 


34079 


1614 


9416 


mirTtir*n./^T^ ^*TiTirTniTl3& 
CUUUCACIA A UUUUUUwi 




TCACAAAG GGCTAGCTACAACGA TGTGAAAG 


34060 


1622 


9408 


ACUUUGuG A UuAUAGijU 




ACCTATCG GGCTAGCTACAACGA CACAAAGT 


34081 


1625 


9405 


UUGUGACC? A UAuOUUAvj 




CTCACCTA GGCTAGCTACAACGA CGTCACAA 


34082 


1638 


9392 


UGAGCUCA A UvaAUWjUL 


/ux 


GGCCATCA GGCTAGCTACAACGA TGAGCTCA 


34083 


1641 


9389 


GCUCAAUG A UvjV3CL.(^UU 


XJ f\J^ 


CAGGGCCA GGCTAGCTACAACGA CATTGAGC 


34084 


1655 


9375 


CUGGCAAQ A CouuUAUu 




nuTCn^ra fiRPTAGCTACAACGA CTTGCCAG 


34065 


1661 


9369 


AGACGCCG A UuUUuwL.U 


1 TTOil 
X J / 


nncGAACA GGCTAGCTACAACGA C6GCGTCT 


34066 


1719 


9311 


CUv-tJCGUCa A Uvi^-VjvjvjUVj 


X J # U w 


PACPPGCA GGCTAGCTACAACGA CACGAGAG 


34067 


1755 


9275 


CACjvJAUAo A Uv-U UsaV^^s. 


x^ / u o 


GGGCAAGA GGCTAGCTACAACGA CTATGCTG 


34066 


1779 


9251 


^/^nTTn<^/^7V TV / ""T Tl TV f^f\(^ 

GGGUGCuA A l^UUu/iwvsU 


1 7707 
±J l\J 1 


GC6TGAAG GGCTAGCTACAACGA TGGCACCC 


34089 


1791 


9239 


r^TV O/'V^TV/T/^ 3V TTf -I f 2v A 


13708 


GGGTTACA GGCTAGCTACAACGA CCTGCGTG 


34090 


1796 


9234 


AGGAUQjUA A L.uwWaUUU 


13709 


AAACTGGG QGCTAGCTACATICGA TACATCCT 


34091 


1824 


9206 


AGL.UUUUv,7 A UAwwULf^U 


13710 


AGGAGGTG GGCTAGCTACAACGA CGAGGGCT 


34092 


1874 


9156 


UUGAGAAA A UUL-AVaWaw 


1 771 1 

X J /XX 


GCTCTGGG GGCTAGCTACAACGA TTTCTCAA 


34093 


1888 


9142 


AGCCUCvjA A t>UUCAuri4A 


/ x^ 


TTCTGGAG GGCTAGCTACAACGA TCGAGGCT 


34094 


1918 


9112 


n*^7v njvTT/^ JV IV /^/""R 1V7VTTO/2 

CCACAUGA A CLAAAUu^? 


1 771 7 
XJ /XJ 


PP ATTTGG GGCTAGCTACAACGA TCATGTGG 


34095 


1923 


9107 


UGAACCAA A UGGCUCUO 


1 1 71 A 


pnnanppzv ggptagctacaacga ttggttca 


34096 


1951 


9079 


CUUUCCGA A CUCUCCGG 


i.3 / XD 


PP<7nanaG nnPTAGPTAPAZSiPRA TCGGAAAG 


• 34097 


1992 


9038 


UGuUGUAA A UGCAAGUe 


X J /Xb 


pnPTTGPa GGPTAGPTACAAPHA TTACAACA 


34098 


2003 


9027 


CAAGUGUG A v^UUv^CUL. 


17 717 


GGGGAATG GGCTAGCTACAACGA CACACTTG 


34099 


2016 


9012 


CCCCGCAG A uGUGCUUv- 


X^ / Xo 


rSAGGPAPA GGPTAGPTACAACGA CTGCGGGG 


34100 


2053 


8977 


CUCCCAAA A UUIJUGGAU 


1 "a 71 Q 

XJ /X? 


ATPPAAAA GGPTAGCTACTVACGA TTTGGGAG 


34101 


2060 


8970 


AAUUUUGvj A UL.UUv..AHL> 


1 7 79n 


GTTGAAGA GGCTAGCTACAACGA CCAAAATT 


34102 


2067 


8963 


GAuUUuUA A V.<UGL.UU^U 


1 7791 


AGAAGCAG GGCTAGCTACAACGA TGAAGATC 


34103 


2093 


8937 


CUCUAUuG A UUUUuCUu 


1 7 779 
X^ 


GAGCAGAA GGCTAGCTACAACGA CAAT6QAG 


34104 


2107 


8923 


CUCuUCAA A UAUGvjUAv- 


1 7777 
XJ /^J 


GTGCrATG GGCTAGCTACAACGA TTGAAGAG 


34105 


2136 


8894 


UGLUGUUG A uL-UUUuUU 


1 7 79 A 
XJ /Zft 


AAGAAAGG GGCTAGCTACAACGA CAACAGCA 


34106 


2149 


8881 


UCUUAUGA A UUUUUuUU 


1 7 79 R 
X«3 1 


GAGAGGAA GGCTAGCTACAACGA TCATAAGA 


34107 


2174 


8856 


AUUCUGGG A CGUUUUUC 


1 779*J 
X.9 /«0 


G&&AAAPG GGCTAGCTACAACGA CCCAGAAT 


34108 


2194 


8636 


GGCCAAAA A CGCCwiUA 


1 "5707 
X^ / Z / 


TrtTGOGPG GGCTAGCTACAACGA TTTTGGCC 


34109 


2203 


8827 


f\f^f^f*r^^ A A r*r'7v<3Hf Tfsra 
CGC.CCACA A ULmAuUUuut 


XO / 


rCAACTGQ GGCTAGCTACAACGA TGTGGGCG 


34110 


2281 


8749 




13729 


AGCGAGT6 GGCTAGCTACAACGA TCAAAGAG 


34111 • 


2331 


8699 




13730 


CACGAATG GGCTAGCTACAACGA TACCACCA 


34112 


2340 


8690 


CAuUv.A7Uv7 A uuGUGUUL. 


1 7 77 1 


GGACACCA GGCTAGCTACAACGA CACGAATG 


34113 


2370 


oobU 


OVsAuwVtfUur A l-w\V^UV^v.<<n 


13 732 


TGGAGTGG GGCTAGCTACAACGA CAGGCTCC 


34114 


2362 


Q C A O 




13733 


TTCGCTGG GGCTAGCTACAACGA CAATGGAG 


34115 


2390 


8640 


'Ar^r*'hfir*r''A iv PTTfinPrtna 
AV^WiViCviA A V.UVjV7L«V9VSri 


1 7774 


TCCGCCAG GGCTAGCTACAACGA TCGCTGGT 


34116 


2420 


8610 


A/^ATTPATTA A Pfl<^PP/3TTrt 

AvJAUuAUA A i^UuL.^V3Uv3 


1 777 1; 
X^ / J9 


PACGGCAG GGCTAGCTACAACGA TATGATGT 


34117 


2429 


8601 


pttppppttp a TTfifiTTTTPPa 


1 777fi 
Xj /O O 


TGGAACTA GGCTAGCTACAACGA CACGGCAG 


34118 


2477 


8553 


/-iT> /^/-»TT/-i/-iTV ji r^TPTTRPTTP 


17 777 


GAGTAPAG GGCTAGCTACAACGA TCGACGTG 


34119 


2502 


8528 


GUCGUUCA A ULL-UGUUt- 


1 "a 7*3 Q 


rZAAPAGGA GGPTAGPTACAAfWA TGAACGAC 


34120 


2514 


8516 


TT/-»TTf Tyil T1T/*T A TTTTTTTTA ^TT^ 

UGUU CUUG A UUUUACUG 


1 "S OO Q 


PAfST&AAA rSGPTAGPTACAAPGA CAAGAACA 


34121 


2657 


8373 


UUCACuGA A UGUACCAC 


1 Q Oil n 


/anvSGTAPA GGPTAGPTACAAfKA TCAGTGAA 
VsXV3\31aV«a VaUx* XnU^ X Av«nAVM\3A xv^AwX^saa 


34122 


2661 


8349 


^ A A<^/^TT/^/^ A PTTPAPPPA 

GAAGCUUG A ^UwiL.L.LA 


1 O HA 1 
Xj /4X 


TPGGTGAG GGPTAGPTACAAPGA CGAGCTTC 


34123 


2690 


8340 


CUCACCCA A UALAUCUL. 


1 77 AO 
X,5 / 4Z 


GAGATGTA GGPTAGCTACAACGA TGGGTGAG 


34124 


2706 


6322 


tTr^/V«TWtoA A TTTTP^IPTT/SIV 

UGwGuGGA A UUCCQUuA 


1 "lOA 1 


TPAPGGAA GGPTAGPTACAACGA TCCACGCA 


34125 


2730 


8300 


VvvTUUUUUvi A ^W<AV9UW*d.* 


1 77^^ 
X«9 /44 


GGGAPTGG GGPTAGCTACAACGA CAGAAACC 


34126 


2778 


o292 




1 77AR 
X.3 


GCCQAAAG GGCTAGCTACAACGA CATAGAGA 


34127 


2815 


DO 1 C 


PAP^^PAAa H TTTTPPPTTTTn 


1 7 7ilfi 


CAAGGGAA GGCTAGCTACAACGA TTTGCGTG 

^«f\nVJVJwAA www XJ^WWX AwfVlWwA * X XWWWAW 


34128 


2847 


6183 


APTTPPTTPa IV PPTVTTTTTTPZi 


1 774 7 
.X J / ^ / 


TGAAATGG GGPTAGCTACAACGA TGAGGACT 

XVAnAAXww V9ws«XA*JV«XAwAAwwn xwA.ww%wx 


34129 


2859 


8171 


TTT7TTP A AP/2 A PPPrtHIlTTP 


1 774 R 
XO / ^ D 


GATTPGGG GGPTAGCTACAACGA CCTTQAAA 

VJ/\XXwwww www X^^ws^ X A^i>*^AwNJA wwxxwaaa 


34130 




G J-O 3 




13749 


TAGGACGA GGCTAGCTACAACGA TCGGGTCC 


34131 


2863 


8147 


GCUCUUCA A CCUCAGCA 


13750 


TGCTGAGG GGCTAGCTACAACGA TGAAGAGC 


34132 


2896 


8134 


AGCACUUG A CGAGGACU 


13751 


AGTCCTCG GGCTAGCTACAACGA CAAGTGCT 


34133 


2902 


8128 


UGACGAGG A CUCUCCGA 


13752 


TCGQAGAG GGCTAGCTACAACGA CCTCGTCA 


34134 


2910 


8120 


ACUCUCCG A UGUCACAA 


13753 


TTGTGACA GGCTAGCTACAACGA CGGAGAGT 


34135 


2933 


8097 


GUGUCACA A CACUCAGA 


13754 


TCT6AGTG GGCTAGCTACAACGA TGTGACAC 


34136 


2953 


8077 


UCUGUAGA A CACAUCCA 


13755 


TQGATGTG GGCTAGCTACAACGA TCTACAGA 


34137 
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2979 


8051 


UCAUGGUG A CAlVUuUuC 


13756 


GAAViAliv? uV3wliui\.JlAwVAuufi uACuAlvA 




2982 


8048 


UGGUGACA A UGUUCCAU 


13757 




.34XJ7 


2996 


8034 


CAUCCAUA A CUUUGCAC 


13758 


GTG LAAAo VtV^U L Axj U 1 ALAA.L. KjA LAX 1 K3 




3029 


8001 


U6UCCGGG A CCGCCCuu 


13759 


AAGGuLGO ubrClAvaL XALAAUviA LuL.(joAL.A 


J4X4X 


3051 


7979 


ACCCUQJG A CuuCuUGG 


13760 


W^TV TV /^/^/ u HTV l*^^rTllV TV /^/^ A ^TV ^ TV ^rn 

CCAAGAAG GGCTAGCTACAACGA CAGAGGGT 


34142 


3060 


7970 


CUUCUUGG A CUCUUUUu 


13761 


AAAAAuAG GGCTAGCTACAAuGA CCAAGAAG 


34143 


3086 


7944 


AUAUAGuA A CACC7\ACC 


13762 


GGTTGGTG QGCUAGUTALAAUvaA TACTATAT 


J4X.44 


3092 


7938 


UAACACCA A CCGCCUCU 


13763 


AC3A0 LHj 1 AVa v.. X A\_AAU vj A ioiar Ivj X X A 


AC 


3117 


7913 


CAAGGUCA A UCACUUUU 


13764 


AAAAviXuA uo^XAo^XACAAUviA X«JAv.UXXvjr 


X4 0 


3129 


7901 


CUUUUCCG A CCGGUUCG 


13765 


UuAAUUVsV^ V,9U\^XAov.XAUAAuUA L'\3VaAAAAV9 


"iA-x An 


3142 


7888 


UUCGAGAA A CCUCCGUU 


Ij /DO 


AAUVjvJAovj iJVTC X AvjC X ALAAuoA X X L. X (..uAA 




3153 


7877 


UCCGUUCG A CLACjCC-AU 


T T7 C7 
1 J /O / 


AiviOuXoV? liV7UlAV7L.XACAA<UuA LasAAUuoA 


OAT AQ 
J%X47 


3186 


7844 


cccuagag a cuggaugc 


137oo 


vjCAACCAlb VMUXAuUlAwvACUA ClCXAuvvvv 


•a A1 Cft 


3191 


7839 


gaqacugg a ugcccucc 


13769 


GGA6GGCA GGCTAGCTACAACGA CCAGTCTC 




3204 


7826 


cuccagug a cauugccu 


13770 


iv^^^ivivm^ /^r^ fttry tv /*i T\ ^ Tv Tv TV /-itv /^m/^/^Tvv^ 

AGGCAATG GGCTAGCTACAACGA CACTGGAG 


34152 


3242 


7788 


GCUGAGCG A UCGACUUC 


13771 


GAAGTCGA GGCTAGCTACAACGA CGCTCAGC 


34153 


3246 


7784 


AGCGAUC6 A CUUCGAU6 


13772 


CATCGAAG GGCTAGCTACAACGA CGATCGCT 


34154 


3252 


7778 


cgacuucg a ugauggcc 


13773 


G6CCATCA GGCTAGCTACAACGA CGAAGTCG 


34155 


3255 


7775 


cuucgaug a uggccucu 


13774 


AGA6GCCA GGCTAGCTACAACGA CATCGAAG 


34156 


3280 


7750 


ccuaguga a cucuucuu 


13775 


TV TV ^ TV TV ^ TV /^^t / VII TV / llfl IV ^ YV TV TV frl^TTV /^ITITV 

AAGAAGAG GGCTAGCTACAACGA TCACTAGG 


34157 


3318 


7712 


CUUUCCAA A CCUCUCCC 


13776 


/"•^^ TV TV /*t/^ /^/^ / VT' ^V /^rri TV TV TV ^yf^ TV fTWTt/^/^ TV TV TV ^ 

GGGAGAGG GGCTAGCTACAACGA TTGGAAAG 


34158 


3400 


7630 


uguuaugg a uagacaug 


13777 


CATGiL.rA GvjCTAGLTAC-AAuGA CCATAACA 


34159 


3404 


7626 


auggauag a caugacaa 


13778 


fiuii^m/^TV rp/^ /^/^/^rjTTV ^/^ITTTV 0 7V TV /^^TV /"WTT 7\ rn/l/l m 

TTGTCATG GGCTAGCTACAACGA CTATCCAT 


34160 


3409 


7621 


uagacaug a caaccaac 


13779 


bilbbilCj (iULXAtaCXAuAAuGA CAXuK^JLA 


34161 


3412 


7618 


acaugaca a ccaacccc 


13780 


GGGGTTGG GGCTAGCTACAACGA TGTCATGT 


34162 


3416 


7614 


gacaacca a cccccacg 


13781 


CGTGGGGG GGCTAjGwTACAACGA TGGTTGTC 


34163 


3429 


7601 


cacgcaug a uguggcag 


13782 


CTGCCACA GGCTAGCTACAACGA CATGCGTG 


34164 


3444 


7586 


agaguccg a uggcaguu 


13783 


TV TV .^m^^^ TV ^^^^mTV ^^^mw ^Yv TV ^^Tv ^ TV ^ 11 11 

AACTGCCA GGCTAGCTACAACGA CGGACTCT 


34165 


3465 


7565 


CQUUCCAA A CAGAGCUU 


13784 


AAGCTCTG GGCTAGCTACAACGA TTGGAACG 


34166 


35X0 


7520 


CGGCCGUG A UCAAAAUU 


13785 


AATTTTGA GGCTAGCTACAACGA CACGGCCG 


34167 


3516 


7514 


ugaucaaa a uuccggcu 


13786 


AGCCGGAA GGCTAGCTACAACGA TTTGATCA 


34168 


3544 


7486 


CUUCACAG A CGGGUUCA 


13787 


fT1<^ TV TV /*f /*T/*V/*t ^(^rWlTV fir^nT'TV TV fVTTV ^"MfT^ftl^ TV TV 

TGAACCCG GGCTAGCTACAACGA CTGTGAAG 


34169 


3571 


7459 


AGCUAGAG A CACCAAGA 


13788 


TCTTGGTG GGCTAGCTACAACGA CTCTAGCT 


34170 


3579 


7451 


ACACCAAG A UCAGCAUG 


13789 


/*TTV m/^/' ■ ll/T TV /"tm A /*T»T1 TV ^ TV TV /"VT TV ^fTTtTI^/T m^ITI 

CATGCTGA GGCTAGCTACAACGA CTTGGTGT 


34171 


3588 


7442 


UCAGCAUG A UCUGUCCA 


13790 


m/^r^ TV /^Tv ^ TV /^/*trTm A <^/'^inTV nTV TV /"v^TV /TTV rn/^/ tmr^Tv 

TGGACAGA GGCTAGCTACAACGA CATGCTGA 


34172 


3597 


7433 


UCUGUCCA A CUUUCuUC 


13791 


n TV TV TV TV ^TfnTV flTV ^7V TV <*V^ TV ffl TV TV <^ Tv 

GAAGAAAG GGCTAGCTACAACGA TGGACAGA 


34173 


3612 


7418 


UCUGCAUG A UGGGUGUG 


13792 


A ^ A ^<^OTV /^/li^tmA^OfnA nA A ^V^A r^TV fTI/^/^ TV O T\ 

CACACCCA GGCTAGCTACAACCxA CATGCAGA 


34174 


3631 


7399 


GCGCUCUA A UUCUGGGA 


13793 


fn^<T^TV^TV TV ^^^IIIH ^^'MIITV ^TV TV tHTV ^ 9v /^^V^/^ 

TCCCAGAA GGCTAGCTACAACGA TAGAGCGC 


34175 


3639 


7391 


AUUCUGGG A CGUCCGUG 


13794 


CACGGACG GGCTAGCTACAACGA CCCAGAAT 


34176 


3654 


7376 


UGGCCACG A UGCCAuCC 


13795 


.^^TVm^/^^TV /^^^^^nTV ^^WITV r^TV TV ^/TTV ^^^m^^^^^^TV 

GGATGGCA GGCTAGCTACAACGA CGTGGCCA 


34177 


36B1 


7349 


UCUUCAUG A UUCCGGCC 


13796 


GGCCGGAA GGCTAGCTACAACGA CATGAAGA 


34178 


3731 


7299 


GCUUGCCA A CCGG6AAC 


13797 


GTTCCCGG GGCTAGCTACAACGA TGGCAAGC 


34179 


3738 


7292 


AACCGGGA A CCAUGUA6 


13798 


CTACAT6G GGCTAGCTACAACGA TCCCGGTT 


34180 


3786 


7244 


UUACCGUA A CGGUGAGG 


13799 


^^rrr^TV ^/^/^mTv ^^^"vtttv tv iv atv^tv mTV ^r/^^^m TV tv 

CCTCACCG GGCTAGCTACAACGA TACGGTAA 


34181 


3798 


7232 


UGAGGGUG A CUUGUCCC 


13800 


/^/^#^ "Ji /TTV TV ^ /"I ^ /"Vn TV ^ /*lfTT TV TV TV rf'VY TV ^TV /^^^flT^ TV 

GGGACAAG GGCTAGCTACAACGA CACCCTCA 


34182 


3835 


7195 


GAGAGCCG A CACUCCAA 


13801 


TTGGAGTG GGCTAGCTACAACGA CGGCTCTC 


34183 


3843 


7187 


TV i^TV ^YT^^TV TV ^fVTT^/^TV 

ACACUCCA A CAUCGACG 


13802 


CGTCGATG GGCTAGCTACAACGA TGGAGTGT 


34184 


3 849 


7181 


CAACAUCG A CGAAGGGG 


13803 


CCCCTTCG GGCTAGCTACAACGA CGATGTTG 


34185 


3877 


7153 


GAGUGUGA A UAGUGCAC 


13804 


GTGCACTA GGCTAGCTACAACGA TCACACTC 


34186 


3894 


7136 


UUGCCUGA A CGUUUAUU 


13805 


TV TV m TV TV TV /^^/*lmTV /^/"Vtitv /^tv tv /t^tv mr^Tv m/^mtv tv 

AATAAACG GGCTAGCTACAACGA TCAGGCAA 


34187 


3910 


7120 


UGAGGUCA A UGAGGUGU 


13806 


ACACCTCA GGCTAGCTACAACGA TGACCTCA 


34188 


3921 


7109 


AGGUGUUG A UGUAAUCU 


13807 


AGATTACA GGCTAGCTACAACGA CAACACCT 


34189 


3926 


7104 


UUGAUGUA A UCUGACGU 


13808 


TV ^^^^MIT^TV TV ^tJ^#*lfnTI. ^t^mTTV ^TV Tl J"«^TV fVlTV ^^TV RT^^TV TV 

ACGTCAGA GGCTAGCTACAACGA TACATCAA 


34190 


3931 


7099 


GuAAUCuG A CGOGAUCA 


13809 


mMTV mMTV MM M/TMITITIMMWTTV MTV TV MMTV MTV MTV nwnTV M 

TGATCACG GGCTAGCTACAACGA CAGATTAC 


34191 


3936 


7094 


CuGACGUG A UCAAAUGC 


13810 


MMTV mfHtflMTV MMMII ITV M MfTlTV MTV TV MMTV MTVMMHIMTVM 

GCATTTGA GGCTAGCTACAACGA CACGTCAG 


34192 


3941 


7089 


^TT^ TV TT^ TV TV TV V Y^^^TTTV TTV ^ 

GUGAUCAA A UGCUUUAG 


13811 


CTAAAGCA GGCTAGCTACAACGA TTGATCAC 


34193 


3963 


7067 


GAGUGAGG A CCGCUGUU 


13812 


RAnAfiCGG GGCTAGCTACAACGA CCTCACTC 




3988 


7042 


GUACAGUG A CCAGGCUG 


13813 


CAGCCTGG GGCTAGCTACAACGA CACTGTAC 


34195 


4021 


7009 


CAAAAGAA A CUCUCCCA 


13814 


TGGGAGAG GGCTAGCTACAACGA TTCTTTTG 


34196 


4037 


6993 


AUGCUGAA A UUCUCCUU 


13815 


AAGGAGAA GGCTAGCTACAACGA TTCAGCAT 


34197 


4047 


6983 


UCUCCUUG A CCUCAAUU 


13816 


AATTGAGG GGCTAGCTACAACGA CAAGGAGA 


34198 


4053 


6977 


UGACCUCA A UUCUUUGC 


13817 


GCAAAGAA GGCTAGCTACAACGA TGAGGTCA 


34199 


4066 


6964 


UUGCCCAA A CAAACUGC 


13S18 


GCAQTTTQ GGCTAGCTACAACGA TTGGGCAA 


34200 
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4070 


6960 


CCAAACAA A CUGCUUAU 


13819 


ATAAGCAG GGCTAGCTACAACGA TTGTTTGG 


34201 


4103 


6927 


UCUAGCCA A CCCAUCUC 


13820 


GAGATGGG GGCTAGCTACAACGA TGGCTAGA 


34202 


4143 


6887 


GGGUCAUG A CACAAAUC 


13821 


GATTTGTG GGCTAGCTACAACGA CATGACCC 


34203 


4149 


6881 


UGACACAA A UCAGGAAC 


13822 


GTTCCTGA GGCTAGCTACAACGA TTGTGTCA 


34204 


4156 


6874 


AAUCAGGA A CACGGCUA 


13823 


TAGCCGTG GGCTAGCTACAACGA TCCTGATT 


34205 


4184 


6846 


GUCUGCGA A CGUUGCUU 


13824 


AAGCAAC6 GGCTAGCTACAACGA TCGCAGAC 


34206 


4206 


6824 


GCUCAGGA A UUAGCACA 


13825 


TGTGCTAA GGCTAGCTACAACGA TCCTGAGC 


34207 


4215 


6815 


UUAGCACA A UCAUCAAG 


13826 


CTTGATGA GGCTAGCTACAACGA TGTGCTAA 


34208 


4240 


6790 


GAGCAGCA A CAUUCCGG 


13827 


CCGGAATG GGCTAGCTACAACGA TGCTGCTC 


34209 


4251 


6779 


UUCCGG06 A UCUUCGUU 


13828 


AACGAAGA GGCTAGCTACAACGA CGCCGGAA 


34210 


4266 


6764 


UUCCQGGA A CUUCAGCC 


13829 


GGCTGAAG GGCTAGCTACAACGA TCCAGGAA 


34211 


4280 


6750 


GCCAUCCA A CAGAAAAA 


13830 


TTTTTCTQ GGCTAGCTACAACGA TGGATGGC 


34212 


4296 


6734 


AGGUCGCG A CUCCCAAG 


13831 


CTTGGGAG GGCTAGCTACAACGA CGCGACCT 


34213 


4305 


6725 


CUCCCAAG A CAGCX3CCU 


13832 


AGGCGCTG GGCTAGCTACAACGA CTTGGGAG 


34214 


4319 


6711 


CCUCCCAA A CCUAUCUU 


13833 


AAGATAGG GGCTAGCTACAACGA TTGGGAGG 


34215 


4332 


6698 


UCDUUCCA A UGCCCDUC 


13834 


GAAGGGCA GGCTAGCTACAACGA TGGAAAGA 


34216 


4360 


6670 


GAGGAAGA A UACUCCCA 


13835 


TGGGAGTA GGCTAGCTACAACGA TCTTCCTC 


34217 


4384 


6646 


CACACUCA A UAAGGCAA 


13836 


TTGCCTTA GGCTAGCTACAACGA TGAGTGTG 


34218 


4392 


6638 


AUAAGGCA A UCAAGGCA 


13837 


TGCCTTGA GGCTAGCTACAACGA TGCCTTAT 


34219 


4401 


6629 


UCAAGGCA A UUGUCUGA 


13838 


TCAGACAA GGCTAGCTACAACGA TGCCTTGA 


34220 


4476" 


6554 


UGGCCACA A CGUACAUG 


13839 


CATGTACG GGCTAGCTACAACGA TGTGGCCA 


34221 


4539 


6491 


UUCCCAGA A CCUCAAUG 


13840 


CATTGAGG GGCTAGCTACAACGA TCTGGGAA 


34222 


4545 


6485 


GAACCUCA A UGAGCCCU 


13841 


AGGGCTCA GGCTAGCTACAACGA TGAGGTTC 


34223 


4562 


6468 


AUCUGAGA A CX3UUUUCC 


13842 


GGAAAACG GGCTAGCTACAACGA TCTCAGAT 


34224 


4588 


6442 . 


GUCCUUGA A CGCCUUUA 


13843 


TAAAGGCG GGCTAGCTACAACGA TCAAGGAC 


34225 


4607 


6423 


GCCUGGUO A UCCGAGUA 


13844 


TACTCGGA GGCTAGCTACAACGA CACCAGGC 


34226 


4629 


6401 


UGGCGUCA A UCCAGCGC 


13845 


GCGCTGGA GGCTAGCTACAACGA TGACGCCA 


34227 


4647 


6383 


GCCUCAGA A UCUUCCUU 


13846 


AAGGAAGA GGCTAGCTACAACGA TCTGAGGC 


34228 


4671 


6359 


GCUUC6UG A UGACUUCC 


13847 


GGAAGTCA GGCTAGCTACAACGA CACGAAGC 


34229 


4674 


6356 


UCGUGAUG A CUUCCACU 


13848 


AGTGGAAG GGCTAGCTACAACGA CATCACGA 


34230 


4701 


6329 


CUUCUAAA A UUGUGUUU 


13849 


AAACACAA GGCTAGCTACAACGA TTTAGAAG 


34231 


4718 


6312 


GUCCUAGG A CCAUCAAA 


13850 


TTTGATG6 GGCTAGCTACAACGA CCTAGGAC 


34232 


4750 


6280 


GUGGUAUG A CACUCCAG 


13851 


CTGGAGTG GGCTAGCTACAACGA CATACCAC 


34233 


4767 


6263 


CCGCUGCA A CCUUGUAA 


13852 


TTACAAGG GGCTAGCTACAACGA TGCAGCGG 


34234 


4785 


6245 


CCAGCCAA A CUGGCAGA 


13853 


TCTGCCAG GGCTAGCTACAACGA TTGGCTGQ 


34235 


4793 


6237 


ACUGGCAG A UCUGCAGU 


13854 


ACTGCAGA GGCTAGCTACAACGA CTGCCAGT 


34236 


4807 


6223 


AGUCCUCA A CAGUUCCA 


13855 


TGGAACTG GGCTAGCTACAACGA TGAGGACT 


34237 


4894 


6136 


UUGGUAGA A UUGAGCGA 


13856 


TCGCTCAA GGCTAGCTACAACGA TCTACCAA 


34238 


4902 


6128 


AUUGAGCG A UCAGUCCG 


13857 


CGGACTGA GGCTAGCTACAACGA CGCTCAAT 


34239 


4923 


6107 


GCAUGUUG A UGUUGUCC 


13858 


GGACAACA GGCTAGCTACAACGA CAACATGC 


34240 


4938 


6092 


CCAGCAUG A UUCGUGCC 


13859 


GGCACGAA GGCTAGCTACAACGA CATGCTGG 


34241 


4955 


6075 


UCAGUCCA A UGGGCGAA 


13860 


TTCGCCCA GGCTAGCTACAACGA TGGACTGA 


34242 


4997 


6033 


CCCCCAUA A CAGUACUC 


13861 


GAGTACTG GGCTAGCTACAACGA TATGGGGG 


34243 


5013 


6017 


CAUCACCA A CUUGCGAC 


13862 


GTCGCAAQ GGCTAGCTACAACGA TGGTGATG 


34244 


5020 


6010 


AACUUGCG A CGGAUUUC 


13863 


GAAATCCG GGCTAGCTACAACGA CGCAAGTT 


34245 


5024 


6006 


UGCGACGG A UUUCUACC 


13864 


GGTAGAAA GGCTAGCTACAACGA CCGTCGCA 


34246 


5034 


5996 


UUCUACCG A UACGUCCA 


13865 


TGGACGTA GGCTAGCTACAACGA CGGTAGAA 


34247 


5077 


5953 


CACUGCAG A UGGUUCUC 


13866 


GAGAACCA GGCTAGCTACAACGA CTGGAGTG 


34248 


5091 


5939 


Q7CCCAGG A UCACUCUC 


13867 


GAGAGTGA GGCTAGCTACAACGA CCTGGGAG 


34249 


5118 


5912 


CUGUUAUG A UGGUUGGU 


13868 


ACCAACCA GGCTAGCTACAACGA CATAACAG 


34250 


5148 


5882 


GGCUGTJCA A UCACCCUG 


13869 


CAGGGTGA GGCTAGCTACAACGA TGACAGCC 


34251 


5185 


5845 


CAUUUCAG A UAUGUCUG 


13870 


CAGACATA GGCTAGCTACAACGA CTGAAATG 


34252 


5199 


5831 


CUGUUGUG A UAACAAAG 


13871 


CTTTGTTA GGCTAGCTACAACGA CACAACAG 


34253 


5202 


5828 


UUGUGAUA A CAAAGUCC 


13872 


GGACTTTG GGCTAGCTACAACGA TATCACAA 


34254 


5213 


5817 


AAGUCCCA A UCAUCGUU 


13873 


AACGATGA GGCTAGCTACAACGA TGGGACTT 


34255 


5251 


5779 


CUCGUACG A CUUUCUGU 


13874 


ACAGAAAG GGCTAGCTACAACGA CGTACGAG 


34256 


5263 


5767 




± J O / 3 






5268 


5762 


UCAAUUGG A CUACUUUC 


13876 


GAAAGTAG GGCTAGCTACAACGA CCAATTGA 


34258 


5304 


5726 


AAAGGGCA A UCUCAUUC 


13877 


GAATGAGA GGCTAGCTACAACGA TGCCCTTT 


34259 


5322 


5708 


CCAUCUUG A CACUAGGC 


13878 


GCCTAGTG GGCTAGCTACAACGA CAAGATGG 


34260 


5335 


5695 


AGGCACAA A CCAAACCG 


13879 


CGGTTTGG GGCTAGCTACAACGA TTGTGCCT 


34261 


5340 


5690 


CAAACCAA A CCGUCUUC 


13880 


GAAGACGG GGCTAGCTACAACGA TTGGTTTG 


34262 


5364 


5666 


AUUCUGUG A UCCAUUCG 


13881 


CGAATGGA GGCTAGCTACAACGA CACAGAAT 


34263 



411 
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5393 


5637 




1 ^ D D 0 

13882 






5400 


5630 




13883 


uAv,. I utAuvi vavsU J, AuC X AUiAUun CUUlautnX ^ 




5421 


5609 


ACiuLCiVTAA. A UUvioUlsAA 


XJ oo4 




•a^ior/r 
o o 


5429 


5601 


AUUGuUViA A ULKjIaACUC 


13 885 


VjAvJ X VmL>AA UkJV.* X A\7^» X A^^AA^UA X ^ AwL«AA X 




5434 


5596 


UutAAUUliu A CUUUlauuA 


1 ^ D 0 C 


TPPPanZVrt fy5PTZLf5PTJiP2i2VPf32i PPT^ZiTTPZi 
X^v«L^\3Av7 VaVT^X AwVoXA\..AAV.«V3A ^^^.^nAXXUA 


■a AOiTO 


5443 


5587 


r*TTr«iw3/ariii & Tir!n4TTr<Twa 
CUCUmiuA A UuVsAUuUu 


1 Q Q T 


f^'h.CX'L?VnC*'h. nOPTZXrZPTAPAZVPna TPPP2Vf33VfS 
L<AVjCnX VaUli»XAwV«XAUAAVi>wl X^wImAOAIs 


iJ4^07 


5447 


5583 


VavsVsAAUvavi A UV^UViAAurU 


1 "a 0 Q Q 


AWXXUAVsA OUrV«XA\9VvXA\«AA^\JA WV«AX XVk^^ 


•a A97rt 


5479 


5551 


UQjUuAUvjA a UAU UuULA? 


1 ? D Q 0 


pnrsPAaTA r!nPT2Vf3PTAP2VAPr!2i TPATrsapa 

L>V3V3VMnAX A UOl^ X AUtv« X AV^AAk«VZA X L>AXV3AV.,.A 


JIZ / X 


5505 


5525 


LUAVsL-UUo A L.UUUU0U0 


1 "a Q 0 A 


papixaarirt rsnPTAOPTAPAapna PfSAdPra^^ 

UAW>AAA\3 U U UVm X AVJ^ X Av_AA^V3rV ^oAU V.* X AV3 


J 4 ^ 


5517 


5513 


UUCUvjvjAA A UoUAAt-trfU 


X40 7X 


arZ/lTTJiPJl f3f3PT2Vf3PT2iPaAPfiA TTPPaPAB 
A^aur X X AV^ A vaVaV^ X Avs^ 1 Av.«AAx«V3A X X Vw^»Av.>AA 




5522 


5508 


GAAAUUUA A UL.UuuUvjU 




r'paapar'n nppTiinPT^iiPaapfia TapaT'PTP 

UwiAuAuL? u\3L^XAV3^XAk...AAL.uA XA^.^iXXv^ 


/4 


5535 


5495 


TTTTnrn'Tr'r'A TTPHnanrTT 


X J 0 70 


A0UXAUL.1A \Jlj^XAo^lxl.v.,.AAU.wi X V3Vv^oV../lA 


•a A07(i 


5555 


5475 


TT^/?'/^TTr»ft A A ^^^'7^^^'^T^^' 
UUUVjUuAA a U\j/ioLL.UL. 


Tin QA 


nh.finr^o'L. nnPTunPTAPAapflA TTPUPPna 

LiAVsun^ X 1«>A VaVv^ X Au^ X A^ AAVxlaA X X wiV»(JV3A 


'lAnnc 


5575 


5455 


caucacga a LAGGUUGU 


1 1 D 0 C 


aPAaPPT/^ riPPTA^^PTAPAAPriJl »PPrt1V3A«PP 

ACAAC C 1 ouL. X Avjv. X AuAACuA X Ulj 1 uA X u 


34^ / / 


5605 


5425 


GUGAGGAG A (JAUCAGCL. 


1 ^ Q Of 


r«ppnvaA»p/t! /^ippta^ptapaappa c**vnr^^c*'tkr* 
GuClviAiV? o^juXAoUXACAACIjA CXUCXUAC 


342 /o 


5633 


5397 


/TnA/^r»ATiA^ A ^ivr^ATTr*^/^ 
GuAGCAuG A uACAuGAv- 


1J07 / 


UtlUAXvylw V9vyV«XAi3V»lAv.«AAwV3A LIAluruXAC 


342 /9 


5640 


5390 


OA/^A/^ATTA A /^&TTriAA/^S 

GACACAUG A CAUCAACA 


1 1 Q Q 0 


TpfPfnATVa rtfaPTArtP'PJiPAAPrtA PATraTPTP 

1\7XX13AXa7 UU^XAvvLiXAvAAUUA LilAXwXviXV* 


342oU 


5646 


5384 


ugacauca a caaucuca 


■t "3 0 Q Q 


tpT* Ar'A'fnva /ar<r'ii'APr''PA^AAP^A n/^AnwanvA 
XuAGAX Xvi V3u(^lAuUlA(«AAUGA XGAlvjX\*A 


*a >t *a oi 
342ol 


5649 


5381 


CAUCAACA A UCUCAUUU 


13900 


AAA*n/^A/^A /^r^^^PAPOrr* A/^A A/V^A TV^iPTV^Af*/^ 

AAATGAGA GGwTAGCTACAACuA TGTTGATG 


34282 


5683 


5347 


LACUGv-G<j A UGUL.UGC3U 


X J7UX 


APPAPAPA /'^ipPTAnpfAPA appa r*r*r*r^'h.t^fT^ 

AV^UAviAvJA uol.^ X Aov^ X AwiAL>\iA L.^oL.Aut Xaj 


1 A O Q "a 
342o3 


5697 


5333 


GGUACCGG A uGGGCAGU 


13902 


ACXGCUCA ViGCXAtjCX ALAAUjA CCovaXACC 


34284 


5739 


5291 


/^Ar^n^A^A A /^r»/TrT/^/^TTT7 

CAGCCACA A CCCUGGUU 


13 903 


AAr'i^Ar^rT' /^OPTAPPTA/^A AnnA T^r'TTTT'T*^ 

AAL.CAGGG oGC I AoC X ACAALUA X o X uGL X G 


"a yt O Q c 
342 03 


5793 


5237 


CCUCUUUG A UGAUGUGU 


13904 


A/^Ar'ATT'A r^noTAPr^'PAr'A ArriA r'AAsr'Ar'^ 
ACAGAXCA GGCXAurUXACAAUVaA CAAAUAGG 


342oo 


5796 


5234 


CUUUGAUG A UCUGuGGC 


^ 0 Q n c 


/V^PAPAPA /2PP*rA^P'PAPA APP A /^ATr^AAA/^ 

GCCACAuA vauU X AurC X ACAAUViA CA X CAAAG 


34287 


5808 


5222 


GUGGCAGA A UCC-.UCL.UU 


X37VJO 


AAr^/^A/^^A PPPTAPPTAPA AP/2A fP'PPrT'A/^ 

AAV3\iAo\AA viVsCXAuCX ACAACuA XCXvsCCAC 


"a /f o o □ 


5834 


5196 


GCGCCGGG A UGGAGAuC 


13907 


GAXCXCCA GGC X AoC X ACAACUA CCCGGCGC 


34289 


5840 


5190 


GGAUGGAG A UCCAGUAC 


13908 


r^PA r«*TVa/^ A PPPTAPPT^A/^A AOPA 0»T»^^r« A T/^O 

GIACXoGA GGCXAGCXACAACuA CxCCAXCC 


34290 


5853 


5177 


GUACAGUG A UCuGUUUU 


13909 


AAAAr^A/^A PPP«PAPP*PA/^A APr»A OAPTPTAP 

AAAACAGA uGC X AOC X ACAACGA CAU X G X AC 


•a A O Q1 

34291 


5884 


5146 


AGGUUCGA A UCCGGCUG 


1 T Q 1 r» 
XJ^XU 


nArspppPA pppTA/aPTAPA APPA »pr«PA Ar»r"P 
CAGCLasGA laGCXAvjCXACAACuA XCuAACCX 


"a AO QO 


5895 


5135 


CGGCUGGG A UUGvjCUuA 


1 1 Qi 1 
X J7XX 


TiPAPPPAA /3nPT»APP»PAPA APPA PPPAfilPP/i 

XuAurCwiA uGUlAwUiACAACuA CCCAuCCU 


o Q*a 
34293 


5958 


5072 


GCAUuAUG A OTCCAUUG 


13912 


^AA*nn^A^ r'f^^'nA^^l'PA^A ArV*A ^AfPAATl^^ 

QAATGGAG GGCTAGCTACAACuA CATAATGC 


34294 


5979 


5051 


AAAGCCCA A UCACAUCA 


13913 


TGATGTGA GGCTAQCTACAACGA TGGGCTTT 


34295 


6016 


5014 


UGAGCCUG A UGUUCCAG 


13914 


r^rTi/^/^7» A<^A ^Vr^tPAPOnfAr'A AO^A l> f^r\ f~trnf~t 7\ 

CTGGAACA GGCTAGCxACAACGA CAGGCTCA 


34296 


6051 


4979 


CGGCCCUG A UUUCUCCU 


13915 


a/^/^apaaa n<a/^(rtA^r^fPAr<A AP/aA ^vwtf^furt^r* 
AGliAGAAA UGCXAUCXACAACGA CGGGGCCG 


1 A^ Q*T 

34297 


6073 


4957 


UGuuUUGA A CACCCCuG 


13910 


/~t^fVW^n*t^ ^rt/"«filji ^^Wijt A^VA in/^AAAAr^A 

CAGGGGTG GGCxAGC^XACAACGA TCAAAACA 


34298 


6093 


4937 


UCGUCUuG A CIsUUCUUA 


X J7X / 


•PAAPAAPra PPPTA/SPIPAPA APPA PPAPAPT^A 

X AAvsAAUG GVsC X AoC X ACAACGA CCAGACGA 


"a A O QQ 
34299 


6102 


4928 


ViAaUUL.UUA A CvaUULUUo 


X J9X0 


/^AAPAAPP PPPTA/^PfPAPA APPA T'AAPAA/'V^ 

LAAVjAACu X Au C X AUAACuA X AAvaAACo 


0 A 0 rt A 

343U0 


6126 


4904 


r^/^A^^A^A A TT/^ATT/^T/^/*! 

LCACCACA A UCAUCUGC 


X J 9X9 


r»^A/^A'nr»A /2/^OTAP/'"''PAr'A APr«A TT'Tl^r'TV^/^ 

GCAGA X vjA tjKjt- X AoC X ACAACGA X G X GG X\iG 


34301 


6166 


4864 


GUGCUGCA A uUUCCAGG 


13920 


CCXGGAAA GGCXAGCX ACAACGA XGCAGCAC 


343 02 


6185 


4845 


CCUCCGUA A CAAAuUCty 


X jy^x 


CGACiii\a GGCXAGCX ACAACtiA XACGGAGG 


343 03 


6194 


4836 


/^AAAOTTr"V^ A TT/^/^f T/^OTTTT 

CAAAGUCG A UCUUCCUU 


13 922 


TSAnOA/^OA /^/^Of A /^OT A A A /^/^ A O/"* A OT'T^T'O 

AACjGAGG A GG C i AGC X ACAACGA CGAC X 1 i G 


343 04 


6204 


4826 


CCUCCUUG A CACUGCCC 


13923 


GGGCAGTG GGCTAGCTACAACGA CAAGGAGG 


34305 


6285 


4745 


UGUGGAAA A CACCuUCA 


13924 


TGAAGGTG GGCTAGCTACAACGA TTTCCACA 


34306 


6294 


4736 


CACCUUCA A CCAUCACG 


13925 


CGTGATGG GGCTAGCTACAACGA TGAAGGTG 


34307 


6317 


4713 


CCUGCuUG A uAACUGCC 


1392o 


Arwpfll A Or«^^*PAPP*T'A/^A A r^<^A /^A A^/^A/^O 

GGCAGTTA GGCTAGCTACAACGA CAAGCAGG 


34308 


6320 


4710 


^5/^TTTr»ATTA A /^T^'r'^V^ A/a 

GCUUGAUA A CUGCCGAu 


1 0 GOT 

13927 


ritnrvaooAn ^vapiPA/apiPAPA apaa vnAfriPAA/aP 
CXUUGCAG liGLZxAlaCX ACAACGA XAiCAAGC 


O A O AO 

34309 


0345 


4oq5 


GAuUCAUG A UCCUGUAU 


T "a Qo a 
1392o 


/"vpA/^A/arvA fiP^vTiA/arwpAPA ApnA ^A*ivaAn>T<^ 
CTACAtiGA UGCTAUCIACAaCGA CATGACTC 


O il O 1 A 

34310 


0354 


4o /o 


UUUUGUAhi A VA9V.UGGUG 


1 "a 00 Q 
X3 929 


riAPPn/arv ruapn'A/iPTAPAAPnA ptapa/vsa 
CACCGGCG GGCXAGCX ACAACGA CXACAGGA 


O A01 1 

343X1 






GUCCCACA A CACGCCUL. 


1 "a QI n 
X39 J U 


nAPPPPTT" PPPTArtPTAPA APPA TV^TV^P/^A P 

GAGGCGXo GGCXAGCXACAACtjA XvsXuuviAC 


"a A O T A 

34312 






TTATTrT'aaa a tirr'A Ar»TTa 


1 "a Q*a 1 
X393X 


fPA^TTPPA P/lPTA/t!P»PAPA APPA TwrwrPPATA 

XAurX X\3V7A vaV^CXAv^CXACAACViA X X XuVsAXA 


"a A T T "a 
34313 


6453 


4577 


AAAATT/^^A A /*»TTA/^T^AO 

AAAAUCCA A CUACUGAG 


13932 


r^rnoA/^mA^ r^/^^niA/^^rnA/**A Ar^r^A rnr^r^ a rrwnrnrn 

CTCAGTAG GGCTAGCTACAACGA TGGAX X X X 


34314 


6468 


A 


Ar'^/^'/^AA^ A TlTT/^/^/^/^A/^ 

AGGGCAAG A UUGCCCAG 


n "5 00 "a 
13933 


/^*n/a/a/^/^A A za/^/'wnA^/^'nAOA a/^/*»a / tiiwry^/'viorp 
CTGGGCAA GGCTAGCTACAACGA CTxuCCCT 


34315 


6492 


4538 


ACGCACUA A UCGCGAGA 


13934 


TCTCGCGA GGCTAGCTACAACGA TAGTGCGT 


34316 


6500 


43 J U 


AUCGCGAG A CAGACCAU 


13935 


ATGGTCTG GGCTAGCTACAACGA CTCGCGAT 


34317 


6504 


4526 


CGAGACAG A CCAUUCUG 


13936 


CAGAATGG GGCTAGCTACAACGA CTGTCTCG 


34318 


6542 


4488 


GCUCCUoG A UCAUUCAU 


13937 


Arr>/^AAm^lV /^#^*^lnA ^^"WTi A /^a a A /^/^A/^^A^/*t 

ATGAATGA GGCTAGCTACAACGA CCAGGAGC 


34319 


6588 


4442 


6CACAUCA A CUCUUUCG 


13938 




34320 


6609 


4421 


AGCCUGUA A UUUCUGCA 


13939 


TGCAGAAA GGCTAGCTACAACGA TACAGGCT 


34321 


6633 


4397 


CCCAGGAA A UGUCCQCC 


13940 


GGCX3GACA GGCTAGCTACAACGA TTCCTGGG 


34322 


6651 


4379 


UUCUOJCA A UCCACAUA 


13941 


TATGTGGA GGCTAGCTACAACGA TGAGAGAA 


34323 


6667 


4363 


AUCUGUUG A UUUCCCAG 


13942 


CTGGGAAA GGCTAGCTACAACGA CAACAGAT 


34324 


6678 


4352 


UCCCAGAA A UCACGAAA 


13943 


TTTCGTGA GGCTAGCTACAACGA TTCTGGGA 


34325 


6694 


4336 


AGCAGCAA A CAUGAGCC 


13944 


G6CTCAT0 GGCTAGCTACAACGA TTGCTGCT 


34326 



412 
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6708 


4322 


i^^/'V^/V*/^/^ 7\ TTT\ PTTr' ATTTT 

GCCCCCaCCj A UALtUUAUU 


13 945 


AATvjAt-iA Gt5LlAt1L.iACAAL.v3A LviLTvjvivjbL. 


"3 / O O T 


6720 


4310 


UCAUUCKjA a UtiUt*CAUG 


13946 


0 TV rrv^/tr^/^ A ^'/^/TT^T^ /n/'TmTV A A O/^ A '^OOAA'T'/^A 

CATGGCCA GuLrAQLrrACAALUA iuLAAitiA 


34328 


6735 


4295 


UGGAGuCA A uGUCAAGC 


13947 


ooncpo AOA oooT* AooniAOA AOfiia T/^aoipooa 
l9WXxGA(JA UCaLIAGCXACAAwutA XuAUlL-LA 


^ /I ^ o o 


6759 


4271 


OCCCUCCv A CuAUwUCA 


13948 


TliCCATCs? v3uClAV9CTACAAv<UIA l»UUvuiUUL. 


j4 J 


6762 


4268 




13949 


OTT*poooa f2/ir"t*Aoo»T*AOA AOrta onTonnaj^ 
ValiiuLw\ \3V9L>iAoL>XAV..AAL>v>A LolLAivaAo 


3'io^X 


6769 


4261 




u 7bU 


orv^aaTVS ortOTaooTaoaaoflii TTrtooaTO 


"a A 1 "ao 


6780 


4250 






/iBoaooTT! r2/^OTai^OT«aoaao^Z2v ortrtoo*raa 
VsALAVjL 1 U OV3L 1 A)tf L> 1 AL.AALr wi LUvaL L> 1 An 


■a ATai 
<j% J id J 


6827 


4203 






uL>AX\JlOA UUV.liU9^XM.L>A«iV»o/l Iv^^-ii/lLLX? 


•a A'l 7 A 


6837 


4193 


CALAUuUA A U(JAviUL.UA 


1 ^ oca 


•p/^^AOToa f^rtOTart?'*paoaao^a lYioaiv^ivs 

iuvdALXUA UwL1AVjL>xAL.AA^w1 lAJLiAlAjJ.^? 


"a X "a ? c 
j4 J Jb 


6655 


4175 


r«Rr«r'T\ an/^ a TTnaTTrri/^r' 
LAoL-AAoij /\ UUALUjLioo 


1 "a □ c A 


(-»/-«i^/-inrp/37» f^r^OTanoTAoa aona ooTT'nr'TY^ 
LL-LL.AlVxA l3L3LiAAjL.iALAAL.\3tA LLIiULXo 


"3 >1 ^ Q C 


6902 


4128 


CAUAUwiU A LUUuLUUL 


1 "a Q c c 


VjlJAULAALr uLiLIAULiALAAL-vjA LiULiAivJ 




6945 


4085 


UCUCCCUCj A UCAAuCUG 


XJ 7bo 


OROO'PH'OA ^300*P A/30TA0A AOOa OAfVra.AOa 

LAQwlT XuA (MVJTAiaWxAICAAt.«uA CAuGGAGA 


34338 


6963 


4067 


CUAUUCCG A CCAUCAAC 


13 957 


GTTGATGG GGCTAGCTACAACGA CGGAATAG 


34339 


6970 


4060 


TIT T/^7\ a ^a^^a/3JTA 

GAuUAUCA A CAuuAViUA 


13958 


TAOTOO'PO OrtO'PAO/ "I'AOA AOO A TOAT/^OTO 

lALlGLlo laULiAGLXAWiALvzA IGAiGGiL. 


34340 


6995 


4035 


ACAUCCAG A UUCAAUCA 


13959 


IGLlluAA LaULxAGLlACAAGGA GxoGATG^l 


34341 


7038 


3992 


CSCAouWviA A v^AACUAva7 


1 "a o/?n 


OOTOOTT/l OrtOTAOOTAO A AOOA fPOOnoninO 

L.(j X vsG 1 i, V7 ouL 1 AoU 1 AlAALVjA 1 C LGLTTGL 


34342 


7041 


3989 


GuGGAaCA a ccacguuu 


13961 


AAACGlGG GGCTAGLIACAACGA TGTlCuGL. 


34343 


7051 


3979 




1 "a oco 


oaaooaoa r200i»aoo'paoaA0oa oaaaootv^ 
UAALaxALA uwUXA(vuXAL.AAU\aA LAAAUbTtj 


34344 


7063 


3967 




1 "a Q£') 
1 j9b J 


ooaTaaoa f3f30Taf20*raoaaooa ToaoAAfV 
UUAXAAI.A UuLiAVtfLlAwuiLwi TCAwiAvAz 


34345 


7103 


3927 


GwUAbUGA A UUCAAVJAU. 




o»tv^n»'Poaa fiooTaooTaoAAOoa tnoAoivoo 
urXvaXiXiAA Uv7L.iAuLIAL.AALA3A TwVLTGGv 


34346 


7108 


3922 


UuAAUUuA A \M\2n\J\^^Sa 


lJ70b 


OTvanT/iTri rsrtOTarsoTaoaaofiia ivsaaiwnoa 
LXunlUlu WlULliwiLrXAWinLvxn IvMiAlXLin 


J4J47 


7119 


3911 


OATTOA/'^OO A TTOTTOOOAO 


X J700 


oTfsooaoa f^n^'P^^*^^*^^*^^^^*^^ oootoatio 
LXuvauAvsA LgoLl AV9LiALi.AAl.»uA LLLlGAxva 


'a >i '3 >i o 


7134 


3896 


AuAuUAuA A UUUkT^vJvjti 


1 ^ QC7 

XJ?o / 


oo/^ooaaa rartOfanoTaoAAona I'OTrto'poT^ 
L.UGL.LAAA UULiAVSL.! ALAALajA xCxGCTd 


34349 


7151 


3879 


GCAUCGUG A UaaGCCAU 


13968 


AnV^OOTTva fT'OOTAOOT'A OA A OOA A Or* TV T'/^ O 

ATGGCTiA GGLrrAGCXACAACGA CACGATGC 


34350 


7170 


3860 


gaaagaaa a cagccgcc 


13969 


GGCGGCTG GGCTAGCTACAACGA TTTCTTTC 


34351 


7180 


3850 


agccgcca a CAUCAACA 


13970 


TGTTQATG GGCTAGCTACAACGA TGGCGGCT 


34352 


7186 


3644 


caacauca a caaaaugu 


13971 


ACATTTTG GGCTAGCTACAACGA TGATGTTG 


34353 


7191 


3839 


UCAACAAA A UGUUCuCC 


13972 


GGAGaACA GGCTAGCTACAACGA TTTGTTGA 


34354 


7225 


3605 


uuugagaa a CGAuGCCA 


13973 


TGGCATCG GGCTAGCTACAACGA TTCTCAAA 


34355 


7228 


3802 


GAGAAACG A UGCCAUCA 


13974 


TGGTGGCA GGCTAGCTACAACGA CGTTTCTC 


34356 


7240 


3790 


OAOOATIAA A 0A0TT/20tT¥T 

CACCAUAA A CACUGGUU 


13975 


AACCAGTG GGCTAGCTACAACGA TTATGGTG 


34357 


7298 


3732 


OOttOOOOA A TTttlV OAtTf 10 


13976 


GAATCTAA GGCTAGCTACAACGA TCGGGAGG 


34358 


7303 


3727 


OOAATTTTA/^ A TTTTOTTOOOA 

uGAAUUAG A UUCUGUGA 


13977 


TfVTOAOAA OOOfP A OOTIA OA A OOA rviTA Ti mmrV? 

TCGCAGAA GGCTAGCTACAACGA CTAATTCG 


34359 




S i\j± 


OOAOOAAO A ITOAOAITAO 

UuAUuAAb A UuAuAUAG 


1 J7 /O 


OT'A'PO'T'Oa OOOTA OOrPA OA A OO A OTTOOHIOO 

LXAlGiUA GGLJIAGL-XALAACGA CTTGGTGQ 


34360 






ImUAAVsAUVj a V.1AUAWJUU 


1 *aQ'70 


aorton'A^Pfl /3<so»nanoTaoAAO/aA OATomnv^rt 
ALXiwlAlU UurLXAGLXALAACUA CAxCTTGG 


34361 






AUAUVAiUA A lJAUnUV«Av7 


JL J70U 


oivsanvSTvs »'5/^o*p aoota oa a oo a n»AOoo*r«AT 
UXviAIvsXu (juLiAuLIALAAUVjA TACGLTIAT 


34362 






UlaUAAIaUA A UUUWWL<\«A 


X j7aX 


i\AaGGuwk UuLrAGwAAVvAACuA TACTTACA 


34363 


/Jo 7 


JboX 


UL\.UV.w\A A \JAV.L.AuuA 


1 "a 000 
XJ 70^ 


Toonp/vsnvs ooo»t*aoo*t'a o a a oo a •p»t»oo r^or^o 
XLLXovvrG GGLXAGLXAL.AACGA X XGGGGGC 


34364 


1 S 1 I 


c c "a 


AOAOOAOO A OTTA^VAOA 


1 0 Q DO 
X390^ 


TOT'OO'PaO OOO'PA OOTAOA A oo A /-!/-» rp/-i/-irnr^n-l 

XLlULiALx GV3Li.A!bL.iAL.AACGA L.CXGGTGT 


34365 






noArtanoA a TTOArtETTariA 
UUAviAuL.A A UUAuUAUA 


XJ 704 


rPAfPAOfPOA OOOT* A OrWPAO A A OOA rTVl/^rn^fTV^/^ 

lAXALxGA GGL.XAGCxALAAL'GA TGCTCTGC 


34366 


7410 


■aeon 


OOaTTOOTTO a TT0TTTT/200TT 


13985 


AO*^/^ATVOA ^■^/^/■"•'TTTV n/"WT»TV OTV TV /'V*' IV ^ TV #^ n TV ftl^^^ 

AGLCAAGA GGLIAGCIALAACGA CAGCATGC 


34367 






nrsooA Aoo a oottoottoo 


X 


OOArvOAOf OOOn^AOOTAOA AOOA 00«TVfP00r*TV 

UCAGGAGG UGL xAGCT ALAACGA CCTTCGCA 


34368 


7456 




0/500AAOA A OAOOAOOA 

uGCuAAGA A CACijAuCA 


13987 


TGGTCGTG GGCTAGCTACAACGA TCTTGGCC 


34369 


7461 


3569 


A ^ TV TV 7k O/^ A 11 O A A /^/^ 

AGAACACG A CCAGAAGG 


13988 


CCTTCTG6 GGCTAGCTACAACGA CGTGTTCT 


34370 


7474 


obbo 


AAO/^OOOA A OTT/^AAAA^ 

AAbCjL.LV- A A CUGAAAAu 


13 989 


CITTTCAG GGCTAGCTACAACGA TGGGCCTT 


34371 


7488 


Jb4^ 


AAO^OTT^A A ¥T^TV TTTITT^IV 

AAGuVsUUA A UCAUAUCA 


13990 


fffviikm^ffn^x ^^^^ / kill Yk ^vTiYi ^\ Yi TV ^^^y iyv ■ ht^ 

TGATAT6A GGCTAGCTACAACGA TGACCCTT 


34372 


7519 


3511 


CACUUGUG A CUQCACGA 


13991 


TCGTGCAG GGCTAGCTACAACGA CACAAGTG 


34373 


7557 


34 7 J 


GUGGUCUG A UCUCCAuA 


13992 


TATGGAGA GGCTAGCTACAACGA CAGACCAC 


34374 


7574 




O/HATTAO^A A /*< TV /^y^**l T 

CCAUACCA A CAGCCGCU 


13993 


AGCGGCTG GGCTAGCTACAACGA TGGTATGG 


34375 


763 1 


3399 


UAuCACC^A A UCUGXJUAU 


13994 


ATAACAGA GGCTAGCTACAACGA TGGTGCTG 


34376 


7642 


"a "a fl D 
J J bo 


UGUUAUCA A CUUUCCGC 


13995 


/^^^^^ Yh « YV ^ ^^^Vfl^ ^4 tinYk ^YV % ^t^^ UK 1 YV mik Ik MYk 

GCGGAAAG GGCTAGCTACAACGA TGATAACA 


34377 


7707 


3323 


TTr»A^O/^T/^ TV /*\^*W^VrYTi 

UCAGGGUG A CCGDaGuU 


13996 


AACTACQG GGCTAOCTACAACGA CACCCTGA 


34378 


7727 




GGGCaGUA a UCGAAGUC 


13997 


GACTTCGA GGCTAGCTACAACGA TACT6CCC 


34379 


773 7 




COAAuUCA A UCUCUACC 


13998 


GGTAGAGA GGCTAGCTACAACGA TGACTTCG 


34380 


7796 


3234 


ggucuccg a uugugauu 


13999 




34381 


7802 


3228 


CX3AUUGU6 A XHTGCUUCG 


14000 


CGAAGCAA GGCTAGCTACAACGA CACAATCG 


34382 


7827 


3203 


CCAGUGUQ A CUQGUAUU 


14001 


AATACCAG GGCTAGCTACAACGA CACACTGG 


34383 


7854 


3176 


UCUCAAGG A UUCCAUCG 


14002 


CGATQQAA GGCTAGCTACAACGA CCTTGAGA 


34384 


7897 


3133 


cguacaug a UUUGACUU 


14003 


AAQTCAAA GGCTAGCTACAACGA CATGTACG 


34385 


7902 


3128 


augauuug a CUUCACCC 


14004 


GGGTGAAG GGCTAGCTACAACGA CAAATCAT 


34386 


7914 


3116 


CACCCAGA A CUGCCCUU 


14005 


AAGGGCA0 GGCTAGCTACAACGA TCTG6GTG 


34387 


7956 


3074 


UGCUUUCA A UCCAAUAQ 


14006 


CTATTGGA GGCTAGCTACAACGA TGAAAGCA 


34386 


7961 


3069 


UCAAUCCA A UAGGACAG 


14007 


CTGTCCTA GGCTAGCTACAACGA TGGATTGA 


34389 
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7966 


3064 


CCAAUA6G A CAGQUCAC 


14008 


gtgacctg ggctagctacaacga cctattgq 


34390 


7980 


3050 


CACU6UG6 A UCGCCAAG 


14009 


CTTGGCGA GGCTAGCTACAACGA CCACAGTG 


34391 


7998 


3032 


UGUUCUtJQ A CAGCCGUU 


14010 


AACGGCTG GGCTAGCTACAACGA CAAQAACA 


34392 


8010 


3020 


CCX3UUCCA A UGAUCUUC 


14011 


GAAGATCA GGCTAGCTACAACGA TGGAACGG 


34393 


8013 


3017 


UUCCAAUG A UCUUCGAG 


14012 


CTCQAAGA GGCTAGCTACAACGA CATTGGAA 


34394 


8049 


2981 


UCUCUCUG A CCUUCAGG 


14013 


CCTGAAGG GGCTAGCTACAACGA CAGAGAGA 


34395 


8059 


2971 


CUUCAGGA A CAUCCGAG 


14014 


CTCGGATG GGCTAGCTACAACGA TCCTGAAG 


34396 


8078 


2952 


CUGGUGAG A CCAAAUCC 


14015 


GGATTTGG GGCTAGCTACAACGA CTCACCAG 


34397 


8083 


2947 


GAGACCAA. A UCCAAAAU 


14016 


ATTTTGGA GGCTAGCTACAACGA TTGGTCTC 


34398 


8090 


2940 


AAUCCAAA A UCCUCCAC 


14017 


GTGGAGQA GGCTAGCTACAACGA TTTOGATT 


34399 


8120 


2910 


CAAGCGC6 A XJUCUGAGU 


14018 


ACTCAGAA GGCTAGCTACAACGA CGCGCTTG 


34400 


8X32 


2898 


UGAGUCGG A CAUUCCUU 


14019 


AAGGAATG GGCTAGCTACAACGA CCGACTCA 


34401 


8150 


2880 


GUCUCCGG A CCAUCAAC 


14020 


GTTGATGG GGCTAGCTACAACGA CCGGAGAC 


34402 


8157 


2873 


GACCAUCA A CCACAAAG 


14021 


CriTGTGG GGCTAGCTACAACGA TGATGGTC 


34403 


8191 


2839 


UGGUGCAA A XXAAAAJAC 


14022 


OTATTTTA GGCTAGCTACAACGA TTGCACCA 


34404 


8196 


2834 


CAAAUAAA A UACUCUUU 


14023 


AAAGA6TA GGCTAGCTACAACGA TTTATTTG 


34405 


8223 


2807 


UCCAGCCA A UUUCCAAU 


14024 


ATTGGAAA GGCTAGCTACAACGA TGGCTGGA 


34406 


8230 


2800 


AAUUUCCA A UUUUUCCG 


14025 


CGGAAAAA GGCTAGCTACAACGA TGGAAATT 


34407 


8266 


2764 


AGGUGCUG A CUUGUACA 


14026 


TGTACAAO GGCTAGCTACAACGA CAGCACCT 


34408 


8292 


2738 


GUUUCUCA A CCACGACA 


14027 


TGTCGTGG GGCTAGCTACAACGA TGAGAAAC 


34409 


8298 


2732 


CAACCACG A CACUAAGG 


14028 


CCTTAGTG GGCTAGCTACAACGA CGTGGTTG 


34410 


8366 


2664 


CACAUUUG A UGCUCCAG 


14029 


CTGGAGCA GGCTAGCTACAACGA CAAATGTG 


34411 


8382 


2648 


GUCUGGAA A CUGAUCGU 


14030 


ACGATCAG GGCTAGCTACAACGA TTCCAGAC 


34412 


8386 


2644 


GGAAACUG A UCGUAGAC 


14031 


GTCTACGA GGCTAGCTACAACGA CAGTTTCC 


34413 


8393 


2637 


GAUCGUAG A CCGCACAC 


14032 


GTGTGCGG GGCTAGCTACAACGA CTACGATC 


34414 


8424 


2606 


CUUUCUGA A UGAUCUUG 


14033 


CAAGATCA GGCTAGCTACAACGA TCAGAAAG 


34415 


6427 


2603 


UCUGAAUQ A UCUUGGCU 


14034 


AGCCAAGA GGCTAGCTACAACGA CATTCAGA 


34416 


8459 


2571 


UCAGGGUA A UACUUGUA 


14035 


TACAAGTA GGCTAGCTACAACGA TACCCTGA 


34417 


8503 


2527 


GUGUAU6A A CACUCCAC 


14036 


GTGGAGTG GGCTAGCTACAACGA TCATACAC 


34418 


8536 


2492 


GCCGGCUG A UGUCUAUG 


14037 


CATAGACA GGCTAGCTACAACGA CAGCCGGC 


34419 


8592 


2438 


AGAGCAGA. A CUCCUCCA 


14038 


TGGAGGAG GGCTAGCTACAACGA TCTGCTCT 


34420 


8601 


2429 


CUCCUCCA A CUGCGAGA 


14039 


TCTCGCAG GGCTAGCTACAACGA TGGAGGAG 


34421 


8611 


2419 


UGCGAGAA A CGUGASAG 


14040 


CTCTCACG GGCTAGCTACAACGA TTCTCGCA 


34422 


8626 


2404 


AGCUAUGG A CCUAUCAC 


14041 


GTQATAGG GGCTAGCTACAACGA CCATAGCT 


34423 


8643 


2387 


GAGCAUUG A UGCCCAUC 


14042 


GATGGGCA GGCTAGCTACAACGA CAATGCTC 


34424 


8656 


2374 


CAUCCACA A CAG6AGAG 


14043 


CTCTCCT6 GGCTAGCTACAACGA TGTGGATG 


34425 


8674 


2356 


CCCCAGCA A UCCUUGCG 


14044 


CGCAAGGA GGCTAGCTACAACGA TGCTGGGG 


34426 


8692 


2338 


UAUCCAGG A CAUGCCUC 


14045 


GAGGCATG GGCTAGCTACAACGA CCTG6ATA 


34427 


8704 


2326 


GCCUCC6A A CAGUGAGC 


14046 


GCTCACTG GGCTAGCTACAACGA TCGGAGGC 


34428 


8716 


2314 


UGAGCGGA A UGCUCCUC 


14047 


6AGGA6CA GGCTAGCTACAACGA TCCGCTCA 


34429 


8728 


2302 


UCCUCCGA A CACUUGAU 


14046 


ATCAAGTG GGCTAGCTACAACGA TCGGAGGA 


34430 


8735 


2295 


AACACUUG A UGGACAGC 


14049 


GCTGTCCA GGCTAGCTACAACGA CAAGTGTT 


34431 


8739 


2291 


CUUGAUGG A CAGCCUUC 


14050 


GAAGGCTG GGCTAGCTACAACGA CCATCAAG 


34432 


8751 


2279 


CCUUCCCA A CUGAGGUG 


14051 


CACCTCAG GGCTAGCTACAACGA TGGGAAGG 


34433 


8761 


2269 


UGAGGUGA A CACCCOJC 


14052 


GAGGGGTG GGCTAGCTACAACGA TCACCTCA 


34434 


8772 


2258 


CXrCCUCCA A CUQAUCCA 


14053 


TQGATCAG GGCTAGCTACAACGA TGQAGGGQ 


3443S 


8776 


2254 


UCCAACUG A UCCAAAGU 


14054 


ACTTTGGA QGCTAGCTACAACGA CAGTTGGA 


34436 


8853 


2177 


CUUUGCCA A UGCUGCUU 


14055 


AAGCAGCA GGCTAGCTACAACGA TGGCAAAG 


34437 


8866 


2164 


GCUUCCAG A CUUGUGCC 


14056 


GGCACAAG GGCTAGCTACAACGA CTGGAAGC 


34438 


8376 


2154 


UUGUGCCA A UGGUGAUU 


14057 


AATCACCA GGCTAGCTACAACGA TGQCACAA 


34439 


8882 


2148 


CAAUGGUQ A UUGAUCUG 


14058 


CAGATCAA GGCTAGCTACAACGA CACCATTG 


34440 


8686 


2144 


GGUGAUUG A UCUGUUGU 


14059 


ACAACAGA GGCTAGCTACAACGA CAATCACC 


34441 


8941 


2089 


UGGUUCCA A UUCAAUCA 


14060 


TGATTGAA GGCTAGCTACAACGA TGGAACCA 


34442 


8946 


2084 


cx::aat}uca a ucaggacc 


14061 


GGTCCTGA GGCTAGCTACAACGA TGAATTGG 


34443 


8952 


2078 


CAAUCAGG A CCUUAGCG 


14062 


CGCTAAGG GGCTAGCTACAACGA CCTGATTG 


34444 


8979 


2051 


CCACUGAA A CAAAAGGG 


14063 


CCCTTTTG GGCTAGCTACAACGA TTCAGTGG 


34445 


8991 


2039 


AAGGGUUG A CAGUOACC 


14064 


GGTCACTG GGCTAGCTACAACGA CAACCCTT 


34446 


8997 


2033 


UGACAGUG A CCAAOCUG 


14065 


CAGATTGG QGCTAGCTRCAACGA CACTGTCA 


34447 


9001 


2029 


AGUGACCA A UCUGCCCA 


14066 


TGGGCAGA GGCTAGCTACAACGA TGGTCACT 


34448 


9028 


2002 


GUCGUUCA A UGAAGCCA 


14067 


TGGCTTCA GGCTAGCTACAACGA TGAACGAC 


34449 


9040 


1990 


AGCCACUG A CGAGAUAG 


14068 


CTATCTCG GGCTAGCTACAACGA CAGTGQCT 


34450 


9045 


1985 


OJGACGAG A UAGGAACU 


14069 


AGTTCCTA GGCTAGCTACAACGA CTCGTCAG 


34451 


9051 


1979 


AGAUA6QA A CUUUQCM 


14070 


TTGCAAAG GGCTAGCTAC7VACGA TCCTATCT 


34452 
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9085 


1945 




14071 


nv*nrwiw*a& npp'PK^s/'vpapaarvsii iV2r*ai'^''pap 


"3 A A 


9091 


1939 


caauucca a CACUACAG 


14072 


CTGx\3V9io uV3V»iAviwlAL.AAvJ\3A l\dV3AAX lAj 


^A ACA 

34454 


9107 


1923 


GUGCCvjUG a Ct*ULiUGUC 


14073 


UACAL^AIjV? VjvawiAG\«lAUAAUV7A V^AvAtvjtvJA^ 


A A CC 


9133 


1897 


L.CLAA.V3AA A uUUviAAAVj 




p»n"rpaan n/TPTanPTapaapnzi TTPTTnrjn 


O A.A C|r 


9149 


1881 


VsUUUUUvaA A s^ucAVJVaUu 




nr*r*twr^n n^^PTa^iPTAPaapnn TPaaarirtP 




9153 


1877 


UUuAAuAb A LAiUWiUAVJ 


X4U /b 


PTaT/arsp^i nrtPTarspTAPfiapfiTx PTYSTTPan 


•a Ail CO 


9175 


1855 


TT^w^TTT/^iv & rTTrana atiTT 
UvAa^UuuA a 


/ / 


aaTTvapac! rwnPTartPTapaapnzi Triaarsnrsa 

AAX 1 l9(>7V^ X J\.\3\^ X AV..AAUvxn. X t>7AAuOljA 




9181 


1849 


r'7va/^Tn<^jv a TTTiTTrTTTr'nji 


1 AniQ 
/o 


Tppaaaaa p/^PTanprapaapna thp^mtto 

XuoAAAAA uVjwX A\3L«XAL>AAL>\JA XVTV.aOX X\3 




9209 


lo21 


narTTTTniv TV tv TT/^ar'/^nr'a 




Tnnruwn'h pnPTanpTapaapna TTV^aamvi 

iV.«\JOOXL^ OUV^XAUwX AWlA^VjA X XV3AAurX\? 




9212 


1818 


UULAAAUU A V«uUV3iiUV7U 


1 A A a n 


apr"T^ppf2/i p/iPTa/sPTapaapna paTn^TPaa 


O A A CO 


9217 


1813 


AUtiAL.L.CtT A L.CjfUuAALU 


14081 


7i/-»rTirn/-t7vpP P^VP A/V^T^A P A APPa P/IPPTPAT 


A ACX 


9223 


1807 


CGACQjUtJA A L-ULUjAtJAtj 




UXValLAAIkj Utjt-iAJaL-iAuAftUviA ioAv-VjiUvj 


O j1 /I C A 


9228 


1802 


UCAAL.UUG A CAiltfUuUUu 




PA AOA^-iTr* r'/^P'PA/r!/**PaP A APPTV PAAPTT«r»A 

V.AAUAU 1 \s uvjw X AGC 1 AUAAVJVxA L.AAVj 1 X\iA 


r> A A CC 
34403 


9244 


1786 


laLUlJoAAA A UUw«wi,\JAui 


1 A A Q A 

14Uo4 


LllaXviVTAA V3U\.«iAoUiAwVALA7A 1 X X L-iiAl^^. 


3440O 


9255 


1775 


cczacagga a uggcucca 


14085 


TGGAGCCA GGCTAGCTACAACGA TCCTGTGG 


34467 


9275 


1755 


AAAjGCUUu A UGCAQAGC. 


1 A AOC 


fiWVp«m/2/^A P/TP'PAPPn*AP A APPA PAAPPIWPT* 

UCiwiuwi uUulAuL'XAuAAvJliA UAAjbuxVL i 


OA AC O 

34400 


9301 


1729 


ugagccca a UGCUAUCA 


14087 


TGATAGCA GGCTAGCTACAACGA TGGGCTCA 


34469 


9313 


1717 


UAUCACAG a CuGCuUCG 


14088 


PPAAP^AP P^PfnA/^PTlAPA APPA PtPPfP^AfTlA 

CGAAGCAG GGCTAGCTACAACGA CTGTGATA 


34470 


9340 


1690 


uuccuczaa a CUCCaUUA 


14089 


nVAArn^AAA P^l^WnA^PtftAPA APP A IIWII^A/^^AA 

TAATGGAG GGCTAGCTACAACGA TTGAGGAA 


34471 


9349 


1681 


CUCCAUUA A CGUCUCUC 


14090 


PAPAPaPP P/^V^T* A PPT* A PA A PP A T^AATIPPAP 

GAGAGACG GGwxAGCTACAACQA TAATGGAG 


34472 


9412 


1618 


GUCCAUGA A CCACUCAC 


14091 


P'Pr^TVP'PPP PPPn^A P^^T^A P A A PP A T^PATtpPRP 

GTGAGTGG GGCTAGCTACAACGA TCATGGAC 


34473 


9422 


1608 


CACUCACG A UGGACCAA 


14092 


TwrW^TiPPA PP/'WTAPP'PAPA A PP A PP*PPAPrnP 

TTGGTCCA GGC xAGC xACAACGA CGTGAGTG 


34474 


9426 


1604 


CACGAUGG A CCAAQAAC 


14093 


P 'Pn 'prpn^PP PPPfAPPT^APA APPTV PPATtpPflfV^ 

GTTCTTGCj GCjC xAGCTACAACGA CCATCGTG 


34475 


9433 


1597 


GACCAAGA A CGUCUUUG 


14094 


PAAAPAPP PPPfPAPPT* AP A APP A »PPTinW^T»P 

LAAAGAV'U QjljL-i AGCi-ALAACliA TCxTGGTC 


34476 


9447 


1583 


UUGUUCCA A CAGUCAUC 


14093 


PATPAPTV P/VT AP/^TITVPA APPTV rpPPTVAPAA 

viAiviAwiA.? vjiVivlAGCxALAAUVsA TuGAACAA 


34477 


9477 


1553 


UGGUGUCA A UCCCUGAC 


14096 


PfPAPy^PA PPPfAPPfA PA A PP A rrtPAPAOIPTV 

GTCAGGGA GGCTAGCTACAACGA TGACACCA 


34478 


9484 


1546 


AAUCCCUG A CCGUGGUU 


14097 


AACCACGG GGCTAGCTACAACGA CAGGGATT 


34479 


9558 


1472 


caggagug a ugcugaau 


14098 


ATTCAGCA GGCTAGCTACAACGA CACTCCTG 


34480 


9565 


1465 


GAUGCUGA A UCUCCCUG 


14099 


PlVP^PH^Jl ftrt^l'PArtP'nAPA APPA T»PAPPArr»P 

CAGGGAGA GGCTAjQCTACAACGA TCAGCATC 


34481 


9588 


1442 


UGGCUCCA A CCUGU6UG 


14100 


CACACAGG GGCTAGCTACAACGA TGGAGCCA 


34482 


9613 


1417 


UCCGUGCG A CUCCACAG 


14101 


PfppfP^PAn r!/VM1*APPn*A^A APnA ^V^PA/tPPA 

UIGTGUAG GGCTAGCTACAACGA CGCACGGA 


34483 


9636 


1394 


rTT^*^ATT#*»^ A OAAAATVTTO 

VjULuAUuu a UAAAAAUu 


X4XU2 


P A'(*<|W|ill«lip PPPT'APP'PAPA APPA PPA*T<PPAP 

UAxxxxxUr IjGCxAGCxACAAUGA CCAivjGAC 


34484 


9642 


13 88 


rr^T^/^TiHTili A TirTTT'Ar'TT 

uGAuAAAA A UV3L3V«LiAL.U 


1 >! 1 n*! 
x4J.U^ 


APT*'!!/'?PPA P/VPAPPT AP A APP A ri "HVPH y*a*nP 

AWriljrVTUUA (oGulAGClACAAUbA iXxxVjrXCC 


34485 




/u 


P/IITl^PTTrTr! & TTHTTTTPTTnTT 


1 Al OA 
X^XvTfc 


ananaaTa fviPrafiPTapaapfia paam»ar¥i 


OA A Q£ 

34400 


OC*7C 
2ro is 




VtfUUUuAAvj A Uv9VjUUV,.UU 




aana&ppa rtfipranpTapaaprsa prnv^aaap 
AAvrnACCA VjVjCXAuCIAUAAUuA CilvsAAAia 


*a A A QT 

344a / 




X J«X 




T A 1 AC 
X4XUD 


rspfippaaa fVSPTanpTapaapraa *pnv2PP*ivap 

UWU\«L>AAA V3\J\.>XAUV«XAV«AAV«VJA X XuV,,>k«Xwli« 


"a A AOQ 
344tSo 








1 A 1 m 
±4 J.U / 


appaa/'zpa ^i/iPTanPTapaaPi^a fprsapiiPAT 
AijvxAAiJWi vi\jL*lAoClAw«AL.vzA l%iALZACAl 


"3 A A D Q 

344o^ 


9742 


x2qo 


TTTTTT/^r'i^A A A TTA ATTPr^r^^^ 


1 /! T A D 


PPPPATTA P/SPTA/V^I'APA APPA rnfPPy^AAA 

laCbiiAl i A UGv- i AGC X AUAACLrA I TGtjCAAA 


34490 


9745 


1 n o c 
X2o3 


/^PPAAATTA A TTPOPPAPP 

GCGAAAUA A UCCGCAGC 


1 >l 1 A Q 

14109 


PPT'PP/VA PPPT" APP«T* A PA A PP A 1* A •T"T»fnPPP 

GCxGCGGA GGCTAGCTACAACGA TATTTGGC 


34491 


9863 


1167 


/^TPP A A A TTP/^/^TPAO 

(jUGGACjAti A UHjuUCiAL 


14110 


r^TT^T^r^f^r*!^ P/'>PT»APrTT'APA APPA r^fTT^Tf/^rtTii 

CjICAGCvjA LiGv-iAGCi ACAACajA CTCTCCAC 


34492 


9870 


1160 


vjAULbLUtj A L.(jC3UAbL.L 


14111 


ubLIAuLvj uUL lAtiCi AL-AALCjA (-AbLCjATL 


34493 


9881 


1149 


GuAGCCAA A UAGCAAUA 


14112 


TATTGCTA GGCTAGCTACAACGA TTGGCTAC 


34494 


9887 


1143 


AAAUAGCA A UAACUGCG 


14113 


CGCAGTTA GGCTAGCTACAACGA TGCTATTT 


34495 


9890 


1140 


UAGCAAUA A CUGCGGAC 


14114 


GTCCGCAG GGCTAGCTACAACGA TATTGCTA 


34496 


9897 


1133 


AACUGCGG A CCUCUGCC 


14115 


f^f^f^T^r*lKf^f^ P/?lPnff APPrPAPA A PP A /*«/*<lPPA/*irTWT1 

GGCAGAGG GGCTAGCTACAACGA CCGCAGTT 


34497 




XXlO 


pparsrtTTfT/a a rw^fwir^r* 
ClJAviviUUli A IJU\9wCUL>L 


14xlo 


/2PAPrW3/5 rSPP'PAf^P'PAOA APPA ^AA^rwnP/5 

GGAbGCuG GGCXAGCxACAACGA CAACCTGG 


34498 




1 AO O 

lOoo 


UuACaUCG a UGGUAGGC 


14117 


PPPflAPPTV P^P*!* A^Pn*A/^A APPA ^V^AHIf tHy^A 

GCCTACCA GGCTAGCTACAACGA ^aATGTGA 


34499 


79d1 


X007 


GUCCUUAG A CAUGAUAG 


14118 


PTtAftPATtp P/**P'I*APP'PA^A A^PA PVnAA^nAP 

LTATCATG GGCTAGCTACAACGA CTAAGGAC 


34500 


99oo 


1064 


UAGACAUG A UAGUCACG 


14119 


CGTGACTA GGCTAGCTACAACGA CATGTCTA 


34501 


9993 


1037 


CUUCGAGA A CCAAAUCC 


14120 


GGATTTGG GGCTAGCTACAACGA TCTCGAAG 


34502 


9998 


1032 


TV TV ^1^1 TV TV TV TTA^^^TV ^^^TV 

AGAACCAA A UCCACCCA 


14121 


TGGGTGGA GGCTAGCTACAACGA TTGGTTCT 


34503 


10018 


1012 


UGCUCCA6 A CACUCCUU 


14122 


AA66AGTG GGCTAGCTACAACGA CTGGA6CA 


34504 


10090 


940 


CAAAAGCA A UAGCACGA 


14123 


TCGTGCTA GGCTAGCTACAACGA TGCTTTTG 


34505 


10098 


932 


TVTTIV^i^A n ^ItHlt^^^M 

AUAGCAC6 A CAAACACA 


14124 


TGTGTTTG GGCTAGCTACAACGA CGTGCTAT 


34506 


10102 


92d 


r^A^V^A/^AA A OA^AAA^T^ 

CACvjALAA a cacaacuc 


14125 


GAGTTGTG GGCTAGCTACAACGA TTGTCGTG 


34507 






na a a nana a pttpttpitpp 

L>AAA\.«AV.>A A VvU\,*U(>«UuL> 


14X^O 


PPAPA/TIAP PPPTAPPTaPA APPA 'PPTP'PTTP 

V7UAGAoA(j V3oL< X AVsC X AL.AACOA X vji u^X X X VJ 


O A C A Q 


10139 


891 


AGCAUCCA A CCAAUGAC 


14127 


GTCATTGG GGCTAGCTACAACGA TGGATGCT 


34509 


10143 


887 


UCCAACCA A UGAGGGCa 


14128 


AGCCGTCA GGCTAGCTACAACGA TG6TTGGA 


34510 


10146 


884 


AACCAAUG A CGGCUGCC 


14129 


GGCAGCCG GGCTAGCTACAACGA CATTGGTT 


34511 


10182 


848 


UCCUCAAG A UCCAUGAU 


14130 


ATCATGGA GGCTAGCTACAACGA CTTGAGGA 


34512 


10189 


841 


GAUCCAUG A UUCUGUUU 


14131 


AAACAGAA GGCTAGCTACAACGA CATGGATC 


34513 


10205 


825 


UUUACCAA A UACCUUGU 


14132 


ACAAGGTA GGCTAGCTACAACGA TTGGTAAA 


34514 


10288 


742 


UGUCAGUG A CCUCCGAC 


14133 


GTCGGAGG GGCTAGCTACAACGA CACTGACA 


34515 



415 
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10295 


735 




14X34 


AwAuuwiU wl3LiXAI<3V*lAUAA(JUA CuvanlsUlV* 


345XO 


10338 


692 




1 AT C 

X4X3b 




•94aX / 


10344 


686 




T AT O ^ 


VjXwwVJAo uvjrUlA»v«iAVM>AAU\3A \-iAUVjl\JA 


34 3Xo 


10351 


679 




T A T O n 

X4137 


(aUAvAAAVj VjV^U 1 AvjU 1 AL^nAV* viA UAuuAVa 1 U 


"7 A CI O 


10364 


boo 




T A T "a Q 
X413o 


AlUviAdvJ UOUXAu\..lAi..AAWAjA iVJVilVavJAU 


^ACO A 


10371 


659 




1 A 1 ^ Q 

X4X39 


AuAAuAWV my k» 1 AiuV» a AwiAwuA wvufiv» Xw X JL 


343i6X 


10382 


648 


UCUUCUGG A UCA.UUACC 


14140 


/vintaaTV^a /v*PiT*anPft*apaao/^a PPaoaa/^A 
GGTAAluA UuL.iAuUXAUAALAxA UuAuAAGA 


1A COO 

34322 


10396 


634 


AL.VJAOU.^Vj A UAliw^LUvjr 


14X41 


r'ar'TViPTfi rtpr"ranr"Tapaappa p^rsmviPT 
LAV7 1 urU 1 V9 UoU i Auu X AUAAUVjrA i. \iVjr J. 


O ACOO 
34323 


10419 


611 


UAuAAvjUu a UAViUAUvJA 


14142 


nv^atiaPfa ^vp»part/"»'papaar^r'a pao'p'pa'pr' 
Tv^AiAUlA GVjUiAI.7UjLALAAuiiA VJAUI IAXaj 


O A C O A 

34b24 


10458 


572 


TTrTr^/^TTr^Tr* tv r'TVTiTTrr'TvTT 
UUUCUUUvj A LAAUovJAU 


14143 


aiw^aTTP pj^/'fpapp'i'ar^aarvTa papappaa 
A 1 VjuA X 1 V7 uvju X AuU X AuAAiJUA UAliAvjLAA 


•a A CO c 
34323 


10461 


569 


/"TT^^T/^TV /^A 7\ TT^r'7\TT7\/T'/*' 

CULUCjAUA a UtjLAUAiitr 


14144 


v-UlAitaUA GVaL.iAtjUXAUAAvJviA XTjiCAViAvj 


"a A coc 


10491 


539 


rn'tr'TTTTn/^'ii TTr^r'TinTiTTr' 
CUvjUUUvjA a UL.oUoAU(j 


T A T A C 
X4 


\JA X UAULtA uVaU 1 AVJ^^ 1 AUAAvAsA J- L<L.A/iUAo 


"3 A C O "7 


10497 


c T "a 


vrAAUvA^Uo A UoALAUCU 


1 A 1 A 
X4X4b 


apaTf^TPa pppTa/ttPTapa apr"a pappaTfp 
AioAX is X (JA vjlju X AwU X AwiADuA VJAUuAX X U 


^ A CO Q 
34320 


±U3 UU 


D3U 


TTP^^TinATTn zi r'aTTrtifSTTn 


1 Al A*7 


n^n^fz^Tn firiPnnPTJiPaapfiJv patpap/^a 

AWIVJaX V:r VjOU X /iUrU J. AV,.,/i/i,UUA wi J. Wi^VJxi 


CO Q 


10509 


521 


r'ATT/^TT^TT/^ R O/^TT/^aOTTTV 

L^UL.U(.7U(j A LurUwivjUA 


1 A 1 A Q 


TaPTPapp ppr"T*apPTapa aoT'a papa/^aTr* 
X AU X vjAuvj owU X AvjU X AUAAUuA UAUAGA X o 


*a A CO A 

3433U 




467 


AviAuvaVaUA A UUVi^UUUU 


1 AT AO 


afTSPa^iPan rtpp'paf!ip»papaapr*a »paor^r«pr*n' 
AV^VanluWMff vsoUXAIuUXAUAAUUA iAUV..V«XUX 


OA COT 


1 n C Q 1 




UVjUUlsViWv? A UwUs(.3L>(JA 


1 A 1 cn 
X4 XsU 


TvarapPTna fV2r*T«artPTar'aa/V3a /^nor^ararv^ 
X\MUUX\aA iMUXAliUXAwiAvJGA UGuUAliUG 


O A CO O 


10590 


440 


UCAGGCCA A UCAUQACu 


14151 


AGTCATGA GGuTAGCTACAACGA TGGCCTGA 


34533 


10596 


434 


CAaUCaUG a CUGCAAuU 


14152 


AATTGCAG GGCTAGCTACAACGA CATGATTG 


34534 


10602 


428 


UGACUGCA A UUCCGGUC 


14153 


GACCGGAA GGCTAGCTACAACGA TGCAGTCA 


34535 


10646 


384 


CUCCGCCG A UUGAUAGC 


14154 


GCTATCAA GGCTAGCTACAACGA CGGCGGAG 


34536 


10650 


380 


gccgauug a UaGCACUG 


14155 


CAGTGCTA GGCTAGCTACAACGA CAATCGGC 


34537 


10685 


345 


UUCUUAAA A CuCAGAAG 


14156 


CTTCTGAG GGCTAGCTACAACGA TTTAAGAA 


34538 


1 mTa 
JLU /o J 


297 


uUULAULaj a UL.WU3(JAL 


1 A 1 C*7 

X413 / 


/^T/n/^TTT* a rr^rwHaoOTaoaa^v^a /^/^ a rtwTv /"* 
urlUUXljuA uouXAuCXALnAAUGA CGAXuGAG 


34539 


1 A'7CQ 




UUuvjAoVJA a UUuUUoUvj 


1 A 1 C D 


r'ar'artipaa r!r«nTtanr««rar<aar*</^a Tr'/^»T»r"nr«a 
LAuAvjUAA vjVjUXAoUXA\...AAL.oA XouXCvAiA 


O VI C vl A 

34540 


XU fOO 


^o^ 


UvtCUvjUVjA a (..^UoAAvaA 


1 Al CQ 


rrii-ifprnj^Tv*^!/^ fson'T'a n/^Ta r'a a r^r'a f/^ar^ari^a 
XuXXUAoo LuLXALtUXAUAAUvjA XCACAuLA 


O y1 C yf 1 

34341 


iU / / / 


oca 


rrnir'a a/^a a rr'n/^aa/^a 


1 A 1 /T A 
X4Xo U 


rnrimrnrmf^r* rTT'T^ar^fTar^aa r^oa Trwyp/^Ts/^o 
XUXXuvjL.(j uoLXAoUXALkAAuvjA XUXXCAGur 


34542 


XU / ifZ 


*> "a Q 
Z J o 


^ananona a oar'aaaiTr' 
kjAoAv7v.UA A UALAAAUU 


1 AT CI 
X4XOX 


naTTTfiTn /^rT'T'ar^PT'aoaarT'a f/v^oirwr"/^ 
ViAXXXoXo VjruUXAvjL.XAL.AAL.uA iGt3t-iL.iL. 


34543 


XU tifO 


•3 "a o 


r'aar'anaa a TTrTTTaTTTTn 
WlAUAUAA A UUVjUAUUu 


1 A1 <C0 
X^xOZ 


paaTap/^a pp/^'T»a^PTa^aa/^**'a n'wpr"T»r"Tvpr« 
LAAi ALLrA ViUU X AVjL XAL.AAL.UA XiuiuiiCj 


34544 


1 AQ01 


O AO 


Uuu^urU(MV7 A UUAbwLtUU 


14Xo3 


TV ^ a Pf?!/**rnar^r'Tta/^a a r^^a /v^ar^/rwnv 
GAGCCTGA QQCTAGCTACAACuA CGACGGCA 


34545 


lOo JX 


^ AA 

199 


CAGGCUCA A CAUAuCCC 


14164 


ooooiTtafT*/^ oooivaooinaoaao^Tv ctvtv /^/*i/^rn/~i 
GGGCTATG GGCTAGCTACAACGA TGAGCCTG 


34546 


10851 


179 


UCAGUCCA A UCaAGGAC 


14165 


GTCCTTGA GGCTAGCTACAACGA TGGACTGA 


34547 


1 A O C O 


172 


AAUCAAGG A CAACAUGC 


1416o 


f^rtr^mf^HitVt t /-Iz-l/lrriTV /^/^TITV TV /"l/^'A /-I/ irfi> mill 

GCGTGTTG GGCTAGCTACAACGA CCTTGATT 


34548 


XOodX 


lo9 


CAAGGACA A CACGCGGG 


1 A^ ezn 
141o7 


CCCGCGTG GGCTAGCTACAACGA TGTCCTTG 


34549 


10893 


137 




14168 






10930 


100 


UUUCOUAG A CAUCGAGA 


14169 


TCTCGATG GGCTAGCTACAACGA CTAAGAAA 


34551 


10938 


92 


ACAUCGAG A UCUUCGUG 


14170 


CAC6AAGA GGCTAGCTACAACGA CTCGATGT 


34552 


10954 


76 


GCUAAGAA A CAGCUCGC 


14171 


GCGAGCTG GGCTAGCTACAACGA TTCTTAGC 


34553 


10972 


58 


CUGUGUUA A UUGUUGUU 


14172 


AACAACAA GGCTAGCTACAACGA TAACACAG 


34554 


10982 


48 


UGUUGUUA A UCCUCACA 


14173 


TGTGAGGA GGCTAGCTACAACGA TAACAACA 


34555 


10992 


38 


CCUCACAA A CACUACUA 


14174 


TAGTAGTG GGCTAGCTACAACGA TTGTGAGG 


34556 



Input Sequence = AF196835_rc. Cut Site « R/Y 
Arm Length s 8. Core Sequence = GGCTAGCTACAACGA 

AF196835_rc reverse complement of West Nile virus strain Ny99-f lamingo382- 
99, complete genome 
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34633 
, 34634 


1 34635 1 


34636 1 


34637 1 


1 34638 1 


34639 1 


O t- 

vo ir 
ro 


i OJ 
» Vo 

) ro 


1 34643 1 


1 34644 1 


1 34645 1 


vo 

lO 

ro 


1 34647 1 


1 34648 1 


0\ 

vo 
ro 


1 34650 1 


34651 


34653 


in 
vo 

ro 


1 34655 1 


1 34656 1 


1 34657 1 


1 34658 1 


1 34659 1 


o 
Vo 
vo 

ro 


H 

Vo 
vo 
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ro 


CN 

vo 
vo 
^ 

ro 


ro 

VD 
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ro 


1 34664 1 


m 
vo 

VD 
ro 


vo 
Vo 

VO 
ro 


1 34667 1 


34668 
34669 


34670 
34671 


1 34672 1 


UCCCGCCA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CGGAAGUU 
AGUUCCCG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CACCGGAA 


O 
CD 
U 

CD 
O 
O 
CJ 

u 

g 

u 

i 

s 

B 

CJ 

u 

i 

S3 

CD 
CD 

O 
CD 

S 

1 


1 UAAGUAUG GGAGGAAAC!UCCCUUCAAGGACAUCGUCCGGG AUAAAAGU 1 


1 UAAAUAGA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AAUAUAAG | 


1 ACACrAGUA GGAGGAAACnJCCCUUCAAGGACAUCGUCCGGG UGUAGAUA | 


1 UGAGGACA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AGUACUGU | 


GUUGAGGA GGAGGAAACUCCCUUCAAC3GACAUCGUCCGGG ACAGUACZU 


AVJAV^w^ \ao/^oo/'irtrtv^wv-v-\^uuv,rt**v3\jrsLW^wv-\j\-»v*\^vj\jvj wivjuwvjwuw 

UGAAGACA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AACUUUGG 


1 UAUGAAGA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG ACAACUUU | 


1 UGAGUUCA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG UAAAGAGA | 


1 GUGGAUUA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AUGAGUUC | 


1 AGUCAGAG GGAGGAAACUCCCUUCAAGGACAUCGUCCC3GG AAUCAUCG | 


1 GCUAUCAA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CAAGUC^^G | 


1 CCAGGUGG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG UAUCAACC | 


1 GCAGAAAA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AUCCAGGU | 


1 CACGUGGG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AGAAAACA | 


CCGAGCCA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG GUGGGC^AG 


CACAAGAG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CCGAGCCA 


1 GAUUGGCA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AAGAGCCC | 


1 CUGAUUGG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG ACAAGAGC | 


1 UGUGGCAG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CUGAUUGG | 


1 UGGUGUGG GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AGCCUGAU | 


1 CGAGAGGA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG AUCUGGUG | 
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1 UGGAGUGA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG GUCCCAUA | 


1 AGACAAAA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CCCAGUGG | 


1 AUGGAAGA GGAGGAAACUCCCUUCAAC3GACAUCGUCCGGG AAAACCCC \ 


1 GUCUGGAA GGAGGAAACUCCCUUCAAGGACAUCGUCCGGG CGUGXJUUG i 
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CLAMS 

1. A nucleic acid molecule that modulates replication of West Nile Viras 
(WNV). 

5 2. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
selected from the group consisting of enzymatic nucleic acid, antisense 
nucleic acid, 2',S'«*A nucleic acid, triplex forming nucleic acid, and decoy 
nucleic acid molecules. 

3. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
10 effective to treat a condition related to WNV infection, wherein said 

condition is selected from the group consisting of pancreatitis, encephalitis, 
myocarditis, meningitis, neurologic infection, hepatitis, liver failure, 
hepatocellular carcinoma, and chrhosis. 

4. The nucleic acid molecule of claim 3, wherein said nucleic acid molecule is 
15 used in conjunction with one or more other therapies for the treatment of 

said condition. 

5. The nucleic acid molecule of claim 4, wherein said other then^yis selected 
from the group consisting of antivirals and interferons. 

6. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule is 
20 chemically synthesized. 

7. The nucleic acid molecule of claim 1, wherem said nucleic acid molecule 
comprises at least one 2'-sugar modification. 

8. The nucleic acid molecule of claim 1, wherein said nucleic acid comprises at 
least one nucleic acid base modification. 

25 9. The nucleic acid molecule of claun 1 , wherein said nucleic acid comprises at 
least one phosphate backbone modification. 

10. The nucleic acid molecule of claim 1, wherem said nucleic acid molecule 
comprises at least one 2'-sugar modification and at least one phosphate 
backbone modification. 
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11. The nucleic acid molecule of claim 1, wherein said nucleic acid comprises a 
cap stracture, wherein the cap structure is at the 5 '-end or 3 '-end, or both the 
5'-end and the 3'-end. 

12. The nucleic acid molecule of claim 1, wherein said nucleic acid molecule 
5 comprises between 12 and 100 bases complementary to a RNA molecule of 

WNV. 

13. The nucleic acid of any of claim 1, wherein said nucleic acid molecule 
comprises between 14 and 24 bases complementary to a RNA molecule of 
WNV. 

10 14. A method of down regulating the replication of WNV in a cell, comprising 
the step of contacting said cell with the nucleic acid molecule of claim 1, 
under conditions suitable for said down regulation of WNV replication. 

15. A method of down regulating the replication of WNV in a mammal 
comprising the step of administering the nucleic acid molecule of claim 1 to 

15 the mammal, under conditions suitable for said down regulation of WNV 

replication. 

16. A method of reducing WNV activity in a cell, comprising the step of 
contacting said cell with the nucleic acid molecule of claim 1, under 
conditions suitable for said reduction of WNV activity. 

20 17. A method of treating a patient having a condition associated with the level of 
WNV comprising the step of contacting cells of said patient with the nucleic 
acid molecule of claim 1, under conditions suitable for said treatment. 

18. The method of claim 15 further comprising the use of one or more other 
flierapies under conditions suitable for said treatment 

25 19. The method of claim 18, wherein said other therapy is selected from , the 
group consisting of antivirals and interferon. 

20. The nucleic acid molecule of claim 2, wherein said enzymatic nucleic acid 
molecule cleaves RNA derived from WNV. 

21. The nucleic acid molecule of claim 2, wh^em said enzymatic nucleic acid 
30 molecule cleaves plus strand RNA derived from WNV. 
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22. The nucleic acid molecule of claim 2, wherein said enzymatic nucleic acid 
molecule cleaves minus strand RNA derived from WNV. 

23. The enzymatic nucleic add of claim 2 having at least one binding aim 
wherein the binding aim of said enzymatic nucleic acid molecule comprises 
a sequence complementary to any of the sequences of SEQ ID NOs 1 -15,308 



24. The enzymatic nucleic acid molecule of claim 2, wherein said enzymatic 
nucleic acid molecule comprises any of the sequences of SEQ ID NOs 
15,309-37,043. 

10 25. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule inhibits the activity of RNA derived from WNV. 

26. The antis^se nucleic acid molecule of claim 25, wherein said antisense 
nucleic acid molecule inhibits tiie activity of plus strand KNA derived from 
WNV. 

15 27. The nucleic acid molecule of claim 25, wherein said antisense nucleic acid 
molecule inhibits the activity of minus strand RNA derived from WNV. 

28. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a sequence complementary to any of the 
sequences of SEQ ID NOs 1-15,308. 

20 29. An enzymatic nucleic acid molecde that cleaves RNA derived from the 
WNV. 

30. The enzymatic nucleic acid molecule of claim 2 or claim 29, wherein said 
enzymatic nucleic acid molecule is selected from the group consisting of 
Hammerhead, Ihozyme, G-cleaver, DNAzyme, Amberzyme and Zinzyme. 

25 31. The enzymatic nucleic acid molecule of claim 2 or claim 29, wherein said 
enzymatic nucleic acid molecule is in a haiipin, hepatitis Delta virus, group I 
intron, VS nucleic acid, or RNAse P nucleic add motif. 

32. The enzymatic nucleic acid molecule of claim 30, wherein said Hammerhead 
motif comprises a sequence complementaiy to any of the substrate sequences 
30 in Tables nr and Vm, 
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33. The enzymatic nucleic acid molecule of claim 30, wherein said Ihozyme 
motif comprises a sequence complementary to any of the substrate sequences 
in Tables IV and DC, 

34. The enzymatic nucleic acid molecule of claim 30, wherem said DNAzyme 
5 comprises a sequence complementary to any of the substrate sequences in 

Tables VI and XI. 

35. The enzymatic nucleic acid molecule of claim 30, wherein said Zinzyme 
comprises a sequence complementary to any of the substrate sequences in 
Tables V and X. 

10 36, The enzymatic nucleic acid molecule of claim 30, wherein said Amberzyme 
comprises sequences complementary to any substrate sequences in Tables 
VHandXn. 

37. The enzymatic nucleic acid molecule of claim 30, wherein said Hammerhead 
comprises at least five ribose residues, at least ten 2'-0-methyl modifications, 

1 5 and a 3 end modification. 

38. The enzymatic nucleic acid molecule of claim 37, wherein said Hammerhead 
fiuther comprises phosphorothioate linkages on at least three of the 5* 
terminal nucleotides. 

39. The enzymatic nucleic acid molecule of claim 37, wherein said 3'- end 
20 modification is a 3 '-3 ' inverted abasic moiety. 

40. The enzymatic nucleic acid molecule of claim 30, wherein said Inozyme 
comprises at least five ribose residues, at least ten 2'-0-methyl modifications, 
and a 3'- end modificatioiL 

41. The nucleic acid molecule of claim 40, wherein said Inozyme fiirther 
25 comprises phosphorothioate linkages on at least three of the 5* terminal 

nucleotides. 

42. The nucleic acid molecule of claim 40, wherein said a 3'- end modification is 
3*-3' inverted abasic moiety. 

43. The enzymatic nucleic acid molecule of claim 30, wherein said DNAzyme 
30 comprises at least t&a 2 -0-methyl modifications. 
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44. Hie enzymatic nucleic acid molecule of claim 43, wherein said DNAzyme 
further comprises phosphorothioate linkages on at least one of the 5' terminal 
nucleotides. 

45. The enzymatic nucleic acid molecule of claim 44, wherein said DNAzyme 
5 further comprises a 3 '-end modification. 

46. The enzymatic nucleic acid molecule of claim 45, wherein said 3*- end 
modification is a 3 '-3* inverted abasic moiety. 

47. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises at least ten 2'-0-methyl modifications. 

10 48. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a region that is an RNAse H activating 
region. 

49. The nucleic acid molecule of claim 48, wherein said RNAse H activatmg 
region comprises a region having at least five deoxyribonucleotides. 

15 50. The nucleic acid molecule of claim 49, wherein said RNAse H activating 
region further comprises one or more phosphate backbone modification. 

51. The nucleic acid molecule of claim 50, wherein said phosphate backbone 
modification is a phosphorothioate or phosphorodithioate modification. 

52. The antisense nucleic acid molecule of claim 2, wherein said antisense 
20 nucleic acid molecule comprises an RNAse H activating region and a non- 

RNAse H activating region. 

53. The antisense nucleic acid molecule of claim 2, wherein said antisense 
nucleic acid molecule comprises a 5'-end modification, a 3'-end 
modification or both a 5 '-end and a 3' -end modification. 

25 54. The antisense nucleic acid molecule of claim 53, wherein said 3'- end 
modification is selected from the group consisting of 3 '-3' inverted abasic 
moiety, 3 '-3' inverted nucleotide moiety, and phosphate backbone 
modification. 

55. The antisense nucleic acid molecule of claim 53, wherein said 5 '-end 
30 modification is selected fix)m the group consisting of 5 ',5 '-inverted abasic 
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moiety, 5'-S' inverted nucleotide moiety, and phosphate backbone 
modification* 

56. A method of cleaving WNV RNA comprismg contacting the enzymatic 
nucleic acid molecule of claim 2 or claim 29 with said KNA under 

5 conditions suitable for the cleavage of said RNA« 

57. The method of claim 56, wherein said cleavage is carried out in the presence 
of a divalent cation. 

58. The method of claim 57, wherein said divalent cation is Mg2+. 

59. An expression vector comprising nucleic acid sequence encoding at least one 
10 nucleic acid molecule of claim 1, in a manner that allows expression of that 

nucleic acid molecule. 

60. The expression vector of claim 59, wherein said nucleic acid molecule is an 
enzymatic nucleic acid molecule. 

61. The expression vector of claim 59, wh^in said expression vector further 
1 5 comprises a sequence for an antisense nucleic acid molecule complementary 

to tiie RNA of WNV genome. 

62. The expression vector of claim 59, wherein said expression vector comprises 
sequence encoding at least two said nucleic acid molecules that can be same 
or different. 

20 63. The expression vector of claim 62, wherein one said nucleic acid molecule 
comprises sequence encoding at least one antisense nucleic acid molecule 
complementary to RNA derived from the WNV. 

64. The expression vector of claim 62, wherein one said nucleic acid molecule 
comprises at least one sequence encoding an enzymatic nucleic acid 

25 molecule complementary to RNA derived from the WNV. 

65. A pharmaceutical composition comprising the nucleic acid molecule of 
claim 1 in a pharmaceutically acceptable carrier. 

66. A kit for the treatment of patients infected with WNV comprising the nucleic 
acid molecule of claim 1. 
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67. A kit for detecting WNV in a system comprising fhe nucleic acid molecule of 
claim 1. 

68. A method of administering to a cell the nucleic acid molecule of claim 1 
comprising contacting said cell with the nucleic acid molecule under 

5 conditions suitable for said administration. 

69. The method of claim 68, wherein said cell is a mammalian cell. 

70. The method of claim 69, wherein said cell is a human cell. 

71. The method of claim 68, wherein said administration is in the presence of a 
deUvery reagent. 

1 0 72. The method of claim 71, wherein said delivery reagent is a lipid. 

73. The method of claim 72, wherein said lipid is a cationic lipid. 

74. The method of claim 72, wherein said lipid is a phospholipid. 

75. The method of claim 71, wherein said deUvery reagent is a liposome. 
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